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Integrated genomic analysis of clear cell ovarian cancers 
identified PRKCI as a potential therapeutic target

SUPPLEMENTARY MATERIALS

Supplementary Figure 1: Comparison of the DNA copy number and protein expression level of PRKCI in clear cell 
ovarian cancer (CCOC) cell lines, serous ovarian cancer (SOC) cell lines and ovarian surface epithelial (OSE) cell 
lines. (A) Relative DNA copy number of PRKCI as determined by qPCR. (B) Protein levels of PRKCI as determined by Western blot.
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Supplementary Figure 2: Comparison of the PRKCI expression level in CCOC, ovarian epithelial cells (HOSE), 
normal endometrium and ovarian endometriosis. Microarray data for endometrium and endometriosis were retrieved from 
NCBI’s Gene Expression Omnibus (https://www.ncbi.nlm.nih.gov/geo/) with the accession number of GSE7305. Raw CEL files of all 
samples were subjected to quantile normalization using R/Bioconductor package gcrma. (A) Overall array intensity after normalization 
suggests no significant interstudy bias. (B) Boxplot showing the level of PRKCI expression as log2 probe intensity. PRKCI is significantly 
overexpressed in CCOC compared to other three tissue types at fold-changes of 5.22, 6.91 and 3.82 respectively (p-value: 4.87 × 10-4, 4.33 
× 10-5 and 2.08 × 10-3, by Mann-Whitney-Wilcoxon test).
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