
CRP Group Alignment group Gene ID Untreated pistils Infected pistils Untreated leaf Infected leaf
475219
484136
935955
Araha.35465s0002
Araha.35465s0003
Araha.35465s0004
Araha.35465s0005
AT2G02100
AT2G02120
AT2G02130
AT2G02140
482123
901002
952497
Araha.33392s0003
AT2G31953
918148
Araha.3362s0030
AT2G43550
AT5G63660
322553
AT2G02147

S118 AT1G55010
S123 Araha.1304s0010

906390
Araha.14089s0002
AT2G19893
476731
926970
947297
Araha.37909s0001
Araha.38379s0002
AT1G75830
AT2G26010
AT2G26020
AT5G44420
AT5G44430
472186
Araha.10584s0008
AT1G19610
472186
Araha.7776s0001
AT4G14276
AT5G52605
892759
Araha.13116s0003
AT5G08315
329654
488499
Araha.12520s0004
Araha.20177s0002
AT4G18823
AT5G16453
889231
Araha.66354s0001
AT4G29033
315984
315985
AT1G69818
AT1G69825

S22 Araha.13466s0001
484573
Araha.22753s0001
913416
AT1G35537
Araha.34381s0001
AT2G24615
Araha.11916s0001
Araha.11916s0002
AT5G39365
944023
Araha.6714s0001
927996
Araha.5897s0001
AT5G19172
AT5G19175
950057
950060
950061
AT1G24062
AT5G54220
950057
950060
950061
AT2G25305
331769
AT5G54225
317561
928366
AT3G06985
AT3G07005

S52 940644
AT2G03933
AT2G03937
AT2G03955
327944
Araha.0443s0004
AT4G39917
481098
AT2G14365
317317
AT1G32763
AT3G04540
AT3G04545
904671
925911
929535
930135
Araha.7254s0012
Araha.7875s0002
AT2G42885
927973
933906
Araha.4765s0007
AT2G33233
AT3G48231
319554
AT2G20070

S33 320330
S102 Araha.2341s0001
S103 AT5G55132
S104 AT1G54445
S105 AT5G48945

947282
AT3G42473
481327
AT2G24693

S34 319259
S35 AT4G13955
S40 888123
S53 AT5G48953

889950
Araha.15598s0003
Araha.15598s0004
Araha.37170s0001
AT4G22214
AT4G22235
922516
AT2G20465
Araha.5789s0003
AT1G58055
Araha.12476s0001
AT2G12465
AT2G12475
326953
Araha.3224s0008
AT5G27495
AT5G42232
AT5G42235

S79 AT5G42223
S80 AT2G20463

321788
934918
Araha.12776s0012
AT2G40995

S84 894887
325447
911380
315208
907281
924851
924852
AT1G61688

S88 947763
S88 Araha.16807s0003
S88 AT5G40155
S3 948954

899080
Araha.3868s0010
Araha.3868s0011
AT3G61182

S5 314363
897094
926161
936944
AT3G43505
486590
AT3G61172
486591
Araha.3669s0002
AT3G20997

S131 932412
915355
Araha.53565s0001
AT5G47075
AT5G47175
948993
Araha.0501s0001
Araha.0501s0002
Araha.10976s0001
AT4G19038
313537
Araha.0850s0002
AT1G28335
899732
Araha.12824s0009
Araha.4101s0002
Araha.72512s0001
Araha.8415s0004
AT2G25344
AT2G27145
AT2G28355
AT2G28405
AT3G25265
AT3G43083
327291
895373
949382
Araha.17078s0001
Araha.17078s0003
Araha.6464s0002
AT4G11485
AT4G11760

S49 AT5G48543
489844
942877
AT4G09984
AT4G10595
320504
931280
AT2G15535
AT4G13095
AT4G19905
AT4G29285
491825
Araha.2754s0006
AT4G29300
AT4G29305
320410
491828
895033
Araha.8193s0001
Araha.8193s0002
AT2G22121
AT4G09153
AT4G29280
916422
AT5G48905

