Table S1. Possible Botrytis cinerea S genes identified in Arabidopsis (according to van Schie and Takken [1])

Gene Planf Susceptibility mechanism Reported pleiotropic phenotype References
species
LePG Tomato Cell wall architecture of fruit affects Reduced fruit softening [2]
and penetration and colonization of Botrytis
LeEXP1
LACS2/  Arabidopsis Cuticle permeability might affect Permeable cuticle, subtle leaf deformation and organ [3], [4]
SMA4/ diffusion of elicitors, ROS and defense  fusion, more susceptible to Pseudomonas, increased
BRE1 compounds sensitivity to salt and drought
RWA2 Arabidopsis  Pathogen entry? Unknown, Cuticle/wall None reported [5]
permeability affects diffusion of
elicitors, ROS and defense compounds?
FDH Arabidopsis  Cuticle permeability might affect Some organ fusion [6]

diffusion of elicitors, ROS and defense

compounds



LCR

ATT1

BDG

Sit

CESA4/7

CESA8

Arabidopsis

Arabidopsis

Arabidopsis

Tomato

Arabidopsis

Arabidopsis

Cuticle permeability might affect
diffusion of elicitors, ROS and defense
compounds

Cuticle permeability might affect
diffusion of elicitors, ROS and defense
compounds

Cuticle permeability might affect
diffusion of elicitors, ROS and defense
compounds

ABA affects cuticle composition and
defense. Mutant has decreased ABA
and increased cuticle permeability (and
DAMP induced defense?)

Mutant has increased ABA/JA/Eth

Mutant has increased ABA/JA/Eth

Some organ fusion

Permeable cuticle, increased susceptibility to

Pseudomonas

Permeable cuticle, more sensitive to osmotic stress,

narrow elongated leaves, smaller plants

Increased sensitivity to drought, wilting (open
stomata), impaired interaction of (beneficial)
arbuscular mycorrhizal fungi, early germination (e.g.
viviparous)

None reported

Increased ABA, enhanced drought tolerance

(6], [7]

[4], [8]

[6, 9-11]

[11-17]

[18]

[18, 19]



MYB46

DND1/2

SR1/

CAMTA3

RST1

PLP2

Arabidopsis

Arabidopsis

Arabidopsis

Arabidopsis

Arabidopsis

Regulates CESA4/7/8, CSLAY;
probable DAMP induced defense
suppression

Defense suppression, HR and positive
regulator of NO synthesis

Defense suppression SA

Defense suppression JA; mutant has
increased free (cuticular) lipids and
increased JA

Defense suppression, cell death

(oxylipin mediated)

None reported

Smaller plant, early senescence, moderate lesion
mimic

Smaller plants [abolished at higher temp], increased
susceptibility to insect feeding (Trichoplusia,

Bradysia), possible reduced cold tolerance

Increased sensitivity to biotroph powdery mildew (E.

cichoracearum), increased embryo abortion, reduced
storage lipids in seed
Increased sensitivity to virus (Cucumber mosaic

virus), no developmental phenotype reported

[20-22]

[23-28]

[20, 29-34]

[19, 35]

[36, 37]
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