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RESULTS 

Since some gonocytes and Sertoli cells appeared outside the seminiferous cords in the 

P2.5 Arid4bSCKO testes (Fig. 1V and Supporting Information Fig. S2), we analyzed whether the 

boundary of the seminiferous tubules in the P2.5 Arid4bSCKO testes is still intact. In testes, 

peritubular myoid cells form a single layer surrounding the seminiferous cords, and together with 

Sertoli cells constitute the boundary of the seminiferous cords. Sertoli cells have been shown to 

control peritubular myoid cell fate [1, 2]. We performed double immunofluorescent staining for 

α2-smooth muscle actin (ACTA2, cytoplasmic) and WT1 (nuclear) to detect peritubular myoid 

cells
 
and Sertoli cells, respectively. We found that the peritubular myoid cell layer surrounding 

the seminiferous cords was disturbed in the P2.5 Arid4bSCKO testes, while the peritubular 

myoid cell layer remained intact in the P2.5 control testes (Supporting Information Fig. S3). 

Together with the fact that most of Sertoli cells in the p2.5 Arid4bSCKO testes were no longer at 

the periphery of the seminiferous cords (Fig. 1N), these results suggest that the boundary of the 

seminiferous cords was perturbed in the P2.5 Arid4bSCKO testes. 

The P1.5 testes were used to perform RNA-Seq analysis. Histological analyses revealed 

similar structure of the seminiferous cords between the control and Arid4bSCKO testes at P1.5 

(Supporting Information Fig. S5, A-D). Immunofluorescent staining for AMH and WT1 further 

detected Sertoli cells at the periphery of seminiferous cords in both control and Arid4bSCKO 

testes at P1.5 (Supporting Information Fig. S5, E-H). In addition, double immunofluorescent 

staining for ACTA2 (cytoplasmic) and WT1 (nuclear) to detect peritubular myoid cells
 
and 

Sertoli cells, respectively, confirmed the integrity of the seminiferous cord basement membrane 
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in both control and Arid4bSCKO testes at P1.5 (Supporting Information Fig. S5, G and H). 

Importantly, when TUNEL assay was performed to detect apoptotic cells, an increase of the 

TUNEL-positive cells was showed in the Arid4bSCKO testes at P2.5, but not at P1.5, compared 

with the respective control testes (Supporting Information Fig. S5, I-L). Quantification 

confirmed that total apoptotic cells increased only in the P2.5 Arid4bSCKO testes (Supporting 

Information Fig. S5, M). Together, the P1.5 Arid4bSCKO testes appeared to be normal 

compared to the control testes. 

Although RNA-Seq and qRT-PCR analyses showed largely decreased transcripts of Amh 

in the P2.5 Arid4bSCKO testes (Fig. 4A, 4B), expression of Amh in the P10 Arid4bSCKO testes 

was elevated (Fig. 4B). At puberty, expression of AMH is switched off during Sertoli cell 

maturation. Therefore, absence of AMH is widely used as an indicator of Sertoli cell functional 

maturation. Immunofluorescent staining for AMH in the control testis at different stages showed 

high levels of AMH expression at E18.5 and P2.5, but the levels gradually reduced between P10 

and P20, and became undetectable at P30 and P42 (Supporting information Fig. S9). On the 

other hand, expression of AMH in the Arid4bSCKO testes was found to be markedly reduced at 

P2.5, but was elevated at P10, remained prominent in many tubules at P20, and was still 

detectable at P30 (Supporting information Fig. S9). Our results are also consistent with the 

previous report that maturation of Sertoli cell was delayed in the Arid4bSCKO testes [3], as the 

abundance of AMH proteins in the Arid4bSCKO testes remained prominent during puberty (after 

P10) (Supporting information Fig. S9). 
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MATERIALS AND METHODS  

Histological Analysis 

Testes were dissected from male mice and fixed in Bouin’s fluid (75% saturated picric 

acid, 5% glacial acetic acid, 9.3% formaldehyde). Histological analysis was performed on 7-µm 

thick paraffin-embedded testis sections by hematoxylin and eosin staining. 

 

Immunofluorescent Staining 

Testes were dissected from male mice and fixed in 4% paraformaldehyde in phosphate-

buffered saline (PBS). Immunofluorescence analysis was performed on 7-µm thick paraffin-

embedded testis sections. Antigen retrieval was performed by boiling the testes sections in citric 

acid based antigen unmasking solution (Vector Laboratories). Samples were blocked with 

blocking solution (5% donkey serum, 2% bovine serum albumin, and 0.02% triton-X 100 in 

PBS), followed by incubation with primary antibodies in blocking solution. The primary 

antibodies are listed in Supporting Information Table S5. Sections were washed with 0.1% 

Triton X-100/PBS buffer, and incubated with horseradish peroxidase (HRP)-conjugated or 

biotinylated secondary antibodies (Jackson ImmunoResearch). Signal detection was carried out 

by Tyramide Signal Amplification system (Life Technology) or Alexa Fluor 488 Streptavidin 

(Molecular Probes, Life Technology). Sections were mounted with fluorescence mounting 

medium with DAPI (Vector Laboratories). Images were captured with a Nikon Eclipse Ti-U 

fluorescence microscope or a Carl Zeiss LSM 510 confocal microscope. Since the sizes of the 

control and Arid4bSCKO testes were similar at P2.5 of age (Supporting Information Fig. S4) [3], 
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cells positive for the markers used (i.e. WT1 and PLZF) were counted per testis section. Testes 

of three mice from each genotype and different litters were analyzed.  

 

TUNEL Assays 

 Testes were dissected from male mice and fixed in Bouin’s fluid (75% saturated picric 

acid, 5% glacial acetic acid, 9.3% formaldehyde). For analysis of apoptosis, TUNEL assays were 

performed on 7-µm thick paraffin-embedded testis sections. Testis sections were stained by in 

situ cell death detection kit (Roche Diagnostics), the terminal deoxynucleotidyltransferase-

mediated dUTP-biotin nick end labeling (TUNEL) based assays. Since the sizes of the control 

and Arid4bSCKO testes were similar at P2.5 of age (Supporting Information Fig. S4) [3], 

quantifications were performed by counting the number of the TUNEL+ cells per testis section. 

Testes of three mice from each genotype and different litters were analyzed. 

 

RNA-Seq Analysis 

Testes were dissected from the control and Arid4bSCKO males at P1.5. Each genotypic 

group consisted of three pools of testes, and each pool contained four testes. Total RNA was 

purified using an RNeasy plus kit (Qiagen), and was treated by DNase I (Qiagen). Purified RNA 

was processed for RNA-Seq analysis and initial data analysis (Expression Analysis). Database 

for Annotation, Visualization, and Integrated Discovery Bioinformatics Resources (DAVID) 

v6.7 (http://david.abcc.ncifcrf.gov/)) and Gene Set Enrichment Analysis (GSEA) on the 

Molecular Signatures Databases (MSigDB) collection (gsea@broadinstitute.org) analyses were 
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used on genes to identify enriched biological themes. The NCBI access number of raw data from 

the ChIP-Seq study is GSE84808. 

 

qRT-PCR Analysis 

Testes were dissected from 3 Arid4bSCKO and 3 control males. Total RNA was purified 

from mouse testes using an RNeasy plus kit (Qiagen), and was treated by DNase I (Qiagen). Two 

micrograms of DNase I-treated total RNA was used for reverse transcription to synthesize the 

first strand cDNA by the Superscript III First-strand synthesis system (Life Technology). qPCR 

was performed on the ABI StepOne Plus machine using TaqMan gene expression assays 

(Applied Biosystems). The TaqMan primer/probe sets for genes are listed in Supporting 

Information Table S6. The Gapdh transcripts were amplified as an internal control to normalize 

gene expression. The levels of gene expression were normalized against the level of Gapdh 

expression in each sample. In each experiment, the normalized level of the gene of interest from 

one of the control mice was set as 1. 

 

ChIP-Seq Analysis 

A pool of 108 testes dissected from wild type male mice at P1.5 was sent to Active Motif 

for ChIP, library preparation, sequencing, and initial data analysis. ChIP assays were performed 

using the anti-ARID4B antibody (A302-233A, Bethyl Laboratories). Input DNA was used for 

control. Gene calling was based on presence of the ARID4B binding site with 10 kb of the gene 

margin. The NCBI access number of raw data from the ChIP-Seq study is GSE84808. 
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ChIP-qPCR Analysis 

Testes dissected from 20 Arid4bSCKO and 20 control males at P1.5 of age were used for ChIP 

analysis on the Gdnf promoter. ChIP assays were performed as previously described method [3]. 

Chromatin extracted from mouse testes was immunoprecipitated with normal rabbit IgG or anti-

ARID4B antibody (A302-233A, Bethyl Laboratories). DNA from immunoprecipitated chromatin 

was analyzed by qPCR using the primer sets listed in Supporting Information Table S7.  

 

Detection of RA activity  

To detect the levels of RA, a previously described RA reporter assay was performed [4]. Briefly, 

HeLa cells were transfected with a luciferase reporter gene which contains the RA receptor 

response element fused to a firefly luciferase gene (PGL3-RARE-Luciferase, Addgene). Eight 

testes from the P1.5 control or Arid4bSCKO mice were subjected to freeze/thaw and minced 

finely in phenol red-free DMEM (Life Technologies), and then centrifuged at 12,000 g for 10 

min at 4°C. The supernatant was added to the transfected HeLa cells grown in 24-well plate and 

incubated for 24 h at 37°C. To perform luciferase reporter assay, the cells were washed twice 

with PBS and lysed using 100 µl of 1× Passive Lysis Buffer (Promega). After adding 100 µl 

firefly luciferase assay substrate (Promega) to the lysate, the luciferase activity was measured by 

the Berthold luminometer. Each sample was assayed in quadruplicate. 
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Statistical Analysis 

Means were calculated from at least three independent experiments. All results were 

shown as the means ± standard errors of the means (SEM). Two-tailed unpaired Student’s t-test 

was used to compare two groups. P values less than 0.05 were considered to be statistically 

significant. 
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Supporting Information Table S1. Upregulation or downregulation genes (P -value <0.05, |Log2FC| 

gene mrna refseq ucscid description entrez chr beg

Aqp12NM_177587;NM_001159658NM_177587;NM_001159658uc007cdc.2;uc007cdd.2Mus musculus aquaporin 12 (Aqp12) chr1 93006333

Psg23 NM_020261NM_020261uc009fjo.1Mus musculus pregnancy-specific glycoprotein 23 (Psg23), mRNA56868 chr7 18606342

Gm5868 NM_001024147NM_001024147uc008xrq.1Mus musculus predicted gene 5868 (Gm5868), mRNA545758 chr5 72581638

Asic4 NM_183022NM_183022uc007bpg.1Mus musculus acid-sensing (proton-gated) ion channel family member 4 (Asic4), mRNA241118 chr1 75450509

Gfy NM_001195255NM_001195255uc012fkd.1Mus musculus golgi-associated olfactory signaling regulator (Gfy), mRNA1E+08 chr7 45176348

Ifitm7 NM_001270718NM_001270718uc007ygs.2Mus musculus interferon induced transmembrane protein 7 (Ifitm7), mRNA74482 chr16 13981701

AF529169 NM_153509NM_153509uc009qzn.2Mus musculus cDNA sequence AF529169 (AF529169), mRNA209743 chr9 89590034

Elovl2 NM_019423NM_019423uc007qfb.2Mus musculus elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 2 (Elovl2), mRNA54326 chr13 41182381

Slc13a2 NM_022411NM_022411uc007kjf.1Mus musculus solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 2 (Slc13a2), mRNA20500 chr11 78397275

AK189100 AK189100 uc029rrd.1Mus musculus cDNA, clone:Y0G0143C11, strand:minus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000052439, based on BLAT searchchr12 17791611

1110032F04RikNM_001167996NM_001167996uc012cqj.1Mus musculus RIKEN cDNA 1110032F04 gene (1110032F04Rik), mRNA68725 chr3 68869585

AK185421 AK185421 uc009jvu.1Mus musculus 12 days embryo spinal ganglion cDNA, RIKEN full-length enriched library, clone:D130006K13 product:hypothetical protein, full insert sequence1E+08 chr7 1.28E+08

BC049966 BC049966 uc008agy.1;uc008ago.1Mus musculus cDNA, clone:Y2G0106L02, strand:minus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000039655, based on BLAT search;Mus musculus activated spleen cDNA, RIKEN full-length enriched library, clone:F830036K09 product:synaptotagmin-like 3, full insert sequencechr176523699;6356812

Otop2NM_172801;AB087504NM_172801uc007mhb.1;uc007mhd.1Mus musculus otopetrin 2 (Otop2), mRNA237987 chr11115307162;115322924

Cabp1AB079604;NM_013879;AF169153NM_013879uc012ecc.1;uc008zdh.1;uc008zdg.1Mus musculus calcium binding protein 1 (Cabp1), mRNA29867 chr5 1.15E+08

4933417O13RikNR_045842 uc029wqb.1Mus musculus RIKEN cDNA 4933417O13 gene (4933417O13Rik), long non-coding RNAchr7 1.43E+08

Trim60CCDS22331;NM_153097NM_153097uc009lve.2;uc033jft.1Mus musculus tripartite motif-containing 60 (Trim60), mRNAchr865000194;64998447

Gsdmc2NM_001168274;NM_177912NM_001168274;NM_177912uc007vyx.1;uc007vyy.1Mus musculus gasdermin C2 (Gsdmc2)331063 chr15 63824345

AK140147 AK140147 uc008uaf.1Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230314M03 product:hypothetical protein, full insert sequencechr4 1.08E+08

Nipal1NM_001081205;BC125449NM_001081205uc008xru.1;uc008xrv.1Mus musculus NIPA-like domain containing 1 (Nipal1), mRNAchr5 72647795

Frem3 NM_001167898NM_001167898uc012ggm.1Mus musculus Fras1 related extracellular matrix protein 3 (Frem3), mRNA333315 chr8 80611038

Il17f BC145977;NM_145856NM_145856uc007ala.2;uc007akz.2Mus musculus interleukin 17F (Il17f), mRNA chr1 20777145

Spint3 NM_001177401NM_001177401uc008nvf.2Mus musculus serine peptidase inhibitor, Kunitz type, 3 (Spint3), mRNA629747 chr2 1.65E+08

Nkx2-1NM_009385;NM_001146198NM_009385;NM_001146198uc007npf.3;uc007npg.3Mus musculus NK2 homeobox 1 (Nkx2-1)21869 chr12 56531934

1700003F12RikNM_029305NM_029305uc008njj.1Mus musculus RIKEN cDNA 1700003F12 gene (1700003F12Rik), mRNA75480 chr2 1.55E+08

Defb1 NM_007843NM_007843uc009lby.2Mus musculus defensin beta 1 (Defb1), mRNA13214 chr8 21776554

D7Ertd143eNR_029645 uc012ewd.1Mus musculus DNA segment, Chr 7, ERATO Doi 143, expressed (D7Ertd143e), long non-coding RNAchr7 3218783

AK028422 AK028422 uc007nhz.1Mus musculus 6 days neonate head cDNA, RIKEN full-length enriched library, clone:5430401H09 product:unclassifiable, full insert sequencechr12 32113668

Ppp1r42NM_145692;AK015164;NM_027033NM_145692;NM_027033uc007ahb.1;uc007ahd.1;uc007ahc.1Mus musculus protein phosphatase 1, regulatory subunit 42 (Ppp1r42)chr19968625;9995062

Slc38a3NM_001199217;AK035155;NM_001199218;NM_023805NM_001199217;NM_001199218;NM_023805uc009rmn.1;uc009rmo.2;uc009rmq.2;uc009rmp.1Mus musculus solute carrier family 38, member 3 (Slc38a3)76257 chr9 1.08E+08

Saa2 NM_011314NM_011314uc009gzb.2Mus musculus serum amyloid A 2 (Saa2), mRNA20209 chr7 46751832

AK054515 AK054515 uc007peo.1Mus musculus 2 days pregnant adult female ovary cDNA, RIKEN full-length enriched library, clone:E330021B06 product:unclassifiable, full insert sequencechr12 1.12E+08

Hamp2 NM_183257NM_183257uc009ghd.2Mus musculus hepcidin antimicrobial peptide 2 (Hamp2), mRNA66438 chr7 30922371

Ms4a15BC172010;BC172006;NM_001034898NM_001034898uc012bit.1;uc012bis.1;uc008grl.1Mus musculus membrane-spanning 4-domains, subfamily A, member 15 (Ms4a15), mRNAchr19 10978306

Gldn NM_177350NM_177350uc009pqx.1Mus musculus gliomedin (Gldn), mRNA235379 chr9 54286485

Etd NR_034074 uc009tfc.1Mus musculus embryonic testis differentiation (Etd), long non-coding RNAchrX 53434917

Rhox8 NM_001004193NM_001004193uc009szi.1Mus musculus reproductive homeobox 8 (Rhox8), mRNA434768 chrX 37874775

AK145481 AK145481 uc009kyw.1Mus musculus blastocyst blastocyst cDNA, RIKEN full-length enriched library, clone:I1C0003A17 product:unclassifiable, full insert sequencechr8 13998939

Ccdc121 NM_207280NM_207280uc011wxt.1Mus musculus coiled-coil domain containing 121 (Ccdc121), mRNA403180 chr1 1.82E+08

Odf3l1AK142219;NM_198673NM_198673uc009ptj.1;uc009ptk.1Mus musculus outer dense fiber of sperm tails 3-like 1 (Odf3l1), mRNA382075 chr9 56848658

Ctrb1 NM_025583NM_025583uc009nms.2Mus musculus chymotrypsinogen B1 (Ctrb1), mRNA66473 chr8 1.12E+08

Klkb1 NM_008455;M58588NM_008455uc012gdd.2;uc009lot.4Mus musculus kallikrein B, plasma 1 (Klkb1), mRNA16621 chr8 45269450

Wee2 NM_201370NM_201370uc009bmq.2Mus musculus WEE1 homolog 2 (S. pombe) (Wee2), mRNA381759 chr6 40442862

Slamf1AF149792;NM_013730NM_013730uc007dpc.1;uc007dpb.1Mus musculus signaling lymphocytic activation molecule family member 1 (Slamf1), mRNA27218 chr1 1.72E+08
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Zp1 NM_009580NM_009580uc008grh.2Mus musculus zona pellucida glycoprotein 1 (Zp1), mRNA22786 chr19 10914295

Hs6st3 NM_015820NM_015820uc007uzn.2Mus musculus heparan sulfate 6-O-sulfotransferase 3 (Hs6st3), mRNA50787 chr14 1.19E+08

AK035994 AK035994 uc008pki.1Mus musculus 16 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:9630025H21 product:hypothetical protein, full insert sequencechr3 64949222

4933433C11RikNM_028961;BC050147NM_028961uc008iqp.2;uc008iqo.2Mus musculus RIKEN cDNA 4933433C11 gene (4933433C11Rik), mRNAchr2 25212558

Anks4b NM_028085NM_028085uc009jmj.2Mus musculus ankyrin repeat and sterile alpha motif domain containing 4B (Anks4b), mRNA72074 chr7 1.2E+08

Miox NM_019977NM_019977uc007xgc.1Mus musculus myo-inositol oxygenase (Miox), mRNA56727 chr15 89334472

GmncNM_001285916;NM_001285918;NM_001013761NM_001285916;NM_001285918;NM_001013761uc007yvj.2;uc007yvk.2;uc007yvi.1Mus musculus geminin coiled-coil domain containing (Gmnc)239789 chr16 26957234

AK048032 AK048032 uc009tvj.1Mus musculus 16 days embryo head cDNA, RIKEN full-length enriched library, clone:C130031C10 product:unclassifiable, full insert sequencechrX 99409570

Gpr37l1 NM_134438NM_134438uc007csv.2Mus musculus G protein-coupled receptor 37-like 1 (Gpr37l1), mRNA171469 chr1 1.35E+08

AK085768 AK085768 uc008mqp.1Mus musculus 16 days neonate heart cDNA, RIKEN full-length enriched library, clone:D830006B11 product:unclassifiable, full insert sequencechr2 1.44E+08

Rph3aNM_011286;BC050883NM_011286uc008zim.1;uc008zil.1Mus musculus rabphilin 3A (Rph3a), mRNA19894 chr5 1.21E+08

Rtn4r NM_022982NM_022982uc007ymv.1Mus musculus reticulon 4 receptor (Rtn4r), mRNA65079 chr16 18127705

Sfrp4NM_016687;AK038742NM_016687uc007pph.2;uc007ppg.2Mus musculus secreted frizzled-related protein 4 (Sfrp4), mRNA20379 chr13 19623174

Mafa NM_194350NM_194350uc007whe.1Mus musculus v-maf musculoaponeurotic fibrosarcoma oncogene family, protein A (avian) (Mafa), mRNA378435 chr15 75746842

TxkAK138069;NM_001289494;NM_013698;NM_001122754;NM_001289495NM_001289494;NM_013698;NM_001122754;NM_001289495uc008xrx.3;uc008xrw.3;uc008xrz.2;uc008xry.3;uc012dwz.2Mus musculus TXK tyrosine kinase (Txk) chr572703779;72695977

Dnaaf1 NM_026648NM_026648uc009npw.1Mus musculus dynein, axonemal assembly factor 1 (Dnaaf1), mRNA68270 chr8 1.2E+08

Pla2g4d NM_001024137NM_001024137uc008lvh.1Mus musculus phospholipase A2, group IVD (Pla2g4d), mRNA78390 chr2 1.2E+08

Tgm6NM_001289747;NM_001289749;NM_177726;NM_001289748NM_001289747;NM_001289749;NM_177726;NM_001289748uc033hqd.1;uc008mii.2;uc012cdz.2;uc012cdy.2Mus musculus transglutaminase 6 (Tgm6) chr2130123274;130112415

Kazald1AK155095;NM_178929NM_178929uc008hqs.2;uc008hqt.2Mus musculus Kazal-type serine peptidase inhibitor domain 1 (Kazald1), mRNA107250 chr1945075240;45076138

Tmem28NM_001081283NM_001081283uc009tvn.1Mus musculus transmembrane protein 28 (Tmem28), mRNA620592 chrX 99821068

Hsd17b1 NM_010475NM_010475uc007lnb.1Mus musculus hydroxysteroid (17-beta) dehydrogenase 1 (Hsd17b1), mRNA15485 chr11 1.01E+08

Ubash3aNM_177823;BC027561NM_177823uc008bur.2;uc008bus.2Mus musculus ubiquitin associated and SH3 domain containing, A (Ubash3a), mRNA328795 chr17 31208065

CalcrNM_007588;NM_001042725;AK138275NM_007588;NM_001042725uc009ave.1;uc009avf.1;uc009avg.1Mus musculus calcitonin receptor (Calcr)12311 chr6 3685719

Kcnh1NM_001038607;NM_010600NM_001038607;NM_010600uc007edn.1;uc007edo.1Mus musculus potassium voltage-gated channel, subfamily H (eag-related), member 1 (Kcnh1)16510 chr1 1.92E+08

AK198029 AK198029 uc029qtf.1Mus musculus cDNA, clone:Y1G0103G16, strand:minus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000016672, based on BLAT searchchr1 1.31E+08

Aass NM_013930NM_013930uc009bbc.2Mus musculus aminoadipate-semialdehyde synthase (Aass), mRNA30956 chr6 23072172

Gcm2AK132499;NM_008104;BC110632NM_008104uc007qez.1;uc007qey.1;uc007qfa.1Mus musculus glial cells missing homolog 2 (Drosophila) (Gcm2), mRNAchr13 41101426

Bcl11bNM_021399;NM_001079883;NM_001286343NM_021399;NM_001079883;NM_001286343uc011yrp.1;uc007ozh.1;uc007ozi.1Mus musculus B cell leukemia/lymphoma 11B (Bcl11b)58208 chr12 1.08E+08

9630001P10RikAK035757;AK044526;NR_102378uc033ijl.1;uc008xjc.2;uc008xjd.1Mus musculus RIKEN cDNA 9630001P10 gene (9630001P10Rik), long non-coding RNAchr545639274;45639381

PvalbAK131986;NM_013645NM_013645uc007wot.2;uc007wou.1Mus musculus parvalbumin (Pvalb), mRNA19293 chr15 78191117

Gm826 NM_001033411NM_001033411uc008nqv.1Mus musculus predicted gene 826 (Gm826), mRNA329554 chr2 1.6E+08

Emilin3NM_182840;BC002161NM_182840uc008nrl.1;uc008nrk.1Mus musculus elastin microfibril interfacer 3 (Emilin3) chr2160906437;160908352

Fgf18NR_102395;NM_008005NM_008005uc007ikc.2;uc033fui.1Mus musculus fibroblast growth factor 18 (Fgf18)14172 chr11 33116977

Flt3 NM_010229NM_010229uc009aob.2Mus musculus FMS-like tyrosine kinase 3 (Flt3), mRNA14255 chr5 1.47E+08

Ankrd63 NM_001081971NM_001081971uc008lsh.1Mus musculus ankyrin repeat domain 63 (Ankrd63), mRNA383787 chr2 1.19E+08

AK029949 AK029949 uc009sig.2;uc008sni.2Mus musculus RNA for germline small RNA gsRNA35, complete sequence;Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4932410C13 product:hypothetical protein, full insert sequencechr4_GL456350_random;chr426213;42552477

Fgf22AK010054;NM_023304NM_023304uc007fzp.1;uc007fzq.1Mus musculus fibroblast growth factor 22 (Fgf22), mRNA67112 chr10 79755118

Anks1bAK038609;NM_181398;AK034154;CCDS59553;CCDS59552;CCDS59551;NM_001177397;NM_001177396;CCDS59554;NM_001177398;NM_001128086NM_181398;NM_001177396;NM_001177397;NM_001128086;NM_001177398uc033frz.1;uc033fry.1;uc033frv.1;uc033fsb.1;uc033fsa.1;uc033frw.1;uc033fsc.1;uc007gtd.1;uc007gta.2;uc033frx.1;uc033fsd.1Mus musculus ankyrin repeat and sterile alpha motif domain containing 1B (Anks1b)chr1090577088;90829842;89873508;90575726;90576690

AK042124 AK042124 uc008yms.1Mus musculus 3 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A630060L04 product:unclassifiable, full insert sequencechr5 1.08E+08

Svs6 NM_013679NM_013679uc008nuh.1Mus musculus seminal vesicle secretory protein 6 (Svs6), mRNA20945 chr2 1.64E+08

Sptlc3NM_175467;AK078679NM_175467uc008mpe.1;uc008mpd.1Mus musculus serine palmitoyltransferase, long chain base subunit 3 (Sptlc3), mRNA228677 chr2139493919;139493912

Gm6792CCDS51989;NM_001177416NM_001177416uc033iwl.1;uc033iwm.1Mus musculus predicted gene 6792 (Gm6792)627821 chr7 6252709

AK053246 AK053246 uc007cit.1Mus musculus 0 day neonate lung cDNA, RIKEN full-length enriched library, clone:E030050D17 product:unclassifiable, full insert sequencechr1 1.2E+08

Tfap2bNM_001286340;AK035827;NM_001025305;NM_009334;AK078046NM_001286340;NM_009334;NM_001025305uc007akt.2;uc007akr.2;uc007akq.2;uc007aku.2;uc007aks.1Mus musculus transcription factor AP-2 beta (Tfap2b) chr119208913;19213926;19212053

4933411G11RikNM_177880NM_177880uc009ajr.1Mus musculus RIKEN cDNA 4933411G11Rik gene (4933411G11Rik), mRNA330228 chr5 1.43E+08

Kctd19NM_177791;BC092530NM_177791uc009ncy.1;uc009ncz.1Mus musculus potassium channel tetramerisation domain containing 19 (Kctd19), mRNA279499 chr8 1.05E+08

Fcrl1NM_153090;NM_178165;NM_001136236NM_153090;NM_178165;NM_001136236uc008psd.2;uc008psb.2;uc008psc.2Mus musculus Fc receptor-like 1 (Fcrl1)229499 chr3 87376386
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AK085652 AK085652 uc009qtf.1Mus musculus 0 day neonate kidney cDNA, RIKEN full-length enriched library, clone:D630050M18 product:unclassifiable, full insert sequencechr9 77046681

Fezf2NM_080433;BC055718NM_080433uc007sfs.2;uc007sft.2Mus musculus Fez family zinc finger 2 (Fezf2), mRNA chr14 12341891

AK015607 AK015607 uc007uyg.1Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700085D13 product:hypothetical protein, full insert sequencechr14 1.15E+08

Cga NM_009889NM_009889uc008sgq.1Mus musculus glycoprotein hormones, alpha subunit (Cga), mRNA12640 chr4 34893778

Erich5 NM_173421NM_173421uc007vls.2Mus musculus glutamate rich 5 (Erich5), mRNA239368 chr15 34453311

AK177772 AK177772 uc009cdd.1Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5730409F18 product:hect domain and RLD 3, full insert sequencechr6 58831888

Gsdmcl-ps NR_029414 uc007vzd.1Mus musculus gasdermin C-like, pseudogene (Gsdmcl-ps), non-coding RNAchr15 63914460

Kcne1CCDS28336;X60457;NM_008424NM_008424uc007zzb.1;uc007zza.1;uc033gzx.1Mus musculus potassium voltage-gated channel, Isk-related subfamily, member 1 (Kcne1), mRNA16509 chr1692348564;92346000

Alppl2 NM_007433NM_007433uc007bvy.1Mus musculus alkaline phosphatase, placental-like 2 (Alppl2), mRNA11650 chr1 87086690

A530065N20RikNR_046142 uc029sbo.1Mus musculus RIKEN cDNA A530046M15 gene (A530065N20Rik), long non-coding RNAchr13 60029710

Onecut3 NM_139226NM_139226uc007gdn.1Mus musculus one cut domain, family member 3 (Onecut3), mRNA246086 chr10 80494905

AK019773 AK019773 uc009nhj.1Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930517G24 product:unclassifiable, full insert sequencechr8 1.07E+08

Slc13a2os NR_003282 uc007kje.1Mus musculus solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 2, opposite strand (Slc13a2os), long non-coding RNAchr11 78394484

Ptprh NM_207270NM_207270uc009exz.1Mus musculus protein tyrosine phosphatase, receptor type, H (Ptprh), mRNA545902 chr7 4548613

Trpc3FJ207476;AK163714;AK082063;NM_019510NM_019510uc012cow.1;uc008ozt.2;uc008ozv.1;uc008ozu.1Mus musculus transient receptor potential cation channel, subfamily C, member 3 (Trpc3), mRNAchr336638355;36620481;36669202

Csrnp3NM_178634;BC055701;AB091688;NM_153409;AK158873;AK080761NM_178634;NM_153409uc012bwf.1;uc012bwe.1;uc008jwq.2;uc008jwt.2;uc008jwr.2;uc008jws.2Mus musculus cysteine-serine-rich nuclear protein 3 (Csrnp3)chr265931864;65845766;65948948

Klk1 NM_010639NM_010639uc009goo.1Mus musculus kallikrein 1 (Klk1), mRNA16612 chr7 44225436

Grm5NM_001143834;AK021113;AK136840;NM_001081414NM_001143834;NM_001081414uc009ifs.2;uc009ifr.2;uc009ifp.2;uc009ifq.1Mus musculus glutamate receptor, metabotropic 5 (Grm5)chr787586510;87584167

Prrt3NM_172487;NM_001289700;AK045491;AK045678;NM_001289699NM_172487;NM_001289700;NM_001289699uc009dgs.2;uc009dgp.2;uc009dgr.2;uc009dgq.2;uc009dgt.2Mus musculus proline-rich transmembrane protein 3 (Prrt3)chr6113496299;113493638

Grin2cNM_010350;BC137849NM_010350uc011yhk.1;uc007mgx.1Mus musculus glutamate receptor, ionotropic, NMDA2C (epsilon 3) (Grin2c), mRNA14813 chr11 1.15E+08

Amh NM_007445NM_007445uc007get.1Mus musculus anti-Mullerian hormone (Amh), mRNA11705 chr10 80805247

Ky NM_024291NM_024291uc009rfp.1Mus musculus kyphoscoliosis peptidase (Ky), mRNA16716 chr9 1.03E+08

4921507P07RikNM_027564NM_027564uc009bxf.1Mus musculus RIKEN cDNA 4921507P07 gene (4921507P07Rik), mRNA70821 chr6 50573303

Slc6a2 NM_009209NM_009209uc009muh.2Mus musculus solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2 (Slc6a2), mRNA20538 chr8 92961046

AK045688 AK045688 uc007wxg.1Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230304I02 product:hypothetical protein, full insert sequencechr15 81800790

FcgbpAK040441;NM_001122603;BC048952NM_001122603uc009fxs.2;uc009fxt.2;uc009fxu.2Mus musculus Fc fragment of IgG binding protein (Fcgbp), mRNAchr728100808;28071235;28113826

AK142999 AK142999 uc007agf.1Mus musculus 10 days neonate cortex cDNA, RIKEN full-length enriched library, clone:A830033B12 product:ENV POLYPROTEIN PRECURSOR (COAT POLYPROTEIN) [CONTAINS: SURFACE PROTEIN; TRANSMEMBRANE PROTEIN] homolog [Mouse intracisternal a-particle], full insert sequencechr1 7375887

Lect1NM_010701;AK013975NM_010701uc007utg.2;uc011zoy.1Mus musculus leukocyte cell derived chemotaxin 1 (Lect1), mRNA16840 chr14 79637689

Them5AK003517;NM_025416NM_025416uc008qfv.2;uc008qfw.1Mus musculus thioesterase superfamily member 5 (Them5), mRNA66198 chr394343254;94342098

Ido1 NM_008324NM_008324uc009lfa.1Mus musculus indoleamine 2,3-dioxygenase 1 (Ido1), mRNA15930 chr8 24584140

Gucy2fCCDS30446;NM_001007576NM_001007576uc009ulq.2;uc033jum.1Mus musculus guanylate cyclase 2f (Gucy2f), mRNA chrX142079288;142088853

Hpcal4 NM_174998NM_174998uc008uox.1Mus musculus hippocalcin-like 4 (Hpcal4), mRNA170638 chr4 1.23E+08

Edar NM_010100NM_010100uc007fdh.2Mus musculus ectodysplasin-A receptor (Edar), mRNA13608 chr10 58600787

Nol4AK031753;AK086574;NM_199024;AK029800;NM_001161483NM_199024;NM_001161483uc008efp.2;uc008efn.2;uc008efo.2;uc008efq.2;uc008efr.2Mus musculus nucleolar protein 4 (Nol4)319211 chr18 22693154

Cbln1 NM_019626NM_019626uc009mqr.1Mus musculus cerebellin 1 precursor protein (Cbln1), mRNA12404 chr8 87468852

