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Antibiotic Expected MIC 
(ug/mL) 

Scripps MIC 
(ug/mL) S:B Z' 

Ciprofloxacin 2 3 3.04 0.89 
Erythromycin 64 100 2.92 0.9 
Aztreonam 2 1.6 2.96 0.82 

 

Supplemental Table 1.   Susceptibility of PAO1 to well-studied antibiotics.  PAO1 was cultured in the 
presence of varying concentrations of antibiotics and MIC values were compared to established values. 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Pearson r 0.8281 

95% confidence interval 0.6804 to 0.9111 

P value (two-tailed) < 0.0001 

P value summary *** 

Is the correlation significant?  Yes 

R squared 0.6857 

Supplemental Figure 1.  PAO1 AmpG assay correlation plot – 1X vs 2X pinning.  The relative activities of 
compounds for 17 matched plates were compared at single versus double pinning (10uM versus 20uM 
screening concentration).   
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Supplemental Figure 2.  Synergy testing in PAO1 bacteria. 25ug/mL of test compound were tested in 
combination with or without antibiotics known to induce AmpC. This was the highest concentration of 
compound that was not found to be toxic to the bacteria by itself. In this case the antibiotics were serial 
diluted and added to a constant concentration of test compound, i.e. either compound #2 or #6 (C#2 or 
C#6) as listed in Table 3 of the main text. The MIC of each antibiotic by itself or in combination is shown. 
The presence of turbidity indicates bacterial growth which as shown when in combination yields a 2 fold 
improvement in the efficacy of the Amp=Ampicillin, Cef=Cefoxitin, Tic=Ticarcillin. This experiment was 
repeated and confirmed the results shown above for an N of 2 experiments. 
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SR
-0

10
00

10
66

41
-1

Ch
em

Di
v

0991-
0004

24 1 5 357.42 3.76 3.69 > 45.7E-6 20.48 13.42 0.25 ### 0.65 > 45.7E-6 8.31 2.37 > 45.7E-6 13.91 3.71 > 45.7E-6 12.75 0.85

SR
-0

10
00

29
50

53
-1

Ch
em

Br
id

ge

7959388 29 2 3 397.55 2.74 2.72 > 45.7E-6 7.52 17.44 0.21 ### 1.62 > 45.7E-6 0.25 3.88 > 45.7E-6 5.60 4.68 > 45.7E-6 4.28 4.17

SR
-0

10
00

25
84

17
-1

Ch
em

Br
id

ge

7314826 29 3 4 416.53 4.10 1.29 > 45.7E-6 -5.3E+0 5.63 0.21 ### 3.05 > 45.7E-6 4.62 3.28 > 45.7E-6 25.99 4.64 > 45.7E-6 20.81 1.06

SR
-0

10
00

28
92

90
-1

Ch
em

Br
id

ge

7935659 30 1 3 443.32 3.95 3.95 > 45.7E-6 19.63 17.66 0.20 ### 0.39 > 45.7E-6 -3.4E+0 1.13 > 45.7E-6 13.21 3.07 > 45.7E-6 11.04 1.06

SR
-0

10
00

23
54

82
-1

Ch
em

Br
id

ge

6475864 26 1 4 437.73 3.14 3.14 > 45.7E-6 14.01 10.78 0.23 ### 1.20 > 45.7E-6 25.77 1.04 > 45.7E-6 35.73 2.12 > 45.7E-6 27.53 4.56



SR
-0

10
00

24
82

43
-1

Ch
em

Br
id

ge

6990311 21 1 3 311.44 3.77 3.77 > 45.7E-6 -4.3E+0 4.49 0.29 ### 0.57 > 45.7E-6 4.52 3.34 > 45.7E-6 23.35 2.34 > 45.7E-6 18.81 0.46

SR
-0

10
00

34
83

18
-1

As
in

ex ASN 
07274721

25 1 4 338.45 3.78 3.78 > 45.7E-6 -15.5E+0 11.25 0.24 ### 0.56 > 45.7E-6 3.26 2.05 > 45.7E-6 14.88 2.48 > 45.7E-6 12.92 4.69

