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Figure S1. Chitosan induces reactive oxygen species accumulation in 

Arabidopsis roots.  

Figure S2. Chitosan provokes the accumulation autofluorescent compounds in 

Arabidopsis primary roots.   

Figure S3. Chitosan reduces expression of WOX5:GFP in secondary roots of 

Arabidopsis.  

Figure S4. Chitosan induces AQC1 gene expression at low chitosan doses. 

Figure S5. Chitosan induces expression of genes involved in SA and JA 

biosynthesis.  

Figure S6. Reduction of Arabidopsis root length by combined exogenous 

application of hormones induced by chitosan (IAA+SA+JA).  

Figure S7. Chitosan induces accumulation of violaceous compounds in the 

abaxial side of tomato leaves.  

Figure S8. Chitosan irrigation arrests growth of barley roots. 

Table S1. Primers used to quantify expression of genes related with auxin 

metabolism using qRT-PCR. 



















Table S1. Primers used for quantification hormone-related gene expression 

by qRT-PCR 

 

Primer Name 5'3' 

  HK_ACT2_fw TCCCTCAGCACATTCCAGCAGAT 

 HK_ACT2_rev AACGATTCCTGGACCTGCCTCATC 

 HK_OTC_fw TGAAGGGACAAAGGTTGTGTATGTT 

 HK_OTC_rev CGCAGACAAAGTGGAATGGA 

  WOX5_fw CTATTGGTTTCAGAATCATAAGGCTA 

 WOX5_rev TGACAATCTTCTTCGCTTATTTCA 

 AQC1_fw GGAGCGACTTTTCAGATTGC 

  AQC1_rev ATTGGACGGAACCACTTGAG 

  AMI1_IAM_fw CCAGGTCCTCCACCGCAT C 

  AMI1_IAM_rev TTCGTGTAGCCCCAATGGTATG 

  PIN1_fw ATCTCCGAGCAGTTTCCAGA 

  PIN1_rev CGCAGATAAGCCTTGAGACC 

  YUC2_fw TAGCGTCACTATGGCAGCAC 

  YUC2_rev CCTCCACGGTCTGGTTAAAA 

  AAO1_fw AGAGCGTCAAGCTTGGTTGT 

  AAO1_rev GCATTGTGTGGCATGAAAAC 

  ARF1_fw TGAATGGCATTTTAGGCACA 

  ARF1_rev ATGTGCCGCCTAACACCTAC 

  ICS2F1 ATTGGCAGGACAGCTAAAAAGAG 

 ICS2R1 AGCTGACTCATGTTCAAGTGACTT 

 ICS1F AGTGAATTTGCAGTCGGGATCAG 

 ICS1R TCGCCTGTAGAGATGTTGTTGC 

  NPR1F GGACACAAGAAGAAGGCCAAGA 

 NPR1R TCCATCACCGTTGACTTCAACATC 

 AOC3-1F CGGTCCAGATTTCTCCTCCCGAT 

 AOC3-1R CACCGCTCTTTTCAGGAACGTGT 

 CYP9-1F GCCATGAGGCTATATCCTCCAGTT 

 CYP9-1R CCGGCACAATCTCAAACCGACTCA 

 LOX3-1F TCGCACGTCAAGCCATAGCTGGA 

 LOX3-1R GCGCTCAATTGCCTGTGTGCAGCT 

 MYC2-S CAAGGAGGAGTGTTTGGGATGC 

 MYC2-AS GTCGAAAAATTAAGTTCTCGGGAG 

  

HK: indicates primers used to amplify genes used as a housekeeping 

  


