
12 x109 !
Unmapped

50.5 x109 !
Seq. Reads

6.6 x109 !
Spliced Reads

287 x106 !
SL1/SL2 Reads

667,779!
Splice Junctions

2,030,762!
Trans splice sites

31.9 x109 !
Genomic Reads

11.7 x 109 !
Unmapped

145 x106 !
Unmapped SL

68 x106 
Unmapped SL

4,498,472!
Trans splice sites

TopHat2!
Genomic mapping

cutadapt!
SL detection!

+hard clipping

TopHat2!
Genomic!
mapping

Bowtie2!
Transcriptomic !

mapping

GSNAP!
Genomic !
mapping

5,361,553!
Trans splice sites

48 x106 
Unmapped SL


