
Strain List 
    

     
name genotype plasmid figures reference 

BY4741 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 
  

(Brachmann, 
Davies et al., 1998) 

TP2830 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 pRS313 (Sikorski & Hieter, 1989) 2A, 3C 
(Fu, Chow et al., 
2014) 

TP2012 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX 
  

(Winzeler, 
Shoemaker et al., 
1999) 

TP3472 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP1496 (wild-type Flag-SAE2 in pRS313) 2A, 3C (Fu et al., 2014) 

TP7572 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3683 (L58P/A59P Flag-SAE2 in pRS313) 2A this study 

TP7573 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3684 (I96P Flag-SAE2 in pRS313) 2A this study 

TP7574 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3685 (E161P/K163P Flag-SAE2 in pRS313) 2A, 3C this study 

TP7575 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3700 (D285P/K288P Flag-SAE2 in pRS313) 2A, 3C this study 

TP7576 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3686 (I292/ I293P Flag-SAE2 in pRS313) 2A this study 

TP7785 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3789 (L338P/L339P Flag-SAE2 in pRS313) 2A this study 

TP7786 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3790 (D285P/K288P/I292P/I293P Flag-SAE2 in pRS313) 2A this study 

TP7896 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3870 (E161P/K163P/D285P/K288P Flag-SAE2 in pRS313) 3C this study 

TP3352 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX wild-type Flag-SAE2 in 2µ pRS425 (Kim, Vijayakumar et al., 2008) 2B (Fu et al., 2014) 

TP3540 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pRS425 (Christianson, Sikorski et al., 1992) 2B (Fu et al., 2014) 

TP7610 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425) 2B this study 

TP7611 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3752 (I292/ I293P Flag-SAE2 in 2µ pRS425) 2B this study 

TP7612 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3753 (D285P/K288P/I292P/I293P Flag-SAE2 in 2µ pRS425) 2B this study 

TP7613 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sae2::KMX pTP3734 (L338P/L339P Flag-SAE2 in 2µ pRS425) 2B this study 
JLC501/ 
TP6444 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1   

 
2C 

(Budd & Campbell, 
1995) 

JLC502/ 
TP6445 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX   

 
2C this study 

JLC503 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 sae2::KMX  
 

2C this study 

TP7798 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 pRS313 (Sikorski & Hieter, 1989) 2D this study 

TP7799 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pRS313 (Sikorski & Hieter, 1989) 2D this study 

TP7800 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pTP1496 (wild-type Flag-SAE2 in pRS313) 2D this study 

TP7801 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pTP3683 (L58P/A59P Flag-SAE2 in pRS313) 2D this study 

TP7802 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pTP3684 (I96P Flag-SAE2 in pRS313) 2D this study 



TP7803 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pTP3685 (E161P/K163P Flag-SAE2 in pRS313) 2D this study 

TP7804 MATα his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 dna2-1 sae2::KMX pTP3700 (D285P/K288P Flag-SAE2 in pRS313) 2D this study 

TP6553 mre11-125 pif1::HIS3 bar1::KanMX dna2::KanMX  2E 
(Budd & Campbell, 
2009) 

TP6448 
 
MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 dna2::KanMX pif1::HIS3  2E 

(Budd & Campbell, 
2009) 

TP6450 
 
MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 mre11::natR pif1::HIS3 bar1::KanMX  2E 

(Budd & Campbell, 
2009) 

TP6446 
 
MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 pif1::HIS3  2E 

(Budd & Campbell, 
2009) 

LSY1397 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N  
 

3A 
(Krogh, Llorente et 
al., 2005) 

TP7769 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N  pRS313 (Sikorski & Hieter, 1989) 3A this study 

TP7770 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pRS313 (Sikorski & Hieter, 1989) 3A this study 

TP7771 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pTP1496 (wild-type Flag-SAE2 in pRS313) 3A this study 

TP7772 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pTP3683 (L58P/A59P Flag-SAE2 in pRS313) 3A this study 

TP7773 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pTP3684 (I96P Flag-SAE2 in pRS313) 3A this study 

TP7774 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pTP3685 (E161P/K163P Flag-SAE2 in pRS313) 3A this study 

TP7775 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N 
sae2::URA3 pTP3700 (D285P/K288P Flag-SAE2 in pRS313) 3A this study 

TP7852 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pRS425 (Christianson et al., 1992) 3B this study 

TP7853 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 wild-type Flag-SAE2 in 2µ pRS425 (Kim et al., 2008) 3B this study 

TP7986 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425) 3B this study 

TP7855 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pTP3851 (E161P/K163P Flag-SAE2 in 2µ pRS425) 3B this study 

