Fig S6: dN/dS ratios of sub-viral population across all viruses ordered by collection date, with
viral reads >25,000. (A) Individual genes from host shift viruses, (B) individual genes from non-host
shift viruses and pre-host shift virus RV2975D Izmir. (C) Average dN/dS ratios of host shift viruses,
plotted against time, across all genes, pre- host shift virus RV2975D lzmir (triangle), early phase
viruses (circle), late phase viruses (square). Fox samples (black), dog samples (grey).
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