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Supplementary Figure S1. Stereomicroscope images of sediments. 32 

Panels a–n show stereomicroscope images of the sediments from 14 stations of the Kexue seamount. Red numbers indicate MTB abundance, determined after laboratory 33 

storage. Panel o shows sediments from the intertidal zone at Yuehu. The scale bars are 1 mm.34 
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Supplementary Figure S2. Rarefaction curves at 3% difference levels. 35 

Rarefaction curves for seamount sediment bacterial communities using 16S rRNA gene 36 
sequences at 3% difference levels. 37 
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Supplementary Figure S3. Phylogenetic tree based on partial 16S rRNA gene sequences 38 
(approximately 450 bp) of the 21 OTUs related to magnetotactic bacteria from Kexue 39 
seamount.   40 
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Supplementary Figure S4. Flagella and Flagellar base platform.  41 

Flagella, flagellar base platforms, and magnetosomes are indicated by black arrows, white 42 
arrows, and white dashed arrows, respectively. Panels a–c show magnetotactic cocci each 43 
having one flagellar base platform. Panels d–f show magnetotactic cocci each having two 44 
flagellar base platforms. The diameter of the flagella is indicated by black arrow heads. 45 

Supplementary Figure S5. ROV sampling and custom-made sediment collector. 46 
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47 
Supplementary Table S1. Richness and diversity of bacteria at 3% difference levels. 48 

Chao and ACE are the estimated bacterial richness values. Shannon and Simpson refer to the 49 
calculated bacterial diversity values. Coverage is the Good’s coverage.  50 
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Supplementary Table S2. Correlation analysis between bacterial diversity and chemical 51 
elements in sediments at Kexue seamount. 52 

*: Correlation is significant at the 0.05 level (two-tailed); **: Correlation is significant at the 53 
0.01 level (two-tailed); P: Pearson correlation coefficient; Sig. : Significance, P value; N=14; 54 
IP indicates the concentration of inorganic phosphorus (μg/g).  55 

56 
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Supplementary Table S3. MTB-related OTUs identified from the clone library. 57 
*OTU3 and OTU8 are novel species belonging to a known genus. 1OTU13 and OTU19 58 
belong to a novel genus. 2OTU14 and OTU17 belong to a novel genus. OTU1, OTU6 and 59 
OTU12 are known species. Other OTUs represented 10 novel genera, respectively. 60 


