
Study Patient CDR3 Sanger Sequence CDR3 Vidjil sequence Homology

A GCGAGAGATCCAGGGTATAGCAGTGGCTGGAA
CCTGGGATACTACTACTACGGTATGGACGTC

GCGAGAGATCCAGGGTATAGCAGTGGCTGGAA
CCTGGGATACTACTACTACGGTATGGACGTC 100%(63/63nt)

B TGTGCGAGAAGCAATTTTGGAGTGGTCTAAAT
TACATGGACGTCT

TGTGCNNGAATCAATTTTGGAGTGGTCTAAAT
TACATGGACGTCT 93%(42/45nt)

C CGAGAGATTACACAGCCCCGGGTATAGCAGAA
CCAGGCCCCT

CGAGAGATTACACAGCCCCGGGTATAGCAGAA
CCAGGCCCCT 100%(42/42)

D TGCGAGAGGCGCGAATAACTGGAACCCCATTG
ACTA

TGCGAGAGGCGCGAATAACTGGAACCCCATTG
ACTA 100%(36/36nt)

E GCGACCCAGCGAAATTACGATATTTTGACCGG
GTTTGACTACT

GCGACCCAGCGAAATTACGATATTTTGACCGG
GTTTGACTACT 100%(43/43nt)

A GCGAGAGATCCAGGGTATAGCAGTGGCTGGAA
CCTGGGATACTACTACTACGG

     
CACGGNTGTGTATTNNTGTGCNNGNANNNNNG
NGTNTANNNGTGNNNGNNANCNNGNANNCTNN

0%(0/59nt)

B TGTGCGAGAAGCAATTTTGGAGTGGTCTAAAT
TACATGGACGTCT

GNAAAACGACGGCCAGTTGGATCCGTCAGCCC
CCAGGGAAGGTCACCGTCTCCTCAGGTAAGCC

CTATAGTGAGTCGTATTA 
0%(0/45nt)

E GCGACCCAGCGAAATTACGATATTTTGACCGG
GTTTGACTACT

       
GNAAAACGACGGCCAGTTTGGGTGCGACAGGC
CCCTGGACAAGGGCTTGAGTGGNTGGGATGGA

0%(0/43nt)
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Figure S   - ViDJil and Sanger Sequence comparison5