LSY0678 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1  3D L. Symington 

LSY1397 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N  3D L. Symington 

TP7692 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3  3D this study 

TP8052 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2-D285P/K288P  3D this study 

TP7966 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2-E161P/K163P  3D this study 

TP8522 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N sae2- 
E161P/K163P  3D this study 

TP8395 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 mre11-H125N sae2- 
D285P/K288P  3D this study 

TP8416 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Ku70::KanMX 
sae2::URA3 pRS423 (Christianson et al., 1992) 3F this study 

TP8417 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Ku70::KanMX 
sae2::URA3 pTP1496 (wild-type Flag-SAE2 in pRS313) 3F this study 

TP8418 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Ku70::KanMX 
sae2::URA3 pTP3685 (E161P/K163P Flag-SAE2 in pRS313) 3F this study 

TP8419 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Ku70::KanMX 
sae2::URA3 pTP3700 (D285P/K288P Flag-SAE2 in pRS313) 3F this study 

TP8420 
MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Ku70::KanMX 
sae2::URA3 pTP3870  (E161P/K163P/D285P/K288P Flag-SAE2 in pRS313) 3F this study 



TP7983 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pRS313 (Sikorski & Hieter, 1989) 3F this study 

JKM179  
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO 

  

(Lee, Moore et al., 
1998) 

TP5927 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO pRS425 (Christianson et al., 1992) 7A this study 

TP5157 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX 

  
this study 

TP5928 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX pRS425 (Christianson et al., 1992) 6B-D, 7A this study 

TP7701 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX wild-type Flag-SAE2 in 2µ pRS425 (Kim et al., 2008) 6B-D, 7A this study 

TP7696 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425) 6B-D, 7A this study 

TP7697 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX pTP3851 (E161P/K163P Flag-SAE2 in 2µ pRS425) 6B-D, 7A this study 

TP7943 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX pTP3871 (E161P/K163P/D285P/K288P Flag-SAE2 in 2µ pRS425) 7A this study 

YMV80 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs 

  

(Vaze, Pellicioli et 
al., 2002) 

TP6028 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs pRS425 (Christianson et al., 1992) 6E this study 

TP6023 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs sae2::URA3 

  
this study 

TP7703 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs sae2::URA3 pRS425 (Christianson et al., 1992) 6E this study 

TP6030 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs sae2::URA3 wild-type Flag-SAE2 in 2µ pRS425 (Kim et al., 2008) 6E this study 

TP7695 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs sae2::URA3 pTP3851 (E161P/K163P Flag-SAE2 in 2µ pRS425) 6E this study 

TP7694 
MAT::hisG hml::ADE1 hmr::ADE1 ade1 lys5 ura3-52 trp1 ho ade3::GAL-HO 
leu2::cs sae2::URA3 pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425) 6E this study 

ALE94  MATa ade5-1 his7-2 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
  

(Lobachev, Gordenin 
et al., 2002) 

TP2464 
MATa ade5-1 his7-2 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX 

  
this study 

TP3226 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX  his3::TRP1 

  
this study 

TP7699 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

  
this study 

TP7872 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH pTP165 (wild-type MRE11 in pRS316) 

 
this study 

TP7892 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH pTP165 (wild-type MRE11 in pRS316) + pRS313 7B this study 

TP7893 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP1496 (wild-type Flag-
SAE2 in pRS313) 7B this study 

TP7894 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP3685 (E161P/K163P 
Flag-SAE2 in pRS313) 7B this study 

TP7895 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP3700 (D285P/K288P 
Flag-SAE2 in pRS313) 7B this study 

TP7871 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH pTP178 (H125N mre11 in pRS316) 

  
TP7888 

MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH pTP178 (H125N mre11 in pRS316) + pRS313 7B this study 

TP7889 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP178 (H125N mre11 in pRS316) + pTP1496 (wild-type Flag-SAE2 
in pRS313) 7B this study 

TP7890 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP178 (H125N mre11 in pRS316) + pTP3685 (E161P/K163P Flag-
SAE2 in pRS313) 7B this study 

TP7891 
MATa ade5-1 HIS7 leu2-3,112:: p305L3 (LEU2) trp1-289 ura3-D, lys2::AluIR 
sae2::KMX his3::TRP1 mre11::HPH 

pTP178 (H125N mre11 in pRS316) + pTP3700 (D285P/K288P Flag-
SAE2 in pRS313) 7B this study 



TP7850 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

   
TP7945 

MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH pTP165 (wild-type MRE11 in pRS316) + pRS425 7C this study 

TP7949 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + wild-type Flag-SAE2 in 2µ 
pRS425 (Kim et al., 2008) 7C this study 

TP7957 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP3851 (E161P/K163P 
Flag-SAE2 in 2µ pRS425) 7C this study 

