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TABLE S1. Primers for real-time PCR analysis related to STAR Methods  

 
GENE PROTEIN PRIMERS 

Acc1 Acetyl-Coenzyme A carboxylase (f) 5’-ctggagctaaaccagcactcccgat-3’ 

  (r) 5’-gagctgacggaggctggtgaca-3’  

Acsl5 Acyl-CoA synthetase long-chain family member 5 (f) 5’-gatcggggtaaagggatcat-3’ 

  (r) 5’-ggcaagctctactcgtttgg-3’  

Arntl Aryl hydrocarbon receptor nuclear translocator like (f) 5’-aaatccacaggataagaggg-3’ 

  (r) 5’-atagtccagtggaaaggaatg-3’  

Atg4b Autophagy related 4B cysteine peptidase (f) 5’-tgggtgttattggagggaag-3’ 

  (r) 5’-cagaaaaaccccacagcaat-3’ 

Atg5 Autophagy related 5 (f) 5’-tagaatatatcagaccacgacg-3’ 

  (r) 5’-ctcctcttctctccatcttc-3’ 

Atg7 Autophagy related 7 (f) 5’-tccgttgaagtcctctgctt-3’ 

  (r) 5’-ccactgaggttcaccatcct-3’ 

Becn1 Beclin 1 (f) 5’-ggccaataagatgggtctga-3’ 

  (r) 5’-gctgcacacagtccagaaaa-3’  

Ckm CKM creatine kinase, M-type (f) 5’-catggagaagggaggcaata-3’ 

  (r) 5’-gacgaaggcgagtgagaatc-3’  

Clock Circadian locomotor output cycles kaput  (f) 5’-aagtgactcattaacccctg-3’ 

  (r) 5’-ctatgtgtgcgttgtatagttc-3’ 

Cox4 Cytochrome c oxidase subunit 4 (f) 5’-gccccatccctcatactttc-3’ 

  (r) 5’-gctctcacttcttccactcattct-3’ 

Cry1 Cryptochrome 1 (f) 5’-agaagggatgaaggtctttg-3’ 

  (r) 5’-ctcttaggacaggtaaataacg-3’ 

Cpt1b Carnitine palmitoyltransferase 1B (f) 5’-agtttgtcctgggcactgatacct-3’ 

  (r) 5’-tgccttggctacttggtacgagtt-3’  

Cpt2 Carnitine palmitoyltransferase 2 (f) 5’-cctgatggctttggcattgcgtat-3’ 

  (r) 5’-acagtggagaaactctcgggcatt-3’ 

CyclinA1 Cyclin 1 (f) 5’-ttccccaatgctggttga-3’ 

  (r) 5’-aaccaaaatccgttgcttcct-3’  

CyclinD1 Cyclin D1 (f) 5’-tctacactgacaactctatccg-3’  

  (r) 5’-tctacactgacaactctatccg-3’  

Ebf2 Early B-cell factor 2 (f) 5’-gctgcgggaaccggaacgaga-3’ 

  (r) 5’-acacgacctggaaccgcctca-3’ 

Elovl6 ELOVL family member 6 (f) 5’-cgtagcgactccgaagatcagcc-3’ 

  (r) 5’-agcgtacagcgcagaaaacagga-3’  

Eva1 Myelin protein zero like 2 (f) 5’-ccacttctcctgagtttacagc-3’ 

  (r) 5’-gcattttaaccgaacatctgtcc-3’ 

F4/80 Adhesion G protein-coupled receptor E1  (f) 5’-ccacttctcctgagtttacagc-3’ 

  (r) 5’-gcattttaaccgaacatctgtcc-3’ 

Fas Fatty acid synthase (f) 5’-cactgcattgacggccgggt-3’ 

  (r) 5’-ggacaagcccaggctgcgag-3’ 

Fbpase Fructose bisphosphatase 1 (f) 5’-ctgctgaattcgctctgcac-3’ 

  (r) 5’-ggttgagccagcgataccat-3’ 

Fbxo31 F-box protein 31 (f) 5’-aaactgcttcaccgatacagac-3’ 

