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Figure S2. Genetic differentiation (Fsr) for each of the 8,660 protein-coding genes between wild and cultivated
ginseng. Fsr values for each gene between wild and all cultivated ginseng accessions (A), wild and SCG (B),
wild and NCG (C) and SCG and NCG (D), respectively. X- and y-axis are the Fsr value of each gene and total

number of genes within each unit. Negative values indicate no genetic differentiation at these genes.