TP7953 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP3733 (D285P/K288P 
Flag-SAE2 in 2µ pRS425) 7C this study 

TP7961 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP165 (wild-type MRE11 in pRS316) + pTP3871 
(E161P/K163P/D285P/K288P Flag-SAE2 in 2µ pRS425) 7C this study 

TP7946 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH pTP178 (H125N mre11 in pRS316) + pRS425 7C this study 

TP7950 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP178 (H125N mre11 in pRS316) + wild-type Flag-SAE2 in 2µ 
pRS425 (Kim et al., 2008) 7C this study 

TP7958 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP178 (H125N mre11 in pRS316) +pTP3851 (E161P/K163P Flag-
SAE2 in 2µ pRS425) 7C this study 

TP7954 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP178 (H125N mre11 in pRS316) +pTP3733 (D285P/K288P Flag-
SAE2 in 2µ pRS425) 7C this study 

TP7962 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP178 (H125N mre11 in pRS316) +pTP3871 
(E161P/K163P/D285P/K288P Flag-SAE2 in 2µ pRS425) 7C this study 

TP7960 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP3902 (H125N/H37Y mre11 in pRS316) + pTP3851 (E161P/K163P 
Flag-SAE2 in 2µ pRS425) 7C this study 

TP7964 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP3902 (H125N/H37Y mre11 in pRS316) + pTP3871 
(E161P/K163P/D285P/K288P Flag-SAE2 in 2µ pRS425) 7C this study 

TP7948 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH pTP3902 (H125N/H37Y mre11 in pRS316) + pRS425 7C this study 

TP7951 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP3902 (H125N/H37Y mre11 in pRS316) + wild-type Flag-SAE2 in 
2µ pRS425 (Kim et al., 2008) 7C this study 

TP7947 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH pTP3880 (H37Y mre11 in pRS316) + pRS425 7C this study 

TP7963 
MATα Δho hml::ADE1 hmr::ADE1 ade1-110 leu2,3-112 lys5 trp1::hisG ura3-52 
ade3::GAL10:HO sae2::KMX mre11::HPH 

pTP3880 (H37Y mre11 in pRS316) + pTP3871 
(E161P/K163P/D285P/K288P Flag-SAE2 in 2µ pRS425) 7C this study 

X2570-12A MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2  
  

Xiaolan Zhao 

TP5654 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX 

  
this study 

TP5675 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH 

  
this study 

TP5702 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT 

  
this study 

TP7973 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT pRS313 (Sikorski & Hieter, 1989) 7D this study 

TP7974 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT pTP1496 (wild-type Flag-SAE2 in pRS313) 7D this study 

TP7975 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT pTP3685 (E161P/K163P Flag-SAE2 in pRS313) 7D this study 

TP7976 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT pTP3700 (D285P/K288P Flag-SAE2 in pRS313) 7D this study 

TP7977 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sae2::KMX sml1::HPH mec1::NAT pTP3870 (E161P/K163P/D285P/K288P Flag-SAE2 in pRS313) 7D this study 

TP7978 
MATalpha RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 Rad53-Flag::LEU2 
sml1::HPH pRS313 (Sikorski & Hieter, 1989) 7D this study 

TP7852 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pRS425 (Christianson et al., 1992)  this study 

TP7853 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 wild-type Flag-SAE2 in 2µ pRS425 (Kim et al., 2008)  this study 

TP7854 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425)  this study 



TP7855 MATa RAD5 leu2-3,112 trp1-1 ura3 can1 his3-11,15 ade2-1 sae2::URA3 pTP3851 (E161P/K163P Flag-SAE2 in 2µ pRS425)  this study 

BY4742 MATalpha his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0   
(Brachmann et al., 
1998) 

TP2224 MATalpha his3Δ1 leu2Δ0 lys2Δ0 ura3Δ0 sae2::KMX   this study 

TP7861 diploid from TP2224 and TP7852 pRS425 (Christianson et al., 1992) 8A this study 

TP7862 diploid from TP2224 and TP7853 wild-type Flag-SAE2 in 2µ pRS425 (Kim et al., 2008) 8A this study 

TP7863 diploid from TP2224 and TP7854 pTP3733 (D285P/K288P Flag-SAE2 in 2µ pRS425) 8A this study 

TP7864 diploid from TP2224 and TP7855 pTP3851 (E161P/K163P Flag-SAE2 in 2µ pRS425) 8A this study 

TP8055 diploid from TP2224 and LSY0678  8B this study 

TP8056 diploid from TP2224 and TP7692  8B this study 

TP8057 diploid from TP2224 and TP7966  8B this study 

TP8059 diploid from TP2224 and TP8052  8B this study 
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