Mylk3NM_175441;AK165216;BC145079NM_175441uc009mps.1;uc009mpt.1;uc012ghr.1Mus musculus myosin light chain kinase 3 (Mylk3), mRNA213435 chr885327052;85324928

Dnmt3lNM_001081695;NM_001284200;NM_001284197;NM_001284198;NM_019448;NM_001284199NM_001081695;NM_001284200;NM_001284197;NM_001284198;NM_019448;NM_001284199uc011xhr.2;uc007fxg.2;uc007fxh.2;uc007fxf.2;uc033fqo.1;uc007fxe.2Mus musculus DNA (cytosine-5-)-methyltransferase 3-like (Dnmt3l)54427 chr1078055334;78042286;78049841;78049958

Grem2CCDS15545;NM_011825NM_011825uc033foe.1;uc007dtf.1Mus musculus gremlin 2 homolog, cysteine knot superfamily (Xenopus laevis) (Grem2), mRNA23893 chr1174836774;174833784

Kcnh5 NM_172805NM_172805uc007nwz.2Mus musculus potassium voltage-gated channel, subfamily H (eag-related), member 5 (Kcnh5), mRNA238271 chr12 74897216

Galnt14NM_027864;AK090146NM_027864uc008dnl.2;uc008dnk.2Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 14 (Galnt14), mRNA71685 chr1773572783;73493750

Gm13544 NR_040365 uc008jsq.1Mus musculus predicted gene 13544 (Gm13544), long non-coding RNAchr2 58276778

Grk1 NM_011881NM_011881uc009kxw.2Mus musculus G protein-coupled receptor kinase 1 (Grk1), mRNA24013 chr8 13405080

Serpina5 NM_172953NM_172953uc007ows.1Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 5 (Serpina5), mRNA268591 chr12 1.04E+08

Hhip NM_020259NM_020259uc009mix.2Mus musculus Hedgehog-interacting protein (Hhip), mRNA15245 chr8 79965850

Fam57bNM_001146347;AK020734;NM_029978;NM_026884NM_001146347;NM_029978;NM_026884uc009jsy.2;uc009jsx.1;uc009jsz.2;uc012ftv.1Mus musculus family with sequence similarity 57, member B (Fam57b)68952 chr7126823302;126812682;126824652;126816884

Cbln2AK076174;NM_172633;BC055682;AK042555NM_172633uc008fva.1;uc008fvc.1;uc008fvb.1;uc008fvd.1Mus musculus cerebellin 2 precursor protein (Cbln2), mRNA12405 chr1886711644;86711109;86712904;86712193

Rbfox1AB041596;AY659958;NM_183188;NM_021477;BC053009;AK134833;EF410136;AY659957NM_183188;NM_021477uc007ycf.2;uc007yci.2;uc007yce.2;uc012abb.1;uc007ycg.2;uc007ych.2;uc007ycc.2;uc007ycb.2Mus musculus RNA binding protein, fox-1 homolog (C. elegans) 1 (Rbfox1)chr166349035;5884792;6173604;7069834
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Kcnt1BC057073;NM_001145403;BC171963;AK086119;AK039085;AK147625;NM_175462NM_001145403;NM_175462uc008itp.1;uc012bsh.1;uc008itq.1;uc008ito.1;uc008its.1;uc008itr.1;uc012bsi.1Mus musculus potassium channel, subfamily T, member 1 (Kcnt1)chr225910849;25863853;25908044;25877860

Pde6cNM_001170959;NM_033614NM_001170959;NM_033614uc012blg.1;uc008hjf.2Mus musculus phosphodiesterase 6C, cGMP specific, cone, alpha prime (Pde6c)110855 chr19 38132780

Klhdc7a NR_035519NM_173427uc008vmt.1Mus musculus kelch domain containing 7A (Klhdc7a), mRNA242721 chr4 1.4E+08

Elavl4DQ437511;NM_010488;NM_001038698;DQ460221;NM_001163397;NM_001163399NM_010488;NM_001038698;NM_001163397;NM_001163399uc008uda.1;uc008ucy.2;uc008ucx.1;uc012dim.1;uc008ucw.1;uc008ucz.2Mus musculus ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D) (Elavl4)15572 chr4110203736;110251280

1700030O20RikNR_045345 uc007hch.1Mus musculus RIKEN cDNA 1700030O20 gene (1700030O20Rik), long non-coding RNAchr10 1.17E+08

Slc6a11 NM_172890NM_172890uc009dhs.1Mus musculus solute carrier family 6 (neurotransmitter transporter, GABA), member 11 (Slc6a11), mRNA243616 chr6 1.14E+08

St8sia1 NM_011374NM_011374uc009epv.1Mus musculus ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1 (St8sia1), mRNA20449 chr6 1.43E+08

Gm11744NM_001163318;AK137302NM_001163318uc007mlx.2;uc007mlw.2Mus musculus predicted gene 11744 (Gm11744), mRNA1E+08 chr11116653533;116657107

Slc25a42NM_001007570;AK143301NM_001007570uc012gex.1;uc009lzg.2Mus musculus solute carrier family 25, member 42 (Slc25a42), mRNA73095 chr8 70184339

Kl AB010088;NM_013823NM_013823uc009auk.2;uc009aul.2Mus musculus klotho (Kl), mRNA16591 chr5 1.51E+08

Fer1l5NM_001277076;KC440919;AK132955NM_001277076uc033fiq.1;uc007aqb.2;uc033fip.1Mus musculus fer-1-like 5 (C. elegans) (Fer1l5), mRNA chr136416872;36372290;36385437

AK016085 AK016085 uc008jyx.1Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930550G17 product:unclassifiable, full insert sequencechr2 69885727

Ccl17 NM_011332NM_011332uc009mwz.2Mus musculus chemokine (C-C motif) ligand 17 (Ccl17), mRNA20295 chr8 94810452

Gsg1l NM_001101488NM_001101488uc009jqp.2Mus musculus GSG1-like (Gsg1l), mRNA269994 chr7 1.26E+08

Ppp1r1bNM_144828;AY640621;AK141563NM_144828uc007lga.1;uc007lfz.1;uc007lgb.1Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 1B (Ppp1r1b), mRNA19049 chr1198348737;98349995;98350861

Hsd17b3 NM_008291NM_008291uc007qyf.1Mus musculus hydroxysteroid (17-beta) dehydrogenase 3 (Hsd17b3), mRNA15487 chr13 64058273

Edn2 NM_007902NM_007902uc008unb.1Mus musculus endothelin 2 (Edn2), mRNA13615 chr4 1.2E+08

AK008705 AK008705 uc009mlp.1Mus musculus adult male stomach cDNA, RIKEN full-length enriched library, clone:2210011C24 product:hypothetical protein, full insert sequencechr8 84010229

Pipox NM_008952NM_008952uc007khm.2Mus musculus pipecolic acid oxidase (Pipox), mRNA19193 chr11 77880614

Arid4bNM_198122;AK161669;NM_194262;AK163022;AK080967NM_198122;NM_194262uc007pmy.2;uc007pnc.1;uc007pnb.1;uc007pna.2;uc007pmz.2Mus musculus AT rich interactive domain 4B (RBP1-like) (Arid4b)94246 chr1314170031;14063783;14177982

Wdr95AK015309;NM_029440NM_029440uc009apv.1;uc009apw.1Mus musculus WD40 repeat domain 95 (Wdr95), mRNA381693 chr5149528678;149529684

Pla2g5NM_001122954;NM_011110NM_001122954;NM_011110uc008vli.2;uc008vlj.2Mus musculus phospholipase A2, group V (Pla2g5)18784 chr4 1.39E+08

4921513D11RikAK014877 uc008dqa.1SubName: Full=MCG141086; SubName: Full=Protein 4921513D11Rik381110 chr17 79626676

Ppp1r16bAK044453;NM_153089;NM_001159662NM_153089;NM_001159662uc012cil.1;uc008nqo.2;uc008nqp.2Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 16B (Ppp1r16b)228852 chr2158666629;158667134

Lrrc66 NM_153568NM_153568uc008xta.1Mus musculus leucine rich repeat containing 66 (Lrrc66), mRNA231296 chr5 73606641

Sgpp2 NM_001004173NM_001004173uc007bqe.1Mus musculus sphingosine-1-phosphate phosphotase 2 (Sgpp2), mRNA433323 chr1 78310345

Slc25a18NM_001081048NM_001081048uc009dnq.1Mus musculus solute carrier family 25 (mitochondrial carrier), member 18 (Slc25a18), mRNA71803 chr6 1.21E+08

Ly6g6cAJ315547;NM_023463NM_023463uc008cfl.1;uc008cfm.1Mus musculus lymphocyte antigen 6 complex, locus G6C (Ly6g6c), mRNA68468 chr17 35067324

Wfdc9 NM_001160414NM_001160414uc008nvn.2Mus musculus WAP four-disulfide core domain 9 (Wfdc9), mRNA629754 chr2 1.65E+08

Srrm3AB041661;NM_021403;BC058385NM_021403uc008zzc.1;uc008zza.1;uc008zzb.1Mus musculus serine/arginine repetitive matrix 3 (Srrm3), mRNA58212 chr5135806889;135818105

Ggps1AK011980;NM_010282;BC006798NM_010282uc007pmu.1;uc007pmv.1;uc007pmw.2Mus musculus geranylgeranyl diphosphate synthase 1 (Ggps1), mRNA14593 chr1314052444;14050928

Plp1M20752;NM_011123;AK077564NM_011123uc009ujc.1;uc012hpb.1;uc009ujd.1Mus musculus proteolipid protein (myelin) 1 (Plp1)18823 chrX136831070;136822835

Tmprss13NM_001013373NM_001013373uc009pfr.1Mus musculus transmembrane protease, serine 13 (Tmprss13), mRNA214531 chr9 45319099

Fam198aNM_177743;AK134876;NM_001199927NM_177743;NM_001199927uc012hcu.1;uc012hcv.1;uc009sei.2Mus musculus family with sequence similarity 198, member A (Fam198a)chr9121950987;121951019

Sh3gl2 NM_019535NM_019535uc008tlo.1Mus musculus SH3-domain GRB2-like 2 (Sh3gl2), mRNA20404 chr4 85205455

TbataNM_001017433;NM_023064;AK006213;NM_001017419;NM_001017441;NM_001017407;NM_001017409NM_001017433;NM_023064;NM_001017419;NM_001017441;NM_001017407;NM_001017409uc007ffr.2;uc007fft.1;uc007ffm.2;uc007ffq.1;uc007ffo.2;uc007ffn.2;uc007ffs.1Mus musculus thymus, brain and testes associated (Tbata)65971 chr1061171963;61175261;61175730

Ankmy1AK029700;NM_172850NM_172850uc011wpl.1;uc007cbt.1Mus musculus ankyrin repeat and MYND domain containing 1 (Ankmy1), mRNA241158 chr1 92870128

AK214512 AK214512 uc009ize.1Mus musculus cDNA, clone:Y0G0126H21, strand:plus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000054556, based on BLAT searchchr7 1.06E+08

Lrrc7NM_001081358;BC138450;AK122498NM_001081358uc008rvx.1;uc012dac.1;uc008rvw.1Mus musculus leucine rich repeat containing 7 (Lrrc7), mRNAchr3 1.58E+08

Nlrp2 NM_177690NM_177690uc009fae.1Mus musculus NLR family, pyrin domain containing 2 (Nlrp2), mRNA232827 chr7 5298546

Sim2AY963781;NM_011377;U40576NM_011377uc008aaf.1;uc008aae.1;uc012ais.1Mus musculus single-minded homolog 2 (Drosophila) (Sim2), mRNA20465 chr1694085259;94122602

AK198271 AK198271 uc008ufz.1Mus musculus cDNA, clone:Y0G0115M24, strand:plus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000030470, based on BLAT searchchr4 1.16E+08

Gm19689 NR_045094 uc029tkw.1Mus musculus predicted gene, 19689 (Gm19689), long non-coding RNAchr17 83033591

Fam46cNM_001142952;CCDS51017NM_001142952uc008qqu.2;uc033hys.1Mus musculus family with sequence similarity 46, member C (Fam46c), mRNAchr3100471535;100472262

HraslsBC048482;NM_013751NM_013751uc007yvw.1;uc007yvx.1Mus musculus HRAS-like suppressor (Hrasls), mRNA27281 chr1629209694;29210161

T NM_009309NM_009309uc008ajq.1Mus musculus brachyury (T), mRNA20997 chr17 8434422

Slc17a1NM_009198;NM_001170638;AK132800NM_009198;NM_001170638uc011yxj.1;uc007pvf.2;uc007pvg.2Mus musculus solute carrier family 17 (sodium phosphate), member 1 (Slc17a1)20504 chr1323869017;23870272
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EnpepNM_007934;AK034613NM_007934uc008rhz.1;uc008rhy.1Mus musculus glutamyl aminopeptidase (Enpep), mRNAchr3129298593;129269176

Atp12a NM_138652NM_138652uc007ubw.2Mus musculus ATPase, H+/K+ transporting, nongastric, alpha polypeptide (Atp12a), mRNA192113 chr14 56365067

Nlrp9bAK135777;NM_194058;AY360471NM_194058uc012fbm.1;uc009fnt.1;uc012fbn.1Mus musculus NLR family, pyrin domain containing 9B (Nlrp9b), mRNAchr720023110;20019109;20008022

Mmp25NM_001033339;AK137491NM_001033339uc008asq.1;uc012alw.1Mus musculus matrix metallopeptidase 25 (Mmp25), mRNA240047 chr1723631005;23629457

TefAK189278;NM_153484;AK053229;NM_017376;AK027965NM_153484;NM_017376uc007wxl.1;uc007wxj.2;uc007wxi.2;uc007wxk.2;uc007wxh.2Mus musculus thyrotroph embryonic factor (Tef)21685 chr1581820592;81802672;81811413

Cldn18NM_001194923;NM_001194921;NM_001194922;NM_019815NM_001194923;NM_001194921;NM_001194922;NM_019815uc009req.2;uc009rer.2;uc009res.2;uc009rep.2Mus musculus claudin 18 (Cldn18)56492 chr9 99690796

AK019848 AK019848 uc029shu.1Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4931406H21 product:unclassifiable, full insert sequencechr14 25586546

DcstampNM_001289513;AY517484;NM_001289512;NM_029422;NM_001289508;NM_001289506NM_001289513;NM_001289512;NM_029422;NM_001289508;NM_001289506uc011zsl.2;uc011zsn.2;uc007voj.2;uc007voi.2;uc011zsm.2;uc033gtp.1Mus musculus dentrocyte expressed seven transmembrane protein (Dcstamp)chr15 39745929

Igdcc3NM_008988;BC053057NM_008988uc009qcv.1;uc009qcw.1Mus musculus immunoglobulin superfamily, DCC subclass, member 3 (Igdcc3), mRNA19289 chr9 65141188

Tenm2BC133667;NM_011856;AK031198;BC141361NM_011856uc007ill.1;uc007ilm.1;uc011xtd.1;uc007ilk.1Mus musculus teneurin transmembrane protein 2 (Tenm2)chr1136006668;36140751

Slc1a6 NM_009200NM_009200uc007fyg.2Mus musculus solute carrier family 1 (high affinity aspartate/glutamate transporter), member 6 (Slc1a6), mRNA20513 chr10 78780495

Icos NM_017480NM_017480uc011wlz.2Mus musculus inducible T cell co-stimulator (Icos), mRNA54167 chr1 60977913

Chp2 NM_027363NM_027363uc009jos.1Mus musculus calcineurin-like EF hand protein 2 (Chp2), mRNA70261 chr7 1.22E+08

Hoxd1 NM_010467NM_010467uc008kei.1Mus musculus homeobox D1 (Hoxd1), mRNA15429 chr2 74762979

Cited1NM_001276474;NM_001276473;NM_001276466;NM_007709NM_001276474;NM_001276473;NM_001276466;NM_007709uc009tyn.3;uc009tyo.3;uc033jrq.1;uc033jrp.1Mus musculus Cbp/p300-interacting transactivator with Glu/Asp-rich carboxy-terminal domain 1 (Cited1)12705 chrX 1.02E+08

Akr1b7 NM_009731NM_009731uc009bhd.2Mus musculus aldo-keto reductase family 1, member B7 (Akr1b7), mRNA11997 chr6 34412361

Slc25a45NM_134154;AK133879;AK170869NM_134154uc008gfs.1;uc008gfr.1;uc008gfq.1Mus musculus solute carrier family 25, member 45 (Slc25a45), mRNA107375 chr195878465;5877825

Prkcb X59274;NM_008855NM_008855uc009jot.1;uc009jou.1Mus musculus protein kinase C, beta (Prkcb), mRNA18751 chr7 1.22E+08

Map2k6NM_011943;X98067;U39066NM_011943uc011ygv.1;uc007mdt.1;uc007mdr.1Mus musculus mitogen-activated protein kinase kinase 6 (Map2k6), mRNAchr11110479286;110399121

Faim2AK136791;NM_001038658;NM_028224NM_001038658;NM_028224uc007xpp.2;uc007xpr.2;uc007xpq.2Mus musculus Fas apoptotic inhibitory molecule 2 (Faim2)72393 chr1599510119;99497004

Vsx2 NM_007701;BC058806NM_007701uc007ofm.1;uc007ofn.1Mus musculus visual system homeobox 2 (Vsx2), mRNA12677 chr12 84569851

Gm9866NR_045869;NR_045868;NR_045870uc029rrp.1;uc007nfm.2;uc007nfl.2Mus musculus predicted gene 9866 (Gm9866) chr12 27140795

Pnmt NM_008890NM_008890uc007lgg.1Mus musculus phenylethanolamine-N-methyltransferase (Pnmt), mRNA18948 chr11 98386631

Fndc5 NM_027402NM_027402uc008uwe.1Mus musculus fibronectin type III domain containing 5 (Fndc5), mRNA384061 chr4 1.29E+08

Stamos NR_038162 uc008ikf.1Mus musculus signal transducing adaptor molecule (SH3 domain and ITAM motif) 1, opposite strand (Stamos), long non-coding RNAchr2 14070332

Doc2b NM_007873NM_007873uc007kev.1Mus musculus double C2, beta (Doc2b), mRNA13447 chr11 75769089

Wdr72NM_001033500;BC145958NM_001033500uc009qre.1;uc009qrd.1Mus musculus WD repeat domain 72 (Wdr72), mRNA546144 chr9 74110333

HydinAK043971;AK142981;NM_172916NM_172916uc009nkq.1;uc009nkr.1;uc009nks.1Mus musculus HYDIN, axonemal central pair apparatus protein (Hydin), mRNAchr8 1.1E+08

Kcns2NM_181317;NM_001271704;CCDS27421NM_181317;NM_001271704uc007vly.2;uc033gtl.1;uc033gtk.1Mus musculus K+ voltage-gated channel, subfamily S, 2 (Kcns2)chr1534838492;34838048;34837354

Cphx2 NM_175342NM_175342uc007ssg.2;uc007ssn.2;uc007srz.2Mus musculus cytoplasmic polyadenylated homeobox 2 (Cphx2), mRNA105594 chr1426221903;26082292

D430041D05RikNM_001033347;AK052518;AK047363NM_001033347uc008ljs.1;uc008ljr.1;uc008ljq.1Mus musculus RIKEN cDNA D430041D05 gene (D430041D05Rik), mRNAchr2104143074;104184986

Svs5 NM_009301NM_009301uc008nui.1Mus musculus seminal vesicle secretory protein 5 (Svs5), mRNA20944 chr2 1.64E+08

Cuzd1 NM_008411NM_008411uc009kbc.1Mus musculus CUB and zona pellucida-like domains 1 (Cuzd1), mRNA16433 chr7 1.31E+08

CK137956NM_001134733NM_001134733uc012dln.1Mus musculus cDNA sequence CK137956 (CK137956), mRNA635169 chr4 1.28E+08

Plekhg4BC024792;AK029859;NM_001081333NM_001081333uc009ncw.1;uc009ncx.1;uc009ncv.1Mus musculus pleckstrin homology domain containing, family G (with RhoGef domain) member 4 (Plekhg4), mRNAchr8105374903;105375380;105380293

Srgap3NM_080448;AK051262;AK122276NM_080448uc009dei.1;uc009deh.1;uc009dej.1Mus musculus SLIT-ROBO Rho GTPase activating protein 3 (Srgap3), mRNAchr6112717971;112738882;112766563

Ak8 NM_001033874NM_001033874uc008izd.1Mus musculus adenylate kinase 8 (Ak8), mRNA68870 chr2 28700160

Shisa2 NM_145463NM_145463uc007uer.2Mus musculus shisa homolog 2 (Xenopus laevis) (Shisa2), mRNA219134 chr14 59625280

Cpn1AK033629;NM_030703NM_030703uc008hpb.1;uc008hpa.1Mus musculus carboxypeptidase N, polypeptide 1 (Cpn1), mRNAchr1943956307;43961999

Exoc3l2 BC148721 uc009flz.1SubName: Full=Putative uncharacterized protein74463 chr7 19489604

PdynNM_018863;NM_001286502NM_018863;NM_001286502uc008mic.2;uc008mid.3Mus musculus prodynorphin (Pdyn)18610 chr2 1.3E+08

Otogl NM_001177567NM_001177567uc011xnc.1Mus musculus otogelin-like (Otogl), mRNA628870 chr10 1.08E+08

Greb1AB093248;NM_015764;AK045057;NM_001252071NM_015764;NM_001252071uc007ncb.1;uc029rrb.1;uc007nca.1;uc011ykk.2Mus musculus gene regulated by estrogen in breast cancer protein (Greb1)268527 chr1216723176;16670614;16677687

Myo7b NM_032394NM_032394uc008eix.2Mus musculus myosin VIIB (Myo7b), mRNA17922 chr18 31959233

Dydc2 NM_027717NM_027717uc007tck.1Mus musculus DPY30 domain containing 2 (Dydc2), mRNA71200 chr14 41049208

Mylk2 NM_001081044NM_001081044uc008ngs.2Mus musculus myosin, light polypeptide kinase 2, skeletal muscle (Mylk2), mRNA228785 chr2 1.53E+08

Rasl12NM_001033158;AK087136;NM_001162923NM_001033158;NM_001162923uc009qdf.2;uc012gvk.1;uc012gvl.1Mus musculus RAS-like, family 12 (Rasl12) chr9 65398487
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Acsm3NM_212442;NM_212441;AK033461;NM_016870NM_212441;NM_212442;NM_016870uc009jls.1;uc009jlt.1;uc009jlq.1;uc009jlr.1Mus musculus acyl-CoA synthetase medium-chain family member 3 (Acsm3)20216 chr7119774512;119760922

Scrn2 NM_146027NM_146027uc007ldk.2Mus musculus secernin 2 (Scrn2), mRNA217140 chr11 97029951

Gm21284 NR_078345 uc009cnu.2Mus musculus predicted gene, 21284 (Gm21284), long non-coding RNAchr6 83568038

CiitaNM_007575;NM_001243761;AK155311;NM_001243760;AK163054;AF042159;AK143956NM_007575;NM_001243761;NM_001243760uc007yds.1;uc007ydw.1;uc007ydr.1;uc007ydt.1;uc007ydq.1;uc007ydu.2;uc007ydv.1Mus musculus class II transactivator (Ciita) chr1610489780;10480071;10488177

AK047272 AK047272 uc007msh.1Mus musculus 10 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:B930044J06 product:hypothetical protein, full insert sequence268515 chr11 1.2E+08

Perm1 NM_172417NM_172417uc008wgm.1Mus musculus PPARGC1 and ESRR induced regulator, muscle 1 (Perm1), mRNA74183 chr4 1.56E+08

ToxAK051947;AK161718;NM_145711NM_145711uc008rxu.1;uc008rxt.1;uc008rxs.2Mus musculus thymocyte selection-associated high mobility group box (Tox), mRNA252838 chr46740229;6687385;6820693

AK144897 AK144897 uc007ytv.1Mus musculus lung RCB-0558 LLC cDNA, RIKEN full-length enriched library, clone:G730049K06 product:unclassifiable, full insert sequencechr16 23520318

Oprl1AF043276;NM_001252565;AF043277;NR_045540;NR_045541;NM_011012;U09421;AF075605;AF126469;AK142474;NR_045542NM_011012;NM_001252565uc008onp.1;uc012cmv.2;uc008onn.2;uc008onq.1;uc008onm.2;uc008onj.2;uc008oni.2;uc008onk.2;uc008ono.1;uc008onl.2;uc029ujh.1Mus musculus opioid receptor-like 1 (Oprl1)18389 chr2181715015;181715347;181715689

Alpk2 NM_001037294NM_001037294uc008feu.3Mus musculus alpha-kinase 2 (Alpk2), mRNA225638 chr18 65265530

Kcnj10NM_001039484;CCDS15512NM_001039484uc007dqj.1;uc033foa.1Mus musculus potassium inwardly-rectifying channel, subfamily J, member 10 (Kcnj10), mRNAchr1172341209;172368920

St18NR_045188;NM_173868;NM_001244693;NM_001244692;NR_045189NM_173868;NM_001244693;NM_001244692uc007afw.1;uc007afy.1;uc007aga.1;uc007afz.1;uc007afx.1Mus musculus suppression of tumorigenicity 18 (St18)240690 chr16730050;6487230

4931429I11RikAK169524;NM_001081121NM_001081121uc009pac.1;uc009pab.1Mus musculus RIKEN cDNA 4931429I11 gene (4931429I11Rik), mRNA70989 chr9 40894848

Cln3BC060306;NM_001146311;NM_009907;BC047120NM_001146311;NM_009907uc009jry.2;uc009jsa.1;uc009jrx.2;uc012ftt.1Mus musculus ceroid lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer-Vogt disease) (Cln3)12752 chr7126578371;126571399

Kcna3 NM_008418NM_008418uc008qwp.2Mus musculus potassium voltage-gated channel, shaker-related subfamily, member 3 (Kcna3), mRNA16491 chr3 1.07E+08

Gja1NM_010288;AY427558;AY427554;AY427559;AY427556;AY427561;CCDS23851;AY427560NM_010288uc007fci.2;uc007fcf.2;uc033fpg.1;uc007fcc.2;uc007fcd.2;uc007fcg.2;uc007fch.2;uc007fce.2Mus musculus gap junction protein, alpha 1 (Gja1), mRNAchr1056377299;56377544;56377272;56379087;56387546

Scn1aNM_018733;AK046001;L42339NM_018733uc012bwh.1;uc008jxa.1;uc033hnf.1Mus musculus sodium channel, voltage-gated, type I, alpha (Scn1a), mRNAchr266270781;66348363

4833423E24RikNM_001081664NM_001081664uc008kkj.1Mus musculus RIKEN cDNA 4833423E24 gene (4833423E24Rik), mRNA228151 chr2 85484091

Slc22a29NM_172776;AF536195;BC126952NM_172776uc008glv.1;uc008glu.1;uc008glw.1Mus musculus solute carrier family 22. member 29 (Slc22a29), mRNA236293 chr19 8160167

TRAV7-6 AK050592 uc007tru.1SubName: Full=TRAV7-6; Flags: Fragment chr14 53324631

Kcnk9 NM_001033876NM_001033876uc007wbk.1Mus musculus potassium channel, subfamily K, member 9 (Kcnk9), mRNA223604 chr15 72512118

Enam NM_017468NM_017468uc008xzt.2Mus musculus enamelin (Enam), mRNA13801 chr5 88487974

Prss27 NM_175440NM_175440uc008aug.1Mus musculus protease, serine, 27 (Prss27), mRNA213171 chr17 24038242

AK030561 AK030561 uc008pic.1Mus musculus adult male pituitary gland cDNA, RIKEN full-length enriched library, clone:5330432B20 product:unclassifiable, full insert sequencechr3 58788406

Uchl1os NR_102714 uc008xpe.1Mus musculus ubiquitin carboxy-terminal hydrolase L1, opposite strand (Uchl1os), long non-coding RNAchr5 66626494

4930539M17RikNR_040597 uc008oox.2Mus musculus RIKEN cDNA 4930539M17 gene (4930539M17Rik), long non-coding RNAchr3 9061963

AK135813 AK135813 uc007myz.1Mus musculus in vitro fertilized eggs cDNA, RIKEN full-length enriched library, clone:7420420P12 product:unclassifiable, full insert sequencechr12 5808216

Eef1a2 NM_007906NM_007906uc008olh.1Mus musculus eukaryotic translation elongation factor 1 alpha 2 (Eef1a2), mRNA13628 chr2 1.81E+08

Myh13NM_001081250;AK136634NM_001081250uc007jmu.1;uc007jmt.1Mus musculus myosin, heavy polypeptide 13, skeletal muscle (Myh13), mRNA544791 chr1167364784;67327102

Acan AK132351;NM_007424NM_007424uc009hxw.1;uc009hxx.1Mus musculus aggrecan (Acan), mRNA11595 chr779097751;79053482

Rnf213 U76754 uc007mqo.1SubName: Full=Uncharacterized protein; Flags: Fragmentchr11 1.19E+08

Slc22a3 NM_011395NM_011395uc008aku.1Mus musculus solute carrier family 22 (organic cation transporter), member 3 (Slc22a3), mRNA20519 chr17 12419973

1700009P17RikNM_001081275NM_001081275uc007dna.1Mus musculus RIKEN cDNA 1700009P17 gene (1700009P17Rik), mRNA75472 chr1 1.71E+08

Fam211b NM_198860NM_198860uc029qyw.1Mus musculus family with sequence similarity 211, member B (Fam211b), mRNA192734 chr10 75550124

Zfyve28NM_001015039;AK159159NM_001015039uc008xca.1;uc008xcb.1Mus musculus zinc finger, FYVE domain containing 28 (Zfyve28), mRNA231125 chr534221968;34194893

P4ha3AK086468;NM_177161;AK086780NM_177161uc009imt.2;uc012fqc.1;uc009ims.1Mus musculus procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha polypeptide III (P4ha3), mRNA320452 chr7100285519;100293746

Cebpa NM_007678NM_007678uc009gjl.2Mus musculus CCAAT/enhancer binding protein (C/EBP), alpha (Cebpa)12606 chr7 35119292

Gm5083 NR_045285 uc007qgn.2Mus musculus predicted gene 5083 (Gm5083), long non-coding RNAchr13 44121166

Cyp2j13BC024451;BC016446;NM_145548NM_145548uc008ttd.1;uc008ttf.1;uc008tte.1Mus musculus cytochrome P450, family 2, subfamily j, polypeptide 13 (Cyp2j13), mRNA230459 chr4 96042659

AK131873 AK131873 uc008igm.1Mus musculus adult male small intestine cDNA, RIKEN full-length enriched library, clone:2010309M24 product:unclassifiable, full insert sequencechr2 6471993

Pcdhb1 NM_053126NM_053126uc008epm.1Mus musculus protocadherin beta 1 (Pcdhb1), mRNA93872 chr18 37264997

Nt5c1a NM_001085502NM_001085502uc008uoy.1Mus musculus 5'-nucleotidase, cytosolic IA (Nt5c1a), mRNA230718 chr4 1.23E+08

Gm20735 NR_015497 uc029wwq.1Mus musculus predicted gene, 20735 (Gm20735), long non-coding RNAchr8 1.22E+08

Kif4-ps NR_033653 uc011yqh.1Mus musculus kinesin family member 4, pseudogene (Kif4-ps), non-coding RNAchr12 1.01E+08

Gm904 NM_001033770NM_001033770uc007qld.1Mus musculus predicted gene 904 (Gm904), mRNA380845 chr13 50643227

Nat3NM_008674;CCDS22339NM_008674uc009lvy.1;uc033jfw.1Mus musculus N-acetyltransferase 3 (Nat3), mRNA chr867523853;67547470

A630010A05RikNR_033556;AK139693 uc012abk.1;uc007yhl.2Mus musculus RIKEN cDNA A630010A05 gene (A630010A05Rik), long non-coding RNAchr1614562316;14580223
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Olfr283 NM_147036NM_147036uc007xmi.1Mus musculus olfactory receptor 283 (Olfr283), mRNA259038 chr15 98378178

Mup5 NM_008649NM_008649uc008tbq.1Mus musculus major urinary protein 5 (Mup5), mRNA17844 chr4 61831318

4930578M01RikNR_045991 uc007xol.1Mus musculus RIKEN cDNA 4930578M01 gene (4930578M01Rik), long non-coding RNAchr15 98985964

Psg19 NM_011964;X98112NM_011964uc012fas.1;uc009fjr.2Mus musculus pregnancy specific glycoprotein 19 (Psg19), mRNA26439 chr7 18789124

Sycp1-ps1 NR_024208 uc012far.1Mus musculus synaptonemal complex protein 1, pseudogene 1 (Sycp1-ps1), non-coding RNAchr7 18786301

AK143961 AK143961 uc007mds.1Mus musculus adult male kidney cDNA, RIKEN full-length enriched library, clone:F530007B04 product:hypothetical protein, full insert sequencechr11 1.1E+08

Grin2bNM_008171;AJ459263;AK163195;AJ459262NM_008171uc009elr.1;uc009elq.1;uc012euu.1;uc012eut.1Mus musculus glutamate receptor, ionotropic, NMDA2B (epsilon 2) (Grin2b), mRNA14812 chr6135729804;136043890

AK138941 AK138941 uc008jcq.1Mus musculus adult male aorta and vein cDNA, RIKEN full-length enriched library, clone:A530052B19 product:hypothetical protein, full insert sequencechr2 30713149

AK008288 AK008288 uc008elz.1Mus musculus adult male small intestine cDNA, RIKEN full-length enriched library, clone:2010005H04 product:unclassifiable, full insert sequencechr18 35182491

Slc22a8NM_001164635;NM_001164634;NM_031194NM_001164635;NM_001164634;NM_031194uc008gmc.2;uc012bia.1;uc008gmd.2Mus musculus solute carrier family 22 (organic anion transporter), member 8 (Slc22a8)19879 chr198591253;8593181

Adamts16AK031314;NM_172053;AK134523NM_172053uc007rcz.1;uc011zbm.1;uc007rda.1Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 16 (Adamts16), mRNAchr1370834826;70727807

Spin2cNM_001005370;CCDS30485NM_001005370uc033jux.1;uc009urb.1Mus musculus spindlin family, member 2C (Spin2c), mRNA278240 chrX153833192;153832292

Ajap1 NM_001099299NM_001099299uc008was.1Mus musculus adherens junction associated protein 1 (Ajap1), mRNA230959 chr4 1.53E+08

Grm3 NM_181850NM_181850uc008wll.1Mus musculus glutamate receptor, metabotropic 3 (Grm3), mRNA108069 chr5 9485235

Itpka NM_146125NM_146125uc008luf.1Mus musculus inositol 1,4,5-trisphosphate 3-kinase A (Itpka), mRNA228550 chr2 1.2E+08

