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Supplementary Figure 3: Validation of selected chlamydial genes
upregulated in the transcriptome screen.

(A) Glucose-6-phosphate 1-dehydrogenase (zwf) (n=4), (B) ribulose-phosphate 3-
epimerase (rpe) (n=5), (C) cytochrome D ubiginol oxidase subunit | (cydA) and
(n=8) (D) thioredoxin reductase (trxB) (n=4) of C. pneumoniae grown in HEp-2
cells under normoxia or hypoxia 24 hpi were analyzed by gRT-PCR and
normalized to 16S rRNA (*p<0.05; **p<0.01).