SR
-0

10
00

31
74

22
-1

As
in

ex BAS 
00127549

22 0 2 290.36 4.49 4.49 > 45.7E-6 6.52 6.18 0.28 ### #### > 45.7E-6 15.84 1.12 > 45.7E-6 36.70 3.57 > 45.7E-6 31.10 6.07

SR
-0

10
00

27
32

06
-1

Ch
em

Br
id

ge

7749545 25 1 5 334.41 4.94 4.94 > 45.7E-6 11.90 9.09 0.24 ### #### > 45.7E-6 9.57 2.44 > 45.7E-6 23.54 4.49 > 45.7E-6 20.81 1.84

SR
-0

10
00

35
30

98
-1

As
in

ex AST 
06571411

28 1 5 396.87 4.43 4.43 > 45.7E-6 2.60 8.03 0.22 ### #### > 45.7E-6 4.81 3.88 > 45.7E-6 25.79 4.01 > 45.7E-6 11.63 8.01

SR
-0

10
00

28
77

79
-1

Ch
em

Br
id

ge

7928910 25 1 3 433.27 3.05 3.05 > 45.7E-6 24.90 17.84 0.24 ### 1.29 > 45.7E-6 32.13 5.14 > 45.7E-6 32.23 6.03 > 45.7E-6 27.90 3.37

SR
-0

10
00

12
97

25
-1

Ch
em

Di
v

C527-
0741

28 1 3 402.55 3.34 3.32 > 45.7E-6 6.08 16.85 0.22 ### 1.02 > 45.7E-6 3.00 3.01 > 45.7E-6 19.44 0.39 > 45.7E-6 16.88 1.18

SR
-0

10
00

10
61

78
-1

Ch
em

Di
v

C753-
1629

29 2 3 390.52 3.36 3.36

in
do

l_
3y

l_
al

k(
46

1)

> 45.7E-6 14.49 16.33 0.21 ### 0.98 > 45.7E-6 3.70 4.81 > 45.7E-6 25.34 3.22 > 45.7E-6 20.89 4.82

SR
-0

50
00

00
04

53
-2

Si
gm

aA
ld

ric
h

T2320 31 1 3 481.33 4.77 4.49 > 45.7E-6 4.32 10.57 0.20 ### #### > 45.7E-6 5.79 4.12 > 45.7E-6 15.67 5.44 > 45.7E-6 11.52 3.44

SR
-0

10
00

23
09

13
-1

Ch
em

Br
id

ge

6224766 24 1 3 431.73 3.37 3.37 > 45.7E-6 23.71 26.37 0.25 ### 0.97 > 45.7E-6 0.41 1.79 > 45.7E-6 20.40 5.73 > 45.7E-6 11.08 2.56

SR
-0

10
00

22
68

23
-1

Ch
em

Br
id

ge

6074033 25 0 5 412.25 3.17 3.17 > 45.7E-6 9.37 17.98 0.24 ### 1.17 > 45.7E-6 3.36 2.93 > 45.7E-6 7.57 1.54 > 45.7E-6 3.91 0.87

SR
-0

10
00

22
64

50
-1

Ch
em

Br
id

ge

6058084 24 4 6 326.39 4.68 4.25 > 45.7E-6 -974.1E-3 13.97 0.25 ### 0.09 > 45.7E-6 2.75 2.46 > 45.7E-6 24.54 3.72 > 45.7E-6 22.23 1.80

SR
-0

10
00

00
01

37
-5

M
ic

ro
So

ur
ce

01503934 27 1 5 403.97 3.69 2.82 > 45.7E-6 10.17 16.66 0.23 ### 1.52 > 45.7E-6 -2.8E+0 3.85 > 45.7E-6 23.28 3.64 > 45.7E-6 20.61 1.61

SR
-0

10
00

23
36

72
-1

Ch
em

Br
id

ge

6400918 24 0 3 360.90 3.99 3.99 > 45.7E-6 -2.9E+0 8.27 0.25 ### 0.35 > 45.7E-6 0.13 1.77 > 45.7E-6 20.00 7.08 > 45.7E-6 13.93 7.58

SR
-0

10
00

26
05

96
-1

Ch
em

Br
id

ge

7377356 24 0 3 330.46 3.96 3.96 > 45.7E-6 -4.1E+0 5.62 0.25 ### 0.38 > 45.7E-6 -416.8E-3 4.00 > 45.7E-6 23.17 5.05 > 45.7E-6 17.76 9.67

