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Reduced ER stress-mediated autophagy is required for leptin

alleviating inflammation in adipose tissue
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1 Supplementary Figures and Tables

1.  Supplementary Figures
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Supplementary Figure 1. Leptin treatment produces a transcriptional signature distinct
from tunicamycin treatment in mice adipose (A) Heatmap showing the genes significantly
up- or down-regulated in response to TM or leptin treatment (n=3). (B) Gene Ontology (GO)
analysis of the altered genes in Figure 2A, which shows the response of the biology processes
to TM or leptin treatment. The area of each pie slice represents the number of genes that belong
to the indicated GO terms (n=3). (C) Venn diagrams depicting the distinct and intersecting
nature of gene sets whose transcription is significantly regulated by treatment with TM or leptin
as compared to baseline vehicle control (n=3).
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Supplementary Figure 2. Leptin alleviated thapsigargin (Tg)-induced ER stress,
autophagy and inflammation in mice adipose tissue. (A) Changes in the expression level of
genes associated with ER stress (n=3). (B) Changes in the expression level of genes associated
with autophagy (n=3). (C) Changes in the expression level of genes associated with
inflammation (n=3). Values are means + SEM. " p < 0.05 compared with the vehicle group, * p
< 0.05 compared with the Tg group.
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80  Supplementary Figure 3. The original full gels and blots related with the Figure 2-Figure 10.



