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Fig S1: gICA networks belonging to: visual (VN), language (LGN), default-mode (DMN), dorsal-attention

(DAN), motor (MN), sensory (SEN), salience (SN), insula (INSN), auditory (AUN), cerebellar (CBN), basal
ganglia (BGN) and thalamic (THN) networks. rfMRI datasets discovery cohort. EPI (TR=1.5s).




O/ N Sl
S anken 4 A »ESOECD
w@wwﬁﬁﬁ%@@ w@wﬁﬁﬁﬁﬁﬁ
86888000008885800000
88808080606 008808800600

iHHHHH A4 H&é&iﬁﬁﬁﬁ HHHHH%

iy by

P*“@W&MM«Z%%

hww‘%ﬁﬁﬁﬁﬁ www&%@@@@
886830006608885000600

60000000006 0000000000
iHHHHHH%%%&E i#iHHHHHNHM&
RS

“ww%%ﬁﬁ%@@ @w%%ﬁ%ﬁ@@
6658000060858 00000
0880080000 068080080608
A I I X XXX XXX IIIXIXXIXXX.

Fig S1: gICA networks belonging to: visual (VN), language (LGN), default-mode (DMN), dorsal-attention
(DAN), motor (MN), sensory (SEN), salience (SN), insula (INSN), auditory (AUN), cerebellar (CBN), basal
ganglia (BGN) and thalamic (THN) networks. rfMRI datasets discovery cohort. EPI (TR=1.5s).



N W YW W R ey

****%%*%*%%%%##ﬁ{ 35#%ﬁ5*%$%$%%%%§{}
@%%ﬁﬁﬁ%@%ﬁ%%ﬁ%ﬁﬁ%%ﬁ%
6888000606 068888800060
ﬁﬁﬁﬁﬁ&%%%ﬁﬁ%%%%%ﬁﬁ&&

ﬁMmé@%#%g’%f@aﬁ‘;{‘;{%%*xﬁmmggaﬁ‘%g%%@%g@
6660000008860 000008
0002000 BBBBB00000608
ﬁﬁ%%ﬁ%%%%ﬁﬁﬁ%%ﬁ%%%ﬁ&

WY W

;;%}a&*%*%$%%%% %i%%
6600000006
6000000000
ﬁ%ﬁﬁﬁ%#&%&

@ﬁ@@%%ﬁiﬁ@
8865000000
00000000006
I XX XXXXXX’
Fig S1: gICA networks belonging to: visual (VN), language (LGN), default-mode (DMN), dorsal-attention

(DAN), motor (MN), sensory (SEN), salience (SN), insula (INSN), auditory (AUN), cerebellar (CBN), basal
ganglia (BGN) and thalamic (THN) networks. rfMRI datasets discovery cohort. EPI (TR=1.5s).
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Fig S2: gICA networks belonging to: visual (VN), language (LGN), default-mode (DMN), dorsal-attention
(DAN), motor (MN), sensory (SEN), salience (SN), basal ganglia (INSN), cerebellar (CBN) and salience (SN)
networks. rfMRI datasets validation cohort. multiband EPI (TR = 0.72s).
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Fig S2: gICA networks belonging to: visual (VN), language (LGN), default-mode (DMN), dorsal-attention

(DAN), motor (MN), sensory (SEN), salience (SN), basal ganglia (INSN), cerebellar (CBN) and salience (SN)
networks. rfMRI datasets validation cohort. multiband EPI (TR = 0.72s).




e { 125
4 i, i M- 4% A il B8 4B

Yy LY X ’ii‘ %1? AL A & ?i‘?

66800068 88680000608
0000008086000000080
§

%%%#%&&#ﬁﬁ&%%%&

"\- %
A "w CBN,o

!f‘\‘f/\ %’ﬁ

S Jh ak A% 4B

» : DS
%MMfMMMWMW¢WMWW

) it

Aéjﬁﬁﬁﬁﬁﬁﬁ 6680006 ¢E
iﬁ%%#%%%ﬁ%%ﬁ%%ﬁ%ﬁ%%ﬁ
G608 0000 GGBBEABDG G

Fig S3: gICA networks from dynamic FDG-PET scans with 10s and 100s temporal resolution. Left:
Discovery cohort. Right: Validation cohort
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Fig S4: statistical significance of the cerebellar network emerging from gICA of relative FDG-PET scans
with 100s temporal resolution and its corresponding time course across 28 subjects (Discovery cohort).
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Fig S5: Absolute metabolism and network synchrony for individual subjects. Linear regression across
voxels (left) and across ROl measures (right) between the MRGIu (vertical axis) and the t-MC(CB)
(horizontal axis). t-MC computed from 100 s temporal resolution FDG-PET datasets. Colors in A and C
distinguish voxels in different ROls. The green dots highlight voxels in the cerebellum.



