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An NGS-based approach for the identification of sex-specific
markers in snakehead (Channa argus)
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Supplementary Figure 1: PCR validation results of three pairs of sex-specific molecular markers in commonly wild-
caught 48 XY males and 48 XX females (M49-M96 and F49-F96, respectively). (A) A 237 bp male-specific fragment (indicated
by arrow) was amplified in all male individuals by 359642-F/R primer pair. (B) A 158 bp male-specific fragment (indicated by arrow) was
amplified in all male individuals by 418354-F/R primer pair. (C) A 303 bp male-specific fragment (indicated by arrow) was amplified in all
male individuals and multiple bands in all female individuals by 275834-F/R primer pair, M: DL2000 DNA marker.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2017

43 2 483

49 50 51 52 53 54 55 56 57 58 59 60 M 49 50 51 52 53 54 55 56 57 58 59 60

750bp Contig-275834Y

ggggg Contig-275834X
6l 2 B 64 65 66 67 68 69 70 71 72 M 61 62 63 64 65 66 67 68 69 70 71 72

750bp = Contig-275834Y

32855 195 i e § i Contig-275834X
73475 76 7T 78 79 80 81 8 8 84 M T3 4 75 76 77 7879 80 81 82 83 84

750bp Contig-275834Y

ggggg Contig-275834X
85 86 87 83 89 9 91 92 93 M4 95 96 M 85 86 87 88 89 90 91 N 93 %M 95 96

Zgggp Contig-275834Y

250b§ Contig-275834X

Supplementary Figure 2: The PCR amplification results of 275834X/Y-F and 275834X/Y-R in 48 males and 48 females
(M49-M96 and F49-F96, respectively). A 458 bp band was expected from PCR amplification in both sexes, male individuals were
also expected to have a 570 bp band that was Y chromosome-specific.

Supplementary Table 1: Primers used for PCR validation.

See Supplementary File 1



