Correlation

Correlation

A Figure S1

TCGA Tumor Type
25 50 100 200 400 25 50 100 200 400 e
1.0 1.0 o = JLHC
o . 8 . ' = BLCA = LUAD
! J s H | " BRCA = LUSC
NSRRI ) U R R ) REEERERE] | B B | WA SEUEEETE! | BN USR] —-'-—————- - —{}F———8 2cEsc
b ] L] = MESO
o * Bulk RNA [ ] = CHOL " OV
0.8 - . 8 B GTEx (multi-tissue) c 08 l " COAD » PAAD
3 o B ImmGen (immune) 2 1 . " COADREAD & pCPG
i TCGA (cancer) % . ' . P g [N
i = l * GBM = READ
i - o
i " Emgle cgll BNA 38 ! s leemice T lsamc
0.6 - Gut epithelium 0.6 s lunsc
T M Visual cortex " |TGCT
L I Radial glial cells ! [KICH " [ THCA
M Cerebral cortex " KIPAN = THYM
= KIRC » UCEC
0.4 - 0.4 1 KIRP " UCS
: : " LAML " UVM
1 LGG
25 50 100 200 400 qm_J 0.9
1.0 4 . 1.00 e .
L + o8
. c
! S S8
. wt v 0.75 "2 o7 . .
0.9 A "o h — € o
. . Dl = S £
. = L= o6 .
I 1 A 2 c©
. 1' [ ® 0.50 © 2
. [ [ > o 0.5 °
08 - ., . Measurements 2 =l . e
. 1 . > .
. " .t = 25 © = S o4 ° o,
L* L = 50 N g2 e % .: e o
. |[ee J = 100 B 0.25 2 c o o
074 " N = 200 c S g 03 ° « ° ¢ e o. ¢ e
" S = 400 2 = R .
[ . § g 0.2 e .
L[ ]
s . % w é 0.1
0.6 - '=-.. i 0.00 0.4 0.5 0.6 0.7 0.8 0.9 1.0
" Cluster Mutual Information
25 100 200 400 . . - - ) . .
- i/loeas A (high dimension vs. high dimension + noise)
057", u
. <«— not well separated well separated —p>
o °© ) o °©
88gsEge8s88g8és
Samples

Clusters based on high-dimensional gene abundance (same as Figure 2A)
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Clusters based on gene expression profiles recovered from BCS-SMAF (g=14,202, m=280)
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