CRP0650 S23 Araha.6184s0001
926732
Araha.14227s0001
AT1G49715
AT1G73603
AT1G73607
889117
944991
Araha.8625s0002
AT2G20208
AT4G30064
AT4G30067
944993
Araha.4386s0001
889115
AT4G30074
AT4G30070
AT5G38330
319034
319035
903326
903327
473897
483463
483464
935257
Araha.1745s0002
Araha.3362s0031
Araha.3362s0032
Araha.53746s0001
AT1G47540
AT2G43510
AT2G43520
AT2G43530
AT2G43535

S147 935260
320116
932265
Araha.33991s0003
Araha.61945s0001
AT2G22805
AT2G22807
AT2G22941
Araha.3450s0001
AT1G56553

S85 950657
Araha.38232s0003
AT1G14755
932578
Araha.24789s0007
Araha.24789s0008
AT3G05730

S41 901473
898951
AT3G59930
AT4G08869
AT4G08875
915922
AT5G43285
AT5G43510
AT5G43513
AT5G43518
AT5G43525

S27 332331
Araha.21700s0004
AT5G50423
952179
AT5G48605
941363
AT5G18403
Araha.4996s0009
AT4G32714
AT4G32717
Araha.5150s0003
AT1G08695
315475
327213
920306
925381
Araha.0154s0001
Araha.17115s0002
Araha.35014s0003
Araha.35014s0004
Araha.7802s0009
AT1G65113
318576
Araha.0298s0003
AT5G45875
945930
AT4G22105
AT4G22115

S61 AT2G06983
Araha.19575s0001
Araha.52433s0002
AT2G14282
AT3G27503
930417
Araha.3305s0002
AT4G10115
330033
Araha.41332s0002
AT4G14785
AT4G33465
316664
330900
Araha.37601s0005
Araha.8608s0002
AT1G77525
AT5G44973
907360
924945
Araha.55025s0002
AT1G60985
AT1G60989

S37 890708
890707
AT2G05117
AT4G15735
Araha.11301s0001
Araha.2756s0003
AT3G23727

S111 906603
Araha.0892s0003
AT3G45093

S122 AT3G24510
911168
AT1G13755

S121 315023
S121 AT1G64107

476017
Araha.11660s0006
Araha.11660s0007
AT1G68905
AT1G68907

S46 AT1G13605
Araha.0293s0010
Araha.10518s0006
AT1G65352
AT5G23035
AT5G62627
496210
Araha.5658s0010
AT5G60615
950804
Araha.5658s0004
AT5G60553
Araha.7109s0005
AT5G23212
314020
924009
Araha.10136s0001
Araha.33049s0001
AT1G35435
945044
945046
AT5G37474

S137 AT1G63522
S93 330281

927106
Araha.39361s0001
AT1G77093
917332
AT5G56369

S18 495728
AT1G13608
AT1G13609

S45 312367
319997
923020
930178
Araha.31859s0001
AT2G21465
936207
Araha.17510s0006
AT2G04034
AT2G04925
320322
AT2G25185
896386
Araha.11221s0001
AT2G04045

CRP1110 S68 939797
Araha.7110s0002
AT5G46871
AT4G17713
AT4G17718
AT5G46873
AT5G46877
317819
Araha.1295s0010
AT3G10195

U 931272
U Araha.2847s0004
U AT1G56233
U AT4G10603
U AT5G18407
U AT5G32619

S16

S12

S13

S65

S11

S129

S130

S50

S51

S124

S9

S149

S150

S17

S24

S25

S1

S42

S126

S20

S83

S127

S55

S54

S92

S57

S48

S26

S67

S64

S63

S60

S58

S56

S139

S70

S2

S135

S31

S142

S28

S47

S62

S113

S133

S109

S82

S73

S29

S14

S69

S72

S66

S10

S74

S32

S110

S71

S21

S4

S6

S7

S8

S132

S136

S76

S77

S78

S81

S86

S87

S101

S140

S146

S43

S141

S75

S90

S91

S94

S95

S97

S99

S100

S106

S107

S138

S15

S89

S114

S36

S38

S115

S125

S143

CRP1100

CRP1120

CRP1280

S134

S119

S120

S144

S19

S44

S112

CRP0960

CRP0980

CRP1000

CRP1040

CRP1050
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CRP0810

CRP0830
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CRP0880
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CRP0680

CRP0700

CRP0710
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CRP0770

CRP0560
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CRP0580

CRP0590
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CRP0370
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CRP0090

CRP0100
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CRP0000
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