Zfp467AK163508;NM_001085416;AK182379;NM_001085415;NM_020589;NM_001085417;AK080480NM_001085416;NM_001085415;NM_020589;NM_001085417uc009buj.1;uc009bue.1;uc009bui.1;uc012eld.1;uc009bug.1;uc009buh.1;uc009buf.1Mus musculus zinc finger protein 467 (Zfp467) chr648427691;48436612

Dll3 NM_007866NM_007866uc009fye.1Mus musculus delta-like 3 (Drosophila) (Dll3), mRNA13389 chr7 28293554

Cdc20b NM_001281487NM_001281487uc033gng.1Mus musculus cell division cycle 20B (Cdc20b), mRNA238896 chr13 1.13E+08

Ankk1BC145077;BC145078;NM_172922NM_172922uc012gsw.1;uc009pjb.1;uc012gsv.1Mus musculus ankyrin repeat and kinase domain containing 1 (Ankk1), mRNA244859 chr949415221;49415535

AK029418 AK029418 uc009bzx.1Mus musculus 0 day neonate head cDNA, RIKEN full-length enriched library, clone:4833432I19 product:unclassifiable, full insert sequence69938 chr6 54551518

Trim62 NM_178110NM_178110uc008uvo.1Mus musculus tripartite motif-containing 62 (Trim62), mRNA67525 chr4 1.29E+08

Ccdc135BC117983;NM_001042715NM_001042715uc009mxr.1;uc009mxs.1Mus musculus coiled-coil domain containing 135 (Ccdc135), mRNA330830 chr8 95055102

Gm2016CCDS49128;NM_001122662NM_001122662uc033gep.1;uc007ojn.1Mus musculus predicted gene 2016 (Gm2016), mRNA1E+08 chr1287874071;87876584

Tmem206 NM_025864NM_025864uc007ech.1Mus musculus transmembrane protein 206 (Tmem206), mRNA66950 chr1 1.91E+08

Zcchc12BC055714;NM_028325;CCDS30058NM_028325uc009sxl.2;uc033jpf.1;uc009sxk.2Mus musculus zinc finger, CCHC domain containing 12 (Zcchc12), mRNA72693 chrX36197431;36195903

Tgfa NM_031199;AK165017NM_031199uc009crj.2;uc009crk.2Mus musculus transforming growth factor alpha (Tgfa), mRNA21802 chr6 86195250

Lemd1AK144269;NM_001033250;AK016010;BC048759;BC066109NM_001033250uc007coj.2;uc007cok.2;uc007coi.2;uc007col.1;uc007com.2Mus musculus LEM domain containing 1 (Lemd1), mRNAchr1132226313;132191435

Gabbr2 NM_001081141NM_001081141uc008sug.1Mus musculus gamma-aminobutyric acid (GABA) B receptor, 2 (Gabbr2), mRNA242425 chr4 46663897

Nkx3-1 NM_010921NM_010921uc007umd.1Mus musculus NK-3 transcription factor, locus 1 (Drosophila) (Nkx3-1), mRNA18095 chr14 69190691

Slc22a2 NM_013667NM_013667uc008akw.1Mus musculus solute carrier family 22 (organic cation transporter), member 2 (Slc22a2), mRNA20518 chr17 12584188

Lama3NM_010680;AK138740;X84013NM_010680uc008ecg.1;uc008ecf.2;uc008ech.1Mus musculus laminin, alpha 3 (Lama3), mRNA16774 chr1812334023;12504198

Sult2b1NM_017465;AF478566NM_017465uc009gxa.1;uc009gxb.2Mus musculus sulfotransferase family, cytosolic, 2B, member 1 (Sult2b1), mRNA54200 chr7 45729982

Fam83f NM_145986NM_145986uc007wvr.1Mus musculus family with sequence similarity 83, member F (Fam83f), mRNA213956 chr15 80671846

Dhh NM_007857NM_007857uc007xoh.2Mus musculus desert hedgehog (Dhh), mRNA13363 chr15 98893026

Dppa4NM_028610;NM_001018002NM_028610;NM_001018002uc007zjl.1;uc007zjm.1Mus musculus developmental pluripotency associated 4 (Dppa4)73693 chr16 48283734

Tspan15NM_197996;BC003872NM_197996uc007fgw.1;uc007fgv.1Mus musculus tetraspanin 15 (Tspan15), mRNA chr10 62185395

AK085275 AK085275 uc007don.1Mus musculus 0 day neonate kidney cDNA, RIKEN full-length enriched library, clone:D630003P16 product:unclassifiable, full insert sequencechr1 1.71E+08

Gad1AK054554;NM_008077;AK160410;AK047521NM_008077uc008jzl.1;uc008jzm.1;uc008jzj.1;uc008jzk.1Mus musculus glutamate decarboxylase 1 (Gad1), mRNA14415 chr270562163;70563688;70562898

Nfe2 NM_008685NM_008685uc007xxu.1Mus musculus nuclear factor, erythroid derived 2 (Nfe2), mRNA18022 chr15 1.03E+08

Chst10NM_145142;AK050676;BC056956;AK047378NM_145142uc007asy.1;uc011wjt.1;uc007ata.1;uc007asz.1Mus musculus carbohydrate sulfotransferase 10 (Chst10), mRNAchr138870142;38863872

Aldh3a1NM_007436;NM_001112725NM_007436;NM_001112725uc007jhd.2;uc007jhe.2Mus musculus aldehyde dehydrogenase family 3, subfamily A1 (Aldh3a1)11670 chr11 61208741

Reep6NM_139292;NM_001204931NM_139292;NM_001204931uc007gct.2;uc007gcu.2Mus musculus receptor accessory protein 6 (Reep6)70335 chr10 80330144

Kbtbd13 NM_028974NM_028974uc009qde.2Mus musculus kelch repeat and BTB (POZ) domain containing 13 (Kbtbd13), mRNA74492 chr9 65388683

Mfsd7c NM_145447NM_145447uc007ohe.1Mus musculus major facilitator superfamily domain containing 7C (Mfsd7c), mRNA217721 chr12 85746538

4933413J09RikHM015003;NR_038005uc007ssp.1;uc029shy.1Mus musculus RIKEN cDNA 4933413J09 gene (4933413J09Rik), long non-coding RNAchr1426357546;26363687

Zc3h7bNM_001081016;AK171949;AK157711NM_001081016uc007wxf.1;uc007wxe.1;uc007wxd.1Mus musculus zinc finger CCCH type containing 7B (Zc3h7b), mRNAchr1581744847;81775778

Timp4AK040814;NM_080639NM_080639uc009dip.1;uc009diq.1Mus musculus tissue inhibitor of metalloproteinase 4 (Timp4), mRNAchr6115245615;115246831
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PtprrNM_001161838;NM_001161837;NM_001161839;NM_011217;NM_001161840NM_001161838;NM_001161837;NM_001161839;NM_011217;NM_001161840uc007hbs.2;uc007hbp.2;uc007hbt.2;uc011xnk.1;uc007hbr.2Mus musculus protein tyrosine phosphatase, receptor type, R (Ptprr)19279 chr10116143897;116177257;116018362;116177350

Inhbb NM_008381NM_008381uc007cir.1Mus musculus inhibin beta-B (Inhbb), mRNA16324 chr1 1.19E+08

C530008M17RikAK050000;AK015929;AK016430;NM_001163793NM_001163793uc008xve.1;uc008xvh.2;uc008xvf.2;uc008xvg.1Mus musculus RIKEN cDNA C530008M17 gene (C530008M17Rik), mRNA320827 chr576857529;76840598;76809987;76840618

Unc13bNM_021468;AK161056;AF115848;BC024771;NM_001081413;AK039015NM_021468;NM_001081413uc008spf.1;uc012dcy.1;uc008spg.2;uc008spi.1;uc012dcx.1;uc008sph.2Mus musculus unc-13 homolog B (C. elegans) (Unc13b) chr443233806;43058983

Wfdc10 NM_001039501NM_001039501uc008nvo.1Mus musculus WAP four-disulfide core domain 10 (Wfdc10), mRNA629756 chr2 1.65E+08

Synpo2 NM_080451NM_080451uc012cxa.1Mus musculus synaptopodin 2 (Synpo2), mRNA118449 chr3 1.23E+08

Sh2d4a NM_028182NM_028182uc009lwe.2Mus musculus SH2 domain containing 4A (Sh2d4a), mRNA72281 chr8 68276527

Trpm6BC145223;NM_153417;AK080899NM_153417uc008gya.1;uc008gyb.1;uc012bjh.1Mus musculus transient receptor potential cation channel, subfamily M, member 6 (Trpm6), mRNA225997 chr1918758624;18749982

Srms NM_011481NM_011481uc008oll.1Mus musculus src-related kinase lacking C-terminal regulatory tyrosine and N-terminal myristylation sites (Srms), mRNA20811 chr2 1.81E+08

ProdhAK085938;NM_011172NM_011172uc007ymu.1;uc007yms.1Mus musculus proline dehydrogenase (Prodh), mRNA19125 chr1618060356;18071725

Cnr1BC075644;CCDS18025;NM_007726NM_007726uc008sfw.1;uc012dbm.1;uc033iba.1Mus musculus cannabinoid receptor 1 (brain) (Cnr1), mRNAchr433943613;33924631

Cacng5NM_001199301;BC120894;NM_080644NM_001199301;NM_080644uc007mbd.1;uc007mbb.1;uc007mbc.1Mus musculus calcium channel, voltage-dependent, gamma subunit 5 (Cacng5)140723 chr11107874604;107874813

Slc25a48 NM_177809NM_177809uc007qsn.2Mus musculus solute carrier family 25, member 48 (Slc25a48), mRNA328258 chr13 56438354

Gata1 S57880;NM_008089NM_008089uc009snl.2;uc009snm.1Mus musculus GATA binding protein 1 (Gata1), mRNA chrX7959259;7963002

Kcnb2 NM_001098528NM_001098528uc007aje.1Mus musculus potassium voltage gated channel, Shab-related subfamily, member 2 (Kcnb2), mRNA98741 chr1 15312451

DtnaAF143543;NM_001285807;NM_010087;NM_001285817;NM_207650;NM_001285808;NM_001285811;AK028402;X95227;X95226;NM_001285810;BC050765;NM_001285813NM_001285807;NM_010087;NM_001285817;NM_001285808;NM_207650;NM_001285811;NM_001285810;NM_001285813uc008ega.2;uc029tlz.1;uc008egb.2;uc008efy.2;uc008efu.2;uc008efx.2;uc008eft.2;uc033hfx.1;uc008efs.2;uc008egc.2;uc008efv.2;uc008efz.2;uc008efw.2Mus musculus dystrobrevin alpha (Dtna) chr1823621957;23496834;23310019;23497481;23415408

DnttNM_009345;NM_001043228NM_009345;NM_001043228uc008hlo.1;uc008hlp.1Mus musculus deoxynucleotidyltransferase, terminal (Dntt)21673 chr19 41029274

Cxxc4 NM_001004367NM_001004367uc008rkw.2Mus musculus CXXC finger 4 (Cxxc4), mRNA319478 chr3 1.34E+08

Klhl23 NM_177784NM_177784uc008jys.2Mus musculus kelch-like 23 (Klhl23), mRNA277396 chr2 69822369

Cntn4AK043507;AK044694;AK163520;NM_173004;BC046975;NM_001109751;NM_001109749NM_173004;NM_001109751;NM_001109749uc009dct.1;uc009dcv.2;uc009dcs.2;uc012epu.1;uc009dcw.1;uc009dcr.2;uc009dcu.1Mus musculus contactin 4 (Cntn4) chr6105677744;106509367;106118764;105924768

2410004I01RikNR_037963 uc007lta.2Mus musculus RIKEN cDNA 2410004I01 gene (2410004I01Rik), long non-coding RNAchr11 1.03E+08

Olfr316 NM_001011818NM_001011818uc007jce.1Mus musculus olfactory receptor 316 (Olfr316), mRNA258064 chr11 58757666

Aqp6NM_175087;DQ826418NM_175087uc007xpw.1;uc007xpv.1Mus musculus aquaporin 6 (Aqp6), mRNA11831 chr15 99601399

Nkx2-6NM_010920;AF030113NM_010920uc007umc.2;uc007umb.2Mus musculus NK2 homeobox 6 (Nkx2-6), mRNA18092 chr1469171801;69171951

Acss1 NM_080575NM_080575uc008muf.2Mus musculus acyl-CoA synthetase short-chain family member 1 (Acss1), mRNA68738 chr2 1.51E+08

Chrm4NM_007699;CCDS16439NM_007699uc008kwv.2;uc033hoh.1Mus musculus cholinergic receptor, muscarinic 4 (Chrm4), mRNAchr291922188;91927248

AK007907 AK007907 uc009aoy.1Mus musculus 10 day old male pancreas cDNA, RIKEN full-length enriched library, clone:1810059H22 product:unclassifiable, full insert sequencechr5 1.49E+08

PrkceNM_011104;AK085351NM_011104uc008duh.2;uc008dug.2Mus musculus protein kinase C, epsilon (Prkce), mRNA18754 chr1786167784;86168173

Vil1 NM_009509NM_009509uc007bmb.2Mus musculus villin 1 (Vil1), mRNA22349 chr1 74409383

Hspa1lNM_013558;CCDS28670NM_013558uc033hdb.1;uc008ceq.1Mus musculus heat shock protein 1-like (Hspa1l), mRNA15482 chr1734976986;34972702

Rbm24 NM_001081425NM_001081425uc007qhe.1Mus musculus RNA binding motif protein 24 (Rbm24), mRNA666794 chr13 46418299

Myo1aAK008176;NM_001081219NM_001081219uc007hkh.2;uc007hki.2Mus musculus myosin IA (Myo1a), mRNA432516 chr10127719327;127705255

Gdnf NM_010275;U75532NM_010275uc007vef.1;uc007vee.1Mus musculus glial cell line derived neurotrophic factor (Gdnf), mRNA14573 chr15 7811010

Nccrp1 NM_001081115NM_001081115uc009fzg.2Mus musculus non-specific cytotoxic cell receptor protein 1 homolog (zebrafish) (Nccrp1), mRNA233038 chr7 28543595

Slco4a1AK033598;AK172688;BC033602;NM_148933NM_148933uc008ojc.2;uc008oje.2;uc008ojd.2;uc008ojf.2Mus musculus solute carrier organic anion transporter family, member 4a1 (Slco4a1), mRNA108115 chr2180460977;180472404;180456333

Shank2AB099695;NM_001113373;NM_001081370NM_001113373;NM_001081370uc009kqg.1;uc009kqe.2;uc009kqf.1Mus musculus SH3/ankyrin domain gene 2 (Shank2)210274 chr7144175519;144396625;144284384

Mat1a NM_133653NM_133653uc007tcm.2Mus musculus methionine adenosyltransferase I, alpha (Mat1a), mRNA11720 chr14 41105032

Masp1AB049755;NM_008555;AK032944;AK043055NM_008555uc007ytr.1;uc007ytu.1;uc007ytt.1;uc007yts.1Mus musculus mannan-binding lectin serine peptidase 1 (Masp1), mRNAchr1623490633;23479320;23468362;23451784

Fam222aNM_001004180NM_001004180uc008yzt.1Mus musculus family with sequence similarity 222, member A (Fam222a), mRNA433940 chr5 1.15E+08

NrapNM_008733;NM_198059;NM_001286552;U76618;AK138925NM_008733;NM_198059;NM_001286552uc012bnr.3;uc012bns.2;uc008hyu.3;uc012bnq.2;uc008hyv.3Mus musculus nebulin-related anchoring protein (Nrap)chr1956320040;56364301

AK142135 AK142135 uc033gch.1Mus musculus 12 days embryo eyeball cDNA, RIKEN full-length enriched library, clone:D230048N02 product:hypothetical protein, full insert sequencechr12 3451661

Hist1h1b NM_020034NM_020034uc007pri.1Mus musculus histone cluster 1, H1b (Hist1h1b), mRNA56702 chr13 21779882

Ldoc1l NM_177630NM_177630uc007xcc.1Mus musculus leucine zipper, down-regulated in cancer 1-like (Ldoc1l), mRNA223732 chr15 84553397

Cntn1NM_001159647;AK138969;BC055360;NM_001159648;NM_007727NM_001159647;NM_001159648;NM_007727uc007xim.2;uc007xik.2;uc007xil.2;uc007xih.1;uc007xii.1Mus musculus contactin 1 (Cntn1) chr1592161356;92051164;91949539;92128127

Lrrc55BC141221;NM_001033346NM_001033346uc012byq.1;uc008kkc.1Mus musculus leucine rich repeat containing 55 (Lrrc55), mRNAchr285162333;85188070

Reep1 NM_178608NM_178608uc009chc.2Mus musculus receptor accessory protein 1 (Reep1), mRNA52250 chr6 71707680

Tmsb15a NM_030106NM_030106uc009uhj.1Mus musculus thymosin beta 15a (Tmsb15a), mRNA78478 chrX 1.36E+08
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Amigo3 NM_177275NM_177275uc009rom.1Mus musculus adhesion molecule with Ig like domain 3 (Amigo3), mRNA320844 chr9 1.08E+08

SspoNM_173428;AK142699;AJ491857;AK165841NM_173428uc009bum.1;uc009bul.1;uc029vvf.1;uc012ele.1Mus musculus SCO-spondin (Sspo), mRNA chr648448228;48487901;48480604;48464788

Slc13a4AK139428;NM_172892NM_172892uc009bip.2;uc009biq.1Mus musculus solute carrier family 13 (sodium/sulfate symporters), member 4 (Slc13a4), mRNAchr635286502;35267952

Lpl NM_008509;AK089473NM_008509uc009lwq.1;uc009lwp.1Mus musculus lipoprotein lipase (Lpl), mRNA chr8 68880554

Rnf182CCDS26480;NM_183204NM_183204uc033gli.1;uc007qgh.2Mus musculus ring finger protein 182 (Rnf182), mRNA chr1343615796;43667974

Aff2 AK051081;NM_008032NM_008032uc009tjb.1;uc009tjc.1Mus musculus AF4/FMR2 family, member 2 (Aff2), mRNAchrX69360330;69856689

3830417A13RikNM_027512;CCDS30166NM_027512uc033jqf.1;uc009tin.2Mus musculus RIKEN cDNA 3830417A13 gene (3830417A13Rik), mRNAchrX64177440;64173547

Kif1aNM_001110315;AK147640;AY426748;NM_008440NM_001110315;NM_008440uc007cdf.2;uc007cde.2;uc007cdg.2;uc007cdh.2Mus musculus kinesin family member 1A (Kif1a)16560 chr1 93015455

Hecw2BC148188;NM_001001883;NM_172655;AK047602NM_001001883;NM_172655uc007azl.2;uc007azk.2;uc011wkw.2;uc007azm.1Mus musculus HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2 (Hecw2)329152 chr153941495;53930814;53806873

2900011O08RikNM_144518NM_144518uc007ygu.1Mus musculus RIKEN cDNA 2900011O08 gene (2900011O08Rik), mRNA67254 chr16 13986636

Gatm NM_025961NM_025961uc008maw.2Mus musculus glycine amidinotransferase (L-arginine:glycine amidinotransferase) (Gatm), mRNA67092 chr2 1.23E+08

1600029O15RikNR_033522 uc012gul.1Mus musculus RIKEN cDNA 1600029O15 gene (1600029O15Rik), non-coding RNAchr9 58202896

Adora1KC881107;NM_001039510;NM_001008533;NM_001282945NM_001039510;NM_001008533;NM_001282945uc007crk.2;uc033flj.1;uc033fli.1;uc007crj.2Mus musculus adenosine A1 receptor (Adora1)11539 chr1 1.34E+08

Slc15a2NM_021301;NM_001145899NM_021301;NM_001145899uc012afh.1;uc007zcv.2Mus musculus solute carrier family 15 (H+/peptide transporter), member 2 (Slc15a2)57738 chr1636771876;36750163

Grhl3 NM_001013756NM_001013756uc008vgr.1Mus musculus grainyhead-like 3 (Drosophila) (Grhl3), mRNA230824 chr4 1.36E+08

Dmbt1AB005909;NM_007769NM_007769uc009kax.1;uc009kaw.1Mus musculus deleted in malignant brain tumors 1 (Dmbt1), mRNA12945 chr7 1.31E+08

Cage1BC082568;NM_027724NM_027724uc007qdf.1;uc007qde.2Mus musculus cancer antigen 1 (Cage1), mRNA71213 chr1338020910;38006051

Ankrd36AK005775;BC120817;NM_023816NM_023816uc007hwq.2;uc007hwr.1;uc007hws.1Mus musculus ankyrin repeat domain 36 (Ankrd36), mRNA76389 chr115569683;5628326

Lrrc63 NM_027581NM_027581uc007uql.2Mus musculus leucine rich repeat containing 63 (Lrrc63), mRNA70859 chr14 75084302

Alox12b NM_009659NM_009659uc007jpk.1Mus musculus arachidonate 12-lipoxygenase, 12R type (Alox12b), mRNA11686 chr11 69157071

Mug1 NM_008645NM_008645uc009dor.1Mus musculus murinoglobulin 1 (Mug1), mRNA17836 chr6 1.22E+08

Nlrp14 NM_001002894NM_001002894uc009jax.2Mus musculus NLR family, pyrin domain containing 14 (Nlrp14), mRNA76858 chr7 1.07E+08

Fam167a NM_177628NM_177628uc007uhr.2Mus musculus family with sequence similarity 167, member A (Fam167a), mRNA219148 chr14 63436393

Casq1AK049865;NM_009813NM_009813uc007dqa.2;uc007dpz.2Mus musculus calsequestrin 1 (Casq1), mRNA12372 chr1 1.72E+08

AK198904 AK198904 uc008bss.1Mus musculus cDNA, clone:Y0G0149N08, strand:plus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000024809, based on BLAT searchchr17 29332075

Med12lAK129475;NM_177855;AK037666;AK042296NM_177855uc008pih.1;uc008pii.2;uc008pig.1;uc008pit.2Mus musculus mediator complex subunit 12-like (Med12l), mRNAchr359257041;59005824;59006873

Rnf152NM_001160368;NM_178779;CCDS15204NM_001160368;NM_178779uc011wpy.1;uc011wpz.1;uc033fkw.1Mus musculus ring finger protein 152 (Rnf152) chr1105276916;105284218

Abcc2 NM_013806NM_013806uc008how.1Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 2 (Abcc2), mRNA12780 chr19 43782307

Plcb2BC145249;NM_177568;AK045469;BC038048;AK169442NM_177568uc012cbj.1;uc008lsk.1;uc008lsi.1;uc008lsl.1;uc008lsj.1Mus musculus phospholipase C, beta 2 (Plcb2) chr2118707516;118714238;118710920;118715201

Fmo4AK146562;NM_144878NM_144878uc007dgw.1;uc007dgv.1Mus musculus flavin containing monooxygenase 4 (Fmo4), mRNA226564 chr1162793882;162802852

Gprasp2NM_001163015;NM_001163017;CCDS53191;NM_001163016NM_001163015;NM_001163017;NM_001163016uc009uhs.2;uc033jtc.1;uc009uhu.2;uc009uht.2Mus musculus G protein-coupled receptor associated sorting protein 2 (Gprasp2)245607 chrX135839033;135841893

Rab25 NM_016899NM_016899uc008pvn.1Mus musculus RAB25, member RAS oncogene family (Rab25), mRNA53868 chr3 88542028

Esr2NM_010157;NM_207707;NR_104386NM_010157;NM_207707uc007nxv.1;uc007nxw.1;uc007nxu.1Mus musculus estrogen receptor 2 (beta) (Esr2) chr12 76120418

Tmc5NM_001105252;AK028404;NM_028930NM_001105252;NM_028930uc009jkf.2;uc009jke.2;uc009jkg.2Mus musculus transmembrane channel-like gene family 5 (Tmc5)74424 chr7118597296;118633735

CpvlNM_027749;NM_001289714;NM_001289713NM_027749;NM_001289714;NM_001289713uc009bzm.3;uc012emc.2;uc012emd.2Mus musculus carboxypeptidase, vitellogenic-like (Cpvl)chr6 53873278

Nap1l5 NM_021432NM_021432uc009cdg.1Mus musculus nucleosome assembly protein 1-like 5 (Nap1l5), mRNA58243 chr6 58905232

Slc16a14 NM_027921NM_027921uc007btd.1Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 14 (Slc16a14), mRNA71781 chr1 84906704

Pak3NM_001195046;NM_001195047;NM_008778;NM_001195048;NM_001195049NM_001195046;NM_001195047;NM_008778;NM_001195048;NM_001195049uc009umh.2;uc012hpu.1;uc009umi.2;uc012hpt.1;uc009umg.2Mus musculus p21 protein (Cdc42/Rac)-activated kinase 3 (Pak3)chrX143563263;143693286;143518590;143665744

BrdtAK039465;NM_054054;NM_001079873NM_054054;NM_001079873uc008ymc.1;uc008ymb.1;uc008ymd.1Mus musculus bromodomain, testis-specific (Brdt)114642 chr5107359771;107331193

AK157878 AK157878 uc009mlj.1Mus musculus adult inner ear cDNA, RIKEN full-length enriched library, clone:F930003C09 product:hypothetical protein, full insert sequencechr8 83932328

Inha NM_010564NM_010564uc007bps.1Mus musculus inhibin alpha (Inha), mRNA16322 chr1 75507076

Oas1c NM_033541NM_033541uc008zid.1Mus musculus 2'-5' oligoadenylate synthetase 1C (Oas1c), mRNA114643 chr5 1.21E+08

Atp1b2 NM_013415NM_013415uc007jqo.1Mus musculus ATPase, Na+/K+ transporting, beta 2 polypeptide (Atp1b2), mRNA11932 chr11 69599749

Cdc6NM_001025779;NM_011799;AK162669NM_001025779;NM_011799uc007lhv.1;uc007lhw.1;uc007lhu.1Mus musculus cell division cycle 6 (Cdc6)23834 chr1198908150;98907888

Pcsk6 D50060;NM_011048NM_011048uc009hgw.2;uc009hgx.2Mus musculus proprotein convertase subtilisin/kexin type 6 (Pcsk6)18553 chr7 65862135

Ptch1AB189441;AK163736;AB214501;NM_008957;AB164616NM_008957uc007qxv.1;uc007qxw.1;uc007qxy.1;uc007qxu.1;uc007qxx.1Mus musculus patched homolog 1 (Ptch1), mRNA chr1363508335;63511531;63543083;63533263

Arnt2AB093225;AK032628;NM_007488NM_007488uc009ief.2;uc009ieh.2;uc009ieg.2Mus musculus aryl hydrocarbon receptor nuclear translocator 2 (Arnt2), mRNAchr7 84246274
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Ptprv NM_007955NM_007955uc007csr.2Mus musculus protein tyrosine phosphatase, receptor type, V (Ptprv), mRNAchr1 1.35E+08

HhatlNM_029095;NR_027967NM_029095uc009sdx.2;uc009sdw.2Mus musculus hedgehog acyltransferase-like (Hhatl)74770 chr9 1.22E+08

Gm595 NM_001085499NM_001085499uc009tcu.1Mus musculus predicted gene 595 (Gm595), mRNA209005 chrX 48841465

Celf3NM_001289613;AK044069;NM_001289620;NM_172434;AK019578;NR_110353;NM_001289616NM_001289613;NM_001289620;NM_172434;NM_001289616uc008qgm.2;uc008qgn.2;uc008qgq.2;uc008qgp.2;uc012cto.2;uc008qgl.2;uc008qgo.2Mus musculus CUGBP, Elav-like family member 3 (Celf3)chr394484326;94482721;94478294;94478548

Soga2AK051750;NM_172963;NM_001114098;BC060225NM_172963;NM_001114098uc008djw.2;uc008dju.2;uc008djv.2;uc008djx.1Mus musculus SOGA family member 2 (Soga2)68617 chr1766347965;66336981

XylbAK170197;NM_001199568;AK167735;AK180117;NM_001033209NM_001199568;NM_001033209uc009sat.2;uc009saw.2;uc009sav.2;uc009sau.2;uc012hck.1Mus musculus xylulokinase homolog (H. influenzae) (Xylb)chr9119378190;119357380;119368071

Rasgrf1AK038936;NM_011245;NM_001039655NM_011245;NM_001039655uc009qzr.1;uc009qzt.1;uc009qzs.1Mus musculus RAS protein-specific guanine nucleotide-releasing factor 1 (Rasgrf1)19417 chr9 89909774

Zkscan16NM_001099323NM_001099323uc008szl.1Mus musculus zinc finger with KRAB and SCAN domains 16 (Zkscan16), mRNA1E+08 chr4 58943627

Gucy2eAK044282;NM_008192NM_008192uc007jpn.2;uc007jpo.1Mus musculus guanylate cyclase 2e (Gucy2e), mRNA14919 chr1169218116;69226630

Vnn1 NM_011704NM_011704uc007eqc.2Mus musculus vanin 1 (Vnn1), mRNA22361 chr10 23894687

Nrm NM_134122NM_134122uc008cis.1Mus musculus nurim (nuclear envelope membrane protein) (Nrm), mRNA106582 chr17 35861317

Lrrn1CCDS20399;NM_008516NM_008516uc033itr.1;uc009ddd.2Mus musculus leucine rich repeat protein 1, neuronal (Lrrn1), mRNAchr6107529725;107567242

Spock2NM_052994;AK162941NM_052994uc007fel.1;uc007fek.1Mus musculus sparc/osteonectin, cwcv and kazal-like domains proteoglycan 2 (Spock2), mRNAchr10 60106256

Nkx2-3 NM_008699NM_008699uc008hok.1Mus musculus NK2 homeobox 3 (Nkx2-3), mRNA18089 chr19 43612324

Abca13AK036546;NM_178259NM_178259uc007iaa.1;uc007hzz.1Mus musculus ATP-binding cassette, sub-family A (ABC1), member 13 (Abca13), mRNAchr11 9191941

Slc37a2NM_020258;NM_001145960NM_020258;NM_001145960uc009oul.2;uc009ouk.2Mus musculus solute carrier family 37 (glycerol-3-phosphate transporter), member 2 (Slc37a2)56857 chr9 37229148

Fbxo16NM_015795;AK043554;AK081947;BC086690NM_015795uc011znm.1;uc007ujd.1;uc007uje.1;uc007ujc.1Mus musculus F-box protein 16 (Fbxo16), mRNA chr14 65266700

KitlM64262;X95379;S40534;AK041961;NM_013598NM_013598uc007gxs.1;uc007gxq.1;uc007gxr.1;uc011xmk.1;uc007gxp.1Mus musculus kit ligand (Kitl), mRNA17311 chr10100091671;100015823;100015825

AK040967 AK040967 uc007rjl.1Mus musculus adult male aorta and vein cDNA, RIKEN full-length enriched library, clone:A530052F04 product:unclassifiable, full insert sequencechr13 89739459

Plekhd1NM_001177503;AK082841NM_001177503uc007obf.2;uc007obg.2Mus musculus pleckstrin homology domain containing, family D (with coiled-coil domains) member 1 (Plekhd1), mRNAchr1280692600;80721731

AK039373 AK039373 uc007jwn.1Mus musculus adult male spinal cord cDNA, RIKEN full-length enriched library, clone:A330033M24 product:unclassifiable, full insert sequencechr11 70748704

Slc26a7 NM_145947NM_145947uc008saz.2Mus musculus solute carrier family 26, member 7 (Slc26a7), mRNA208890 chr4 14505196

Cecr6 NM_033567NM_033567uc009dnk.1Mus musculus cat eye syndrome chromosome region, candidate 6 (Cecr6), mRNA94047 chr6 1.2E+08

Pou2f3 NM_011139NM_011139uc009pbe.1Mus musculus POU domain, class 2, transcription factor 3 (Pou2f3), mRNA18988 chr9 43123938

Fam19a5NM_134096;NR_045510;NM_001252310NM_134096;NM_001252310uc007xee.1;uc007xef.1;uc029suh.1Mus musculus family with sequence similarity 19, member A5 (Fam19a5)chr1587625229;87715546;87544298

Fgf13AK141848;NM_010200;AF199608NM_010200uc009thv.1;uc009thu.2;uc009tht.2Mus musculus fibroblast growth factor 13 (Fgf13) chrX59062149;59131839

Flrt1NM_201411;CCDS29519NM_201411uc008gkh.3;uc033hiu.1Mus musculus fibronectin leucine rich transmembrane protein 1 (Flrt1), mRNA396184 chr197092010;7095155

Ccdc96 NM_025725NM_025725uc008xeq.1Mus musculus coiled-coil domain containing 96 (Ccdc96), mRNA66717 chr5 36484587

Stpg1AK015061;NM_030189;BC145657NM_030189uc008vgp.1;uc012dnb.1;uc008vgq.1Mus musculus sperm tail PG rich repeat containing 1 (Stpg1), mRNA78806 chr4135495986;135495976

Ttll11NM_029774;BC115858NM_029774uc033hmq.1;uc008jkz.3Mus musculus tubulin tyrosine ligase-like family, member 11 (Ttll11), mRNA74410 chr2 35751225

Gm13225 BC086318 uc008vrz.1SubName: Full=Protein Gm13225 chr4 1.46E+08

Slit1 NM_015748NM_015748uc008hmf.2Mus musculus slit homolog 1 (Drosophila) (Slit1), mRNA20562 chr19 41600256

Xylt1EF410103;AK033309;NM_175645NM_175645uc009jjl.1;uc012fsp.1;uc009jjm.1Mus musculus xylosyltransferase 1 (Xylt1), mRNA233781 chr7117475491;117380978

Abhd3 NM_134130NM_134130uc008eba.1Mus musculus abhydrolase domain containing 3 (Abhd3), mRNA106861 chr18 10644410

Vat1l NM_173016NM_173016uc009noa.1Mus musculus vesicle amine transport protein 1 homolog-like (T. californica) (Vat1l), mRNA270097 chr8 1.14E+08

Fbxo32 NM_026346NM_026346uc007vtk.3Mus musculus F-box protein 32 (Fbxo32), mRNA67731 chr15 58175878

Gpr68NM_001177673;NM_175493;NM_001177674;CCDS26109NM_001177673;NM_175493;NM_001177674uc033gey.1;uc007otb.2;uc007ota.2;uc011yqc.1Mus musculus G protein-coupled receptor 68 (Gpr68)238377 chr12100876681;100878185

Atp8b5AK029992;NM_177195;AK076708;AK078567NM_177195uc008spk.1;uc008spl.1;uc008spj.1;uc012dcz.1Mus musculus ATPase, class I, type 8B, member 5 (Atp8b5), mRNA320571 chr4 43267158

