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Supplementary Figure 1
A. BJ1 fibroblasts were infected with the indicated virus or left uninfected and cultured 
overnight. Total RNA was extracted and qRT-PCR was used to assay MICA and ULBP2 
expression. The results are expressed as fold-change in gene expression compared to 
uninfected cells (4 expts). B. hTert fibroblasts were infected with the indicated virus or left 
uninfected and cultured overnight. Total RNA was extracted and qRT-PCR was used to 
assay MICA and ULBP2 expression. The results are expressed as fold-change in gene 
expression compared to uninfected cells.
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Supplementary Figure 2

Supplementary Figure 2
Western blot analysis of MICA and ULBP2 expression in membrane 
preparations of fibroblasts infected with the indicated viruses, LAMP1 
was used as a loading control. The numbers underneath the westerns 
are the quantitation (in arbitrary units) of the MICA and ULBP2 bands, 
relative to the LAMP1 loading control (3 expts).



Supplementary Figure 3
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A. Western blot analysis of STAT1 and IRF3 expression in fibroblasts stably transduced with 
lentiviral constructs that express the PIV5V and BVDV NPro proteins respectively. B. Western 
blot analysis of MAVS expression in untransduced fibroblasts; fibroblasts transduced with a 
lentivirus expressing an shRNA plasmid targetting a sequence from bacteria (Thermotoga 
sp.), used as a negative control and fibroblasts transduced with shRNA targeting MAVS. C. 
RIG-I and MDA 5 expression in control (transduced with empty vector) and fibroblasts where 
RIG-I and MDA 5 expression had been targetted using CRISPR/Cas9 technology.
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Supplementary Figure 4

Supplementary Figure 4
Fibroblasts were pretreated with the indicated inhibitor for 30 min and then 
either left uninfected or infected with the indicated virus in the presence or 
absence of the indicated inhibitor. qRT-PCR was used to assay the 
expression of (A) MICA, (B) ULBP2, (C) IFI16 and (D) VV A17.



Supplementary Figure 5
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Supplementary Figure 5
The effects of infection with the indicated viruses on ULBP2 and VV A17 
expression in control fibroblasts (transfected with empty vector) or fibroblasts 
where IRF3 or NF-kB expression had been silenced using CRISPR/Cas9 
technology (4 expts).



Supplementary Figure 6
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Supplementary Figure 6
293T cells were co-transfected with Firefly luciferase reporter plasmid 
containing the wild-type ULBP2 promoter, renilla luciferase and expression 
vectors for the indicated IRF5 isoform, IRF3 or IRF7. After 24 h, cells were 
lysed and the Renilla and Firefly luciferase activities were measured by the 
dual luciferase assay (6 expts). The data were normalised using the Renilla 
luciferase levels.



Target Oligo sequence  
MICA ccttggccatgaacgtcagg (Welte et al., 2003) 
 cctctgaggcctcrctgcg  
MICB accttggctatgaacgtcaca (Welte et al., 2003) 
 ccctctgagacctcgctgca  
ULBP1 caagtggagaatttaatacccattgag (Ebihara et al., 2007) 
 tgttgtttgagtcaaagagga  
ULBP2 caagtgcaggagcaccactcg (Wittenbrink et al., 2009) 
 cagatgccagggaggatgaagc  
ULBP3 cctgatgcacaggaagaagag (Welte et al., 2003) 
 tatggctttgggttgagctaag  
IFI16 caaccaaagaaaaggctgga This paper 
 ggtggagctgacaatgaggt  
VV A17 atgagttatttaagatattacaatatgctt (Myskiw et al., 2009) 
 tcgtcagtatttaaactgttaaatgttggt  
VV B10R caaaatgcagggtacaacaaaca (Kulesh et al., 2004) 
 caatgaatccttagtattgccaacg  
VV HA catcatctggaattgtcactactaaa (de Souza Trindade et al., 2008) 
 acggccgacaatataattaatgc  
shRNA   
MAVS1(+) ccggtccagaggagaatgagtataagttcaagagact

tatactcattctcctctggtttttg 
 

MAVS1(-) aattcaaaaaccagaggagaatgagtataagtctcttg
aacttatactcattctcctctgga 

 

MAVS2(+) ccggttttaccaagggttggatatatttcaagagaatata
tccaacccttggtaaatttttg 

 

MAVS2(-) aattcaaaaatttaccaagggttggatatattctcttgaa
atatatccaacccttggtaaaa 

 

MAVS3(+) ccggtatgtggatgttgtagagattcttcaagagagaat
ctctacaacatccacattttttg 

 

MAVS3(-) aattcaaaaaatgtggatgttgtagagattctctcttgaa
gaatctctacaacatccacata 

 

gRNA  All this paper 
RIG-I (1) caccgggattatatccggaagaccc  
 aaacgggtcttccggatataatccc  
RIG-I (2) caccgagcagcgacgcagcctgcaag  
 aaacttgcaggctgcgtcgctgctc  
MDA-5 (1) caccgtggttggactcgggaattcg  
 aaaccgaattcccgagtccaaccac  
MDA-5 (2) caccgcagacgagaatttccgctat  
 aaacatagcggaaattctcgtctgc  
IRF3 (1) caccgttggaagcacggcctacggc  
 aaacgccgtaggccgtgcttccaac  
IRF3 (2) caccgcacgcgcttccgcatccctt  
 aaacaagggatgcggaagcgcgtgc  
NF-!B (1) caccgcaagtgcgaggggcgctccg  
 aaaccggagcgcccctcgcacttgc  
NF-!B (2) caccgctacaagtgcgaggggcgct  
 aaacagcgcccctcgcacttgtagc  
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