  (r) 5’-accacgacgttcagcaatcc-3’ 

Fgf21 Fibroblast growth factor 21 (f) 5’-agatcagggaggatggaaca-3’ 

  (r) 5’-tcaaagtgaggcgatccata-3’ 

G6Pase Glucose-6-phosphatase (f) 5’-gtttggtttcgcgcttggat-3’ 

  (r) 5’-gccgctcacaccatctctta-3’ 

Gabarap Gamma-aminobutyric acid receptor associated protein (f) 5’-gtcccggtgatagtggaaaa-3’ 

  (r) 5’-tgggtggaatgacattgttg-3’ 

Gabarapl1 Gamma-aminobutyric acid A receptor-associated protein-like 1 (f) 5’-tcgtggagaaggctcctaaa-3’ 

  (r) 5’-atacagctggcccatggtag-3’ 

Gabarapl2 Gamma-aminobutyric acid A receptor-associated protein-like 2 (f) 5’-tctcgggctctcagattgtt-3’  

  (r) 5’-gtgttctctccgctgtaggc-3’ 



Gpat1 Gycerol-3-phosphate acyltransferase 1 (f) 5’-tgccggtgcacagatcccac-3’ 

  (r) 5’-cggcgccttgatgttgtggc-3’ 

Hk2 Hexokinase 2 (f) 5’-cgtgtccctacctttgggtt-3’ 

  (r) 5’-ccaggtcaaactcctctcgc-3’  

IL-1β Interleukin 1 beta (f) 5’-aagggctgcttccaaacctttgac-3’ 

  (r) 5’-atactgcctgcctgaagctcttgt-3’  

IL-4 Interleukin 4 (f) 5’-atggagctgcagagactctt-3’ 

  (r) 5’-aaagcatggtggctcagtac-3’ 

IL-6  Interleukin 6 (f) 5’-gctaaggaccaagaccatccaat-3’ 

  (r) 5’-gcttaggcataacgcactaggttt-3’  

IL-10 Interleukin 10 (f) 5’-ggttgccaagccttatcgga-3’ 

  (r) 5’-acctgctccactgccttgct-3’  

IL-13  Interleukin 13 (f) 5’-cagcatggtatggagtgtgg-3’ 

  (r) 5’-tgggctacttcgattttggt-3’  

iNOS Nitric oxide synthase 2, inducible  (f) 5’-ggcagcctgtgagacctttg-3’ 

  (r) 5’-gcattggaagtgaagcgtttc-3’  

Klhl3 Kelch like family member 3 (f) 5’-agaattggttgctgcaatactcc-3’ 

  (r) 5’-aaggcacagtttcaagtgctg-3’ 

Lamp1 Lysosomal associated membrane protein 1 (f) 5’-tagtgcccacattcagcatctcca-3’  

  (r) 5’-ttccacagacccaaacctgtcact-3’ 

Lamp-2a  Lysosomal-associated membrane protein 2A (f) 5’-aggtgctttctgtgtctagagcgt-3’ 

  (r) 5’-agaataagtactcctcccagagctgc-3’ 

Lc3b  Microtubule associated protein 1 light chain 3 beta (f) 5’-acaaagagtggaagatgtccggct-3 

  (r) 5’-tgcaagcgccgtctgattatcttg-3’  

Myf5  Myogenic factor 5 (f) 5’-agacgcctgaagaaggtcaa-3’ 

  (r) 5’-gttctccacctgttccctca-3’  

Myf6 Myogenic factor 6 (f) 5’-atggtaccctatccccttgc-3’ 

  (r) 5’-tagctgctttccgacgatct-3’  

Myod1  Myogenic differentiation 1 (f) 5’-agtgaatgaggccttcgaga-3’ 

  (r) 5’-gcatctgagtcgccactgta-3’  

Myog  Myogenin (f) 5’-ctacaggccttgctcagctc-3’ 

  (r) 5’-acgatggacgtaagggagtg-3’  

Nd1  NADH dehydrogenase, subunit 1 (complex I) (f) 5’-tgtggaagaagcagatgttg-3’ 