Gyltl1bBC058199;BC116715;NM_001166633;AK081797;AK053214;NM_172670;AK077630NM_001166633;NM_172670uc008kxr.1;uc008kxm.2;uc008kxo.2;uc008kxq.2;uc008kxp.2;uc012bzo.1;uc008kxn.2Mus musculus glycosyltransferase-like 1B (Gyltl1b) chr292368068;92365045

Neo1NM_008684;AK084609;NM_001042752;AK052439;AK087272NM_008684;NM_001042752uc009pxm.1;uc009pxn.1;uc009pxj.1;uc009pxl.1;uc009pxk.1Mus musculus neogenin (Neo1) chr958874679;58912298

Gjb3CCDS18668;NM_001160012;NM_008126NM_001160012;NM_008126uc033iep.1;uc008uus.2;uc008uut.2Mus musculus gap junction protein, beta 3 (Gjb3)14620 chr4127325234;127325924

Rho NM_145383NM_145383uc009djk.1Mus musculus rhodopsin (Rho), mRNA212541 chr6 1.16E+08

Prrg2AK005453;NM_022999NM_022999uc009gsw.1;uc009gsv.1Mus musculus proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 (Prrg2), mRNA65116 chr7 45053606

Rnf144bNM_001170643;NM_146042NM_001170643;NM_146042uc007qhz.2;uc007qhx.2Mus musculus ring finger protein 144B (Rnf144b)218215 chr1347194002;47122719

1700019B21RikNR_045442;NR_045443 uc009til.1;uc029xkf.1Mus musculus RIKEN cDNA 1700019B21 gene (1700019B21Rik)chrX 62510538

Plxdc1NM_028199;NM_001163608NM_028199;NM_001163608uc007lfc.2;uc011ydx.1Mus musculus plexin domain containing 1 (Plxdc1)72324 chr11 97923236

Slc6a12M97632;NM_133661NM_133661uc009dok.1;uc009dol.1Mus musculus solute carrier family 6 (neurotransmitter transporter, betaine/GABA), member 12 (Slc6a12), mRNA14411 chr6121343087;121346696
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Tmem30b NM_178715NM_178715uc007nwm.1Mus musculus transmembrane protein 30B (Tmem30b), mRNA238257 chr12 73543113

Nxf7NM_130888;AJ305317;AB178901NM_130888uc012hor.1;uc009uhh.1;uc009uhg.1Mus musculus nuclear RNA export factor 7 (Nxf7), mRNA170722 chrX 1.36E+08

Kcng1 NM_001081134NM_001081134uc008oat.1Mus musculus potassium voltage-gated channel, subfamily G, member 1 (Kcng1), mRNA241794 chr2 1.68E+08

Zbtb39CCDS24249;NM_198035NM_198035uc007hkl.1;uc033fta.1Mus musculus zinc finger and BTB domain containing 39 (Zbtb39), mRNA320080 chr10127741558;127739537

Tmem180BC031169;NM_029186NM_029186uc008htl.1;uc008htk.1Mus musculus transmembrane protein 180 (Tmem180), mRNA75146 chr19 46356879

Glb1l2AK136711;AK143057;NM_153803;AK033400NM_153803uc009opv.1;uc009opu.1;uc012gpq.1;uc009opt.1Mus musculus galactosidase, beta 1-like 2 (Glb1l2), mRNA244757 chr926765287;26763043

Cyp19a1NM_007810;EU252014NM_007810uc009pmu.1;uc012gto.1Mus musculus aromatase (Cyp19a1) mRNA, 5' UTR, exon I and partial cds;Mus musculus cytochrome P450, family 19, subfamily a, polypeptide 1 (Cyp19a1), mRNA13075 chr954193256;54165936

Fam181aCCDS56858;NM_001195726NM_001195726uc011yqx.1;uc033gfa.1Mus musculus family with sequence similarity 181, member A (Fam181a), mRNA1.01E+08 chr12103314958;103315837

Rprm NM_023396NM_023396uc008jrp.1Mus musculus reprimo, TP53 dependent G2 arrest mediator candidate (Rprm), mRNA67874 chr2 54084092

Tbx6 BC140951;NM_011538NM_011538uc012ftu.1;uc009jsr.1Mus musculus T-box 6 (Tbx6), mRNA21389 chr7 1.27E+08

Extl1 NM_019578;AK164184NM_019578uc012dmu.1;uc008vex.2Mus musculus exostoses (multiple)-like 1 (Extl1), mRNA56219 chr4 1.34E+08

Pvrl1 NM_021424NM_021424uc009pbj.1Mus musculus poliovirus receptor-related 1 (Pvrl1), mRNA58235 chr9 43744575

2900056M20RikNR_040269;NR_040270uc029xnp.2;uc029xno.2Mus musculus RIKEN cDNA 2900056M20 gene (2900056M20Rik)chrX 1.52E+08

ItgaeAK154021;NM_008399;NM_172944NM_008399;NM_172944uc011xyn.1;uc007jzx.2;uc007jzy.2Mus musculus integrin alpha E, epithelial-associated (Itgae)16407 chr11 73090594

Unc13dEF127645;NM_001009573;BC046519NM_001009573uc007mju.1;uc007mjt.1;uc007mjs.1Mus musculus unc-13 homolog D (C. elegans) (Unc13d), mRNA70450 chr11116075410;116062095

Tyro3 U18343;NM_019392NM_019392uc008luq.1;uc008lup.1Mus musculus TYRO3 protein tyrosine kinase 3 (Tyro3)22174 chr2119799513;119798849

Scara5NM_028903;NM_001168318NM_028903;NM_001168318uc007ujn.2;uc007ujm.2Mus musculus scavenger receptor class A, member 5 (putative) (Scara5)71145 chr14 65666402

Sema3g NM_001025379NM_001025379uc007sxe.1Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3G (Sema3g), mRNA218877 chr14 31217872

Psca NM_028216NM_028216uc007wfr.2Mus musculus prostate stem cell antigen (Psca), mRNA72373 chr15 74714838

Kcnn2AK039033;EU478850;AK033158;AK087908;NM_080465NM_080465uc008evd.1;uc008evf.1;uc012bco.1;uc008evg.1;uc008eve.1Mus musculus potassium intermediate/small conductance calcium-activated channel, subfamily N, member 2 (Kcnn2), mRNA140492 chr1845559350;45268859

RapsnNM_009023;AK009672NM_009023uc012bzc.1;uc008kud.2Mus musculus receptor-associated protein of the synapse (Rapsn), mRNA19400 chr2 91035626

Zxda NR_003292 uc009ttr.1Mus musculus zinc finger, X-linked, duplicated A (Zxda), non-coding RNAchrX 94791284

Capn5BC014767;NM_007602NM_007602uc009ikd.1;uc009ikc.1Mus musculus calpain 5 (Capn5), mRNA12337 chr7 98121564

Epha8 NM_007939NM_007939uc008vis.1Mus musculus Eph receptor A8 (Epha8), mRNA13842 chr4 1.37E+08

1700086L19RikNR_030735;NR_030734;NR_030733uc007nwx.2;uc011ynu.1;uc007nww.2Mus musculus RIKEN cDNA 1700086L19 gene (1700086L19Rik)chr12 74284275

Cyp26b1NM_001177713;NM_175475;AK137124NM_001177713;NM_175475uc012eoc.1;uc009coz.2;uc009coy.2Mus musculus cytochrome P450, family 26, subfamily b, polypeptide 1 (Cyp26b1)232174 chr6 84571413

MycnBC049783;NM_008709NM_008709uc007nbg.2;uc007nbf.2Mus musculus v-myc myelocytomatosis viral related oncogene, neuroblastoma derived (avian) (Mycn), mRNA18109 chr12 12936092

Pcdhgc4 NM_033582NM_033582uc008erf.1Mus musculus protocadherin gamma subfamily C, 4 (Pcdhgc4), mRNA93703 chr18 37815078

Prokr1NM_021381;AK156734NM_021381uc009ctp.1;uc009cto.1Mus musculus prokineticin receptor 1 (Prokr1), mRNA chr6 87578591

Abhd6NM_025341;AK011887;AK168782;AK076105NM_025341uc007seo.1;uc011zfu.1;uc007sen.1;uc007sep.1Mus musculus abhydrolase domain containing 6 (Abhd6), mRNA66082 chr148002901;8002965

Gab3 NM_181584NM_181584uc009tpn.2Mus musculus growth factor receptor bound protein 2-associated protein 3 (Gab3), mRNA210710 chrX 74988544

Kcnc4 NM_145922NM_145922uc008qxa.1Mus musculus potassium voltage gated channel, Shaw-related subfamily, member 4 (Kcnc4), mRNA99738 chr3 1.07E+08

Gckr NM_144909NM_144909uc008wyf.1Mus musculus glucokinase regulatory protein (Gckr), mRNA231103 chr5 31297580

1700008I05RikNM_027952NM_027952uc009uhi.2Mus musculus RIKEN cDNA 1700008I05 gene (1700008I05Rik), mRNA71841 chrX 1.36E+08

Hdc NM_008230NM_008230uc008mdr.2Mus musculus histidine decarboxylase (Hdc), mRNA15186 chr2 1.27E+08

Zcchc18CCDS30427;NM_025893;NM_001035510;NM_001035509NM_025893;NM_001035510;NM_001035509uc009ujm.1;uc009ujk.1;uc009ujl.1;uc033jug.1Mus musculus zinc finger, CCHC domain containing 18 (Zcchc18)66995 chrX136994637;136993154

Negr1NM_001039094;NM_177274NM_001039094;NM_177274uc008rvc.2;uc008rvb.1Mus musculus neuronal growth regulator 1 (Negr1)320840 chr3 1.57E+08

Pnma5NM_001100461;CCDS41004NM_001100461uc012hjz.1;uc033jqk.1Mus musculus paraneoplastic antigen family 5 (Pnma5), mRNA385377 chrX73035217;73033980

St8sia6 NM_145838NM_145838uc008ikc.2Mus musculus ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 6 (St8sia6), mRNA241230 chr2 13654935

Dcdc2aNM_177577;NM_001195617NM_177577;NM_001195617uc007pww.2;uc007pwv.1Mus musculus doublecortin domain containing 2a (Dcdc2a)195208 chr13 25056003

Fam184bAB041544;NM_021416NM_021416uc008xja.2;uc008xjb.2Mus musculus family with sequence similarity 184, member B (Fam184b), mRNA58227 chr545529704;45552563

1810041L15RikNM_001163145;AK129415NM_001163145uc007xcb.2;uc007xca.2Mus musculus RIKEN cDNA 1810041L15 gene (1810041L15Rik), mRNA72301 chr15 84379202

Six2 NM_011380NM_011380uc008duc.2Mus musculus sine oculis-related homeobox 2 (Six2), mRNA20472 chr17 85684267

Sytl4NM_013757;AK030401;BC026819;AK161582NM_013757uc009ufg.1;uc009ufe.1;uc009uff.1;uc009ufh.2Mus musculus synaptotagmin-like 4 (Sytl4)27359 chrX133936384;133946447

Tcf24 NM_001285425NM_001285425uc033fhz.1Mus musculus transcription factor 24 (Tcf24), mRNA1E+08 chr1 9960162

Cdo1 NM_033037NM_033037uc008evt.1Mus musculus cysteine dioxygenase 1, cytosolic (Cdo1), mRNA12583 chr18 46713204

Hsd11b2NM_008289;BC066209NM_008289uc009nde.1;uc009ndf.1Mus musculus hydroxysteroid 11-beta dehydrogenase 2 (Hsd11b2), mRNA15484 chr8 1.06E+08
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GamtNM_010255;AK140688NM_010255uc007gcj.2;uc011xio.1Mus musculus guanidinoacetate methyltransferase (Gamt), mRNA14431 chr10 80258150

Mcf2lAK147252;NM_178076;AK048205;NM_001159486;S76838;AK122259;NM_001159485NM_178076;NM_001159486;NM_001159485uc009kwl.2;uc009kwm.1;uc009kwq.2;uc009kwp.1;uc009kwo.2;uc009kwn.2;uc009kwk.2Mus musculus mcf.2 transforming sequence-like (Mcf2l)17207 chr812915892;12873826;12947918;13000742;12949417;12984295

L3mbtl4NM_177278;AK039470NM_177278uc008dkk.2;uc008dkm.2Mus musculus l(3)mbt-like 4 (Drosophila) (L3mbtl4), mRNAchr17 68273796

Spire2NM_172287;BC026502NM_172287uc009nvk.1;uc009nvj.1Mus musculus spire homolog 2 (Drosophila) (Spire2), mRNAchr8123332712;123350250

Ppp1r26CCDS15836;NM_001005420NM_001005420uc033hme.1;uc008iye.1Mus musculus protein phosphatase 1, regulatory subunit 26 (Ppp1r26), mRNA241289 chr228447940;28450359

Bpifc NM_177772NM_177772uc007gnj.2Mus musculus BPI fold containing family C (Bpifc), mRNA270757 chr10 85959690

Dhtkd1NM_001081131;AK173223NM_001081131uc008iga.1;uc008igb.1Mus musculus dehydrogenase E1 and transketolase domain containing 1 (Dhtkd1), mRNAchr25914088;5898059

Btn1a1BC031459;NM_013483;AK021333NM_013483uc007ptr.2;uc007ptq.2;uc007ptt.1Mus musculus butyrophilin, subfamily 1, member A1 (Btn1a1), mRNA12231 chr1323456992;23463765

Slc38a5NM_172479;AK158125NM_172479uc009sos.1;uc009sot.1Mus musculus solute carrier family 38, member 5 (Slc38a5), mRNA209837 chrX8271641;8271391

B4galt6 NM_019737NM_019737uc008eeu.2Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 6 (B4galt6), mRNA56386 chr18 20684598

Rph3alAK018335;NM_029548NM_029548uc007kex.1;uc007kew.1Mus musculus rabphilin 3A-like (without C2 domains) (Rph3al)380714 chr1175832157;75899725

Lphn1AK147519;NM_181039;BC085138NM_181039uc009mlg.2;uc009mlh.2;uc009mli.2Mus musculus latrophilin 1 (Lphn1), mRNA330814 chr883924150;83900097

Palm3NM_028877;AK014493NM_028877uc012ggy.1;uc009mlq.1Mus musculus paralemmin 3 (Palm3), mRNA74337 chr8 84021473

Sorcs3 NM_025696NM_025696uc008hvx.1Mus musculus sortilin-related VPS10 domain containing receptor 3 (Sorcs3), mRNA66673 chr19 48206024

Dgkg AK083258;NM_138650NM_138650uc007ysh.2;uc007ysg.2Mus musculus diacylglycerol kinase, gamma (Dgkg), mRNA110197 chr16 22466568

BcanNM_007529;NM_001109758NM_007529;NM_001109758uc008ptp.2;uc008pto.2Mus musculus brevican (Bcan) 12032 chr387987530;87992513

Zmym1BC043454;AK132399;NM_026670;AK138687;BC064774;BC027750NM_026670uc008uug.1;uc008uuc.1;uc008uue.1;uc008uuh.1;uc008uuf.1;uc008uud.1Mus musculus zinc finger, MYM domain containing 1 (Zmym1), mRNA68310 chr4127047093;127051077;127047588

Lmln NM_172823NM_172823uc007yzx.1Mus musculus leishmanolysin-like (metallopeptidase M8 family) (Lmln), mRNA239833 chr16 33062520

ArcCCDS37102;NM_018790;NM_001276684NM_018790;NM_001276684uc007wfn.2;uc007wfo.2;uc033gud.1Mus musculus activity regulated cytoskeletal-associated protein (Arc)11838 chr1574671181;74669080

Rnf43NM_172448;AK153638;AK032782NM_172448uc007kui.1;uc007kud.1;uc007kue.2Mus musculus ring finger protein 43 (Rnf43), mRNA207742 chr1187662721;87727171;87663086

Msh3AK011426;NM_010829;BC040784;BC025063;AK078467;AK083388;M80360NM_010829uc007rkk.1;uc007rkh.1;uc007rkf.1;uc033gmq.1;uc007rkg.1;uc007rkj.1;uc011zcq.1Mus musculus mutS homolog 3 (E. coli) (Msh3), mRNA17686 chr1392346358;92345868;92211880

FancaAK082847;NM_016925;AF208119;AF208117;AK084990;AF208120NM_016925uc009nvf.1;uc009nve.2;uc009nvg.1;uc009nvi.1;uc009nvh.1;uc009nvd.2Mus musculus Fanconi anemia, complementation group A (Fanca), mRNAchr8123312282;123268243;123286188;123278259

Hsbp1l1 NM_001136181NM_001136181uc008fss.2Mus musculus heat shock factor binding protein 1-like 1 (Hsbp1l1), mRNA66255 chr18 80229755

Plxna1 NM_008881NM_008881uc009cwg.2Mus musculus plexin A1 (Plxna1), mRNA18844 chr6 89316313

AK134928 AK134928 uc009qrz.1Mus musculus adult male olfactory brain cDNA, RIKEN full-length enriched library, clone:6430519K04 product:unclassifiable, full insert sequencechr9 75310334

Erbb2 NM_001003817NM_001003817uc007lgi.1Mus musculus v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog (avian) (Erbb2), mRNA13866 chr11 98412483

DtlAK154594;AK169601;AK164999;AB095736;AK012919;NM_029766NM_029766uc007ecl.1;uc007ecm.1;uc007ecn.1;uc007ecj.1;uc011wyu.1;uc007eck.1Mus musculus denticleless homolog (Drosophila) (Dtl), mRNAchr1191546490;191549828;191560387;191537364

Abcg5 NM_031884NM_031884uc008dsz.1Mus musculus ATP-binding cassette, sub-family G (WHITE), member 5 (Abcg5), mRNA27409 chr17 84658233

Rps6ka6NM_025949;BC054113;AK049349;AK012150NM_025949uc009ucx.1;uc009uda.1;uc009ucy.2;uc009ucz.2Mus musculus ribosomal protein S6 kinase polypeptide 6 (Rps6ka6), mRNA67071 chrX 1.11E+08

Map6d1 NM_198599NM_198599uc007ypk.1Mus musculus MAP6 domain containing 1 (Map6d1), mRNA208158 chr16 20233308

Fam60aAK046519;NM_019643NM_019643uc009etr.1;uc009etq.1Mus musculus family with sequence similarity 60, member A (Fam60a), mRNA56306 chr6 1.49E+08

OpcmlNM_177906;AK013792;AK028345NM_177906uc009oqr.1;uc009oqq.1;uc009oqs.1Mus musculus opioid binding protein/cell adhesion molecule-like (Opcml), mRNA330908 chr928403148;27791268

Slc5a3CCDS37403;NM_017391NM_017391uc007zyt.2;uc033gzv.1Mus musculus solute carrier family 5 (inositol transporters), member 3 (Slc5a3), mRNAchr1692077056;92058321

Cngb1NM_145601;NM_001195413NM_145601;NM_001195413uc009myb.2;uc009aje.2Mus musculus cyclic nucleotide gated channel beta 1 (Cngb1)333329 chr895239042;95290592

Plxnc1 NM_018797NM_018797uc007gvz.3Mus musculus plexin C1 (Plxnc1), mRNA54712 chr10 94790865

Iqgap2AK042038;NM_027711NM_027711uc007rmo.1;uc007rmp.1Mus musculus IQ motif containing GTPase activating protein 2 (Iqgap2), mRNA544963 chr1395661401;95627176

AK039686 AK039686 uc012esz.1Mus musculus RNA for germline small RNA gsRNA124, complete sequencechr6 1.28E+08

AU015836 NR_028320 uc009tsy.2Mus musculus expressed sequence AU015836 (AU015836), long non-coding RNAchrX 93968655

Osbp2AK044598;NM_152818;BC058356;BC058602;AK049816NM_152818uc007htp.1;uc011xqr.1;uc007htq.1;uc007htr.1;uc007hto.1Mus musculus oxysterol binding protein 2 (Osbp2), mRNAchr113703730;3724401;3703917

Plekha7AK160810;NM_172743;AK146866;BC060678;BC084587;AK048843;EU380772NM_172743uc009jjc.1;uc009jiy.1;uc009jjd.2;uc009jja.1;uc009jiz.2;uc009jjb.1;uc012fsm.1Mus musculus pleckstrin homology domain containing, family A member 7 (Plekha7), mRNAchr7116126040;116133790;116156068;116124117

Sh3rf2NM_001146299;NM_172966NM_001146299;NM_172966uc008etk.2;uc008etl.2Mus musculus SH3 domain containing ring finger 2 (Sh3rf2)269016 chr18 42053709

Jam2NM_023844;AK045095NM_023844uc007ztg.2;uc007ztf.1Mus musculus junction adhesion molecule 2 (Jam2), mRNA67374 chr16 84774122

Dmrtc1aNM_001038616;NM_027591;NM_029378NM_001038616;NM_027591;NM_029378uc009tzc.2;uc009tzd.2;uc009tze.2Mus musculus DMRT-like family C1a (Dmrtc1a)70887 chrX 1.03E+08

Naaladl1NM_001009546NM_001009546uc008ghk.1Mus musculus N-acetylated alpha-linked acidic dipeptidase-like 1 (Naaladl1), mRNA381204 chr19 6105797

Tmem54NM_133881;NM_025452NM_133881;NM_025452uc008uwa.2;uc008uvz.2Mus musculus transmembrane protein 54 (Tmem54)66260 chr4 1.29E+08

Wdr27AK040117;AK002615;NM_175173NM_175173uc008anc.1;uc008and.1;uc008anf.1Mus musculus WD repeat domain 27 (Wdr27), mRNA chr1714818671;14829330;14937842

Ctnna2NM_145732;NM_009819;NM_001109764NM_145732;NM_009819;NM_001109764uc012enl.1;uc009cjq.2;uc012enm.1Mus musculus catenin (cadherin associated protein), alpha 2 (Ctnna2)12386 chr6 76881636
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Cobll1AK037010;AK173076;BC067007;AK144943;AK083510;NM_027225;AK052939;NM_177025;AK164624NM_177025;NM_027225uc008jvz.2;uc008jwh.1;uc008jwe.1;uc008jwg.1;uc008jwa.2;uc008jwc.2;uc008jwb.2;uc008jwf.1;uc008jwd.2Mus musculus Cobl-like 1 (Cobll1) chr265105303;65150865;65088338;65148308;65097632

Osbpl11 NM_176840NM_176840uc007yzy.2Mus musculus oxysterol binding protein-like 11 (Osbpl11), mRNA106326 chr16 33185070

Adam3NM_009619;BC060975;BC129920NM_009619uc009lfe.1;uc009lfd.1;uc009lfc.1Mus musculus a disintegrin and metallopeptidase domain 3 (cyritestin) (Adam3), mRNAchr824707246;24677233

Mbnl3NM_134163;AK167342;AK040522NM_134163uc009tdt.1;uc009tdu.1;uc009tdv.1Mus musculus muscleblind-like 3 (Drosophila) (Mbnl3), mRNA171170 chrX 51113493

Dbx2 NM_207533NM_207533uc007xjs.1Mus musculus developing brain homeobox 2 (Dbx2), mRNA223843 chr15 95623562

Arxes2 NM_029823NM_029823uc009uhz.2Mus musculus adipocyte-related X-chromosome expressed sequence 2 (Arxes2), mRNA76219 chrX 1.36E+08

Syt6NM_018800;NM_001276676;AK044551;NM_001276680;NM_001276677;NM_001276681;NM_001276679NM_018800;NM_001276676;NM_001276680;NM_001276677;NM_001276681;NM_001276679uc033hyx.1;uc008qta.2;uc033hyw.1;uc008qtb.1;uc008qsy.2;uc008qtc.2;uc008qtd.2Mus musculus synaptotagmin VI (Syt6) chr3103576141;103575281;103576125

Nr3c2 NM_001083906NM_001083906uc009mhl.1Mus musculus nuclear receptor subfamily 3, group C, member 2 (Nr3c2), mRNA110784 chr8 76902507

Fbxo47NM_001081435;BC099560NM_001081435uc007lfa.1;uc007lfb.1Mus musculus F-box protein 47 (Fbxo47), mRNA72973 chr11 97854306

A730020E08RikAK158619;NR_040287 uc009cds.1;uc009cdt.1Mus musculus RIKEN cDNA A730020E08 gene (A730020E08Rik), long non-coding RNAchr6 61175603

AK132074 AK132074 uc008zfm.1Mus musculus 12 days embryo head cDNA, RIKEN full-length enriched library, clone:3010060E01 product:unclassifiable, full insert sequencechr5 1.17E+08

Capn11 NM_001013767NM_001013767uc008crh.1Mus musculus calpain 11 (Capn11), mRNA268958 chr17 45630203

Fev NM_153111;BC145276NM_153111uc011wnd.1;uc007bnh.2Mus musculus FEV (ETS oncogene family) (Fev), mRNA260298 chr1 74881508

Grip2 NM_001159507NM_001159507uc012epd.2Mus musculus glutamate receptor interacting protein 2 (Grip2), mRNA243547 chr6 91761509

Epb4.1l3BC152548;AK053532;AB523362;AF177146;NM_013813;AB523363;HG738869;AK173080NM_013813uc008dkq.1;uc008dkr.1;uc008dkp.1;uc012awk.1;uc012awl.1;uc033hfa.1;uc008dko.1;uc008dks.2Mus musculus erythrocyte protein band 4.1-like 3 (Epb4.1l3), mRNAchr1769243587;69207858;69248629;69156809

Ptgds NM_008963NM_008963uc008isf.1Mus musculus prostaglandin D2 synthase (brain) (Ptgds), mRNA19215 chr2 25466711

Esr1AK136228;AK039911;AK077236;AK087638;NM_007956;AB560756;AK041525;AK139745NM_007956uc007egx.2;uc011wzr.1;uc011wzp.1;uc007egv.1;uc007egu.2;uc011wzo.1;uc007egw.1;uc011wzq.1Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA13982 chr104936522;4710157;4712312;4612045

FignNM_001267846;NM_001267847;NM_021716NM_001267846;NM_001267847;NM_021716uc012bvz.2;uc008jvv.3;uc008jvw.3Mus musculus fidgetin (Fign) chr2 63971507

Syt15BC042700;NM_176931;NM_181529NM_176931;NM_181529uc007tam.2;uc007tal.2;uc007tan.2Mus musculus synaptotagmin XV (Syt15)319508 chr14 34220045

Zfp831 NM_001099328NM_001099328uc008ofh.1Mus musculus zinc finger protein 831 (Zfp831), mRNA1E+08 chr2 1.75E+08

Frmd4aAK077327;AK163887;NM_172475;AK043369;NM_001177843;NM_001177844;AK078493;AK029073NM_001177843;NM_001177844;NM_172475uc008ier.2;uc008ies.2;uc008ien.2;uc008ieq.1;uc008ieu.2;uc008iet.2;uc008iev.2;uc008ieo.2Mus musculus FERM domain containing 4A (Frmd4a)209630 chr24300884;4400975;4152862;4559753

Rtn4rl1 NM_177708NM_177708uc007kdh.1Mus musculus reticulon 4 receptor-like 1 (Rtn4rl1), mRNA237847 chr11 75193992

Iqsec1NM_001134383;AK157963;NM_001134384NM_001134383;NM_001134384uc033itn.1;uc009cxq.2;uc012epa.1Mus musculus IQ motif and Sec7 domain 1 (Iqsec1)232227 chr690689579;90659597

Aox2 NM_001008419NM_001008419uc007bbp.1Mus musculus aldehyde oxidase 2 (Aox2), mRNA213043 chr1 58278325

8430427H17RikAK029844;NM_001001986;NM_001134300NM_001001986;NM_001134300uc008nhw.1;uc008nhv.2;uc008nht.2Mus musculus RIKEN cDNA 8430427H17 gene (8430427H17Rik)329540 chr2153407460;153459745

Gm15787NR_040431;NR_040430uc029vkj.1;uc008yqa.1Mus musculus predicted gene 15787 (Gm15787) chr5 1.1E+08

Gm7008AK004585;NR_045157 uc029rrz.1;uc007nkz.2Mus musculus predicted gene 7008 (Gm7008), long non-coding RNAchr12 40223363

PparaNM_011144;NM_001113418NM_011144;NM_001113418uc007xdk.2;uc007xdj.2Mus musculus peroxisome proliferator activated receptor alpha (Ppara)19013 chr1585735563;85735775

Gng7NM_010319;NM_001038655NM_010319;NM_001038655uc007gfn.1;uc007gfm.1Mus musculus guanine nucleotide binding protein (G protein), gamma 7 (Gng7)14708 chr10 80948623

Col25a1NM_001244952;CCDS38637;CCDS38636;AK085241;NM_198711;AK015682;NM_029838;AK012466NM_029838;NM_001244952;NM_198711uc033hzs.1;uc033hzw.1;uc033hzv.1;uc008riy.1;uc033hzt.1;uc008riv.1;uc008riz.1;uc033hzu.1Mus musculus collagen, type XXV, alpha 1 (Col25a1) chr3130131500;130180844;130474807;130418800

PnkdNM_025580;NM_019999;BC058945;NM_001039509NM_025580;NM_019999;NM_001039509uc007blt.1;uc007blu.1;uc007blw.1;uc007bls.1Mus musculus paroxysmal nonkinesiogenic dyskinesia (Pnkd)56695 chr174285033;74332609

GlyctkNM_001039586;NM_174846NM_001039586;NM_174846uc009riz.1;uc009rja.1Mus musculus glycerate kinase (Glyctk)235582 chr9 1.06E+08

Pgpep1 NM_023217NM_023217uc009mbc.2Mus musculus pyroglutamyl-peptidase I (Pgpep1), mRNA66522 chr8 70646435

Sult5a1AK142243;NM_020564NM_020564uc012gmn.1;uc009nuh.2Mus musculus sulfotransferase family 5A, member 1 (Sult5a1), mRNAchr8 1.23E+08

Nudt10 NM_001031664NM_001031664uc009skw.2Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 10 (Nudt10), mRNAchrX 6168695

Peg10CCDS57407;NM_130877NM_001040611;NM_130877uc033iob.1;uc009avv.1Mus musculus paternally expressed 10 (Peg10)170676 chr64747305;4754220

Prokr2AK030458;NM_144944;AK080980NM_144944uc008mmr.2;uc008mmp.2;uc008mmq.2Mus musculus prokineticin receptor 2 (Prokr2), mRNA246313 chr2 1.32E+08

Iqsec3NM_001289685;AK147268;NM_001033354;NR_110358NM_001289685;NM_001033354uc009dop.1;uc009dom.2;uc009don.2;uc009doo.2Mus musculus IQ motif and Sec7 domain 3 (Iqsec3)243621 chr6121404809;121372927

S100a14NM_025393;NM_001163525;NM_001163526NM_025393;NM_001163525;NM_001163526uc012csz.1;uc012csy.1;uc008qcv.2Mus musculus S100 calcium binding protein A14 (S100a14)66166 chr3 90526848

Syt13 NM_030725NM_030725uc008lfn.1Mus musculus synaptotagmin XIII (Syt13), mRNA80976 chr2 92915100

A230056J06RikNR_045633 uc007qut.1Mus musculus RIKEN cDNA A230056J06 gene (A230056J06Rik), long non-coding RNA67269 chr13 59580175

Ipcef1AK135851;NM_001170800;AK220339;NM_001033391;NM_001170801;NM_001170802NM_001170800;NM_001033391;NM_001170801;NM_001170802uc007efr.1;uc011wzl.1;uc007efs.1;uc011wzm.1;uc007efv.1;uc007efd.1Mus musculus interaction protein for cytohesin exchange factors 1 (Ipcef1)320495 chr106911542;6886364;6917553

Plac1NM_019538;AK145876;CCDS30128NM_019538uc033jpv.1;uc009teu.1;uc009tet.1Mus musculus placental specific protein 1 (Plac1), mRNAchrX53070001;53070309

Brwd3NM_001081477;AK050539NM_001081477uc009ucn.1;uc009ucm.1Mus musculus bromodomain and WD repeat domain containing 3 (Brwd3), mRNA382236 chrX108803351;108742207

Slc29a3NM_023596;AK017065;AK051317;AK157868NM_023596uc007ffb.1;uc011xeo.1;uc011xem.1;uc011xen.1Mus musculus solute carrier family 29 (nucleoside transporters), member 3 (Slc29a3), mRNA71279 chr1060714620;60712071

C1galt1 NM_052993NM_052993uc009axg.2Mus musculus core 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase, 1 (C1galt1), mRNA94192 chr6 7845223

BC069935 BC069935 uc009eje.1Mus musculus predicted gene, EG381818, mRNA (cDNA clone IMAGE:4924954)chr6 1.32E+08
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Cdh20 NM_011800NM_011800uc007cgc.1Mus musculus cadherin 20 (Cdh20), mRNA23836 chr1 1.05E+08

Tmem245 NM_175518NM_175518uc008sxw.2Mus musculus transmembrane protein 245 (Tmem245), mRNA242474 chr4 56876012

Phf13 NM_172705NM_172705uc008vyx.2Mus musculus PHD finger protein 13 (Phf13), mRNA230936 chr4 1.52E+08

Mettl21cAK163176;NM_001013799NM_001013799uc007avv.1;uc007avw.1Mus musculus methyltransferase like 21C (Mettl21c), mRNAchr144010509;44009407

Nlgn3NM_172932;AK173182NM_172932uc009txi.2;uc009txj.3Mus musculus neuroligin 3 (Nlgn3), mRNA245537 chrX101295290;101299178

Sema7a NM_011352NM_011352uc009pvy.1Mus musculus sema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (semaphorin) 7A (Sema7a), mRNA20361 chr9 57940134

Atp8a2AK162567;AK051437;NM_015803NM_015803uc007ueu.1;uc007uet.1;uc007ues.1Mus musculus ATPase, aminophospholipid transporter-like, class I, type 8A, member 2 (Atp8a2), mRNAchr1460027512;59647740

Snap25 NM_011428NM_011428uc008mop.1Mus musculus synaptosomal-associated protein 25 (Snap25)20614 chr2 1.37E+08

Enpp2NM_001285995;NM_001285994;AK038940;NM_015744;NM_001136077NM_001285995;NM_001285994;NM_015744;NM_001136077uc011zsx.2;uc007vrr.2;uc007vro.3;uc007vrp.3;uc007vrq.3Mus musculus ectonucleotide pyrophosphatase/phosphodiesterase 2 (Enpp2)18606 chr1554868595;54838678

Ass1 NR_002687NM_007494uc008jdu.1Mus musculus argininosuccinate synthetase 1 (Ass1), mRNA11898 chr2 31470269