SR
-0

10
00

15
37

22
-1

Ch
em

Di
v

D014-
0048

23 1 4 314.42 1.99 1.74

m
an

ni
ch

_A
(2

96
)

> 45.7E-6 3.60 5.25 0.26 ### 2.60 > 45.7E-6 13.01 2.39 > 45.7E-6 18.46 7.31 > 45.7E-6 11.04 10.39

SR
-0

10
00

31
83

22
-1

As
in

ex BAS 
03386064

26 1 4 370.37 4.22 4.20 > 45.7E-6 11.82 6.33 0.23 ### 0.14 > 45.7E-6 10.03 2.07 > 45.7E-6 33.63 6.23 > 45.7E-6 29.33 5.16

SR
-0

10
00

11
32

97
-1

Ch
em

Di
v

6018-
0225

24 1 7 330.34 2.61 2.61 > 45.7E-6 16.60 16.40 0.25 ### 1.73 > 45.7E-6 2.21 5.77 > 45.7E-6 3.60 2.01 > 45.7E-6 3.46 1.55

SR
-0

10
00

23
53

35
-1

Ch
em

Br
id

ge

6469056 31 1 5 448.58 3.81 3.81 > 45.7E-6 -1.6E+0 12.42 0.20 ### 0.53 > 45.7E-6 2.62 3.45 > 45.7E-6 11.30 3.67 > 45.7E-6 8.60 6.02

SR
-0

10
00

28
96

49
-1

Ch
em

Br
id

ge

7937271 28 1 5 416.37 1.98 1.98 > 45.7E-6 36.05 13.89 0.22 ### 2.36 > 45.7E-6 14.08 13.77 > 45.7E-6 28.15 3.21 > 45.7E-6 15.65 15.38



SR
-0

10
00

32
53

39
-1

As
in

ex BAS 
00782554

24 3 6 321.29 1.42 1.20

hz
on

e_
ph

en
ol

_A
(

47
9) > 45.7E-6 24.06 13.45 0.25 ### 3.14 > 45.7E-6 17.47 4.05 > 45.7E-6 21.84 1.19 > 45.7E-6 16.84 1.62

SR
-0

10
00

92
52

75
-1

Li
fe

 C
he

m
ic

al
s

F5832-
0261

26 1 3 377.47 3.73 3.73 > 45.7E-6 -2.3E+0 11.53 0.23 ### 0.61 > 45.7E-6 2.89 3.20 > 45.7E-6 26.04 1.84 > 45.7E-6 18.99 6.90

SR
-0

10
00

13
96

53
-1

Ch
em

Di
v

E002-
0538

27 2 4 399.43 5.05 5.05 > 45.7E-6 1.95 16.28 0.23 ### #### > 45.7E-6 15.77 1.12 > 45.7E-6 31.26 3.03 > 45.7E-6 23.97 2.84

SR
-0

10
00

32
26

17
-1

As
in

ex BAS 
09668346

20 1 6 276.38 3.27 2.79 > 45.7E-6 22.83 14.92 0.30 ### 1.55 > 45.7E-6 17.00 4.25 > 45.7E-6 30.62 7.88 > 45.7E-6 28.38 3.08

SR
-0

10
00

92
03

14
-1

Li
fe

 C
he

m
ic

al
s

F5041-
0268

24 0 6 345.42 1.02 1.02 > 45.7E-6 -1.9E+0 15.08 0.25 ### 3.32 > 45.7E-6 28.70 2.33 > 45.7E-6 30.09 4.52 > 45.7E-6 26.47 1.82

SR
-0

10
00

28
51

55
-1

Ch
em

Br
id

ge

7914038 26 3 3 375.85 4.10 4.09 > 45.7E-6 4.32 18.85 0.23 ### 0.25 > 45.7E-6 0.24 3.75 > 45.7E-6 18.48 0.90 > 45.7E-6 16.28 2.05

SR
-0

10
00

25
38

17
-1

Ch
em

Br
id

ge

7184581 27 0 6 364.40 3.77 3.77 > 45.7E-6 -16.1E+0 6.09 0.23 ### 0.57 > 45.7E-6 1.08 3.64 > 45.7E-6 14.10 3.93 > 45.7E-6 8.00 8.98

