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Supplementary Figure 1. Molecular models of the echinacoside in the binding sites
of HSPB1. (a) 3D ligand-protein interaction diagram between echinacoside and HSPB1.
The dashed lines (yellow) show the formation of the hydrogen bonds. Active site amino
acid residues are represented as lines (blue). (b) 2D ligand-protein interaction diagrams
between echinacoside and HSPB1. The dashed lines (green) show the formation of the
hydrogen bonds.
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Supplementary Figure 2. Inhibition of iNOS and COX-2 in BV2 cells. (a-c) BV2 cells
are pretreated with (a) | or 2A (75, 150 or 300 pM), (b) E or V (75 or 150 uM), and (c) E or
2A (75 or 150uM) or the combinations for 2 h, vehical as the control. Then exposure to LPS
(1 pg/ml) for 18 h, then iINOS and COX-2 accumulation of cytoplasm are measured by
western blot. B-actin is used as loading control.