Calr4NM_001285895;NM_001285898;NM_001285896;NM_001285897;NM_001033226NM_001285895;NM_001285898;NM_001285896;NM_001285897;NM_001033226uc008ucd.2;uc033ido.1;uc008uce.2;uc033idn.1;uc033idp.1Mus musculus calreticulin 4 (Calr4) chr4109218412;109235631;109235261;109234484

Bcat2NM_001243052;AK037482;NM_001243053;NM_009737NM_001243052;NM_001243053;NM_009737uc029wfl.1;uc009gwd.2;uc009gwc.2;uc029wfk.1Mus musculus branched chain aminotransferase 2, mitochondrial (Bcat2)12036 chr745572869;45570152;45571278

AbatAK160802;NM_001170978;AK083062;NM_172961NM_001170978;NM_172961uc007ycp.2;uc007yco.2;uc007ycm.2;uc007ycn.2Mus musculus 4-aminobutyrate aminotransferase (Abat)268860 chr16 8513428

Cadm1AB377192;AB092414;NM_018770;NM_001025600;EU541478;AK053839;NM_207675;AK172628;JQ782219;NM_207676;EU541475NM_207675;NM_018770;NM_001025600;NM_207676uc009phn.1;uc009phq.1;uc012gso.2;uc009php.1;uc009phs.1;uc009phm.1;uc009phr.1;uc012gsn.1;uc009pho.1;uc012gsp.1;uc012gsm.1Mus musculus cell adhesion molecule 1 (Cadm1)54725 chr947530351;47813772

Ppt1AK148314;NM_008917;AK169579NM_008917uc008uog.2;uc008uoh.2;uc008uoi.2Mus musculus palmitoyl-protein thioesterase 1 (Ppt1), mRNAchr4 1.23E+08

MbpNM_001025245;NM_001025251;L07509;NM_001025255;NM_001025254;NM_001025258;NM_010777;NM_001025256;NM_001025259NM_001025245;NM_001025251;NM_001025255;NM_001025254;NM_001025258;NM_010777;NM_001025256;NM_001025259uc008fts.1;uc008ftx.1;uc008ftv.1;uc008fty.1;uc008ftu.1;uc008ftr.1;uc008ftz.1;uc029tqh.1;uc008ftw.1Mus musculus myelin basic protein (Mbp)17196 chr1882475122;82554319

4930405A21RikNR_040505 uc008nns.2Mus musculus RIKEN cDNA 4930405A21 gene (4930405A21Rik), long non-coding RNAchr2 1.57E+08

Bsn NM_007567NM_007567uc009rov.1Mus musculus bassoon (Bsn), mRNA12217 chr9 1.08E+08

Rims4 NM_183023NM_183023uc008nto.1Mus musculus regulating synaptic membrane exocytosis 4 (Rims4), mRNA241770 chr2 1.64E+08

Ston2NM_175367;AK160257NM_175367uc007okw.1;uc007okt.2Mus musculus stonin 2 (Ston2), mRNA108800 chr1291633008;91735053

Wipf3NM_001167861;NM_001167860NM_001167861;NM_001167860uc012emf.1;uc012emg.1Mus musculus WAS/WASL interacting protein family, member 3 (Wipf3)330319 chr6 54452882

Olfml2a NM_172854NM_172854uc008jnv.1Mus musculus olfactomedin-like 2A (Olfml2a), mRNA241327 chr2 38931979

Epdr1NM_134065;DQ914440NM_134065uc007ppf.3;uc007ppe.2Mus musculus ependymin related protein 1 (zebrafish) (Epdr1), mRNA105298 chr13 19591707

Dpysl4BC046333;NM_011993;AK145638NM_011993uc012fvs.1;uc009kfj.2;uc009kfk.2Mus musculus dihydropyrimidinase-like 4 (Dpysl4), mRNAchr7139086000;139089246

RaraAK153644;NM_001177303;NM_001177302;NM_009024;NM_001176528NM_001177303;NM_001177302;NM_009024;NM_001176528uc007lhz.2;uc007lia.1;uc007lhy.1;uc011yei.1;uc007lhx.1Mus musculus retinoic acid receptor, alpha (Rara)19401 chr1198939710;98964871;98937695;98960470

Fam178aAK147588;NM_001081225;BC172097;AK028324NM_001081225uc008hqc.1;uc008hqb.1;uc012bmh.1;uc012bmi.1Mus musculus family with sequence similarity 178, member A (Fam178a), mRNAchr1944941458;44931118

Rhof NM_175092;BC132357NM_175092uc008zne.1;uc008znd.1Mus musculus ras homolog gene family, member f (Rhof), mRNAchr5123103043;123117333

Sh3tc2AK052534;AK031388;NM_172628;AK048066NM_172628uc008fcw.1;uc008fcu.1;uc012bdt.1;uc008fcv.1Mus musculus SH3 domain and tetratricopeptide repeats 2 (Sh3tc2), mRNA225608 chr1861953074;61988643

Bricd5BC145010;NM_175682NM_175682uc008awk.1;uc008awl.1Mus musculus BRICHOS domain containing 5 (Bricd5), mRNA319259 chr1724473883;24473966

Fmn2AK013585;AK140268;AF218940;NM_019445NM_019445uc007dte.1;uc011wxb.1;uc007dtd.2;uc011wxa.1Mus musculus formin 2 (Fmn2), mRNA54418 chr1174501824;174612506;174608381

Bag4 NM_026121NM_026121uc009lgy.1Mus musculus BCL2-associated athanogene 4 (Bag4), mRNA67384 chr8 25764538

Trim67 NM_198632NM_198632uc012gmz.1Mus musculus tripartite motif-containing 67 (Trim67), mRNA330863 chr8 1.25E+08

Fgf11BC066859;NM_010198NM_010198uc011xxa.1;uc007jrr.1Mus musculus fibroblast growth factor 11 (Fgf11)14166 chr1169797094;69798164

Zfp600NM_001177545;NM_001177546NM_001177545;NM_001177546uc012dpa.2;uc012doz.2Mus musculus zinc finger protein 600 (Zfp600)667666 chr4146157689;146156826

1700113A16RikAK007191;NR_045997uc008puf.2;uc008pue.2Mus musculus RIKEN cDNA 1700113A16 gene (1700113A16Rik), long non-coding RNAchr3 88171559

Aqp11NM_175105;AK040045NM_175105uc009ijt.1;uc009ijs.1Mus musculus aquaporin 11 (Aqp11), mRNA66333 chr7 97726378

Rbm20NM_001170847;BC038663NM_001170847uc008hxa.1;uc008hwz.2Mus musculus RNA binding motif protein 20 (Rbm20), mRNAchr1953843209;53677305

Mphosph9AK084586;NM_001277867;AK166516;NR_102690;NM_001081323;AK016065;BC027168NM_001277867;NM_001081323uc008zpg.2;uc008zpf.1;uc033imc.1;uc008zpj.2;uc008zpl.2;uc008zpi.2;uc008zph.2Mus musculus M-phase phosphoprotein 9 (Mphosph9)269702 chr5124290845;124298514;124250958;124315188

Crispld1NM_031402;AK132405NM_031402uc007akh.1;uc007akg.1Mus musculus cysteine-rich secretory protein LCCL domain containing 1 (Crispld1), mRNA83691 chr117727416;17727051

F630042J09RikNR_033540 uc011zbg.1Mus musculus RIKEN cDNA F630042J09 gene (F630042J09Rik), long non-coding RNAchr13 67278593

E130309D14RikNM_001013784NM_001013784uc007kbz.1Mus musculus RIKEN cDNA E130309D14 gene (E130309D14Rik), mRNA432582 chr11 74619604

Agmat NM_001081408NM_001081408uc008vpe.1Mus musculus agmatine ureohydrolase (agmatinase) (Agmat), mRNA75986 chr4 1.42E+08

Barhl2 NM_001005477NM_001005477uc008ylm.1Mus musculus BarH-like 2 (Drosophila) (Barhl2), mRNA104382 chr5 1.06E+08

Slc19a3NM_030556;BC109155NM_030556uc007bsi.2;uc007bsj.2Mus musculus solute carrier family 19, member 3 (Slc19a3), mRNA80721 chr1 83012522

Atp6v0e2 NM_133764NM_133764uc009bup.2Mus musculus ATPase, H+ transporting, lysosomal V0 subunit E2 (Atp6v0e2), mRNA76252 chr6 48537568

Fdxr NM_007997NM_007997uc007mgy.1Mus musculus ferredoxin reductase (Fdxr), mRNA14149 chr11 1.15E+08

Zmat4NM_001277239;NM_177086NM_001277239;NM_177086uc009lew.3;uc012gbk.2Mus musculus zinc finger, matrin type 4 (Zmat4) chr8 23669660
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Bahcc1AB257855;AK147250;NM_198423;AK147400NM_198423uc007mse.2;uc007msd.2;uc011yiy.1;uc007msf.2Mus musculus BAH domain and coiled-coil containing 1 (Bahcc1), mRNA268515 chr11120274418;120232946;120236698

EsrrgNM_001243792;NM_011935;AB093266NM_001243792;NM_011935uc007eaa.2;uc007eab.2;uc011wyg.2Mus musculus estrogen-related receptor gamma (Esrrg)26381 chr1187997826;187609005

Hs6st2AK031649;NM_015819;BC047151;NM_001077202;AK083281NM_015819;NM_001077202uc009tdz.1;uc009tdy.1;uc009tdx.1;uc009tdw.1;uc009tea.1Mus musculus heparan sulfate 6-O-sulfotransferase 2 (Hs6st2)chrX51676782;51387211

Sp4NM_001166385;NM_009239NM_001166385;NM_009239uc007pif.3;uc011yvt.2Mus musculus trans-acting transcription factor 4 (Sp4)20688 chr12 1.18E+08

Tstd1 NM_001164525NM_001164525uc011wwd.1Mus musculus thiosulfate sulfurtransferase (rhodanese)-like domain containing 1 (Tstd1), mRNA22278 chr1 1.71E+08

Derl3NM_024440;BC099615;AK007348NM_024440uc007ftl.1;uc007ftj.1;uc007ftk.1Mus musculus Der1-like domain family, member 3 (Derl3), mRNAchr10 75893397

Ccbl2NM_173763;AF363737NM_173763uc008rpa.1;uc008roz.1Mus musculus cysteine conjugate-beta lyase 2 (Ccbl2), mRNA229905 chr3 1.43E+08

Mthfd1NM_138745;AK133848NM_138745uc011yny.1;uc007nxz.2Mus musculus methylenetetrahydrofolate dehydrogenase (NADP+ dependent), methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthase (Mthfd1), mRNA108156 chr12 76255231

Rragb NM_001004154NM_001004154uc012hqx.1Mus musculus Ras-related GTP binding B (Rragb), mRNA245670 chrX 1.53E+08

Sel1l3NM_172710;AK031770;AK037220NM_172710uc008xle.1;uc008xlc.1;uc008xld.1Mus musculus sel-1 suppressor of lin-12-like 3 (C. elegans) (Sel1l3), mRNAchr553107082;53198217;53145163

Ahi1BC055400;NM_026203;NM_001177776;AK005991NM_026203;NM_001177776uc007eoe.1;uc011xbc.1;uc007eof.1;uc007eod.2Mus musculus Abelson helper integration site 1 (Ahi1) chr1021040819;20959611;20952546

Polr2aU37500;NM_009089NM_009089uc007jrk.1;uc007jrj.1Mus musculus polymerase (RNA) II (DNA directed) polypeptide A (Polr2a), mRNA20020 chr11 69734409

Unc5cAK141181;NM_009472;AK142974;AK164239;AK035038NM_009472uc012cyo.1;uc008rof.1;uc008rod.1;uc008roe.1;uc008roc.1Mus musculus unc-5 homolog C (C. elegans) (Unc5c), mRNAchr3 1.41E+08

Tmem200bNM_001201367NM_001201367uc012dlz.1Mus musculus transmembrane protein 200B (Tmem200b), mRNA623230 chr4 1.32E+08

Wdr62AK209918;BC057041;BC026444;NM_146186;BC054747NM_146186uc009gdy.1;uc009gdu.1;uc009gdv.1;uc009gdx.2;uc009gdw.2Mus musculus WD repeat domain 62 (Wdr62), mRNA233064 chr730240137;30241696

UngNM_011677;NM_001040691;BC004037NM_011677;NM_001040691uc008yzh.1;uc008yzg.1;uc008yzf.1Mus musculus uracil DNA glycosylase (Ung)22256 chr5114131155;114130434;114131992

Zfp275NM_001160229;CCDS53097;NM_031494NM_001160229;NM_031494uc009tlp.2;uc009tlq.2;uc033jqo.1Mus musculus zinc finger protein 275 (Zfp275) chrX73353249;73342619

Zc3h12bNM_001034907;AK134628NM_001034907uc009tua.1;uc009tub.1Mus musculus zinc finger CCCH-type containing 12B (Zc3h12b), mRNA547176 chrX 95711677

Bcar3 NM_013867NM_013867uc008req.2Mus musculus breast cancer anti-estrogen resistance 3 (Bcar3), mRNA29815 chr3 1.22E+08

Tmem25AK090375;NM_027865NM_027865uc009pem.1;uc009pen.1Mus musculus transmembrane protein 25 (Tmem25), mRNAchr9 44793778

6330419J24RikNR_028086 uc009tgd.2Mus musculus RIKEN cDNA 6330419J24 gene (6330419J24Rik), long non-coding RNAchrX 56374585

Celsr2BC005499;NM_001004177;NM_017392NM_017392;NM_001004177uc008qyz.2;uc008qyx.1;uc008qyy.1Mus musculus cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila) (Celsr2)53883 chr3108392375;108390847

Hist2h2be NM_178214NM_178214uc008qmj.1Mus musculus histone cluster 2, H2be (Hist2h2be), mRNA319190 chr3 96221120

Pm20d1NM_178079;BC049922NM_178079uc029qtg.1;uc007cnt.2Mus musculus cDNA fis, clone TRACH3014415, weakly similar to Carboxypeptidase S precursor (EC 3.4.17.4);Mus musculus peptidase M20 domain containing 1 (Pm20d1), mRNA212933 chr1131816671;131797394

Pank1NM_001114339;NM_023792NM_001114339;NM_023792uc008hgw.3;uc008hgv.2Mus musculus pantothenate kinase 1 (Pank1)75735 chr19 34806935

Smad6 NM_008542NM_008542uc009qbk.2Mus musculus SMAD family member 6 (Smad6), mRNA17130 chr9 63953075

GmprNM_025508;AK188187NM_025508uc007qha.1;uc007qhb.1Mus musculus guanosine monophosphate reductase (Gmpr), mRNA66355 chr1345507468;45520851

Dag1NM_001276493;NM_001276482;NM_001276494;NM_001276481;NM_001276486;NM_001276492;NM_001276485;NM_010017NM_001276493;NM_001276482;NM_001276494;NM_001276481;NM_001276486;NM_001276492;NM_001276485;NM_010017uc033jnb.1;uc009roy.2;uc033jnc.1;uc033jna.1;uc009rpa.2;uc009roz.2;uc033jmz.1;uc009rox.2Mus musculus dystroglycan 1 (Dag1) chr9 1.08E+08

Rab36BC119098;AK163455;AK046113;AK142025;NM_029781NM_029781uc007fpx.1;uc007fpy.1;uc007fpw.1;uc007fpz.1;uc007fqa.1Mus musculus RAB36, member RAS oncogene family (Rab36), mRNA76877 chr1075038432;75037225;75037088

Gm10789 NR_033476 uc012aid.1Mus musculus predicted gene 10789 (Gm10789), long non-coding RNAchr16 90142236

Mblac2NM_028372;BC107206NM_028372uc007rib.1;uc007ria.1Mus musculus metallo-beta-lactamase domain containing 2 (Mblac2), mRNAchr1381711529;81711416

Kcng4 NM_025734NM_025734uc009nqb.1Mus musculus potassium voltage-gated channel, subfamily G, member 4 (Kcng4), mRNA66733 chr8 1.2E+08

Nell1NM_001037906;AK035921;AK032845NM_001037906uc009hbx.1;uc009hby.1;uc012flf.1Mus musculus NEL-like 1 (Nell1), mRNA338352 chr7 49975349

TicrrNM_029835;AK054492;AK137597NM_029835uc012fni.1;uc012fnj.1;uc009hyp.1Mus musculus TOPBP1-interacting checkpoint and replication regulator (Ticrr), mRNAchr7 79660195

E2f2 NM_177733NM_177733uc008vht.2Mus musculus E2F transcription factor 2 (E2f2), mRNA242705 chr4 1.36E+08

Casp6 NM_009811NM_009811uc008riq.2Mus musculus caspase 6 (Casp6), mRNA12368 chr3 1.3E+08

Slfn9NM_172796;AK050355NM_172796uc007koc.1;uc007kob.1Mus musculus schlafen 9 (Slfn9), mRNA237886 chr1182982153;82980302

Lrrc4 NM_138682NM_138682uc009bcu.1Mus musculus leucine rich repeat containing 4 (Lrrc4), mRNA192198 chr6 28828125

Rad51cAK136204;NM_053269NM_053269uc007ktp.2;uc011ybx.1Mus musculus RAD51 homolog C (Rad51c), mRNA chr11 87377606

Nhlrc1 NM_175340NM_175340uc007qhp.2Mus musculus NHL repeat containing 1 (Nhlrc1), mRNA105193 chr13 47012556

PtproNM_001164402;NM_001164403;NM_011216;NM_001164401;AK045929NM_001164402;NM_001164403;NM_011216;NM_001164401uc009emy.2;uc009emw.2;uc009emv.2;uc009emx.2;uc009emu.2Mus musculus protein tyrosine phosphatase, receptor type, O (Ptpro)19277 chr6137410720;137252298

MttpCCDS38650;NM_008642;NM_001163457;CCDS51080NM_008642;NM_001163457uc033iaa.1;uc008rmw.2;uc008rmx.2;uc033iab.1Mus musculus microsomal triglyceride transfer protein (Mttp)17777 chr3 1.38E+08

Zfp618NM_028326;AK012848NM_028326uc008tfm.2;uc008tfn.2Mus musculus zinc finger protein 618 (Zfp618), mRNA72701 chr4 62965573

Ifitm5 NM_053088NM_053088uc009kiy.1Mus musculus interferon induced transmembrane protein 5 (Ifitm5), mRNA73835 chr7 1.41E+08

Smim1NM_001163722;AK028394;NM_001163721;BC099522;AK002541NM_001163722;NM_001163721uc012dqh.1;uc008wba.2;uc008waz.2;uc012dqf.1;uc012dqg.1Mus musculus small integral membrane protein 1 (Smim1)68859 chr4 1.54E+08

Acvr1b NM_007395NM_007395uc007xsr.1Mus musculus activin A receptor, type 1B (Acvr1b), mRNA11479 chr15 1.01E+08

Mterfd3CCDS24088;NM_028832NM_028832uc007gld.2;uc033frq.1Mus musculus MTERF domain containing 3 (Mterfd3), mRNA74238 chr1085119600;85119432
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Zfp41CCDS37108;NM_011759;NM_001044718NM_011759;NM_001044718uc007wgy.2;uc007wgx.2;uc033gui.1Mus musculus zinc finger protein 41 (Zfp41)22701 chr1575618200;75616683

Arhgap36NM_001081123;BC090672NM_001081123uc009tdd.1;uc009tdc.2Mus musculus Rho GTPase activating protein 36 (Arhgap36), mRNAchrX49470449;49463944

Fam53bAK147725;AK020830;AK156629;NM_175268;AK165022;NM_212473;AK031576NM_175268;NM_212473uc009kcg.1;uc009kcj.1;uc009kcl.1;uc009kcf.1;uc009kci.1;uc009kch.1;uc009kck.1Mus musculus family with sequence similarity 53, member B (Fam53b), mRNA77938 chr7132759267;132712083

Aff3AK014322;BC052061;NM_010678NM_010678uc007ass.2;uc007asu.1;uc007ast.1Mus musculus AF4/FMR2 family, member 3 (Aff3), mRNAchr138207905;38209552;38177326

Cdan1NM_026891;AK005239;BC117555;AK157271NM_026891uc012cci.1;uc008lwu.1;uc008lwt.1;uc008lwv.1Mus musculus congenital dyserythropoietic anemia, type I (human) (Cdan1), mRNA68968 chr2 1.21E+08

Npl NM_028749NM_028749uc007dac.1Mus musculus N-acetylneuraminate pyruvate lyase (Npl), mRNA74091 chr1 1.54E+08

1700016K19RikNM_198637NM_198637uc007key.2Mus musculus RIKEN cDNA 1700016K19 gene (1700016K19Rik), mRNA74230 chr11 75999911

Dna2AK053856;BC115716;BC030382;AK087594;NM_177372NM_177372uc011xfh.1;uc007fjk.1;uc007fji.2;uc007fjj.2;uc011xfi.1Mus musculus DNA replication helicase 2 homolog (yeast) (Dna2), mRNAchr1062965680;62947028

Gprin3CCDS20199;NM_183183NM_183183uc033isd.1;uc009cdk.1Mus musculus GPRIN family member 3 (Gprin3), mRNA243385 chr659353028;59352460

Sox18 NM_009236NM_009236uc008ona.1Mus musculus SRY (sex determining region Y)-box 18 (Sox18), mRNA20672 chr2 1.82E+08

Rbl1AK147064;NM_011249;NM_001139516NM_011249;NM_001139516uc008noq.2;uc008nor.2;uc008nos.2Mus musculus retinoblastoma-like 1 (p107) (Rbl1) chr2157166977;157174995;157145893

Ptchd3BC171943;NM_029049NM_029049uc007mwf.2;uc011yjp.1Mus musculus patched domain containing 3 (Ptchd3), mRNAchr11 1.22E+08

E2f1 AK017841;NM_007891NM_007891uc008njl.1;uc008njk.1Mus musculus E2F transcription factor 1 (E2f1)13555 chr2154562937;154559638

Nudt11 NM_021431NM_021431uc009sku.1Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 11 (Nudt11), mRNAchrX 6047506

Osbpl7AK038088;NM_001081434;AK017095;AK154677NM_001081434uc007ldn.1;uc007ldq.1;uc007ldo.1;uc007ldp.1Mus musculus oxysterol binding protein-like 7 (Osbpl7), mRNAchr1197053423;97050819;97066880

Slc44a3 NM_145394NM_145394uc008rdz.2Mus musculus solute carrier family 44, member 3 (Slc44a3), mRNA213603 chr3 1.21E+08

Ubn2NM_177185;AK173339;BC044744;AK051609;BC043095NM_177185uc009bke.2;uc012ekc.1;uc009bkh.2;uc009bkg.1;uc009bkf.1Mus musculus ubinuclein 2 (Ubn2), mRNA320538 chr638484074;38463553;38440454;38433924

Zranb3NM_027678;BC117922;NM_001285945;AK016921NM_027678;NM_001285945uc007cle.2;uc007clg.1;uc007clf.2;uc007cld.2Mus musculus zinc finger, RAN-binding domain containing 3 (Zranb3)226409 chr1127987109;127954178

Grid1 NM_008166NM_008166uc007tbj.1Mus musculus glutamate receptor, ionotropic, delta 1 (Grid1), mRNA14803 chr14 34820135

Mmd2 NM_175217NM_175217uc009aix.1Mus musculus monocyte to macrophage differentiation-associated 2 (Mmd2), mRNA75104 chr5 1.43E+08

AB349717 AB349717 uc007kkx.3Mus musculus non-coding RNA, oocyte_clustered_small_RNA6755, complete sequencechr11 79694888

Gpr149 NM_177346NM_177346uc008pjo.1Mus musculus G protein-coupled receptor 149 (Gpr149), mRNA229357 chr3 62529962

AK003327 AK003327 uc007apm.1Mus musculus 18-day embryo whole body cDNA, RIKEN full-length enriched library, clone:1110002O04 product:unclassifiable, full insert sequencechr1 35879844

Tigd4 NM_207278NM_207278uc008pqh.1Mus musculus tigger transposable element derived 4 (Tigd4), mRNA403175 chr3 84593573

Gm13752 NR_040370 uc008khk.1Mus musculus predicted gene 13752 (Gm13752), long non-coding RNAchr2 80391363

Cacna1aNM_001252059;AK017088;AK161752;NM_001252061;NM_001252060;AK052625;NM_007578NM_001252059;NM_001252061;NM_001252060;NM_007578uc009mmq.1;uc012ghk.2;uc009mmn.2;uc009mmm.1;uc009mmo.1;uc029wuc.1;uc029wud.1Mus musculus calcium channel, voltage-dependent, P/Q type, alpha 1A subunit (Cacna1a)chr884461489;84415363;84547093;84601388

Aldh1a7 NM_011921NM_011921uc008gyn.1Mus musculus aldehyde dehydrogenase family 1, subfamily A7 (Aldh1a7), mRNA26358 chr19 20692952

Wdr76NM_030234;AK051037;AK020004;BC117821NM_030234uc008lzi.1;uc012ccs.1;uc012cct.1;uc008lzj.1Mus musculus WD repeat domain 76 (Wdr76) chr2 1.22E+08

Dmrt1NM_015826;DQ530630;AY169785NM_015826uc012bju.1;uc008hbi.1;uc012bjv.1Mus musculus doublesex and mab-3 related transcription factor 1 (Dmrt1), mRNA50796 chr19 25505705

6720468P15RikNR_040306;NR_040307uc008iah.2;uc029tsz.1Mus musculus RIKEN cDNA 6720468P15 gene (6720468P15Rik)chr1957508563;57509065

Palb2NM_001081238;NM_001289842;NM_001289844;NM_001289845;NM_001289843;AK028653NM_001081238;NM_001289842;NM_001289844;NM_001289845;NM_001289843uc009jol.1;uc009joj.2;uc012ftg.2;uc012fth.2;uc009jok.1;uc009jom.1Mus musculus partner and localizer of BRCA2 (Palb2)233826 chr7122111571;122107261;122125581

Ano4NR_102339;NM_001277188;AK039728;AK078364NM_001277188uc007gsa.1;uc033frt.1;uc007gsc.1;uc007gsb.1Mus musculus anoctamin 4 (Ano4) chr1089067179;89015603;88948993

Foxred2AK079870;AK171308;NM_001017983;NM_001168260NM_001017983;NM_001168260uc007wol.1;uc007wok.2;uc007woi.2;uc007woj.2Mus musculus FAD-dependent oxidoreductase domain containing 2 (Foxred2)chr1577952752;77940521

Jmjd8 NM_028101NM_028101uc008bce.2Mus musculus jumonji domain containing 8 (Jmjd8), mRNA72106 chr17 25829042

Exoc3lAK172618;NM_177788NM_177788uc009nci.1;uc009ncj.1Mus musculus exocyst complex component 3-like (Exoc3l), mRNA277978 chr8 1.05E+08

Wdr66AK016965;AK030281 uc008znm.1;uc008znl.1SubName: Full=MCG11126, isoform CRA_a; SubName: Full=Protein Wdr66;SubName: Full=Protein Wdr66; SubName: Full=Wdr66 protein269701 chr5123289881;123271594

Rif1AY428571;AK030007;BC055320;NM_175238;AK088917;AK088688NM_175238uc012bvk.1;uc008jqq.1;uc008jqt.1;uc008jqr.1;uc012bvj.1;uc008jqs.1Mus musculus Rap1 interacting factor 1 homolog (yeast) (Rif1), mRNAchr252072836;52089523;52109910

SvipNR_027704;AK029831;NM_001160345NM_001160345uc009hcm.2;uc009hcn.2;uc009hcl.2Mus musculus small VCP/p97-interacting protein (Svip)75744 chr7 51997160

Chic1 NM_009767NM_009767uc009tzl.2Mus musculus cysteine-rich hydrophobic domain 1 (Chic1), mRNA12212 chrX 1.03E+08

FaxcNM_175234;BC059864;AK081616;AK082464NM_175234uc008sdm.2;uc008sdk.2;uc008sdn.2;uc008sdl.2Mus musculus failed axon connections homolog (Drosophila) (Faxc), mRNAchr4 21931325

Fndc7NM_001165965;NM_177091;AK165075;AK160805NM_001165965;NM_177091uc008qzu.2;uc008qzv.2;uc012cwg.1;uc008qzw.1Mus musculus fibronectin type III domain containing 7 (Fndc7)320181 chr3108869319;108853677

Rab27aBC008173;AF304376;NM_023635NM_023635uc009qqw.1;uc009qqx.1;uc009qqv.1Mus musculus RAB27A, member RAS oncogene family (Rab27a), mRNA11891 chr973064242;73044864

D330045A20RikBC112416;NM_175326;AK171459NM_175326uc012hpi.1;uc009ukg.2;uc009ukh.2Mus musculus RIKEN cDNA D330045A20 gene (D330045A20Rik), mRNA102871 chrX 1.39E+08

Dach1NM_007826;NM_001038610;AK139060NM_007826;NM_001038610uc007uut.2;uc007uus.2;uc007uur.2Mus musculus dachshund 1 (Drosophila) (Dach1) chr1497825865;97786845

Rab11fip4 NM_175543NM_175543uc007kku.1Mus musculus RAB11 family interacting protein 4 (class II) (Rab11fip4), mRNA268451 chr11 79591211

E2f7AK041481;NM_178609;AK045040;AK051521NM_178609uc007gzp.1;uc011xne.1;uc007gzo.1;uc007gzn.1Mus musculus E2F transcription factor 7 (E2f7), mRNA52679 chr10 1.11E+08

Pla2g12aNM_183423;NM_023196;NM_001286948;NR_104611NM_183423;NM_023196;NM_001286948uc008rip.3;uc033hzq.1;uc012cxt.2;uc033hzr.1Mus musculus phospholipase A2, group XIIA (Pla2g12a) chr3129878605;129881183
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Chaf1aAK161016;NM_013733NM_013733uc008dar.1;uc008das.1Mus musculus chromatin assembly factor 1, subunit A (p150) (Chaf1a), mRNA27221 chr1756057717;56040415

Inmt NM_009349NM_009349uc009can.1Mus musculus indolethylamine N-methyltransferase (Inmt), mRNA21743 chr6 55170626

4930578G10RikAK016301 uc008snw.1SubName: Full=Protein 4930578G10Rik chr4 42735866

Fcho1AK172927;AK088957;NM_028715NM_028715uc033jge.1;uc009meu.2;uc009mev.3Mus musculus FCH domain only 1 (Fcho1) chr871708386;71713976

Bfsp1NM_009751;AB003147NM_009751uc008mqh.1;uc012cfe.1Mus musculus beaded filament structural protein 1, in lens-CP94 (Bfsp1)12075 chr2 1.44E+08

Tshz3 NM_172298NM_172298uc009gkj.1Mus musculus teashirt zinc finger family member 3 (Tshz3), mRNA243931 chr7 36698117

Odf1 NM_008757NM_008757uc011zsh.1Mus musculus outer dense fiber of sperm tails 1 (Odf1), mRNA18285 chr15 38219202

Pde8bAK036090;AK046298;NM_172263;EF644173;AK170192;NM_001170669NM_172263;NM_001170669uc007rmc.2;uc007rmb.2;uc007rme.1;uc011zcx.1;uc007rmf.2;uc007rmd.2Mus musculus phosphodiesterase 8B (Pde8b)218461 chr1395090068;95024104;95033945

Srp19AK135508;NM_025527NM_025527uc008ekh.2;uc008ekg.2Mus musculus signal recognition particle 19 (Srp19), mRNA66384 chr18 34331144

DQ727060 DQ727060 uc029wec.1Mus musculus 0 day neonate head cDNA, RIKEN full-length enriched library, clone:4833408D11 product:unclassifiable, full insert sequencechr7 27821959

Gstm6NM_008184;AK015265NM_008184uc012cvy.1;uc008qxu.1Mus musculus glutathione S-transferase, mu 6 (Gstm6), mRNA14867 chr3 1.08E+08

Stt3a NM_008408NM_008408uc009oty.1Mus musculus STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae) (Stt3a), mRNA16430 chr9 36732412

CarsNM_013742;NM_001252593NM_013742;NM_001252593uc009kpn.2;uc009kpo.2Mus musculus cysteinyl-tRNA synthetase (Cars)27267 chr7 1.44E+08

Bdh1AK076718;NM_175177;AK146962;NM_001122683NM_175177;NM_001122683uc007yxk.2;uc007yxl.2;uc007yxi.2;uc007yxj.2Mus musculus 3-hydroxybutyrate dehydrogenase, type 1 (Bdh1)71911 chr1631429402;31422296;31428752

Tradd NM_001033161NM_001033161uc009nby.1Mus musculus TNFRSF1A-associated via death domain (Tradd), mRNA71609 chr8 1.05E+08

Klf4 NM_010637NM_010637uc008sxk.2Mus musculus Kruppel-like factor 4 (gut) (Klf4), mRNA16600 chr4 55527136

Minos1NR_033745;NM_001163006NM_001163006uc008vlu.2;uc012dno.1Mus musculus mitochondrial inner membrane organizing system 1 (Minos1)433771 chr4 1.39E+08

Chchd2 NM_024166NM_024166uc008ztn.1Mus musculus coiled-coil-helix-coiled-coil-helix domain containing 2 (Chchd2), mRNA14004 chr5 1.3E+08

2310009B15RikAK009246;NM_001081226NM_001081226uc007cvw.1;uc007cvv.1Mus musculus RIKEN cDNA 2310009B15 gene (2310009B15Rik), mRNA69549 chr1 1.39E+08

Slc39a6 NM_139143NM_139143uc008egv.1Mus musculus solute carrier family 39 (metal ion transporter), member 6 (Slc39a6), mRNA106957 chr18 24579880

1600002K03RikNM_027207NM_027207uc007gcf.1Mus musculus RIKEN cDNA 1600002K03 gene (1600002K03Rik), mRNA69770 chr10 80172943

Kdelr3 NM_134090NM_134090uc007wto.2Mus musculus KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (Kdelr3), mRNA105785 chr15 79516407

Irf1NM_001159396;NM_008390;AY225160;NM_001159393NM_001159396;NM_008390;NM_001159393uc007iwx.2;uc007iwy.2;uc007iwz.2;uc007iww.2Mus musculus interferon regulatory factor 1 (Irf1)16362 chr1153770013;53770472

Brsk1NM_001168572;NM_001003920NM_001168572;NM_001003920uc009eyf.1;uc009eye.2Mus musculus BR serine/threonine kinase 1 (Brsk1)381979 chr7 4690927

Dbn1NM_001177372;NM_001177371;NM_019813NM_001177372;NM_001177371;NM_019813uc007qrd.2;uc011yzu.1;uc007qrc.2Mus musculus drebrin 1 (Dbn1) chr13 55473427

Tbc1d23AK171591;NM_026254NM_026254uc007znd.1;uc007znb.1Mus musculus TBC1 domain family, member 23 (Tbc1d23), mRNA67581 chr1657168863;57207956

