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Figure S6. Replicate comparison across samples. A) Principal Component Analysis of the
replicates of LC, LD, P2C and P2D based on the gene expression. B) Heatmap visualizing the
sample correlation of of LC, LD, P2C and P2D based on expression patterns (FDR < 0.05) by
means of a Pearson correlation measure. Strong correlation is indicated by light blue while a

weaker correlation is depicted by darker shades.



