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Supplementary Fig. S1. The expression levels of IncRNA with their nearby mRNA
genes involved in plant pathogen interaction in banana under F. oxysporum infection.
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Each rows represents one candidate INcRNA. The expression fold change of the
infected over mock-inoculated plant is represented by a color scale ranging from
saturated green (-2) to saturated red (2).
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Supplementary Fig. S2. The expression levels of INcCRNA and their high expression
coorelationship mRNAs related to plant pathogen interaction in banana at 27 and 51

hours after F. oxysporum infection.

The Y axes are the expression fold change of genes in infected plants over the

mock-inoculated plants from three biological replicates.

Bars indicate +standard error. The X axes are banana cultivar and innoculation time.

R square value: the correlationship between the expression of IncRNA and mRNA

genes from the correl function.
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Supplementary Fig. S3. The expression levels of InNcCRNA and their nearby mRNAs
related to plant pathogen interaction in banana at 27 and 51 hours after F. oxysporum
infection.
The Y axes are the expression fold change of genes in infected plants over the
mock-inoculated plants from three biological replicates.

Bars indicate +standard error. The X axes are banana cultivar and innoculation time.
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