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Figure S14. Intersected 2011 and 2012 module networks. Individual module networks from 2011 and 2012 were filtered to exclude edges with
weak SparCC correlations (Table 1), followed by the removal of vertices which became disconnected from all other vertices (degree=0).
Corresponding filtered module networks were then intersected using igraph (Csardi and Nepusz, 2006) to obtain single module representative of
vertices and edges shared across 2011 and 2012 module networks. Between 53% and 75% of vertices (average 70%) were shared across both
years, and between 32% and 49% of network edges (average 43%) were shared across both years (Table 1). Vertex size is represented as the
average maximum observed oligotype abundance in 2011 and 2012 and is labeled with an oligotype id if its abundance is >1%. Vertices are colored
by class-level taxonomy. Edges are colored from light grey to black to denote weak to strong correlations. Decreases in community evenness can be
seen in bloom compared to non-bloom seasons.