Tmem204NM_001001183NM_001001183uc008azp.1Mus musculus transmembrane protein 204 (Tmem204), mRNA407831 chr17 25057701

Ppp1r3c NM_016854NM_016854uc008hhs.1Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 3C (Ppp1r3c), mRNA53412 chr19 36731730

Ralb NM_022327NM_022327uc007cis.2Mus musculus v-ral simian leukemia viral oncogene homolog B (ras related) (Ralb), mRNA64143 chr1 1.19E+08

Clic1 NM_033444NM_033444uc008cfg.1Mus musculus chloride intracellular channel 1 (Clic1), mRNA114584 chr17 35050242

Gng8 NM_010320NM_010320uc009fik.1Mus musculus guanine nucleotide binding protein (G protein), gamma 8 (Gng8), mRNA14709 chr7 16891785

Mrpl52NM_026851;BC028522;BC060043NM_026851uc007tvy.1;uc007twa.1;uc007tvz.1;uc007twb.1Mus musculus mitochondrial ribosomal protein L52 (Mrpl52), mRNAchr1454426971;54426908;54427139

Snx7NM_029655;NM_001190156NM_029655;NM_001190156uc008rdc.2;uc008rdd.2Mus musculus sorting nexin 7 (Snx7)76561 chr3 1.18E+08

Mars2 NM_175439NM_175439uc007baj.1Mus musculus methionine-tRNA synthetase 2 (mitochondrial) (Mars2), mRNA212679 chr1 55237176

Fam98aAK046481;NM_133747NM_133747uc008doq.1;uc008dor.1Mus musculus family with sequence similarity 98, member A (Fam98a), mRNAchr1775537085;75537094

Pcdh19NM_001105246;NM_001105245NM_001105246;NM_001105245uc009uew.2;uc009uex.2Mus musculus protocadherin 19 (Pcdh19)279653 chrX 1.34E+08

Crlf2NM_001164735;BC016580;NM_016715NM_001164735;NM_016715uc008ypg.2;uc008yph.2;uc008ypi.2Mus musculus cytokine receptor-like factor 2 (Crlf2) chr5 1.1E+08

Aldh18a1NM_153554;AK134148;NM_019698NM_153554;NM_019698uc008hkx.2;uc008hky.2;uc008hkw.2Mus musculus aldehyde dehydrogenase 18 family, member A1 (Aldh18a1)chr1940550256;40557056

Lgals9NM_010708;NM_001159301NM_010708;NM_001159301uc007kke.2;uc007kkd.2Mus musculus lectin, galactose binding, soluble 9 (Lgals9)16859 chr11 78962978

Prss23CCDS21442;NM_029614;BC018517NM_029614uc009ifz.1;uc009iga.1;uc033jaf.1Mus musculus protease, serine 23 (Prss23), mRNA chr789507784;89509710

Tgfb1 NM_011577NM_011577uc009ftq.1Mus musculus transforming growth factor, beta 1 (Tgfb1), mRNA21803 chr7 25687001

LmnaNM_001111102;NM_001002011;NM_019390NM_001111102;NM_001002011;NM_019390uc008pvk.3;uc008pvj.3;uc008pvl.3Mus musculus lamin A (Lmna) 16905 chr388481147;88483204

Ppp1r3bCCDS22243;BC060261;NM_177741NM_177741uc033jez.1;uc009lkw.1;uc009lkx.1Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 3B (Ppp1r3b), mRNA244416 chr835384008;35376678;35375740

Tmem160 NM_026938NM_026938uc009fhu.1Mus musculus transmembrane protein 160 (Tmem160), mRNA69094 chr7 16452778

Hmg20bBC003924;NM_001163166;NM_001163165;NM_010440;BC071217NM_001163166;NM_001163165;NM_010440uc007ghj.2;uc007ghl.2;uc007ghk.2;uc007ghn.2;uc007ghm.2Mus musculus high mobility group 20B (Hmg20b)15353 chr10 81346045

Med21 NM_025315NM_025315uc009esg.1Mus musculus mediator complex subunit 21 (Med21), mRNA108098 chr6 1.47E+08

Atp6v0b NM_033617NM_033617uc008ujc.1Mus musculus ATPase, H+ transporting, lysosomal V0 subunit B (Atp6v0b), mRNA114143 chr4 1.18E+08
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AB341725 AB341725 uc007mts.2Mus musculus non-coding RNA, oocyte_clustered_small_RNA6924, complete sequencechr11 1.21E+08

Uba5 NM_025692NM_025692uc009rhf.2Mus musculus ubiquitin-like modifier activating enzyme 5 (Uba5), mRNA66663 chr9 1.04E+08

Psma7NM_001289476;NM_011969NM_001289476;NM_011969uc033hrv.1;uc008oib.2Mus musculus proteasome (prosome, macropain) subunit, alpha type 7 (Psma7)26444 chr2 1.8E+08

Psmg4NM_001110515;NM_001101430NM_001110515;NM_001101430uc007qbe.3;uc007qbf.3Mus musculus proteasome (prosome, macropain) assembly chaperone 4 (Psmg4)69666 chr13 34162963

Golt1b NM_025872NM_025872uc009epg.1Mus musculus golgi transport 1 homolog B (S. cerevisiae) (Golt1b), mRNA66964 chr6 1.42E+08

Uap1AK163314;AK147139;AK047566;NM_133806NM_133806uc007dly.1;uc007dlw.1;uc007dlx.1;uc007dlz.1Mus musculus UDP-N-acetylglucosamine pyrophosphorylase 1 (Uap1), mRNA107652 chr1170142002;170149670

5330426P16RikAK019912;AK151508;NR_028300uc007zky.2;uc007zla.2;uc012agm.1Mus musculus RIKEN cDNA 5330426P16 gene (5330426P16Rik), long non-coding RNAchr1650719296;50726750

Plcd1NM_019676;JN635596;BC015249NM_019676uc009saf.1;uc012hch.1;uc029xgo.1Mus musculus phospholipase C, delta 1 (Plcd1), mRNA chr9 1.19E+08

NfkbibNM_010908;AY176058NM_010908uc009fzs.1;uc009fzr.1Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, beta (Nfkbib), mRNA18036 chr728759042;28758250

Derl1 NM_024207NM_024207uc007vsq.1Mus musculus Der1-like domain family, member 1 (Derl1), mRNA67819 chr15 57869501

Etv4AK144538;AK144683;NM_008815;X63190;AK158497NM_008815uc007lpt.1;uc007lpv.1;uc007lpw.1;uc007lps.1;uc007lpu.1Mus musculus ets variant gene 4 (E1A enhancer binding protein, E1AF) (Etv4), mRNA18612 chr11101773123;101774402;101769741

GabrqAK038859;NM_020488NM_020488uc009tkr.1;uc009tkq.1Mus musculus gamma-aminobutyric acid (GABA) A receptor, subunit theta (Gabrq)57249 chrX 72825435

Clec2d NM_053109NM_053109uc009efe.2Mus musculus C-type lectin domain family 2, member d (Clec2d), mRNA93694 chr6 1.29E+08

Baz1a NM_013815NM_013815uc007nnz.2Mus musculus bromodomain adjacent to zinc finger domain 1A (Baz1a), mRNA217578 chr12 54892988

PtprcNM_001111316;AK171802;NM_001268286;M17320;NM_011210;M14343NM_001111316;NM_001268286;NM_011210uc007cvh.3;uc033fmd.1;uc007cvk.2;uc007cvi.3;uc007cvj.2;uc007cvf.3Mus musculus protein tyrosine phosphatase, receptor type, C (Ptprc)chr1138119472;138113563;138062858

Slc35f5 NM_028787NM_028787uc007ckg.1Mus musculus solute carrier family 35, member F5 (Slc35f5), mRNA74150 chr1 1.26E+08

Zfp704BC083106;NM_133218NM_133218uc012cng.1;uc012cnh.1Mus musculus zinc finger protein 704 (Zfp704), mRNA170753 chr3 9427009

Pdlim7NR_104287;AK010339;NM_001114087;AK049902;AK033091;NM_026131;NM_001114088NM_001114087;NM_026131;NM_001114088uc007qrk.3;uc007qrh.3;uc007qrf.3;uc007qrg.3;uc007qrj.3;uc007qri.3;uc007qrl.3Mus musculus PDZ and LIM domain 7 (Pdlim7)67399 chr1355495794;55506772;55506773;55497486

Loxl2AK159386;AK081898;NM_033325NM_033325uc007umo.2;uc029slk.1;uc007umn.3Mus musculus lysyl oxidase-like 2 (Loxl2), mRNA94352 chr1469609166;69609475;69390792

Ninj1 NM_013610NM_013610uc007qiw.1Mus musculus ninjurin 1 (Ninj1), mRNA18081 chr13 49187546

Hoxb5 NM_008268NM_008268uc007lbu.2Mus musculus homeobox B5 (Hoxb5), mRNA15413 chr11 96303511

Pdia5 NM_028295NM_028295uc007zbl.1Mus musculus protein disulfide isomerase associated 5 (Pdia5), mRNA72599 chr16 35397311

Dnajb5AF088983;AF321322;BC048902;NM_019874NM_019874uc008sop.1;uc008som.1;uc008soo.1;uc008son.1Mus musculus DnaJ (Hsp40) homolog, subfamily B, member 5 (Dnajb5), mRNA56323 chr442949866;42950849;42953093;42950395

Ostc NM_025509NM_025509uc008rjc.2Mus musculus oligosaccharyltransferase complex subunit (Ostc), mRNA66357 chr3 1.31E+08

Klf3NM_008453;AK046659;DQ981866;AK177867;AK010713NM_008453uc008xmr.1;uc012dwl.1;uc008xmu.1;uc008xms.1;uc008xmt.1Mus musculus Kruppel-like factor 3 (basic) (Klf3), mRNA16599 chr564815920;64821873;64812338;64803522

Cd9 NM_007657NM_007657uc009dun.1Mus musculus CD9 antigen (Cd9), mRNA12527 chr6 1.25E+08

Plac9b NM_207229NM_207229uc007srw.2;uc007ssd.2;uc007ssk.2Mus musculus placenta specific 9b (Plac9b), mRNA211623 chr14 26167317

AK087886 AK087886 uc007gwe.1Mus musculus 2 days pregnant adult female ovary cDNA, RIKEN full-length enriched library, clone:E330036K19 product:CASP2 and RIPK1 domain containing adaptor with death domain, full insert sequencechr10 95318246

Tspan17AK166272;NM_028841NM_028841uc007qpl.2;uc007qpm.2Mus musculus tetraspanin 17 (Tspan17), mRNA74257 chr13 54789404

2810428I15RikNM_025577NM_025577uc009mal.1Mus musculus RIKEN cDNA 2810428I15 gene (2810428I15Rik), mRNA66462 chr8 70504295

Mical1NM_001164433;AK171779;NM_138315;AK154665NM_001164433;NM_138315uc007exo.2;uc007exq.2;uc007exn.2;uc007exp.2Mus musculus microtubule associated monooxygenase, calponin and LIM domain containing 1 (Mical1)171580 chr1041476313;41478390

Krtcap3BC016516;NM_027221NM_027221uc008wxx.1;uc008wxz.2Mus musculus keratinocyte associated protein 3 (Krtcap3), mRNAchr531251705;31251699

Slc39a13NM_026721;BC020106;BC100463NM_026721uc008kui.1;uc008kug.1;uc008kuh.1Mus musculus solute carrier family 39 (metal ion transporter), member 13 (Slc39a13)68427 chr2 91061790

Il1rl1BC051445;NM_010743;NM_001025602;AK145118NM_001025602;NM_010743uc007aub.2;uc007aua.2;uc007auc.2;uc007atz.3Mus musculus interleukin 1 receptor-like 1 (Il1rl1)17082 chr140440627;40439648;40429604

Rrbp1NM_133626;NM_024281;AF273693;AF273691;AF273692NM_133626;NM_024281uc008mqk.1;uc012cff.1;uc008mqm.1;uc008mqj.1;uc008mql.1Mus musculus ribosome binding protein 1 (Rrbp1) chr2143985863;143947394

Med11 NM_025397NM_025397uc007juv.1Mus musculus mediator complex subunit 11 (Med11), mRNA66172 chr11 70451930

Blzf1NM_025505;NM_001160209;NM_001160208NM_025505;NM_001160209;NM_001160208uc007dih.1;uc007dii.2;uc007dig.1Mus musculus basic leucine zipper nuclear factor 1 (Blzf1)66352 chr1 1.64E+08

Mfhas1AK171759;NM_001081279NM_001081279uc009lla.1;uc009llb.1Mus musculus malignant fibrous histiocytoma amplified sequence 1 (Mfhas1), mRNA52065 chr835588955;35587797

Creg1AK150006;NM_011804NM_011804uc007djm.1;uc011wvb.1Mus musculus cellular repressor of E1A-stimulated genes 1 (Creg1), mRNAchr1 1.66E+08

Chmp4c NM_025519NM_025519uc008opu.1Mus musculus charged multivesicular body protein 4C (Chmp4c), mRNA66371 chr3 10366972

PtafrCCDS38899;NM_001081211NM_001081211uc008vbn.1;uc033ifb.1Mus musculus platelet-activating factor receptor (Ptafr), mRNA19204 chr4132579300;132564066

Larp6 NM_026235NM_026235uc009pzh.1Mus musculus La ribonucleoprotein domain family, member 6 (Larp6), mRNA67557 chr9 60713120

Fbxl22 NM_175206NM_175206uc009qex.2Mus musculus F-box and leucine-rich repeat protein 22 (Fbxl22), mRNA74165 chr9 66508458

Tmem238NM_029384;CCDS51977NM_029384uc009eyr.1;uc033iwe.1Mus musculus transmembrane protein 238 (Tmem238), mRNAchr74789011;4784784

Mpc1CCDS49944;NM_018819NM_018819uc033hao.1;uc033han.1Mus musculus mitochondrial pyruvate carrier 1 (Mpc1), mRNAchr17 8283812

Map3k14NM_016896;AK038828NM_016896uc007lua.1;uc007lub.1Mus musculus mitogen-activated protein kinase kinase kinase 14 (Map3k14), mRNAchr11103219763;103237029

Nod1NM_172729;NM_001171007NM_172729;NM_001171007uc009caf.2;uc009cag.2Mus musculus nucleotide-binding oligomerization domain containing 1 (Nod1)107607 chr6 54923941
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Tars NM_033074NM_033074uc007vhc.1Mus musculus threonyl-tRNA synthetase (Tars), mRNA110960 chr15 11383662

Tagln NM_011526NM_011526uc009pgs.2Mus musculus transgelin (Tagln), mRNA21345 chr9 45929627

Hspb1BC090388;NM_013560NM_013560uc012eeq.1;uc008zze.2Mus musculus heat shock protein 1 (Hspb1), mRNA15507 chr5 1.36E+08

4833419F23RikNR_040328 uc008dyg.2Mus musculus RIKEN cDNA 4833419F23 gene (4833419F23Rik), long non-coding RNAchr18 4353546

Ntsr1BC138633;NM_018766NM_018766uc008ojg.1;uc012cmd.1Mus musculus neurotensin receptor 1 (Ntsr1), mRNA18216 chr2 1.8E+08

Gpx4NM_001037741;NM_008162;NR_110342NM_001037741;NM_008162uc007gbl.2;uc007gbj.1;uc007gbk.2Mus musculus glutathione peroxidase 4 (Gpx4)625249 chr1080053487;80047165;80054018

Ckap4 NM_175451NM_175451uc007gkq.1Mus musculus cytoskeleton-associated protein 4 (Ckap4), mRNA216197 chr10 84526304

Il21rNM_021887;AK040073;BC057861NM_021887uc009jqf.2;uc012ftn.1;uc009jqe.2Mus musculus interleukin 21 receptor (Il21r), mRNA60504 chr7 1.26E+08

S1pr1NM_007901;CCDS17781NM_007901uc033hzh.1;uc008rbo.2Mus musculus sphingosine-1-phosphate receptor 1 (S1pr1), mRNA13609 chr3115711794;115710432

Pea15a NM_011063NM_011063uc007dpy.1Mus musculus phosphoprotein enriched in astrocytes 15A (Pea15a)18611 chr1 1.72E+08

Abca7AK143653;BC150708;BC038521;NM_013850NM_013850uc011xil.1;uc007gba.1;uc007gbc.1;uc007gbb.1Mus musculus ATP-binding cassette, sub-family A (ABC1), member 7 (Abca7), mRNA27403 chr1079997614;80011923;80007230

Lpin3NM_001199118;NM_022883;AK033647NM_001199118;NM_022883uc008nrh.2;uc008nrj.2;uc008nri.2Mus musculus lipin 3 (Lpin3) 64899 chr2160880669;160888167

Pid1AK017173;AK164328;NM_001003948NM_001003948uc007bsu.1;uc007bst.2;uc007bsv.2Mus musculus phosphotyrosine interaction domain containing 1 (Pid1), mRNA98496 chr184115331;84157128;84036292

Gabarap NM_019749NM_019749uc007jtg.2Mus musculus gamma-aminobutyric acid receptor associated protein (Gabarap), mRNA56486 chr11 69991369

B2m NM_009735NM_009735uc008maf.1Mus musculus beta-2 microglobulin (B2m), mRNA12010 chr2 1.22E+08

Myl12a NM_026064NM_026064uc008dlw.1Mus musculus myosin, light chain 12A, regulatory, non-sarcomeric (Myl12a), mRNA67268 chr17 70993792

Myo1g NM_178440NM_178440uc007hyt.2Mus musculus myosin IG (Myo1g), mRNA246177 chr11 6506547

Dyrk3 NM_145508NM_145508uc007cmw.1Mus musculus dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 (Dyrk3), mRNA226419 chr1 1.31E+08

Adamts1 NM_009621NM_009621uc012aho.1Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 1 (Adamts1), mRNA11504 chr16 85793827

Tha1 AY219872;NM_027919NM_027919uc011yik.1;uc007moh.2Mus musculus threonine aldolase 1 (Tha1), mRNA chr11 1.18E+08

Rel NM_009044NM_009044uc007ifo.1Mus musculus reticuloendotheliosis oncogene (Rel), mRNA19696 chr11 23741728

Bet1l NM_018742NM_018742uc009kii.2Mus musculus blocked early in transport 1 homolog (S. cerevisiae)-like (Bet1l), mRNA54399 chr7 1.41E+08

Elovl1NM_019422;AK135348;NM_001039176;NM_001039175NM_019422;NM_001039176;NM_001039175uc008ukb.2;uc008ujy.1;uc008ujz.2;uc008uka.2Mus musculus elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 (Elovl1)54325 chr4118428092;118429700

Nudt19 NM_033080NM_033080uc009gka.1Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 19 (Nudt19), mRNA110959 chr7 35547184

Cln8 NM_012000NM_012000uc009kze.1Mus musculus ceroid-lipofuscinosis, neuronal 8 (Cln8), mRNA26889 chr8 14888535

Rprml NM_001033212NM_001033212uc007lvn.1Mus musculus reprimo-like (Rprml), mRNA104582 chr11 1.04E+08

Tbcc NM_178385NM_178385uc008cum.1Mus musculus tubulin-specific chaperone C (Tbcc), mRNA72726 chr17 46890620

Epha2 NM_010139NM_010139uc008voc.2Mus musculus Eph receptor A2 (Epha2), mRNA13836 chr4 1.41E+08

Hk3NM_001206392;NM_001206390;NM_001033245;AK155701;NM_001206391NM_001206392;NM_001206390;NM_001033245;NM_001206391uc011yzo.2;uc007qpu.2;uc007qpr.2;uc007qpt.2;uc007qps.2Mus musculus hexokinase 3 (Hk3)212032 chr13 55005984

Mt1 BC027262;NM_013602NM_013602uc009mvx.2;uc009mvw.2Mus musculus metallothionein 1 (Mt1), mRNA chr8 94179088

Flot1 NM_008027NM_008027uc008cip.1Mus musculus flotillin 1 (Flot1), mRNA14251 chr17 35823356

Il2rgNM_013563;AK037584;KC815469NM_013563uc009txc.1;uc033jrn.1;uc009txd.1Mus musculus interleukin 2 receptor, gamma chain (Il2rg), mRNAchrX101264386;101266665

Smpdl3a NM_020561NM_020561uc007fcu.1Mus musculus sphingomyelin phosphodiesterase, acid-like 3A (Smpdl3a), mRNA57319 chr10 57794543

Gars NM_180678NM_180678uc009cai.1Mus musculus glycyl-tRNA synthetase (Gars), mRNA353172 chr6 55038000

Nov NM_010930NM_010930uc007vrn.1Mus musculus nephroblastoma overexpressed gene (Nov), mRNA18133 chr15 54745927

Ubtd1 NM_145500NM_145500uc008hmz.1Mus musculus ubiquitin domain containing 1 (Ubtd1), mRNA226122 chr19 41981762

Pstpip2AK163337;AK031963;NM_013831NM_013831uc008frv.1;uc008frw.1;uc008fry.1Mus musculus proline-serine-threonine phosphatase-interacting protein 2 (Pstpip2), mRNA;SubName: Full=Putative uncharacterized proteinchr1877794549;77789912

Trmt61bNR_027953;NR_015549;AK004173;NR_027952uc008dmq.2;uc012awu.1;uc008dmp.2;uc012awt.1Mus musculus tRNA methyltransferase 61B (Trmt61b) chr1771588514;71557026

Uso1AK156070;AK172425;NM_019490;AK211508;AK168433NM_019490uc008ycn.1;uc012dym.1;uc008ycl.1;uc008ycm.1;uc012dyl.1Mus musculus USO1 vesicle docking factor (Uso1), mRNAchr592194011;92137937

Ndufb2NM_026612;AK007495NM_026612uc009bmd.1;uc009bmc.1Mus musculus NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (Ndufb2), mRNA68198 chr6 39592582

CopeAK083279;NM_021538NM_021538uc009lzw.1;uc009lzx.1Mus musculus coatomer protein complex, subunit epsilon (Cope), mRNA59042 chr8 70302784

VegfaNM_001287058;NM_001110266;NM_001110267;AY263146;NM_001287056;AY120866;NM_001110268;NM_001287057NM_001287056;NM_001287058;NM_001110268;NM_001110266;NM_001287057;NM_001025257;NM_001110267uc008crr.3;uc012auk.2;uc012auj.2;uc012aui.2;uc008crn.4;uc008crp.4;uc008crq.1;uc008cro.4Mus musculus vascular endothelial growth factor A (Vegfa)chr1746016992;46025210;46022217

Shmt2NM_001252316;NM_028230NM_001252316;NM_028230uc007hjv.2;uc007hju.2Mus musculus serine hydroxymethyltransferase 2 (mitochondrial) (Shmt2)108037 chr10 1.28E+08

Gm10653 NR_003965 uc012gus.1Mus musculus predicted gene 10653 (Gm10653), non-coding RNAchr9 62841476

Fbxo6NM_001163707;NM_001163704;NM_001163705;NM_001163706;NM_015797NM_001163707;NM_001163704;NM_001163705;NM_001163706;NM_015797uc008vue.2;uc012dpk.1;uc008vuf.1;uc012dpl.1;uc008vud.2Mus musculus F-box protein 6 (Fbxo6)50762 chr4 1.48E+08

Sap30 NM_021788NM_021788uc009lsu.2Mus musculus sin3 associated polypeptide (Sap30), mRNA60406 chr8 57482701

Ccr2CCDS23669;NM_009915;AK046579NM_009915uc033jod.1;uc009shc.1;uc012hdh.1Mus musculus chemokine (C-C motif) receptor 2 (Ccr2), mRNA12772 chr9124105684;124102182
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Adam1a NM_172126NM_172126uc008zjo.1Mus musculus a disintegrin and metallopeptidase domain 1a (Adam1a), mRNA280668 chr5 1.22E+08

Cldn11 NM_008770NM_008770uc008ovw.2Mus musculus claudin 11 (Cldn11), mRNA18417 chr3 31149919

Dbil5CCDS25062;NM_021294NM_021294uc007kfk.1;uc033fyi.1Mus musculus diazepam binding inhibitor-like 5 (Dbil5), mRNA13168 chr1176217612;76218271

Hebp1 NM_013546NM_013546uc009elh.1Mus musculus heme binding protein 1 (Hebp1), mRNA15199 chr6 1.35E+08

Cox6a1 NM_007748NM_007748uc008zdt.1Mus musculus cytochrome c oxidase subunit VIa polypeptide 1 (Cox6a1), mRNA12861 chr5 1.15E+08

Gm4013 NR_033452 uc008etq.2Mus musculus predicted gene 4013 (Gm4013), long non-coding RNAchr18 42274379

Sec61gNM_001109971;NM_001109972;NM_011343NM_001109971;NM_001109972;NM_011343uc007ibl.2;uc011xrs.1;uc007ibm.2Mus musculus SEC61, gamma subunit (Sec61g)20335 chr11 16501637

AK050516 AK050516 uc007mzr.1Mus musculus 11 days pregnant adult female ovary and uterus cDNA, RIKEN full-length enriched library, clone:5033421B08 product:unclassifiable, full insert sequencechr12 8511200

Nt5c NM_015807NM_015807uc007mhu.1Mus musculus 5',3'-nucleotidase, cytosolic (Nt5c), mRNA50773 chr11 1.15E+08

Mlkl NM_029005;AK018636NM_029005uc009nme.1;uc009nmd.1Mus musculus mixed lineage kinase domain-like (Mlkl), mRNA74568 chr8 1.11E+08

Ero1l NM_015774NM_015774uc007tgm.2Mus musculus ERO1-like (S. cerevisiae) (Ero1l), mRNA50527 chr14 45283086

Gm11974AK160548;NR_045893uc029rkn.1;uc007hyu.2Mus musculus predicted gene 11974 (Gm11974), long non-coding RNAchr11 6525590

Ptpn18NM_011206;AK014043NM_011206uc007aos.1;uc007aot.2Mus musculus protein tyrosine phosphatase, non-receptor type 18 (Ptpn18), mRNAchr134472735;34459745

Golim4AK149286;NM_175193;AK078928;AK081156NM_175193uc008pnf.1;uc008pni.1;uc008pnh.1;uc008png.1Mus musculus golgi integral membrane protein 4 (Golim4)73124 chr375909855;75876383;75899226

Mrpl54 NM_025317NM_025317uc007ggy.1Mus musculus mitochondrial ribosomal protein L54 (Mrpl54), mRNA66047 chr10 81264721

2410004N09RikNR_038151;NR_038152uc008ejv.2;uc029tmg.1Mus musculus RIKEN cDNA 2410004N09 gene (2410004N09Rik)chr18 33794891

Ocel1NM_029865;AK163762NM_029865uc009mcu.2;uc009mcv.2Mus musculus occludin/ELL domain containing 1 (Ocel1), mRNA77090 chr8 71371297

Ift20BC002040;AY082613;NM_018854NM_018854uc007kjs.1;uc007kjt.1;uc007kju.1Mus musculus intraflagellar transport 20 (Ift20), mRNA55978 chr11 78536435

Pam16 NM_025571NM_025571uc007xzx.1Mus musculus presequence translocase-asssociated motor 16 homolog (S. cerevisiae) (Pam16), mRNA66449 chr16 4616465

Selp AK145335;NM_011347NM_011347uc007dhz.2;uc033fms.1Mus musculus selectin, platelet (Selp), mRNA chr1164144704;164115263

Rtn4NM_194051;NM_024226;NM_194054;NM_194053;NM_194052NM_194051;NM_024226;NM_194054;NM_194053;NM_194052uc007ihk.2;uc007ihm.2;uc007ihn.2;uc007ihl.2;uc007iho.2Mus musculus reticulon 4 (Rtn4)68585 chr1129718562;29693773;29692897

Emilin2AK171303;NM_145158;AK155797;AK170081NM_145158uc012awr.1;uc008dmf.1;uc008dme.1;uc008dmg.1Mus musculus elastin microfibril interfacer 2 (Emilin2), mRNA246707 chr17 71252175

Tnfrsf1b NM_011610NM_011610uc008vrt.1Mus musculus tumor necrosis factor receptor superfamily, member 1b (Tnfrsf1b), mRNA21938 chr4 1.45E+08

GmipAK052221;NM_198101;BC060628NM_198101uc009lxs.1;uc009lxu.1;uc009lxt.1Mus musculus Gem-interacting protein (Gmip), mRNA78816 chr8 69808686

ArhgdibNM_007486;AK008273NM_007486uc009emo.1;uc009emp.1Mus musculus Rho, GDP dissociation inhibitor (GDI) beta (Arhgdib), mRNA11857 chr6 1.37E+08

Nfkbia NM_010907NM_010907uc007nor.2Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, alpha (Nfkbia), mRNA18035 chr12 55489408

Tmem208 NM_025486NM_025486uc009ncs.2Mus musculus transmembrane protein 208 (Tmem208), mRNA66320 chr8 1.05E+08

Sec23a NM_009147NM_009147uc007npw.1Mus musculus SEC23A (S. cerevisiae) (Sec23a), mRNA20334 chr12 58958383

Tpgs1 NM_148934NM_148934uc007fzh.1Mus musculus tubulin polyglutamylase complex subunit 1 (Tpgs1), mRNA110012 chr10 79669409

Arl4cNM_177305;BC049804NM_177305uc011woz.1;uc007byt.1Mus musculus ADP-ribosylation factor-like 4C (Arl4c), mRNA320982 chr188698225;88673124

Folr1NM_001252553;NM_001252554;BC002071;NM_008034;NM_001252552NM_001252553;NM_001252554;NM_008034;NM_001252552uc009ipm.1;uc029wnj.1;uc009ipo.2;uc012fqo.2;uc009ipn.2Mus musculus folate receptor 1 (adult) (Folr1)14275 chr7 1.02E+08

Sf3b5 NM_175102NM_175102uc007eki.2Mus musculus splicing factor 3b, subunit 5 (Sf3b5), mRNA66125 chr10 13008449

Cd7 NM_009854NM_009854uc007mvc.2Mus musculus CD7 antigen (Cd7), mRNA12516 chr11 1.21E+08

Crip1 NM_007763NM_007763uc007pfz.1Mus musculus cysteine-rich protein 1 (intestinal) (Crip1), mRNA12925 chr12 1.13E+08

Sp100AK146054;AK153487;AK080004;CT010199;NM_013673;U83636NM_013673uc011woc.1;uc007bug.1;uc007buh.1;uc007bue.1;uc007bud.1;uc007buf.1Mus musculus nuclear antigen Sp100 (Sp100), mRNA20684 chr1 85650049

Gjc2NM_175452;CCDS24760;NM_080454NM_175452;NM_080454uc007jde.2;uc033fvv.1;uc007jdf.2Mus musculus gap junction protein, gamma 2 (Gjc2)118454 chr1159176331;59175563

Cyb561AK158978;NM_007805NM_007805uc007lxs.1;uc007lxr.1Mus musculus cytochrome b-561 (Cyb561), mRNA chr11 1.06E+08

Btg3 BC147662;NR_002700NM_009770uc012ahh.1;uc007zsp.1Mus musculus B cell translocation gene 3 (Btg3), mRNA12228 chr16 78359859

Sec61b NM_024171NM_024171uc008sur.1Mus musculus Sec61 beta subunit (Sec61b), mRNA66212 chr4 47474660

Eif6 AK018313;NM_010579NM_010579uc029uhr.1;uc008nll.1Mus musculus eukaryotic translation initiation factor 6 (Eif6), mRNA16418 chr2155819836;155825165

Crybb3NM_021352;AK053552;NM_001159650NM_021352;NM_001159650uc012ebm.1;uc012ebl.1;uc008ytz.1Mus musculus crystallin, beta B3 (Crybb3)12962 chr5113077023;113075838

Npdc1NM_008721;BC023887NM_008721uc008irx.2;uc008iry.1Mus musculus neural proliferation, differentiation and control 1 (Npdc1), mRNAchr225403049;25407025

Ostf1 NM_017375NM_017375uc008gxs.2Mus musculus osteoclast stimulating factor 1 (Ostf1), mRNA20409 chr19 18580363

2410006H16RikAK157519;NR_030738 uc007jjl.1;uc007jjk.1Mus musculus RIKEN cDNA 2410006H16 gene (2410006H16Rik), long non-coding RNAchr11 62602876

Ftl1 AK150960;NM_010240NM_010240uc009gvf.1;uc009gvg.1Mus musculus ferritin light chain 1 (Ftl1), mRNA14325 chr7 45457943

Krt8 NM_031170NM_031170uc007xui.1Mus musculus keratin 8 (Krt8), mRNA16691 chr15 1.02E+08

Srm NM_009272NM_009272uc008vuw.1Mus musculus spermidine synthase (Srm), mRNA20810 chr4 1.49E+08
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Fam210b NM_025912NM_025912uc012ckn.1Mus musculus family with sequence similarity 210, member B (Fam210b), mRNA67017 chr2 1.72E+08

Ssr4NM_001166480;NM_009279NM_001166480;NM_009279uc009tms.2;uc009tmr.2Mus musculus signal sequence receptor, delta (Ssr4)20832 chrX 73787027

8030411F24RikBC145532;NM_030135NM_030135uc008mtm.1;uc012cfo.1Mus musculus RIKEN cDNA 8030411F24 gene (8030411F24Rik), mRNAchr2 1.49E+08

Chst7NM_021715;CCDS30040NM_021715uc033joq.1;uc009sss.1Mus musculus carbohydrate (N-acetylglucosamino) sulfotransferase 7 (Chst7), mRNAchrX20059569;20059715

Fam114a1BC089499;NM_026667NM_026667uc012dwn.1;uc012dwm.1Mus musculus family with sequence similarity 114, member A1 (Fam114a1), mRNAchr5 64970074

Mthfd2 NM_008638NM_008638uc009cne.2Mus musculus methylenetetrahydrofolate dehydrogenase (NAD+ dependent), methenyltetrahydrofolate cyclohydrolase (Mthfd2), mRNA17768 chr6 83305703

Slc35a2NM_078484;AK008095;NM_001083937NM_078484;NM_001083937uc009sna.1;uc009snb.1;uc009snc.1Mus musculus solute carrier family 35 (UDP-galactose transporter), member A2 (Slc35a2)22232 chrX7885748;7884243

Golgb1BC061204;AK020091;BC145221;EF410133;NM_030035NM_030035uc012afk.1;uc007zde.2;uc007zdh.2;uc012afj.1;uc007zdd.1Mus musculus golgi autoantigen, golgin subfamily b, macrogolgin 1 (Golgb1), mRNAchr1636875201;36885010

Rcn1 NM_009037NM_009037uc008lks.1Mus musculus reticulocalbin 1 (Rcn1), mRNA19672 chr2 1.05E+08

