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Supplementary Table S1. Human proteins containing the KKPK sequence. Nuclear proteins
containing the min-NLS sequence (KKPK) were identified from NLSdb®* and LocSigBD>?
databases, in addition to literature search using Google Scholar.

Protein NLS
Fibroblast growth factor 1 (FGF1) Confirmed**
TATA-box binding protein associated factor 8 (TAF8) Confirmed*
Histone H1.0 Confirmed®
Immortalization up-regulated protein 1 (IMUP-1) Confirmed*®*’
Brefeldin A-inhibited guanine nucleotide-exchange protein 1 (BIG1) Confirmed®®
SRY-box 11 (Sox11) Confirmed®
Heat shock protein 105 kDa (Hsp105) Confirmed™
SIN3 transcription regulator family member A (SIN3A) Putative®’
Protein kinase C-binding protein 1 (PRKCBP1) Putative
SUZ12 polycomb repressive complex 2 subunit (SUZ12) Putative®’
PNN interacting serine and arginine rich protein (PNISR) Putative
E3 ubiquitin-protein ligase (TRIP12) Putative®’
Phosphorylated CTD-interacting factor 1 (PCIF1) Putative®’

* Confirmed denotes that the NLS has been experimentally validated, as opposed to predicted
(“Putative”).
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