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Supplemental Note: Acknowledgements and funding of individual BCAC studies
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Breast Cancer Family Registry (BCFR), nor does mention of trade names, commercial products, or organizations imply 
endorsement by the USA Government or the BCFR. The ABCFS was also supported by the National Health and Medical 
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The Breast Cancer Study of the University of Heidelberg (BSUCH) thanks Peter Bugert and Medical Faculty Mannheim. 
The BSUCH study was supported by the Dietmar-Hopp Foundation, the Helmholtz Society and the German Cancer Research 
Center (DKFZ).
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The Copenhagen General Population Study (CGPS) thanks the staff and participants of the Copenhagen General 
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Internal Medicine, Evangelische Kliniken Bonn gGmbH, Johanniter Krankenhaus, Bonn, Germany [Yon-Dschun Ko, Christian 
Baisch], Institute of Pathology, University of Bonn, Germany [Hans-Peter Fischer], Molecular Genetics of Breast Cancer, 
Deutsches Krebsforschungszentrum (DKFZ), Heidelberg, Germany [Ute Hamann], Institute for Prevention and Occupational 
Medicine of the German Social Accident Insurance, Institute of the Ruhr University Bochum (IPA), Bochum, Germany [TB, 
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Karstens. The HMBCS was supported by a grant from the Friends of Hannover Medical School and by the Rudolf Bartling 
Foundation.
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NHMRC, the National Breast Cancer Foundation, Cancer Australia, and the National Institute of Health (USA)) for their 
contributions to this resource, and the many families who contribute to kConFab. kConFab is supported by a grant from the 
National Breast Cancer Foundation, and previously by the National Health and Medical Research Council (NHMRC), the 
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Foundation of Western Australia. Financial support for the AOCS was provided by the United States Army Medical Research 
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of the Cogentech Cancer Genetic Test Laboratory. The MBCSG is supported by grants from the Italian Association for Cancer 
Research (AIRC) and by funds from the Italian citizens who allocated the 5/1000 share of their tax payment in support of 
the Fondazione IRCCS Istituto Nazionale Tumori, according to Italian laws (INT-Institutional strategic projects “5x1000”).

The Mayo Clinic Breast Cancer Study (MCBCS) was supported by the NIH grants CA192393, CA116167, CA176785 
an NIH Specialized Program of Research Excellence (SPORE) in Breast Cancer [CA116201], and the Breast Cancer Research 
Foundation and a generous gift from the David F. and Margaret T. Grohne Family Foundation.
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Victoria. The MCCS was further supported by Australian NHMRC grants 209057, 251553 and 504711 and by infrastructure 
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CA164973.
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for the “CIHR Team in Familial Risks of Breast Cancer” program – grant # CRN-87521 and the Ministry of Economic 
Development, Innovation and Export Trade – grant # PSR-SIIRI-701.
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and Department of Oncology, Division of Surgery and Cancer and Transplantation Medicine, Oslo University Hospital 
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(National Advisory Unit on Late Effects after Cancer Treatment, Department of Oncology, Oslo University Hospital, Oslo, 
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supported by P30 CA 016056.
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Supplementary Figure 1: Candidate risk haplotypes revealed by sliding-window analysis. Association was evaluated for 
haplotypes of all possible sizes (from 1 to 29) in (a) KARBAC, (b) BCAC and (c) SASBAC studies. All haplotypes with OR > 1 and p-value 
< 0.05 were listed with p-value, OR, estimated frequency in controls (F_U) and cases (F_A), except for the SASBAC study where only 
haplotypes of window size 3, 5, 10, 15, 20, 25 and 29 were shown due to space limitation. Genomic regions covered by these 29 SNPs were 
illustrated showing genes IRAK1BP1 and PHIP whose exons and introns were indicated with dark and light grey, respectively.
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Supplementary Figure 2: Flowchart of main genetic analyses in this study.

For Supplementary Tables see in Supplementary Files.