Trim7BC138188;NM_053166NM_053166uc011xty.1;uc007ipd.2Mus musculus tripartite motif-containing 7 (Trim7), mRNA94089 chr1148837470;48826137

Dpt NM_019759NM_019759uc007diq.1Mus musculus dermatopontin (Dpt), mRNA56429 chr1 1.65E+08

Myzap NM_001033208NM_001033208uc009qpa.1Mus musculus myocardial zonula adherens protein (Myzap), mRNA102371 chr9 71504346

Ly9NM_008534;NM_001277968;NR_102726NM_008534;NM_001277968uc011wwg.2;uc033fnx.1;uc007dou.2Mus musculus lymphocyte antigen 9 (Ly9) chr1 1.72E+08

Fam83gAK077262;NM_178618NM_178618uc007jic.1;uc007jid.1Mus musculus family with sequence similarity 83, member G (Fam83g), mRNA;SubName: Full=Putative uncharacterized protein69640 chr1161684409;61684090

Myo1bNM_010863;AK138265;AK203846;AK053754;AK161062;NM_001161817NM_010863;NM_001161817uc007axr.2;uc007axu.2;uc007axv.2;uc029qoh.1;uc007axs.2;uc007axt.2Mus musculus myosin IB (Myo1b)17912 chr151755642;51757875;51749765;51862644;51810680

Vamp5NM_001080742;NM_016872NM_001080742;NM_016872uc009cil.2;uc009cim.2Mus musculus vesicle-associated membrane protein 5 (Vamp5)53620 chr6 72368048

Csf1rBC050024;AK041299;AK171543;NM_001037859NM_001037859uc008fbo.1;uc008fbn.1;uc012bdo.1;uc008fbp.1Mus musculus colony stimulating factor 1 receptor (Csf1r), mRNAchr1861105780;61105571

Tuba1a NM_011653NM_011653uc007xok.1Mus musculus tubulin, alpha 1A (Tuba1a), mRNA22142 chr15 98949846

Slc7a6AK030762;AK157127;BC042898;NM_178798NM_178798uc009nfn.1;uc009nfm.1;uc009nfo.1;uc009nfl.1Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 6 (Slc7a6), mRNAchr8106168874;106189112;106168920

Birc3BC011338;AK156097;NM_007464;AK162108NM_007464uc009oda.1;uc009odd.2;uc009odc.1;uc009odb.2Mus musculus baculoviral IAP repeat-containing 3 (Birc3), mRNAchr97848700;7857173;7854366

Anxa1 NM_010730NM_010730uc008gyi.1Mus musculus annexin A1 (Anxa1), mRNA16952 chr19 20373433

Gorasp2AK210658;NM_027352;NR_027343;BC007468;AK218436;AK010664NM_027352uc008jzp.2;uc008jzs.2;uc008jzn.2;uc008jzr.1;uc008jzo.2;uc008jzq.1Mus musculus golgi reassembly stacking protein 2 (Gorasp2)70231 chr270676456;70682896;70661508;70687812

Vcam1AK016465;NM_011693NM_011693uc008rbx.1;uc008rby.2Mus musculus vascular cell adhesion molecule 1 (Vcam1), mRNAchr3116123435;116110019

Srpr AK188860;NM_026130NM_026130uc009osz.1;uc009osy.1Mus musculus signal recognition particle receptor ('docking protein') (Srpr), mRNA67398 chr935212711;35211202

Gabrb1 NM_008069NM_008069uc008xrb.1Mus musculus gamma-aminobutyric acid (GABA) A receptor, subunit beta 1 (Gabrb1), mRNA14400 chr5 71700015

Stx3NM_011502;NM_001025307;NM_001286543;NM_152220NM_011502;NM_001025307;NM_001286543;NM_152220uc008gsy.1;uc008gsz.1;uc008gtb.2;uc008gta.2Mus musculus syntaxin 3 (Stx3) chr1911777484;11775117

EsdNM_001285423;NM_016903NM_001285423;NM_016903uc007uqd.2;uc007uqe.2Mus musculus esterase D/formylglutathione hydrolase (Esd)13885 chr14 74732296

Rhoc NM_007484NM_007484uc008qul.2Mus musculus ras homolog gene family, member C (Rhoc), mRNA11853 chr3 1.05E+08

Ccdc69NM_177471;BC096763NM_177471uc007iyv.1;uc007iyu.1Mus musculus coiled-coil domain containing 69 (Ccdc69), mRNA52570 chr1155050729;55049737

Tmem37 NM_019432NM_019432uc007cjd.1Mus musculus transmembrane protein 37 (Tmem37), mRNA170706 chr1 1.2E+08

Tppp3 NM_026481NM_026481uc009ndc.2Mus musculus tubulin polymerization-promoting protein family member 3 (Tppp3), mRNA67971 chr8 1.05E+08

Akr1c13 NM_013778NM_013778uc007pjl.2Mus musculus aldo-keto reductase family 1, member C13 (Akr1c13), mRNA27384 chr13 4191186

Plk3 NM_013807;U21392NM_013807uc012djq.1;uc008uib.1Mus musculus polo-like kinase 3 (Plk3), mRNA12795 chr4 1.17E+08

Eif4ebp1 NM_007918NM_007918uc009lih.1Mus musculus eukaryotic translation initiation factor 4E binding protein 1 (Eif4ebp1), mRNA13685 chr8 27260326

2310039H08RikNM_025966NM_025966uc008cui.1Mus musculus RIKEN cDNA 2310039H08 gene (2310039H08Rik), mRNA67101 chr17 46772634

Tmem150cAK044702;AK166646;BC062109;NM_182841NM_182841uc008yhg.1;uc008yhf.1;uc008yhd.1;uc008yhc.1Mus musculus transmembrane protein 150C (Tmem150c), mRNA231503 chr5100077872;100083945

Glipr1 NM_028608NM_028608uc007haj.2Mus musculus GLI pathogenesis-related 1 (glioma) (Glipr1), mRNA73690 chr10 1.12E+08

Sec13 NM_024206NM_024206uc009dhm.1Mus musculus SEC13 homolog (S. cerevisiae) (Sec13), mRNA110379 chr6 1.14E+08

Rin1 NM_145495NM_145495uc008gca.1Mus musculus Ras and Rab interactor 1 (Rin1), mRNA225870 chr19 5050807

SarsNM_001204979;AK147825;NM_011319NM_001204979;NM_011319uc008qzb.2;uc008qza.2;uc008qzc.2Mus musculus seryl-aminoacyl-tRNA synthetase (Sars) chr3108434396;108424863

Fam46aNM_001160378;NM_001160379NM_001160378;NM_001160379uc012gxn.1;uc009qwt.2Mus musculus family with sequence similarity 46, member A (Fam46a)212943 chr9 85320438

Dok5NM_001163686;NM_029761NM_001163686;NM_029761uc008ocg.2;uc012ckm.1Mus musculus docking protein 5 (Dok5)76829 chr2 1.71E+08

Atp11aAK147497;AK173088;BC145399;BC145400;NM_015804NM_015804uc012fzr.1;uc009kwf.1;uc009kwj.2;uc009kwg.1;uc009kwh.1Mus musculus ATPase, class VI, type 11A (Atp11a), mRNA50770 chr8 12757015

Ece2NM_177940;BC115542;AK043473;BC030900;BC145126;NM_139293;NM_177942;NM_177941;NM_025462NM_177941;NM_177942;NM_177940;NM_139293;NM_025462uc007yqi.1;uc007yqm.1;uc007yqp.1;uc012acx.1;uc007yqh.1;uc007yqj.1;uc007yql.1;uc007yqn.1;uc007yqg.1Mus musculus endothelin converting enzyme 2 (Ece2) chr1620632747;20611600;20629850

NfkbizNM_001159395;NM_001159394;NM_030612NM_001159395;NM_001159394;NM_030612uc007zlm.2;uc007zlo.2;uc007zln.2Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, zeta (Nfkbiz)80859 chr16 55811376

Cd37NM_007645;AK154466;AK155663;AK154250NM_007645uc009guk.1;uc009gui.1;uc009guh.1;uc009guj.1Mus musculus CD37 antigen (Cd37)12493 chr745233636;45233631;45234169

Acbd3 NM_133225NM_133225uc007dwq.2Mus musculus acyl-Coenzyme A binding domain containing 3 (Acbd3), mRNA170760 chr1 1.81E+08
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Rexo2AK090202;NM_024233NM_024233uc009pib.1;uc009pia.1Mus musculus REX2, RNA exonuclease 2 homolog (S. cerevisiae) (Rexo2), mRNA104444 chr948473490;48468513

Herpud1NM_022331;AK081688NM_022331uc009mwg.1;uc009mwh.1Mus musculus homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 (Herpud1), mRNA64209 chr8 94386499

Fkbp11NM_024169;BC022900;BC002311NM_024169uc007xno.1;uc007xnn.1;uc007xnm.1Mus musculus FK506 binding protein 11 (Fkbp11), mRNAchr1598726814;98724367

Adamts14BC172106;NM_001081127NM_001081127uc011xes.1;uc007ffu.1Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 14 (Adamts14), mRNAchr10 61197111

Copb2 NM_015827NM_015827uc009rdm.1Mus musculus coatomer protein complex, subunit beta 2 (beta prime) (Copb2), mRNA50797 chr9 98563730

Jun NM_010591NM_010591uc008tsq.2Mus musculus jun proto-oncogene (Jun), mRNA16476 chr4 95049035

AK077474 AK077474 uc009rdl.1Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5730419C05 product:hypothetical protein, full insert sequencechr9 98562228

Sec24dBC057981;NM_027135NM_027135uc012cxb.1;uc008rfh.1Mus musculus Sec24 related gene family, member D (S. cerevisiae) (Sec24d), mRNA69608 chr3123279144;123267495

5430435G22RikAK036056;NM_145509;AK079999NM_145509uc007cnr.1;uc007cnp.1;uc007cnq.1Mus musculus RIKEN cDNA 5430435G22 gene (5430435G22Rik), mRNAchr1 1.32E+08

Pgm1 NM_025700NM_025700uc008xmi.1Mus musculus phosphoglucomutase 1 (Pgm1), mRNA66681 chr5 64092949

Wnt2b NM_009520NM_009520uc008qut.1Mus musculus wingless related MMTV integration site 2b (Wnt2b), mRNA22414 chr3 1.05E+08

TfrcBC067403;NM_011638;AK048228NM_011638uc007yyz.2;uc007yzb.2;uc007yza.2Mus musculus transferrin receptor (Tfrc), mRNA22042 chr1632624441;32608895

Rras NM_009101NM_009101uc009gss.1Mus musculus Harvey rat sarcoma oncogene, subgroup R (Rras), mRNA20130 chr7 45018006

Tbrg1 NM_025289NM_025289uc009ovh.1Mus musculus transforming growth factor beta regulated gene 1 (Tbrg1), mRNA21376 chr9 37649181

Mapkapk3NM_178907;AK078977;AK184042;AK170456;AK087496;AK172578;DQ899946NM_178907uc009rkx.1;uc009rlb.1;uc009rla.1;uc009rky.1;uc012hab.1;uc012hac.1;uc009rkz.1Mus musculus mitogen-activated protein kinase-activated protein kinase 3 (Mapkapk3), mRNA102626 chr9107261877;107259554;107284673;107254926

Arhgef6AK161770;AK028642;BC019723;NM_152801;AK006635NM_152801uc009thd.2;uc009thf.1;uc009the.1;uc009thc.2;uc012hhy.1Mus musculus Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 (Arhgef6), mRNA73341 chrX57335903;57272229;57231484

PawrNM_054056;DQ449073NM_054056uc011xnd.1;uc007gzf.1Mus musculus PRKC, apoptosis, WT1, regulator (Pawr), mRNAchr10108332687;108332188

Elovl7NM_029001;AK050441NM_029001uc007rva.2;uc007rvb.2Mus musculus ELOVL family member 7, elongation of long chain fatty acids (yeast) (Elovl7), mRNA74559 chr13 1.08E+08

H2afj NM_177688NM_177688uc009eme.1Mus musculus H2A histone family, member J (H2afj), mRNA232440 chr6 1.37E+08

Vat1 AK154178;NM_012037NM_012037uc007loz.1;uc007loy.1Mus musculus vesicle amine transport protein 1 homolog (T californica) (Vat1), mRNAchr11101458747;101456909

Pafah2NM_001285875;NM_001285877;NM_001285874;NM_133880;NM_001285872NM_001285875;NM_001285877;NM_001285874;NM_133880;NM_001285872uc033ifi.1;uc008vez.3;uc008vey.3;uc008vfb.2;uc012dmv.1Mus musculus platelet-activating factor acetylhydrolase 2 (Pafah2)100163 chr4134402969;134397470;134396319;134402911

Spty2d1 NM_175318NM_175318uc009gzx.2Mus musculus SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae) (Spty2d1), mRNA101685 chr7 46990395

Tnfsf13NM_023517;NM_001159505NM_023517;NM_001159505uc007jrd.1;uc007jre.1Mus musculus tumor necrosis factor (ligand) superfamily, member 13 (Tnfsf13)chr11 69682576

Tbxas1NM_011539;AK085414;AK162394;AK048544NM_011539uc009ble.1;uc009blc.1;uc009blf.1;uc009bld.1Mus musculus thromboxane A synthase 1, platelet (Tbxas1), mRNAchr638875403;38983309;38918985

Slc1a5 NM_009201NM_009201uc009fib.1Mus musculus solute carrier family 1 (neutral amino acid transporter), member 5 (Slc1a5), mRNA20514 chr7 16781345

Slc37a1NM_153062;NM_001242427;BC129870NM_153062;NM_001242427uc008bux.2;uc008buy.1;uc008buw.1Mus musculus solute carrier family 37 (glycerol-3-phosphate transporter), member 1 (Slc37a1)224674 chr1731325665;31295482;31296223

Rcn3 NM_026555;BC055903NM_026555uc009gta.3;uc009gtb.2Mus musculus reticulocalbin 3, EF-hand calcium binding domain (Rcn3), mRNA52377 chr7 45082913

Lcp2 NM_010696;AK037970NM_010696uc007ikv.1;uc007iku.1Mus musculus lymphocyte cytosolic protein 2 (Lcp2), mRNA16822 chr11 34047200

Stambpl1NM_029682;AB010122;AK085665;AK007087NM_029682uc008hge.1;uc008hgc.1;uc029tsb.1;uc008hgd.1Mus musculus STAM binding protein like 1 (Stambpl1), mRNAchr1934217433;34232624;34192502;34192269

Zhx2CCDS27483;NM_199449NM_199449uc007vsp.1;uc033gtw.1Mus musculus zinc fingers and homeoboxes 2 (Zhx2), mRNAchr1557821236;57694666

Map1bAK165800;AK157749;NM_008634NM_008634uc007rpr.2;uc007rpt.2;uc007rps.1Mus musculus microtubule-associated protein 1B (Map1b), mRNAchr1399507060;99429211;99421463

Mfap5 NM_015776NM_015776uc009dpi.1Mus musculus microfibrillar associated protein 5 (Mfap5), mRNA50530 chr6 1.23E+08

AK076318 AK076318 uc009nwn.1Mus musculus 10 days neonate skin cDNA, RIKEN full-length enriched library, clone:4732419C18 product:unclassifiable, full insert sequencechr8 1.24E+08

Chst4CCDS22659;NM_011998NM_011998uc033jhr.1;uc009njt.2Mus musculus carbohydrate (chondroitin 6/keratan) sulfotransferase 4 (Chst4), mRNA26887 chr8110029074;110029813

Gm10941 NR_026944 uc007fvi.2Mus musculus predicted gene 10941 (Gm10941), long non-coding RNAchr10 77257772

Dapp1AK169584;NM_011932NM_011932uc008rmt.1;uc008rmu.1Mus musculus dual adaptor for phosphotyrosine and 3-phosphoinositides 1 (Dapp1), mRNA26377 chr3 1.38E+08

Samd4NM_001037221;BC049740;AK163751;NM_028966;NM_001163433NM_001037221;NM_028966;NM_001163433uc007thn.2;uc007thq.2;uc007thp.1;uc007tho.2;uc007thr.2Mus musculus sterile alpha motif domain containing 4 (Samd4)74480 chr1447068976;46884174;46882964;47001339

C6 NM_016704;AK041057NM_016704uc011zqw.1;uc007vco.2Mus musculus complement component 6 (C6), mRNA12274 chr15 4727209

Tfpi2 NM_009364NM_009364uc009avh.1Mus musculus tissue factor pathway inhibitor 2 (Tfpi2), mRNA21789 chr6 3962594

Efnb2 NM_010111NM_010111uc009kue.1Mus musculus ephrin B2 (Efnb2), mRNA13642 chr8 8617438

RorcAK137866;AK153941;NM_011281;AF163668NM_011281uc012ctm.1;uc012ctn.1;uc008qfy.2;uc008qfz.2Mus musculus RAR-related orphan receptor gamma (Rorc), mRNA19885 chr394377459;94372825

Gmppb NM_177910NM_177910uc009rog.1Mus musculus GDP-mannose pyrophosphorylase B (Gmppb), mRNA331026 chr9 1.08E+08

LgmnAK148104;NM_011175NM_011175uc007oue.1;uc007ouf.1Mus musculus legumain (Lgmn), mRNA19141 chr12 1.02E+08

CtssNM_021281;NM_001267695NM_021281;NM_001267695uc008qjz.3;uc008qka.3Mus musculus cathepsin S (Ctss)13040 chr3 95526785

Zfp456 NM_001001186NM_001001186uc007rar.1Mus musculus zinc finger protein 456 (Zfp456), mRNA408065 chr13 67363583

Maats1AF503943;NM_001081025NM_001081025uc007zer.1;uc007zes.1Mus musculus MYCBP-associated, testis expressed 1 (Maats1), mRNAchr1638297753;38332160

Ankrd61 NM_025732NM_025732uc009akv.1Mus musculus ankyrin repeat domain 61 (Ankrd61), mRNA66729 chr5 1.44E+08
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Slc25a33 NM_027460NM_027460uc008vxe.1Mus musculus solute carrier family 25, member 33 (Slc25a33), mRNA70556 chr4 1.5E+08

S100a13 NM_009113NM_009113uc008qcu.2Mus musculus S100 calcium binding protein A13 (S100a13), mRNA20196 chr3 90514434

9630014M24RikAK035890 uc008esm.1SubName: Full=Protein 9630014M24Rik chr18 38601533

Ogfod2AK168946;NM_025671NM_025671uc008zoy.1;uc008zox.1Mus musculus 2-oxoglutarate and iron-dependent oxygenase domain containing 2 (Ogfod2), mRNA66627 chr5 1.24E+08

Usp43NM_173754;AK047339;AK042217NM_173754uc007jnd.1;uc007jne.1;uc011xwq.1Mus musculus ubiquitin specific peptidase 43 (Usp43) chr11 67854522

Tmem62AK161890;BC049167;NM_175285NM_175285uc008lxe.1;uc012ccj.1;uc008lxf.1Mus musculus transmembrane protein 62 (Tmem62), mRNAchr2120977630;120977061

Tubb2a NM_009450NM_009450uc007qbb.3Mus musculus tubulin, beta 2A class IIA (Tubb2a), mRNA22151 chr13 34074279

Sec22bAK134215;NM_011342;AK010363NM_011342uc008qpk.1;uc008qpj.1;uc008qpl.1Mus musculus SEC22 vesicle trafficking protein homolog B (S. cerevisiae) (Sec22b), mRNA20333 chr3 97901226

Cib1 AK088450;NM_011870NM_011870uc009hzt.1;uc009hzs.1Mus musculus calcium and integrin binding 1 (calmyrin) (Cib1)23991 chr7 80227159

Fam83bNM_001045518;AK049628NM_001045518uc009qtc.1;uc009qtb.1Mus musculus family with sequence similarity 83, member B (Fam83b), mRNA208994 chr9 76490704

Arl1 NM_025859NM_025859uc007grw.1Mus musculus ADP-ribosylation factor-like 1 (Arl1), mRNA104303 chr10 88731413

Clec4nAK171046;NM_020001;NM_001190321;NM_001190320NM_020001;NM_001190321;NM_001190320uc009dqe.2;uc012esk.1;uc009dqf.2;uc012esj.1Mus musculus C-type lectin domain family 4, member n (Clec4n)56620 chr6123229856;123229842

Phospho1NM_153104;AK143174NM_153104;NM_201609uc007las.2;uc007lap.1Mus musculus phosphatase, orphan 1 (Phospho1), mRNA237928 chr1195824499;95713007

1810043H04RikNM_001110242NM_001110242uc007mru.2Mus musculus RIKEN cDNA 1810043H04 gene (1810043H04Rik), mRNA208501 chr11 1.2E+08

Tspo NM_009775NM_009775uc007xbg.2Mus musculus translocator protein (Tspo), mRNA12257 chr15 83563572

Mrgprx2AK148153;NM_001034868NM_001034868uc009har.2;uc009has.2Mus musculus MAS-related GPR, member X2 (Mrgprx2), mRNAchr748480625;48478618

Rabac1AK046109;NM_010261NM_010261uc009frd.1;uc009frc.1Mus musculus Rab acceptor 1 (prenylated) (Rabac1), mRNA14470 chr7 24969749

Cd52 NM_013706NM_013706uc008vea.2Mus musculus CD52 antigen (Cd52), mRNA23833 chr4 1.34E+08

Nfil3NM_017373;CCDS26519;AK145451NM_017373uc033glq.1;uc007qni.1;uc007qnh.1Mus musculus nuclear factor, interleukin 3, regulated (Nfil3), mRNAchr1352967477;52967208

Igfbp5NM_010518;BC039192NM_010518uc007bkx.1;uc029qpa.1Mus musculus adult male tongue cDNA, RIKEN full-length enriched library, clone:2310039D10 product:unclassifiable, full insert sequence;Mus musculus insulin-like growth factor binding protein 5 (Igfbp5), mRNAchr172858064;72858035

BspryAK035588;NM_138653;BC145535NM_138653uc012dfr.1;uc008tex.1;uc008tew.1Mus musculus B-box and SPRY domain containing (Bspry), mRNA192120 chr4 62480066

Fbxo2 NM_176848NM_176848uc008vuk.1Mus musculus F-box protein 2 (Fbxo2), mRNA230904 chr4 1.48E+08

GmfgNM_022024;AK153228;NM_001039192NM_022024;NM_001039192uc009fyz.1;uc009fyy.1;uc009fyx.1Mus musculus glia maturation factor, gamma (Gmfg) chr728443106;28437446;28440936

Plk2 AK143452;NM_152804NM_152804uc007rvr.1;uc007rvs.2Mus musculus polo-like kinase 2 (Plk2), mRNA20620 chr13110395047;110395043

UqcrqAK003160;NM_025352NM_025352uc007ivy.2;uc007ivz.2Mus musculus ubiquinol-cytochrome c reductase, complex III subunit VII (Uqcrq), mRNA22272 chr11 53428947

Itga6AK018033;NM_008397;NM_001277970;AK045391;AK159653NM_008397;NM_001277970uc008kbb.2;uc008kbc.2;uc008kbd.2;uc008kbe.1;uc008kbf.1Mus musculus integrin alpha 6 (Itga6)16403 chr271825508;71786938;71826722

Vmo1 NM_001013607NM_001013607uc007jvc.1Mus musculus vitelline membrane outer layer 1 homolog (chicken) (Vmo1), mRNA327956 chr11 70513515

Tspan18BC052169;AK042573;AK171054;AK011742;NM_183180NM_183180uc012bzs.1;uc008lfv.2;uc033hom.1;uc012bzr.1;uc008lfw.2Mus musculus tetraspanin 18 (Tspan18), mRNA chr293311262;93291835;93201759

MgamAY229886;AK031332;NM_001171003;CCDS51755NM_001171003uc012ekg.1;uc033iow.1;uc009bng.1;uc009bnf.2Mus musculus maltase-glucoamylase (Mgam), mRNA232714 chr640642978;40628830;40728949

CxadrNM_001025192;NM_009988;NM_001276263NM_001025192;NM_009988;NM_001276263uc007zsm.2;uc007zso.2;uc007zsn.2Mus musculus coxsackie virus and adenovirus receptor (Cxadr)13052 chr16 78301670

Lpar3 NM_022983NM_022983uc008rra.2Mus musculus lysophosphatidic acid receptor 3 (Lpar3), mRNA65086 chr3 1.46E+08

Odc1 NM_013614NM_013614uc007ncv.1Mus musculus ornithine decarboxylase, structural 1 (Odc1), mRNA18263 chr12 17544872

Igsf3 NM_207205NM_207205uc008qrg.2Mus musculus immunoglobulin superfamily, member 3 (Igsf3), mRNA78908 chr3 1.01E+08

Syt7NM_173067;NM_018801;NM_173068NM_173067;NM_018801;NM_173068uc008gpp.2;uc012bin.1;uc008gpq.2Mus musculus synaptotagmin VII (Syt7)54525 chr19 10389089

Gdpd5BC119443;NM_201352NM_201352uc009ilp.1;uc009ilo.1Mus musculus glycerophosphodiester phosphodiesterase domain containing 5 (Gdpd5), mRNAchr799448838;99381548

Hist1h4i NM_175656NM_175656uc007psc.1Mus musculus histone cluster 1, H4i (Hist1h4i), mRNA69386 chr13 22040815

Tubb2b NM_023716NM_023716uc007qbd.1Mus musculus tubulin, beta 2B class IIB (Tubb2b), mRNA73710 chr13 34127007

Fxyd5NM_001287213;NM_001111073;BC031112;NM_008761;NM_001287217NM_001287213;NM_001111073;NM_008761;NM_001287217uc009ghp.3;uc009ghq.3;uc009gho.3;uc033iyk.1;uc033iyl.1Mus musculus FXYD domain-containing ion transport regulator 5 (Fxyd5)18301 chr731032722;31032729

Fam131cNM_001085513NM_001085513uc008vod.2Mus musculus family with sequence similarity 131, member C (Fam131c), mRNA277743 chr4 1.41E+08

Asic2NM_001034013;NM_007384NM_001034013;NM_007384uc007kml.2;uc007kmm.2Mus musculus acid-sensing (proton-gated) ion channel 2 (Asic2)11418 chr11 80880162

Anxa3AK169423;NM_013470;AK013850NM_013470uc008yfn.1;uc008yfl.2;uc008yfm.2Mus musculus annexin A3 (Anxa3), mRNA chr596793384;96811049

FurinNM_011046;NM_001081454NM_011046;NM_001081454uc009iau.1;uc009iav.1Mus musculus furin (paired basic amino acid cleaving enzyme) (Furin)18550 chr7 80389193

Hmga1NM_001166477;NM_001166546;NM_016660;NM_001166535;NM_001166545;NM_001166537;NM_001166476;NM_001166536;NM_001166539;NM_001166540;NM_001039356;NM_001166543;NM_001166542;NM_001166544NM_001166477;NM_001166546;NM_016660;NM_001166535;NM_001166545;NM_001166537;NM_001166476;NM_001166536;NM_001166539;NM_001166540;NM_001039356;NM_001166543;NM_001166542;NM_001166544uc012aod.1;uc012aob.1;uc012anx.1;uc008boy.2;uc008bpb.2;uc012any.1;uc012anz.1;uc008bpd.2;uc008bpc.2;uc012anw.1;uc012aoa.1;uc008bpa.2;uc012aoc.1;uc008boz.2Mus musculus high mobility group AT-hook 1 (Hmga1)15361 chr1727556573;27556603

Frat1 NM_008043NM_008043uc008hmi.2Mus musculus frequently rearranged in advanced T cell lymphomas (Frat1), mRNAchr19 41829969

Nxnl2 NM_029173NM_029173uc007qme.1Mus musculus nucleoredoxin-like 2 (Nxnl2), mRNA75124 chr13 51171024

Sema5aAK031231;AK077021;AK054256;NM_009154;AK045236;AK046502;AK157706;AK043386NM_009154uc007vkr.1;uc007vko.1;uc007vku.1;uc007vkp.1;uc007vkt.1;uc007vks.1;uc007vkq.1;uc007vkv.1Mus musculus sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5A (Sema5a), mRNAchr1532601674;32244812

Itgbl1AK051773;NM_145467NM_145467uc011zqq.1;uc007vbu.2Mus musculus integrin, beta-like 1 (Itgbl1), mRNA chr14 1.24E+08
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Filip1lNM_001177871;CCDS49877;NM_001040397NM_001177871;NM_001040397uc033gzf.1;uc007znj.2;uc012agu.1Mus musculus filamin A interacting protein 1-like (Filip1l)78749 chr1657569764;57549241;57353276

Ctla2bNM_001145801;NM_007797NM_001145801;NM_007797uc007qvt.2;uc007qvu.2Mus musculus cytotoxic T lymphocyte-associated protein 2 beta (Ctla2b)13025 chr13 60895350

Snx10NM_001127348;NM_028035;NM_001127349NM_001127348;NM_028035;NM_001127349uc009bxs.2;uc009bxt.1;uc009bxu.2Mus musculus sorting nexin 10 (Snx10)71982 chr651523902;51544522

Ppp1r35 NM_027242NM_027242uc009adx.1Mus musculus protein phosphatase 1, regulatory subunit 35 (Ppp1r35), mRNA69871 chr5 1.38E+08

1810032O08RikNR_027820;NR_027819;NR_027821uc011yhx.1;uc007mlz.2;uc007mly.2Mus musculus RIKEN cDNA 1810032O08 gene (1810032O08Rik)chr11 1.17E+08

AI413582NM_001002895;AK177223NM_001002895uc008bpf.1;uc008bpe.1Mus musculus expressed sequence AI413582 (AI413582), mRNAchr1727563768;27564384

Clec4a2NM_001170332;NM_001170333;NM_011999NM_001170332;NM_001170333;NM_011999uc009dqa.1;uc009dqb.2;uc009dqc.2Mus musculus C-type lectin domain family 4, member a2 (Clec4a2)26888 chr6123123315;123122689

Tgm2NM_009373;AK054108NM_009373uc008npr.1;uc008npt.1Mus musculus transglutaminase 2, C polypeptide (Tgm2), mRNAchr2158130379;158116404

Xbp1NM_001271730;BC016079;AK184029NM_013842;NM_001271730uc007hwo.1;uc007hwn.2;uc007hwm.2Mus musculus X-box binding protein 1 (Xbp1) chr115524238;5520640

Daam1BC038403;AK053785;NM_172464;BC048856;NM_001286452;NM_026102NM_172464;NM_001286452;NM_026102uc007nva.2;uc007nuw.2;uc007nuz.2;uc007nux.2;uc007nuy.2;uc007nvb.2Mus musculus dishevelled associated activator of morphogenesis 1 (Daam1)208846 chr1271977630;71831067;71889542

Arf4 NM_007479NM_007479uc007sta.1Mus musculus ADP-ribosylation factor 4 (Arf4), mRNA11843 chr14 26638196

Tlr4 NM_021297NM_021297uc008thv.1Mus musculus toll-like receptor 4 (Tlr4), mRNA21898 chr4 66827810

Prr13AK008611;BC016234;NM_025385;NM_001170911NM_025385;NM_001170911uc007xvt.2;uc007xvr.2;uc007xvs.2;uc007xvu.2Mus musculus proline rich 13 (Prr13)66151 chr15102459169;102459231;102460082

Tmsb4x NM_021278NM_021278uc009uwx.1Mus musculus thymosin, beta 4, X chromosome (Tmsb4x), mRNA19241 chrX 1.67E+08

TskuBC129977;NM_001168541;NM_001168540;BC129978;NM_001024619;CCDS21469;NM_001168539NM_001168541;NM_001168540;NM_001024619;NM_001168539uc012fpq.1;uc009ikk.2;uc033jak.1;uc009iki.2;uc012fpr.1;uc009ikj.2;uc009ikh.2Mus musculus tsukushi (Tsku) chr798352057;98350667

Pex5lHQ646192;HQ646188;HQ646193;NM_001289505;HQ646191;HQ646186;AK044552;NM_001163517;NM_001163516;AK042235;HQ646189;HQ646195;HQ646187;NM_021483;HQ646196NM_001163516;NM_001289505;NM_021483;NM_001163517uc029ukv.2;uc008oww.3;uc008owv.3;uc029uko.2;uc008owx.3;uc029uks.2;uc029ukt.2;uc008owu.3;uc008owz.3;uc029ukn.2;uc029ukq.2;uc029uku.2;uc008owt.3;uc029ukr.2;uc029ukp.2Mus musculus peroxisomal biogenesis factor 5-like (Pex5l)chr333131565;32949633;32956312

FlnbAF353669;NM_134080;AK050046NM_134080uc007sel.1;uc007sek.1;uc007sej.1Mus musculus filamin, beta (Flnb), mRNA286940 chr147817956;7919109

Srgap1NM_001081037;AK016279;NM_001242411NM_001081037;NM_001242411uc007hga.2;uc007hgc.2;uc007hgb.2Mus musculus SLIT-ROBO Rho GTPase activating protein 1 (Srgap1)chr10 1.22E+08

Arl11NM_177337;CCDS27182NM_177337uc007ufu.1;uc033grj.1Mus musculus ADP-ribosylation factor-like 11 (Arl11), mRNAchr1461310742;61309752

Runx2NM_001271631;NM_001271630;NM_001146038;NR_073392;NM_001271627;NM_001145920;NM_009820;AF053955NM_001271631;NM_001146038;NM_001271630;NM_001271627;NM_001145920;NM_009820uc012aty.2;uc008cpy.3;uc008cpz.3;uc008cqc.3;uc008cqa.3;uc008cqd.1;uc008cqi.3;uc008cqb.3Mus musculus runt related transcription factor 2 (Runx2)12393 chr1744603988;44639664

Nfam1NM_001271414;NM_001271412;NM_001271411;NM_001271413;NM_028728NM_001271414;NM_001271412;NM_001271411;NM_001271413;NM_028728uc007wzv.2;uc033gvq.1;uc007wzu.2;uc007wzt.2;uc007wzs.2Mus musculus Nfat activating molecule with ITAM motif 1 (Nfam1)chr15 82996735

Lrat NM_023624NM_023624uc012cqv.1Mus musculus lecithin-retinol acyltransferase (phosphatidylcholine-retinol-O-acyltransferase) (Lrat), mRNA79235 chr3 82892581

Chsy3AK044099;NM_001081328;AK048196NM_001081328uc008ezw.1;uc008ezv.1;uc008ezx.1Mus musculus chondroitin sulfate synthase 3 (Chsy3), mRNAchr1859175339;59175341

Coq10bNM_001039710;NM_026424NM_001039710;NM_026424uc007azz.1;uc007baa.1Mus musculus coenzyme Q10 homolog B (S. cerevisiae) (Coq10b)67876 chr1 55052769

