Raw file Spectrum Evidence ID 3894 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR3 2914 FTMS; HCD 104.22 419.55 SUMO2
o y9
o _ 1143.6
o
o
o
©o
Y6

T 657.393
o
< —

i ys

y7 1028.573

b 899.5309 !
o
N 4 y]

47.1128 y62+
329.2001 —
i y2 ;
246.1812 |
| 1 ys ! ya
: 303.2027‘ 432.2453
b2 !
E 2p9.0819 l Ys |
560.3402
S 1 P O N T T Y . | AN '
T T I T T T I T T T I T T T I T T T I T I
200 400 600 800 1000 1200
Yo ys y7 yeé Ys y4 y3 Y2 Y1
ac gl
- A D E K P K E G \Y K -
b2

ge

N4

[991]



W
—

100

80

60

40

20

ac

Raw file Spectrum Evidence ID 4060 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR1 4871 FTMS; HCD 66.64 609.81 SUMO2
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Raw file Spectrum Evidence ID 16243 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR3 4134 FTMS; HCD 112.68 613.32 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 49305 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR3 4035 FTMS; HCD 54.77 489.57 ACTB;ACTG1;ACTAT;ACTC1;ACTG2;ACTA2
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Raw file Spectrum Evidence ID 59527 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR2_TR3 4604 FTMS; HCD 86.77 403.46 SUMO3
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Raw file Spectrum Evidence ID 59729 Scan Method Score m/z Gene names
QE_SC_double_SU_U20S12221099_MG132_BR5_TR3 4438 FTMS; HCD 64.1 575.62 SUMO2
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Raw file Spectrum Evidence ID 78760 Scan Method Score Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR3 14540 FTMS; HCD 57.43 490.78
Y7
982.5581
Ys
738.4369
|
102%
b3 (}22.3802

424.1867 |
bs,
636.3302
| |

y92+l\ : y8

605.8382 ! 1097.585
b2 L
295.1441 | 1 :
Y4 ol
601\.37§ :
: I :
y3 b4 B 1
Y1 359.2401 232551 | N

i 175.119 ‘ [ ‘
T e ‘ | |
T T I T T I T T T T T T I T T I T I I I I
200 400 600 1000 1200 1400 1600 1800 2000
y102* | yo2* | ys | ys | Vi | y3 | yi
9
F F E \% I L I D H K A R
b2 bs ba bs

'l

[gol]



W
—

100

80

60

40

20

Raw file Spectrum Evidence ID 115715 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_DMSO_BR4_TR3 3936 FTMS; HCD 55.34 473.75 H2BFS;HISTTH2BK;HIST1H2BJ
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Raw file Spectrum Evidence ID 129254 Scan Method Score m/z Gene names
QE_SC_double_SU_U20S12221099_MG132_BR1_TR1 14295 FTMS; HCD 69.26 658 RNF216
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Raw file Spectrum Evidence ID 136991 Scan Method Score m/z Gene names
QE_SC_double_SU_U20S12221099_MG132_BR1_TR1 11663 FTMS; HCD 82.61 757.09 RNF216
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Raw file Spectrum Evidence ID 142883 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR1_TR3 8774 FTMS; HCD 87.57 462.27 HNRNPM
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Raw file Spectrum Evidence ID 144753 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR4_TRI1 3496 FTMS; HCD 57.11 546.61 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 153405
QE_SC_double_SU_U20S12221099_DMSO_BR3_TR2
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Raw file Spectrum Evidence ID 156790 Scan Method Score m/z Gene names

[991]
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Raw file Spectrum Evidence ID 161808 Scan Method Score m/z Gene names
QE_SC_double_SU_U20S12221099_DMSO_BR3_TR3 4389 FTMS; HCD 70.94 499.59 MURC
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Raw file Spectrum Evidence ID 186212 Scan Method Score m/z Gene names
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Raw file Spectrum Evidence ID 186408 Scan Method Score m/z Gene names

QE_SC_double_US_U20S12221099_MG132_BR1_TR3 16063 FTMS; HCD 48.71 675.72 DDIT4
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Raw file Spectrum Evidence ID 190691 Scan Method Score m/z Gene names
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Raw file Spectrum Evidence ID 214112 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR4_TR3 9926 FTMS; HCD 65.18 460.6 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 261072 Scan Method Score m/z Gene names

[¥o1]
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Raw file Spectrum Evidence ID 262213 Scan Method Score m/z Gene names
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QE_SC_double_US_U20S12221099_MG132_BR1_TR1 2472 FTMS; HCD 63.07 429.56 SUMO3
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Raw file Spectrum Evidence ID 305379 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR4_TR3 9891 FTMS; HCD 163.41 701.37 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 309193 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR4_TR3 10169 FTMS; HCD 57.37 629.35 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 309895 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_MG132_BR4_TR3 9701 FTMS; HCD 198.1 651.36 UBB;UBC;RPS27A;UBA52
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Raw file Spectrum Evidence ID 322781 Scan Method Score m/z Gene names
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Raw file Spectrum Evidence ID 343805

QE_SC_double_US_U20S12221099_MG132_BR1_TR3
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Raw file Spectrum Evidence ID 363652 Scan Method Score m/z Gene names
QE_SC_double_US_U20S12221099_DMSO_BR3_TR1 4508 FTMS; HCD 155.08 529.27 RPS27A
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