SR
-0

10
00

25
39

40
-1

Ch
em

Br
id

ge

7188000 25 1 3 380.89 3.56 3.56 > 45.7E-6 4.29 12.01 0.24 ### 0.78 > 45.7E-6 12.85 3.86 > 45.7E-6 32.70 2.37 > 45.7E-6 21.91 2.80

SR
-0

10
00

08
80

54
-1

Ch
em

Di
v

7152-
0367

26 0 3 371.50 4.12 4.10 > 45.7E-6 -8.4E+0 2.24 0.23 ### 0.24 > 45.7E-6 2.27 1.76 > 45.7E-6 10.52 3.87 > 45.7E-6 12.69 7.76

SR
-0

10
00

21
97

62
-1

Ch
em

Br
id

ge

5786784 27 2 6 371.43 2.37 -0.40

en
e_

fiv
e_

he
t_

A(
2

01
)

> 45.7E-6 7.22 11.99 0.23 ### 4.74 > 45.7E-6 0.46 5.03 > 45.7E-6 4.21 2.06 > 45.7E-6 3.84 3.31

SR
-0

10
00

34
01

38
-1

As
in

ex ASN 
05551942

27 0 5 386.92 3.84 3.65 > 45.7E-6 15.82 10.31 0.23 ### 0.69 > 45.7E-6 -1.6E+0 3.28 > 45.7E-6 8.29 2.34 > 45.7E-6 5.58 3.94

SR
-0

10
00

26
52

53
-1

Ch
em

Br
id

ge

7567236 21 1 4 395.19 3.40 3.40 > 45.7E-6 0.01 16.19 0.29 ### 0.94 > 45.7E-6 -2.1E+0 3.32 > 45.7E-6 10.83 1.49 > 45.7E-6 3.43 0.17

SR
-0

10
00

22
65

38
-1

Ch
em

Br
id

ge

6061526 26 3 4 347.41 3.72 3.70 > 45.7E-6 34.86 34.17 0.23 ### 0.64 > 45.7E-6 35.27 2.78 > 45.7E-6 17.39 19.87 > 45.7E-6 21.58 4.47

SR
-0

10
00

29
53

45
-1

Ch
em

Br
id

ge

7960672 23 2 4 329.42 3.82 3.80 > 45.7E-6 -4.8E+0 15.09 0.26 ### 0.54 > 45.7E-6 1.96 3.45 > 45.7E-6 17.20 1.43 > 45.7E-6 9.47 4.45

SR
-0

10
00

14
79

33
-1

Ch
em

Di
v

7790-
1092

22 3 6 314.36 3.20 2.45

ca
te

ch
ol

_A
(9

2)

> 45.7E-6 28.67 13.63 0.28 ### 1.89 > 45.7E-6 10.74 3.63 > 45.7E-6 10.77 5.53 > 45.7E-6 5.82 5.18

SR
-0

10
00

00
66

71
-1

Li
fe

 C
he

m
ic

al
s

F0526-
1308

31 2 4 435.54 4.90 4.64 > 46.4E-6 18.62 15.25 0.20 ### #### > 46.4E-6 -2.2E+0 1.49 > 46.4E-6 6.74 2.87 > 46.4E-6 3.89 2.42

SR
-0

10
00

01
97

92
-1

Li
fe

 C
he

m
ic

al
s

F2031-
0666

23 1 5 314.36 3.54 3.54 > 46.5E-6 -8.1E+0 17.31 0.26 ### 0.79 > 46.5E-6 3.21 2.75 > 46.5E-6 26.26 3.41 > 46.5E-6 14.71 7.20

SR
-0

10
00

01
74

24
-1

Li
fe

 C
he

m
ic

al
s

F1854-
0019

28 4 3 392.47 3.68 3.67 > 46.5E-6 10.84 18.00 0.22 ### 0.66 > 46.5E-6 7.13 4.42 > 46.5E-6 19.75 2.64 > 46.5E-6 16.74 0.99

SR
-0

10
00

02
42

17
-1

Li
fe

 C
he

m
ic

al
s

F2597-
0101

27 1 4 410.46 3.66 3.64 > 46.7E-6 -6.7E+0 25.90 0.22 ### 0.69 > 46.7E-6 17.17 5.32 > 46.7E-6 38.46 5.96 > 46.7E-6 29.27 2.68

