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 Supplementary Table S7. Comparison of ITS2 genetic distance for the selected groups of species-rich orders Taxon Average value 95% Confidence interval Variation N Asparagales 3.28% [2.02%,4.54%] [0.37%,13.49%] 31 Fabales 5.08% [2.59%,7.57%] [0.09%,43.45%] 37 Apiales 2.52%  [1.55%,3.49%] [0.60%,6.10%] 15 Pinales 1.65%  [0.96%,2.33%] [0.40%,3.23%] 9 All 3.13%  [2.63%,4.82%] [0.09%,43.45%] 92  
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