  (r) 5’-aagacctcgcagaatgaatg-3’  

Pax3  Paired box 3 (f) 5’-aaacccaagcaggtgacaac-3’ 

  (r) 5’-ctagatccgcctcctcctct-3’  

Pax7 Paired box 7 (f) 5’-gagttcgattagccgagtgc-3’ 

  (r) 5’-cgggttctgattccacatct-3’  

Pck1  Phosphoenolpyruvate carboxykinase 1 (f) 5’-cttgctctaccgtgagcctc-3’ 

  (r) 5’-accacaatcaccagatcacc-3’ 

Pdgfrα  Platelet derived growth factor receptor, alpha polypeptide (f) 5’-caccggatggtacacttgct-3’ 

  (r) 5’-gtcatcccgagaggcacaaa-3’  

Per1 Period circadian clock 1 (f) 5’-gttctcatagttcctcttctg-3’ 

  (r) 5’-gtgagtttgtactcttgctg-3’  

Per2  Period circadian clock 2 (f) 5’-ctttcactgtaagaaggacg-3’ 

  (r) 5’-ctgagtgaaagaatctaagcc-3’  

Per3 Period circadian clock 3 (f) 5’-gagagtatgtcattctggattc-3’ 

  (r) 5’-tcatttaatggactcgttcg-3’  

Pfk Phosphofructokinase (f) 5’-ggagagctaaaactacaagagtgga-3’  

  (r) 5’-cgcccgtgaagataccaact-3’  

Pgc1α 
Peroxisome proliferative activated receptor, gamma, coactivator 1 
alpha 

(f) 5’-ccctgccattgttaagacc-3’ 

  (r) 5’-tgctgctgttcctgttttc-3’ 

Pk Pyruvate kinase (f) 5’-atgcagcacctgatagctcg-3’ 

  (r) 5’-aggtctgtggagtgactgga-3’  

Pparα Peroxisome proliferator activated receptor alpha (f) 5’-gcgtacggcaatggctttat-3’ 

  (r) 5’-gaacggcttcctcaggttctt-3’  

Pparɣ Peroxisome proliferator activated receptor gamma (f) 5’-ttttcaagggtgccagtttc-3’ 

  (r) 5’-aatccttggccctctgagat-3’ 



Scd1 Stearoyl-Coenzyme A desaturase 1  (f) 5’-tcatcccatcgcctgctctaccc-3’ 

  (r) 5’-tggtgtaggcgagtggcggaa-3’  

Srebp1c  Sterol regulatory element binding transcription factor 1 (f) 5’-ccagcggctgccttcacaca-3’ 

  (r) 5’-ccagccgaaaagcgaggcca-3’  

Tbp  TATA-box binding protein (f) 5’-gaagctgcggtacaattccag-3’ 

  (r) 5’-ccccttgtacccttcaccaat-3’ 

Tbx1 T-box 1 (f) 5´-ggcaggcagacgaatgttc-3´ 

  (r) 5´-ttgtcatctacgggcacaaag-3’  

Tmem26  Transmembrane protein 26 (f) 5´-accctgtcatcccacagag-3´ 

  (r) 5´-tgtttggtggagtcctaaggtc-3’  

Tnfα Tumour necrosis factor alpha (f) 5’-cgtcagccgatttgctatct-3’ 

  (r) 5’-cggactccgcaaagtctaag-3’  

Ucp1 Uncoupling protein 1 (f) 5’-actgccacacctccagtcatt-3’ 

  (r) 5’-ctttgcctcactcaggattgg-3’  

Ulk1  Unc-51 like autophagy activating kinase 1 (f) 5’-agattgctgactttggattc-3’ 

  (r) 5’-agccatgtacataggagaac-3’  

Ym1  Chitinase-like 3 (f) 5’-actttgatggcctcaacctg-3’ 

  (r) 5’-aatgattcctgctcctgtgg-3’  

Zic1 Zinc finger protein of the cerebellum 1  (f) 5’-aacctcaagatccacaaaagga-3’ 

  (r) 5’-cctcgaactcgcacttgaa-3’ 
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