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Supplementary Figure S8. Rapid fluorescence change and SRP binding. Translation of Lep75 mRNA by 

MDCC-labeled ribosomes was initiated in the stopped-flow apparatus upon addition of translation 

components in the absence of SRP (black trace), in the presence of Bpy-labeled SRP (500 nM; red 

trace), or with initiation complex pre-equilibrated with Bpy-labeled SRP (500 nM) and addition of Bpy-

labeled SRP (500 nM) together with translation components (blue trace). When Bpy-labeled SRP is 

present at the onset of translation, a rapid phase is observed. When Bpy-labeled SRP is pre-equilibrated 

with initiation complexes such that SRP is bound to ribosomes prior to mixing, the rapid phase is absent. 

Rapid mixing of MDCC-labeled initiation complex with a mixture of elongation factors EF-Tu (15 µM), EF-

Ts (0.1 µM), and EF-G (2 µM) reveals no fluorescence change (grey trace) indicating that the rapid 

fluorescence change is not due to non-specific protein interactions. 
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