Transient alkalinization of the leaf apoplast stiffens the cell wall during onset of chloride-salinity in corn leaves
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Supplemental Fig. S1

00008150
iclogical process [ 1 0Eirrirrascaeaiall L,

G000 GO-C009ET 10,013 GO000152 (2 0448

G0 0864 AR
cat metabolc ey
aganization Bogeesis | 445 E S —— e I TE T

—_— . e '
' T 5 ¥ i H
1 y e — N T ' 2
BO-20z07 20213 G000 (0.0181) G401 00T (0 com Ty 50 000717 [3.0054E GO sosT  Gieenmm ST GO0 m:‘“z”'“"" GO0SS114 o0y | ¢ GO0 GOSN 16,0605 TR GO0MATY : tc —
et sl " . [ — e omicafion rechuction % prirmary metabokc biomynthatic process macromeleculs metsboiic i) roprel)
ity suberst g [re— . praens A e : e stimi [ -
T presasin EE=TE T | metatie pracess | meabolic peocass 1523 | 0B sl Yaws e - . procesn g wEI| TSR
a ] W B e \\R‘“‘—*—_ﬂ ----- e T R
4 — + st B i BT : ¥
= -

* 2
e - e L]
GOROORSO0Y 10,0153 GOrOGME 1005 GO0 10.0181) L - - a0 -
| [ re || e S S st oot marmte | | i | | st e [grad
assamibly COMphes sUbU IRANZ ation pracess COmpound matabol; process process i o m; ot process I - " rR— e . ST HTRSS
EE TR 33| T «23| T o o - e TR : — . '
I ] ; \ | \ / 'II a3 a4 l
GOEMAZE 0,013 GO000MBY (500818 GO008106 12.0131) GOS00RETS 10118 | G GOS0I e | - T oy GO000MS! (0.0073
[ e— (R cobula umiee rrT— i i womaiic compeund | it e b st GODI0ET e
compin: assembly anmembly metatols: pracess acd cervalive metabole. proc sy :‘z’m iomysthetic process ‘“ T s " .:.“ gere sapreamion -
¥z i 2| SE 23] P I | M — La 32| . i ot s | 0e
. 7 2 5 i
\ / \‘ l* » IJ & :
G008 23 10,0073 Significance levels and Arraw types Diagram —= GO D006 [0.0756) = GO-00SZI0 10.00545) e
coltia proten - — g ey g sk cabudar aming
VI e Lewrid part_of skl process m""""l L
it — poritive_regulste T
nlt — gt
— ATVl M
Lrwets 50 Do0msan (0.013%)
G0 0081258 (0 COMZS) =t signficant nodes cobalw aming
Prolsin pofymanzalion
R $ $ 0000 .. e cee significant node e st v
4TI 15MEIR

Supplemental Fig. S1. Functional annotation of pHap.-responsive proteins to the biological process Gene Ontology. Hierarchical tree graph of overrepresented
GO terms in the biological process-category as generated by SEA. Boxes represent GO terms labelled by their GO ID, term definition and statistical information.
The significant term (adjusted p < 0.05) are marked with colour, while non-significant terms are shown as white boxes. The degree of colour saturation of a box is
positively correlated to the enrichment level of the term. Solid, dashed, and dotted lines represent two, one and zero enriched terms at both ends connected by the

line, respectively. Green lines indicate a negative regulation between connected terms. The rank direction of the graph is set to from top to bottom.
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