Observed telomere addition sites for A. suum male #1 intestine
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Figure S10. Ascaris and Parascaris telomere addition sites. The shaded area corresponds to the defined chromosomal break regions and the
red ticks are the position and frequency (height) of the observed telomere addition sites. The center of the CBR is defined as where the highest
density of observed telomere addition sites is in the population. The region to the left (minus) correspond to retained DNA while regions to the right
(positive) correspond to eliminated DNA. The read frequency was normalized to 50X genome coverage (with 100 bp read length).
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break_a01 @ AgB01

| 4 sites

I I I
-5 kb 0 5kb

break_a06 @ AgB03

7| 3 sites

I I I
-5kb 0 5kb

break_all @ AgBO07

| 2 sites

T T T
-5 kb 0 5kb

break al6 @ AgB12

7| 4 sites

| L
T T
-5kb 0 5kb

break_a21 @ AgB17

7| 5 sites

I I I
-5 kb 0 5kb

break_a26 @ AgB22X

7| 3 sites

-5 kb 0 5kb

break_a31 @ AgB27X

7| 3 sites

-5 kb 0 5kb

break_a36 @ AgB32

7 4 sites

80

40

80

40

80

40

80

40

80

40

80

40

80

40

80

40

break_a02 @ AgB02

| 2 sites

I I I
-5 kb 0 5kb

break_a07 @ AgB04

7| 4 sites

-5kb 0 5kb

break_al2 @ AgB08X

7| 3 sites

T T T
-5 kb 0 5kb

break_al7 @ AgB13X

7| 3 sites

-5 kb 0 5kb

break_a22 @ AgB18

0 site

I I I
-5 kb 0 5kb

break_a27 @ AgB23

7| 6 sites

-5 kb 0 5kb

break_a32 @ AgB28X

7| 3 sites

I I I
-5 kb 0 5kb

break_a37 @ AgB33

| 5sites

-5kb 0 5kb

80

40

80

40

80

40

80

40

80

40

80

40

80

40

80

40

break_a03 @ AgB02

| 3sites
_ il
I I I
-5 kb 0 5kb
break_a08 @ AgB05
| 7 sites
. 1 || |
I I I
-5 kb 0 5kb
break_al3 @ AgB09X
0 site
a I I I
-5 kb 0 5kb
break al8 @ AgB14
| 2 sites
a I I I
-5 kb 0 5kb
break_a23 @ AgB19
| 6 sites
_ noln
I I I
-5 kb 0 5kb
break_a28 @ AgB24
| 7 sites
] ‘ [ |‘ |
I I I
-5 kb 0 5kb
break_a33 @ AgB29
1 2 sites
i o
I I I
-5 kb 0 5kb
break_a38 @ AgB34
1 3sites
i ‘ I ‘
I I I
-5 kb 0 5kb

80

40

80

40

80

40

80

40

80

40

80

40

80

40

80

40

break_a04 @ AgB02

7| 3 sites

I I I
-5 kb 0 5kb

break_a09 @ AgB06

| 4 sites

I I I
-5kb 0 5kb

break_ald @ AgB10

| 2 sites

T T T
-5 kb 0 5kb

break_al9 @ AgB15X

7| 4 sites

-5 kb 0 5kb

break_a24 @ AgB20

7| 6 sites

I I I
-5 kb 0 5kb

break_a29 @ AgB25

7| 6 sites

-5 kb 0 5kb

break_a34 @ AgB30

7| 5 sites

I I I
-5 kb 0 5kb

break_a39 @ AgB35X

1 site

-5kb 0 5kb

80

40

80

40

80

40

80

40

80

40

80

40

80

40

80

40

Wang et al. Fig. S10b

break_a05 @ AgB02

| 2 sites

-5 kb 0 5kb

break_al0 @ AgBO07

7| 2 sites

|
I I
-5kb 0 5kb

break_al5 @ AgB11

1 site

T T T
-5 kb 0 5kb

break_a20 @ AgB16X

7| 5 sites

!
-5 kb 0 5kb

break_a25 @ AgB21

7| 3 sites

-5 kb 0 5kb

break_a30 @ AgB26

7 2 sites

I I I
-5 kb 0 5kb

break_a35 @ AgB31X

1 site

I I I
-5 kb 0 5kb

break_a40 @ AgB36X

| 3sites




80

40

80

40

80

40

80

40

80

40

80

40

80

40

80

40

Observed telomere addition sites for A. suum female #1 carcass
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Observed telomere addition sites for A. suum mixed population
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