SR
-0

10
00

04
52

42
-1

En
am

in
e

T0518-
5204

30 0 7 429.45 1.70 1.70 > 46.8E-6 4.68 9.56 0.20 ### 2.63 > 46.8E-6 7.92 2.33 > 46.8E-6 20.15 4.94 > 46.8E-6 20.37 3.18



SR
-0

10
00

06
20

58
-1

En
am

in
e

T5316067 23 1 2 347.40 3.88 3.88 > 47.3E-6 13.22 4.59 0.26 ### 0.45 > 47.3E-6 5.09 1.13 > 47.3E-6 24.60 3.53 > 47.3E-6 16.20 1.32

SR
-0

10
00

52
65

66
-1

De
lta

ge
n

8009-
9016

21 1 3 304.81 2.88 2.71 > 47.5E-6 -10.2E+0 16.16 0.29 ### 1.61 > 47.5E-6 10.33 1.98 > 47.5E-6 21.05 3.59 > 47.5E-6 16.50 2.00

SR
-0

10
00

47
95

35
-1

De
lta

ge
n

4161-
1755

26 2 3 357.58 4.57 0.70 > 47.8E-6 8.55 15.89 0.23 ### 3.62 > 47.8E-6 10.70 3.77 > 47.8E-6 29.38 11.20 > 47.8E-6 32.99 3.58

SR
-0

10
00

04
72

41
-1

En
am

in
e

T0520-
0066

29 2 5 410.58 3.52 1.23 > 48.9E-6 1.68 5.68 0.21 ### 3.09 > 48.9E-6 2.11 1.26 > 48.9E-6 23.40 4.56 > 48.9E-6 15.46 0.67

SR
-0

10
00

06
89

53
-1

En
am

in
e

T5362953 26 0 3 371.86 3.65 3.65 > 49.1E-6 -112.9E-3 13.26 0.23 ### 0.65 > 49.1E-6 -448.1E-3 3.61 > 49.1E-6 26.06 5.70 > 49.1E-6 19.24 1.95

SR
-0

10
00

04
79

53
-1

En
am

in
e

T0520-
4474

31 2 4 442.90 2.29 2.29 > 49.5E-6 2.80 1.87 0.19 ### 2.01 > 49.5E-6 14.06 8.50 > 49.5E-6 33.18 4.16 > 49.5E-6 26.64 4.44

SR
-0

10
00

52
65

67
-1

De
lta

ge
n

8009-
9018

19 1 3 276.76 2.14 2.10 > 49.7E-6 12.80 5.23 0.32 ### 2.21 > 49.7E-6 19.93 4.12 > 49.7E-6 23.72 3.87 > 49.7E-6 17.00 2.38

SR
-0

10
00

02
66

28
-1

En
am

in
e

T0501-
7864

26 0 2 367.42 4.01 4.01 > 49.7E-6 -6.8E+0 13.30 0.23 ### 0.30 > 49.7E-6 27.81 2.25 > 49.7E-6 33.30 6.30 > 49.7E-6 27.49 3.17

SR
-0

10
00

39
48

77
-1

De
lta

ge
n

0828-
0243

20 1 3 268.31 4.55 4.55 > 51.2E-6 -9.9E+0 4.20 0.30 ### #### > 51.2E-6 -8.1E+0 4.06 > 51.2E-6 22.87 2.76 > 51.2E-6 18.58 5.02

SR
-0

10
00

51
33

15
-1

De
lta

ge
n

8006-
2387

21 0 2 290.75 5.12 5.12 > 51.8E-6 3.45 18.47 0.29 ### #### > 51.8E-6 23.33 4.66 > 51.8E-6 39.76 3.03 > 51.8E-6 39.30 1.29

SR
-0

10
00

52
67

04
-1

De
lta

ge
n

8009-
9257

18 1 3 262.73 1.65 1.60 > 52.3E-6 -1.6E+0 6.76 0.33 ### 2.68 > 52.3E-6 23.74 7.22 > 52.3E-6 24.26 7.21 > 52.3E-6 21.45 1.21
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