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Supplementary Table 1. The thirty-seven bacterial strains from E. purpurea used in this work. 

Strain code Genus GenBank accession of partial 
16S rRNA gene sequence 

EpSL1 Curtobacterium sp. KJ642423 
EpSL2 Curtobacterium sp. KJ642424 
EpSL4 Microbacterium sp. KJ642438 
EpSL5 Bacillus sp. KJ642422 
EpSL16 Arthrobacter sp. KJ642432 
EpSL17 Staphylococcus sp. KJ642469 
EpSL18 Arthrobacter sp. KJ642419 
EpSL20 Pseudomonas sp. KJ642444 
EpSL22 Staphylococcus sp. KJ642476 
EpSL25 Pseudomonas sp. KJ642442 
EpSL27 Arthrobacter sp. KJ642420 
EpSL31 Rhodobacter sp. KJ642453 
EpSL32 Sphingomonas sp. KJ642455 
EpSL34 Staphylococcus sp. KJ642465 
EpSL35 Arthrobacter sp. KJ642421 
EpSL37 Pseudomonas sp. KJ642443 
EpSL39 Pseudomonas sp. KJ642336 
EpSL40 Staphylococcus sp. KJ642466 
EpSL43 Pseudomonas sp. KJ642443 
EpSL50 Sphingomonas sp. KJ642457 
EpSL54 Frigoribacterium sp. KJ642425 
EpSL59 Frigoribacterium sp. KJ642426 
EpSL62 Staphylococcus sp. KJ642472 
EpSL64 Frigoribacterium sp. KJ642427 
EpSL65 Microbacterium sp. KJ642440 
EpSL70 Sphingomonas sp. KJ642460 
EpSL80 Frigoribacterium sp. KJ642428 
EpSL81 Agrococcus sp. KJ642418 
EpSL82 Methylobacterium sp. KJ642437 
EpSL83 Sphingomonas sp. KJ642462 
EpSL84 Frigoribacterium sp. KJ642430 
EpSL87 Kineococcus sp. KJ778698 
EpSL89 Staphylococcus sp. KJ642473 
EpSL91 Frigoribacterium sp. KJ642429 
EpSL95 Staphylococcus sp. KJ642470 
EpSL96 Staphylococcus sp. KJ642474 
EpSL102 Staphylococcus sp. KJ642464 

 

  


