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Figure S4-Supplementary to Figure 2: Mapk11 and Hipk3 knockout mice
(A) Left: Representative sequencing results for Mapk11**, Mapk11* and Mapk11” mice. The red box indicates the sequence that is

missing in the knockout animal. Right: Representative western-blots from mouse striata of the indicated genotypes showing the

knockout of Mapk11 protein
(B) Similar as (A), but for validation of Hipk3 knockouts. Note that both these genes are in the reverse orientation in the genome. For

western-blots, the loading per lane is 20 pg for Mapk11 and 50 ug for Hipk3.