Fam83hNM_001168253;NM_134087NM_001168253;NM_134087uc007wic.2;uc007wid.2Mus musculus family with sequence similarity 83, member H (Fam83h)105732 chr15 76001091

Timm10bNM_019502;AK010994;AK131168;AK002949;AK003421NM_019502uc009iys.1;uc009iyu.1;uc009iyt.1;uc009iyv.1;uc009iyw.2Mus musculus translocase of inner mitochondrial membrane 10B (Timm10b), mRNA14356 chr7105640539;105640566

Rhbdd1NM_001122685;NM_029777NM_001122685;NM_029777uc007brq.3;uc007brr.2Mus musculus rhomboid domain containing 1 (Rhbdd1)76867 chr182339048;82316578

MitfNM_001113198;AB061769;NM_008601;BC108977;NM_001178049;AK160757NM_001113198;NM_008601;NM_001178049uc009dbd.2;uc009dbb.1;uc009dba.2;uc009daz.2;uc009day.1;uc009dbe.2Mus musculus microphthalmia-associated transcription factor (Mitf)17342 chr697991782;97807057;97929816;97938493

Dusp3 NM_028207NM_028207uc007lqa.2Mus musculus dual specificity phosphatase 3 (vaccinia virus phosphatase VH1-related) (Dusp3), mRNA72349 chr11 1.02E+08

Lrrc59 NM_133807NM_133807uc007kze.1Mus musculus leucine rich repeat containing 59 (Lrrc59), mRNA98238 chr11 94629823

Ms4a6d NM_026835NM_026835uc008gsm.1Mus musculus membrane-spanning 4-domains, subfamily A, member 6D (Ms4a6d), mRNA68774 chr19 11586605

BC020394 BC020394 uc008opv.1Mus musculus adult male colon cDNA, RIKEN full-length enriched library, clone:9030406H22 product:unclassifiable, full insert sequencechr3 10390322

Zbtb18NM_013915;BC050909;BC089333;NM_001012330NM_013915;NM_001012330uc007dum.1;uc007dun.2;uc011wxi.2;uc007dul.2Mus musculus zinc finger and BTB domain containing 18 (Zbtb18)chr1177442406;177444660;177445820

Snhg18 NR_038186 uc007vkn.2Mus musculus small nucleolar RNA host gene 18 (Snhg18), long non-coding RNAchr15 32240567

PalmdAK136939;NM_023245NM_023245uc008rcx.1;uc008rcy.1Mus musculus palmdelphin (Palmd), mRNA114301 chr3116921857;116918261

Josd2NM_025368;NM_001205071;NM_001205072;BC018244;NM_001205070;NM_001205073NM_025368;NM_001205071;NM_001205072;NM_001205070;NM_001205073uc029wfe.1;uc009gpn.2;uc009gpm.2;uc009gpl.2;uc029wff.1;uc029wfd.1Mus musculus Josephin domain containing 2 (Josd2)66124 chr7 44467979

Tnni1NM_001112702;NM_021467;CCDS48374NM_021467uc033flo.1;uc033flp.1;uc033flq.1Mus musculus troponin I, skeletal, slow 1 (Tnni1)21952 chr1135799420;135799510;135802593

Ffar2NM_146187;CCDS21111;NM_001168512;NM_001168511;NM_001168509;NM_001168510NM_146187;NM_001168512;NM_001168511;NM_001168509;NM_001168510uc009ggn.1;uc012fhv.1;uc012fhx.1;uc009ggo.2;uc012fhw.1;uc033iyj.1Mus musculus free fatty acid receptor 2 (Ffar2)233079 chr730818356;30819120

Taldo1 NM_011528NM_011528uc009kkv.2Mus musculus transaldolase 1 (Taldo1), mRNA21351 chr7 1.41E+08

Ptrh1NM_178595;AK132137NM_178595uc008jgx.1;uc008jgy.1Mus musculus peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (Ptrh1), mRNA329384 chr2 32775820

MndaNM_001033450;AK088748;BC145397NM_001033450uc007dsb.2;uc007drx.1;uc007dsa.1Mus musculus myeloid cell nuclear differentiation antigen (Mnda), mRNA381308 chr1173848971;173896354

Rasal1NM_013832;NM_001281999NM_013832;NM_001281999uc008zhs.2;uc008zhr.2Mus musculus RAS protein activator like 1 (GAP1 like) (Rasal1)chr5120649187;120648811

Gvin1CCDS21663;NM_001039160;NM_029000NM_001039160;NM_029000uc009izo.1;uc009izn.1;uc033jbj.1;uc009izq.1;uc009izp.1Mus musculus GTPase, very large interferon inducible 1 (Gvin1)74558 chr7 1.06E+08

Clec3b NM_011606NM_011606uc009sfw.2Mus musculus C-type lectin domain family 3, member b (Clec3b), mRNA21922 chr9 1.23E+08

Aif1 NM_019467;BC021539NM_019467uc008cgm.1;uc008cgl.1Mus musculus allograft inflammatory factor 1 (Aif1), mRNA11629 chr17 35170991

PamAK049423;NM_013626;AK132581;U79523NM_013626uc007cfp.1;uc007cfr.1;uc007cfq.1;uc007cfo.1Mus musculus peptidylglycine alpha-amidating monooxygenase (Pam), mRNAchr197825836;97821093;97933470

F3 AY500273;NM_010171NM_010171uc008ree.2;uc008ref.2Mus musculus coagulation factor III (F3), mRNA chr3121723536;121731523
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Prr18CCDS28382;NM_178774;NR_028280NM_178774uc008ajo.1;uc012ajr.1;uc033hap.1Mus musculus proline rich 18 (Prr18)320111 chr178340738;8341013;8340405

A330023F24RikAK171382;NR_015566uc007ees.1;uc007eer.2Mus musculus RIKEN cDNA A330023F24 gene (A330023F24Rik), long non-coding RNAchr1195017398;195018580

Yif1a NM_026553NM_026553uc008gcd.2Mus musculus Yip1 interacting factor homolog A (S. cerevisiae) (Yif1a), mRNA68090 chr19 5088537

Galnt16NM_001081421;AK173105;BC125015NM_001081421uc007oay.1;uc007oaw.1;uc007oax.1Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 16 (Galnt16), mRNA108760 chr1280518989;80518801;80518470

ProscNM_001039077;NM_001039078;AK049905;NM_054057;AK134549NM_001039077;NM_001039078;NM_054057uc009lhu.1;uc009lhw.1;uc009lhv.1;uc009lhs.1;uc009lht.1Mus musculus proline synthetase co-transcribed (Prosc)114863 chr8 27042554

Ccl5 NM_013653NM_013653uc007kpi.2Mus musculus chemokine (C-C motif) ligand 5 (Ccl5), mRNA20304 chr11 83525778

Nrp1AK164378;AK082992;AK135428;NM_008737NM_008737uc009nzr.2;uc009nzq.2;uc009nzs.1;uc009nzt.2Mus musculus neuropilin 1 (Nrp1), mRNA chr8128359072;128359098

C2cd4cNM_198614;CCDS23979;NM_001168624NM_198614;NM_001168624uc033fqv.1;uc007fzc.1;uc007fzb.2Mus musculus C2 calcium-dependent domain containing 4C (C2cd4c)237397 chr1079612051;79606853

Fstl3 AK079286;NM_031380NM_031380uc007fzs.2;uc007fzt.2Mus musculus follistatin-like 3 (Fstl3), mRNA83554 chr1079777273;79780580

Tmem202 NM_178388NM_178388uc009pxv.1Mus musculus transmembrane protein 202 (Tmem202), mRNA73893 chr9 59518684

Atf5 NR_033136;NM_030693NM_030693uc009gqu.2;uc012fju.1Mus musculus activating transcription factor 5 (Atf5)107503 chr7 44812255

Acsl5 NM_027976NM_027976uc008hxp.1Mus musculus acyl-CoA synthetase long-chain family member 5 (Acsl5), mRNA433256 chr19 55253368

2210408F21RikNR_040257;NR_040258;NR_040261;NR_040259;NR_040260;NR_040262uc029vub.1;uc029vua.1;uc029vtz.1;uc012ejs.2;uc009bga.2;uc009bfz.2Mus musculus RIKEN cDNA 2210408F21 gene (2210408F21Rik)chr6 31220350

Cysltr1NM_001281859;NM_021476;NM_001281862NM_001281859;NM_021476;NM_001281862uc009ubu.2;uc009ubt.2;uc033jrs.1Mus musculus cysteinyl leukotriene receptor 1 (Cysltr1)chrX 1.07E+08

Fkbp1aAB241122;AB241121;AK141261;NM_008019;AB241120NM_008019uc008neb.1;uc008ndy.1;uc008ndz.1;uc008ndx.1;uc008nea.1Mus musculus FK506 binding protein 1a (Fkbp1a), mRNA14225 chr2 1.52E+08

1700056E22RikNM_028516NM_028516uc011wxw.1Mus musculus RIKEN cDNA 1700056E22 gene (1700056E22Rik), mRNA73363 chr1 1.84E+08

4930523C07RikNM_001162896;NR_028111;CCDS48410NM_001162896uc033fmp.1;uc007deb.2;uc007dec.2Mus musculus RIKEN cDNA 4930523C07 gene (4930523C07Rik)67647 chr1160075161;160044379

Sdc4 NM_011521NM_011521uc008nuq.1Mus musculus syndecan 4 (Sdc4), mRNA20971 chr2 1.64E+08

Ptpn7NM_177081;BC098475;BC145190NM_177081uc007css.1;uc011wsh.1;uc007cst.1Mus musculus protein tyrosine phosphatase, non-receptor type 7 (Ptpn7), mRNA320139 chr1135132724;135133749;135133335

Nags AK075765;NM_145829NM_145829uc007lqq.2;uc007lqp.2Mus musculus N-acetylglutamate synthase (Nags), mRNA217214 chr11102146365;102145512

Hcrtr1NM_198959;BC119582;NM_001163027NM_198959;NM_001163027uc008uyx.1;uc012dlu.1;uc012dlt.1Mus musculus hypocretin (orexin) receptor 1 (Hcrtr1)230777 chr4 1.3E+08

Adamtsl5BC034843;NM_001285435NM_001285435uc007gcv.3;uc033frc.1Mus musculus ADAMTS-like 5 (Adamtsl5)66548 chr10 80339792

Zfp36NM_011756;AK005006NM_011756uc029wef.1;uc009fys.1RecName: Full=Tristetraprolin;          Short=TTP; AltName: Full=Growth factor-inducible nuclear protein NUP475; AltName: Full=Protein TIS11A;          Short=TIS11; AltName: Full=TPA-induced sequence 11; AltName: Full=Zinc finger protein 36;          Short=Zfp-36;Mus musculus zinc finger protein 36 (Zfp36), mRNAchr728376783;28376785

Mtmr11 NM_181409NM_181409uc008qmd.2Mus musculus myotubularin related protein 11 (Mtmr11), mRNA194126 chr3 96161969

Ms4a6cNM_028595;NM_001166376NM_028595;NM_001166376uc008gsg.2;uc008gsh.2Mus musculus membrane-spanning 4-domains, subfamily A, member 6C (Ms4a6c)73656 chr19 11469367

Rras2NM_025846;AK172113NM_025846uc012fsk.1;uc009jhw.2Mus musculus related RAS viral (r-ras) oncogene homolog 2 (Rras2), mRNAchr7 1.14E+08

Zc3h12aAK163109;NM_153159;AK152518NM_153159uc008ury.2;uc008urx.2;uc008urw.2Mus musculus zinc finger CCCH type containing 12A (Zc3h12a), mRNA230738 chr4125126366;125118413

Ooep NM_026480NM_026480uc009quh.2Mus musculus oocyte expressed protein (Ooep), mRNA67968 chr9 78376902

Chrnb1 NM_009601NM_009601uc007jrq.2Mus musculus cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) (Chrnb1), mRNA11443 chr11 69784035

Tagln2NM_178598;AF465519NM_178598uc007dqp.1;uc029qur.1Mus musculus SM22beta mRNA, complete cds;Mus musculus transgelin 2 (Tagln2), mRNA21346 chr1172506910;172500245

Pla2g16AK039703;AK052657;NM_139269NM_139269uc008glj.1;uc008glh.1;uc008gli.1Mus musculus phospholipase A2, group XVI (Pla2g16), mRNA225845 chr197557458;7557484

Cd68NM_009853;AK170443NM_009853uc007jqy.1;uc007jqx.1Mus musculus CD68 antigen (Cd68), mRNA12514 chr11 69664370

Fam219aNM_027993;BC172173;NM_001159583NM_027993;NM_001159583uc012dcc.2;uc008siz.2;uc008sja.1Mus musculus family with sequence similarity 219, member A (Fam219a)chr441518928;41519903

CytipAK168343;AK164790;AK172380;NM_139200NM_139200uc008jsi.1;uc008jsl.1;uc008jsk.1;uc008jsj.1Mus musculus cytohesin 1 interacting protein (Cytip), mRNA227929 chr258146678;58129138;58143594

Anxa5 NM_009673NM_009673uc008ozj.2Mus musculus annexin A5 (Anxa5), mRNA11747 chr3 36448923

Trim66NM_001170912;NM_001170913;NM_181853NM_001170912;NM_001170913;NM_181853uc009jdq.2;uc012frz.1;uc012fsa.1Mus musculus tripartite motif-containing 66 (Trim66)330627 chr7 1.09E+08

Arpc1bBC010275;NM_023142NM_023142uc009amb.2;uc009amc.2Mus musculus actin related protein 2/3 complex, subunit 1B (Arpc1b), mRNA11867 chr5 1.45E+08

Pde2aAK158888;NM_001243758;NM_001143848;BC057029;NM_001143849;NM_001243757;NM_001008548NM_001243758;NM_001143848;NM_001143849;NM_001243757;NM_001008548uc009ioq.3;uc012fqk.2;uc009ios.3;uc009iop.3;uc009ior.3;uc009iot.3;uc009iou.1Mus musculus phosphodiesterase 2A, cGMP-stimulated (Pde2a)chr7101421690;101450519;101452286;101451251

Fjx1 NM_010218NM_010218uc008lhw.1Mus musculus four jointed box 1 (Drosophila) (Fjx1), mRNA14221 chr2 1.02E+08

Csf1AK136808;NM_001113529;NM_007778;NM_001113530NM_001113529;NM_007778;NM_001113530uc008qxk.2;uc008qxm.1;uc008qxn.1;uc008qxl.2Mus musculus colony stimulating factor 1 (macrophage) (Csf1)12977 chr3107741047;107745594;107747732

Panx1EU446265;NM_019482NM_019482uc012gon.2;uc009ofi.1Mus musculus pannexin 1 (Panx1), mRNA55991 chr9 15005784

Atf4NM_009716;NM_001287180NM_009716;NM_001287180uc033gvi.1;uc007wvl.2Mus musculus activating transcription factor 4 (Atf4)11911 chr15 80255183

Cidea NM_007702NM_007702uc012beh.1Mus musculus cell death-inducing DNA fragmentation factor, alpha subunit-like effector A (Cidea), mRNA12683 chr18 67343563

Stx11NM_001163591;NM_029075;NM_001163590;CCDS48500NM_001163591;NM_001163590;NM_029075uc011xae.1;uc033foq.1;uc007ekg.2;uc007ekh.2Mus musculus syntaxin 11 (Stx11) chr1012939982;12941114

Timp1NM_001044384;NM_011593NM_001044384;NM_011593uc009sty.1;uc009stz.1Mus musculus tissue inhibitor of metalloproteinase 1 (Timp1)21857 chrX 20870165

Gas2l1NM_144560;NM_001190408;NM_030228;NM_001190406;AF508323NM_144560;NM_001190408;NM_030228;NM_001190406uc007hvv.2;uc007hvu.2;uc007hvr.2;uc007hvq.2;uc007hvt.2Mus musculus growth arrest-specific 2 like 1 (Gas2l1)78926 chr115060374;5060469;5054130

C1qtnf4CCDS16417;NM_026161NM_026161uc008ktq.1;uc033hod.1Mus musculus C1q and tumor necrosis factor related protein 4 (C1qtnf4), mRNAchr290885785;90889384
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Lilra6AK054162;NM_011090;NR_028115NM_011090uc009ewp.2;uc009ewq.2;uc012ewj.1Mus musculus leukocyte immunoglobulin-like receptor, subfamily A (with TM domain), member 6 (Lilra6)18726 chr7 3908279

Lyve1 NM_053247NM_053247uc009jfr.1Mus musculus lymphatic vessel endothelial hyaluronan receptor 1 (Lyve1), mRNA114332 chr7 1.11E+08

Pvr AK014446;NM_027514NM_027514uc009fno.2;uc009fnp.2Mus musculus poliovirus receptor (Pvr), mRNA52118 chr719903577;19915763

Txnrd1NM_001042523;NM_015762;NM_001042514;NM_001042513;AK210892NM_001042523;NM_015762;NM_001042514;NM_001042513uc007gjz.1;uc007gkb.1;uc007gjy.1;uc007gka.1;uc007gkd.1Mus musculus thioredoxin reductase 1 (Txnrd1) chr1082833950;82874604;82859205;82860340

Rhoq NM_145491NM_145491uc008dum.1Mus musculus ras homolog gene family, member Q (Rhoq), mRNA104215 chr17 86963110

Ly6g5bNM_148939;HE864440;AJ315554;HE864441;HE864442NM_148939;NM_009975uc033hdd.1;uc033hde.1;uc033hdc.1;uc008cft.4;uc008cfs.2Mus musculus lymphocyte antigen 6 complex, locus G5B (Ly6g5b), mRNA266614 chr17 35113945

Creb5NM_172728;AK052230;AK170128NM_172728uc009bzi.1;uc009bzj.1;uc009bzh.1Mus musculus cAMP responsive element binding protein 5 (Creb5), mRNAchr6 53573373

Tmem140NM_197986;CCDS19996;AK085154NM_197986uc009bhu.1;uc033ior.1;uc009bht.1Mus musculus transmembrane protein 140 (Tmem140), mRNAchr634872550;34863145

Gdf15 NM_011819NM_011819uc009mba.2Mus musculus growth differentiation factor 15 (Gdf15), mRNA23886 chr8 70629393

Pck2AK161944;NM_028994;AK147972NM_028994uc007tyx.1;uc007tyw.1;uc007tyy.1Mus musculus phosphoenolpyruvate carboxykinase 2 (mitochondrial) (Pck2), mRNAchr14 55540265

Laptm5NM_010686;AK171053;AK170690NM_010686uc012dlx.1;uc008uzu.1;uc008uzv.1Mus musculus lysosomal-associated protein transmembrane 5 (Laptm5), mRNAchr4 1.31E+08

Foxp2AK080549;NM_053242;AK051668;NM_001286607;NM_212435NM_053242;NM_001286607;NM_212435uc009ayz.1;uc009ayy.1;uc009aza.1;uc009ayx.1;uc012eie.1Mus musculus forkhead box P2 (Foxp2)114142 chr614901348;15185505

Tox2 NM_001098799NM_001098799uc008nso.1Mus musculus TOX high mobility group box family member 2 (Tox2), mRNA269389 chr2 1.63E+08

Gltpd2 NM_146020NM_146020uc007jvd.1Mus musculus glycolipid transfer protein domain containing 2 (Gltpd2), mRNA216871 chr11 70519208

Fam132b NM_173395NM_173395uc007caj.1Mus musculus family with sequence similarity 132, member B (Fam132b), mRNA227358 chr1 91366429

Ust AK029782;NM_177387NM_177387uc011xaa.1;uc007eit.1Mus musculus uronyl-2-sulfotransferase (Ust), mRNA338362 chr10 8204752

Emr1U66890;NM_010130;AK155862;U66892;U66891;BC075688NM_010130uc008des.2;uc008det.2;uc008deu.2;uc012awb.1;uc008dev.2;uc012awa.1Mus musculus EGF-like module containing, mucin-like, hormone receptor-like sequence 1 (Emr1), mRNAchr17 57358685

Tex40NM_001039494;BC172042;BC172038NM_001039494uc033hit.1;uc012bhp.1;uc008gji.1Mus musculus testis expressed 40 (Tex40), mRNA67077 chr19 6922425

Zmynd15AK171931;AK128979;NM_001029929NM_001029929uc007jva.1;uc007juz.1;uc007juy.1Mus musculus zinc finger, MYND-type containing 15 (Zmynd15), mRNA574428 chr1170459621;70460195

Kcnk13NM_146037;NM_001164426;NM_001164427NM_146037;NM_001164426;NM_001164427uc007osj.2;uc007osi.2;uc007osl.2Mus musculus potassium channel, subfamily K, member 13 (Kcnk13)217826 chr12 99964498

Mgp NM_008597NM_008597uc009eml.1Mus musculus matrix Gla protein (Mgp), mRNA17313 chr6 1.37E+08

Irgc1CCDS39831;NM_199013;AK133005NM_199013uc009fpo.1;uc009fpp.1;uc033ixm.1Mus musculus immunity-related GTPase family, cinema 1 (Irgc1), mRNA210145 chr724431998;24431925

Dennd3BC144912;NM_001081066NM_001081066uc011ztv.1;uc007wce.1Mus musculus DENN/MADD domain containing 3 (Dennd3), mRNA105841 chr15 73512559

Slc1a4 NM_018861NM_018861uc007idb.2Mus musculus solute carrier family 1 (glutamate/neutral amino acid transporter), member 4 (Slc1a4), mRNA55963 chr11 20302179

Sqstm1NM_011018;BC006019NM_011018uc007irx.1;uc007irw.1Mus musculus sequestosome 1 (Sqstm1)18412 chr11 50200151

Htatip2NM_016865;NM_001146052;NM_001146049;NM_001146053;AK015389;NM_001146050NM_016865;NM_001146052;NM_001146049;NM_001146053;NM_001146050uc009hbq.2;uc009hbp.2;uc009hbo.2;uc012fld.1;uc009hbr.2;uc012flc.1Mus musculus HIV-1 tat interactive protein 2, homolog (human) (Htatip2)chr749759105;49759511

Lonp1BC058735;NM_028782NM_028782uc008dco.2;uc008dcp.2Mus musculus lon peptidase 1, mitochondrial (Lonp1), mRNA74142 chr17 56614297

Gm10471NM_001177579NM_001177579uc012dtn.1Mus musculus predicted gene 10471 (Gm10471), mRNAchr5 26082171

Gpr39 NM_027677NM_027677uc007ckh.2Mus musculus G protein-coupled receptor 39 (Gpr39), mRNA71111 chr1 1.26E+08

AK147021 AK147021 uc007dbi.1Mus musculus 17 days embryo heart cDNA, RIKEN full-length enriched library, clone:I920088N03 product:hypothetical Alanine-rich region profile containing protein, full insert sequencechr1 1.56E+08

Psmd8NM_026545;AK168886NM_026545uc009gbb.2;uc009vei.1Mus musculus proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 (Psmd8), mRNA57296 chr729174186;29174187

Defb36 NM_001037247NM_001037247uc008nfu.2Mus musculus defensin beta 36 (Defb36), mRNA266620 chr2 1.53E+08

Ncf4 NM_008677;AK170854NM_008677uc007wow.2;uc007wox.2Mus musculus neutrophil cytosolic factor 4 (Ncf4), mRNAchr1578244810;78253275

BC032181 BC032181 uc008gyu.1Mus musculus adult male epididymis cDNA, RIKEN full-length enriched library, clone:9230105K24 product:unclassifiable, full insert sequencechr19 21161931

Cpne8NM_001033851;NM_025815;BC017626NM_001033851;NM_025815uc007xhn.1;uc007xho.1;uc007xhp.1Mus musculus copine VIII (Cpne8)66871 chr1590487480;90643322

Ddit3 NM_007837NM_007837uc007hiy.2Mus musculus DNA-damage inducible transcript 3 (Ddit3)13198 chr10 1.27E+08

Ttc34 NM_172878NM_172878uc012dql.1Mus musculus tetratricopeptide repeat domain 34 (Ttc34), mRNA242800 chr4 1.55E+08

1810034E14RikNR_045798 uc007qys.1Mus musculus RIKEN cDNA 1810034E14 gene (1810034E14Rik), long non-coding RNAchr13 64248699

Serpine2NM_009255;AK164270NM_009255uc007bqz.2;uc007bra.2Mus musculus serine (or cysteine) peptidase inhibitor, clade E, member 2 (Serpine2), mRNAchr179794320;79815107

Esyt3 NM_177775NM_177775uc009reb.1Mus musculus extended synaptotagmin-like protein 3 (Esyt3), mRNA272636 chr9 99309966

H2-D1NM_001267808;NM_010380;AK170678;J00407NM_001267808;NM_010380uc033hdk.1;uc008chf.1;uc008chh.1;uc008chg.1Mus musculus histocompatibility 2, D region locus 1 (H2-D1), mRNAchr1735264027;35263093

Tubb2a-ps2NR_003964 uc011yki.1Mus musculus tubulin, beta 2a, pseudogene 2 (Tubb2a-ps2), non-coding RNAchr12 11882195

Dcbld2AK006805;NM_028523;BC066097;AK165117NM_028523uc007znp.1;uc007znr.1;uc007znq.1;uc007zno.1Mus musculus discoidin, CUB and LCCL domain containing 2 (Dcbld2), mRNAchr1658408534;58460242;58460198

Gda AK044078;NM_010266NM_010266uc008gyx.1;uc008gyy.1Mus musculus guanine deaminase (Gda), mRNA chr1921418724;21391306

Arhgap15AK040796;AK170537;NM_001025377;NM_153820NM_001025377;NM_153820uc008jow.1;uc008jox.1;uc008jou.1;uc008jov.1Mus musculus Rho GTPase activating protein 15 (Arhgap15)76117 chr2 43748823

Zfp652os NR_045780 uc007lao.2Mus musculus zinc finger protein 652, opposite strand (Zfp652os), long non-coding RNAchr11 95700105

Gm6377NM_001037917;CCDS30354NM_001037917uc009ucu.2;uc033jsc.1Mus musculus predicted gene 6377 (Gm6377), mRNA chrX109197814;109196755

Page 86 of 1163



Eif2ak3AK010397;AK139679;NM_010121NM_010121uc009cga.1;uc009cgc.1;uc009cgb.1Mus musculus eukaryotic translation initiation factor 2 alpha kinase 3 (Eif2ak3), mRNAchr670878560;70844526

2410131K14RikNM_001081236NM_001081236uc008zgj.1Mus musculus RIKEN cDNA 2410131K14 gene (2410131K14Rik), mRNA76792 chr5 1.18E+08

Apoc2NM_001277944;BC106108NM_001277944uc012fbh.2;uc009fmt.3Mus musculus apolipoprotein C-II (Apoc2), mRNA11813 chr7 19671578

E130114P18RikAK086199;NR_015513;BC048947;AK053617uc012dhf.1;uc008tto.2;uc008ttp.1;uc008ttn.2Mus musculus RIKEN cDNA E130114P18 gene (E130114P18Rik), long non-coding RNAchr4 97567874

Slc22a23BC053705;NM_001033167NM_001033167uc007qbh.1;uc007qbg.1Mus musculus solute carrier family 22, member 23 (Slc22a23), mRNA73102 chr13 34179157

Sectm1aAK082020;AK170159;NM_145373NM_145373uc007mvg.1;uc007mve.1;uc007mvf.1Mus musculus secreted and transmembrane 1A (Sectm1a), mRNAchr11 1.21E+08

AK042791 AK042791 uc009cts.1Mus musculus 7 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:A730024K24 product:unclassifiable, full insert sequencechr6 87672381

TfecNM_031198;AK157426;BC064770NM_031198uc009azf.2;uc009aze.2;uc009azg.1Mus musculus transcription factor EC (Tfec), mRNA chr616841415;16833380

AK192600 AK192600 uc029rqe.1Mus musculus cDNA, clone:Y1G0109G03, strand:plus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000026129, based on BLAT searchchr11 1.21E+08

F13a1AK171273;NM_001166391;NM_028784;AK170278NM_001166391;NM_028784uc007qcq.2;uc007qcn.2;uc007qco.2;uc007qcp.2Mus musculus coagulation factor XIII, A1 subunit (F13a1)74145 chr1336967796;36867177;36969645

Mcpt4 NM_010779NM_010779uc007ubl.1Mus musculus mast cell protease 4 (Mcpt4), mRNA17227 chr14 56059743

Plat NM_008872;AK053476NM_008872uc009ldx.2;uc009ldw.2Mus musculus plasminogen activator, tissue (Plat), mRNA18791 chr8 22757743

Arap2NM_178407;AK084988NM_178407uc008xlz.2;uc008xma.2Mus musculus ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 2 (Arap2), mRNAchr5 62602445

Cebpb NM_009883NM_009883uc008oaf.2Mus musculus CCAAT/enhancer binding protein (C/EBP), beta (Cebpb)12608 chr2 1.68E+08

Tbr1 NM_009322NM_009322uc008jvd.1Mus musculus T-box brain gene 1 (Tbr1), mRNA21375 chr2 61804452

BC021614BC034269;NM_144869NM_144869uc008fyh.1;uc008fyi.1Mus musculus cDNA sequence BC021614 (BC021614), mRNA225884 chr19 4057486

Stac2 NM_146028NM_146028 uc007lfl.1Mus musculus SH3 and cysteine rich domain 2 (Stac2), mRNA217154 chr11 98036623

Cma1 NM_010780NM_010780uc007ubf.1Mus musculus chymase 1, mast cell (Cma1), mRNA17228 chr14 55941450

Tpsb2 NM_010781NM_010781uc008bas.1Mus musculus tryptase beta 2 (Tpsb2), mRNA17229 chr17 25366332

Rdh10 NM_133832NM_133832uc007ajm.1Mus musculus retinol dehydrogenase 10 (all-trans) (Rdh10), mRNA98711 chr1 16105881

Srrm4BC024130;NM_026886;AK165719NM_026886uc008zfd.1;uc008zfb.1;uc008zfc.1Mus musculus serine/arginine repetitive matrix 4 (Srrm4), mRNA68955 chr5116453155;116439272

Klhdc8a NM_144810NM_144810uc007con.1Mus musculus kelch domain containing 8A (Klhdc8a), mRNA213417 chr1 1.32E+08

Npw NM_001099664NM_001099664uc008axm.2Mus musculus neuropeptide W (Npw), mRNA381073 chr17 24657329

Scand1CCDS38298;NM_020255NM_020255uc008nnc.2;uc033hra.1Mus musculus SCAN domain-containing 1 (Scand1), mRNA19018 chr2156311845;156311919

Il6ra NM_010559;AK141197NM_010559uc008qaf.1;uc008qag.1Mus musculus interleukin 6 receptor, alpha (Il6ra), mRNA16194 chr3 89869323

Cd53 NM_007651NM_007651uc008qwm.2Mus musculus CD53 antigen (Cd53), mRNA12508 chr3 1.07E+08

Shc4AK148297;AK036946;NM_199022;BC103713NM_199022uc008mcv.1;uc008mcy.1;uc008mcw.1;uc012cdc.1Mus musculus SHC (Src homology 2 domain containing) family, member 4 (Shc4), mRNAchr2125691909;125649104;125627446

AK084494 AK084494 uc008lll.1Mus musculus 13 days embryo heart cDNA, RIKEN full-length enriched library, clone:D330007L08 product:unclassifiable, full insert sequencechr2 1.07E+08

Gfod1NM_001033399;AK053379NM_001033399uc007qfx.1;uc007qfy.1Mus musculus glucose-fructose oxidoreductase domain containing 1 (Gfod1), mRNAchr1343265424;43195518

Dok3NM_013739;AK154750NM_013739uc007qrm.1;uc007qrn.1Mus musculus docking protein 3 (Dok3), mRNA27261 chr13 55523234

Gm15417NR_040404;NR_040403uc008pzf.1;uc008pze.1Mus musculus predicted gene 15417 (Gm15417) chr389391863;89394289

C1qb NM_009777NM_009777uc008vip.2Mus musculus complement component 1, q subcomponent, beta polypeptide (C1qb), mRNA12260 chr4 1.37E+08

Ttyh2NM_053273;AK156393NM_053273uc007mfm.1;uc011yhf.1Mus musculus tweety homolog 2 (Drosophila) (Ttyh2), mRNAchr11 1.15E+08

Klf6 NM_011803NM_011803uc007pjw.1Mus musculus Kruppel-like factor 6 (Klf6), mRNA23849 chr13 5861488

AK020645 AK020645 uc007cpy.1Mus musculus adult male urinary bladder cDNA, RIKEN full-length enriched library, clone:9530028L01 product:unclassifiable, full insert sequencechr1 1.33E+08

4930448K20RikNR_004448 uc012dal.1Mus musculus RIKEN cDNA 4930448K20 gene (4930448K20Rik), non-coding RNAchr4 9915964

Bpifb9a NM_175167NM_175167uc008niz.1Mus musculus BPI fold containing family B, member 9A (Bpifb9a), mRNA71425 chr2 1.54E+08

AK082432 AK082432 uc008nsn.1Mus musculus 0 day neonate cerebellum cDNA, RIKEN full-length enriched library, clone:C230050G14 product:unclassifiable, full insert sequencechr2 1.63E+08

AK171153 AK171153 uc008ccf.1;uc008ccg.1Mus musculus activated spleen cDNA, RIKEN full-length enriched library, clone:F830002L12 product:unclassifiable, full insert sequencechr1734286546;34284905

Speer5-ps1NR_001582;NR_027506uc011xdm.1;uc007ezs.2Mus musculus spermatogenesis associated glutamate (E)-rich protein 5, pseudogene 1 (Speer5-ps1)chr1044170446;44215424

Adam4 NM_009620NM_009620uc007ocd.1Mus musculus a disintegrin and metallopeptidase domain 4 (Adam4), mRNA11498 chr12 81419548

Tyrobp NM_011662NM_011662uc009gef.1Mus musculus TYRO protein tyrosine kinase binding protein (Tyrobp), mRNA22177 chr7 30413787

E130317F20RikNR_029447 uc011xib.1Mus musculus RIKEN cDNA E130317F20 gene (E130317F20Rik), long non-coding RNAchr10 79851376

Fcgr2bNM_001077189;NM_010187;U51629;AK080885NM_001077189;NM_010187uc007dmv.1;uc007dms.2;uc007dmt.2;uc011wvv.2Mus musculus Fc receptor, IgG, low affinity IIb (Fcgr2b)14130 chr1170960558;170964332

PappaNM_021362;AF439514NM_021362uc008thm.1;uc012dgb.1Mus musculus pregnancy-associated plasma protein A (Pappa), mRNAchr4 65124173

Steap1 NM_027399NM_027399uc008wjb.2Mus musculus six transmembrane epithelial antigen of the prostate 1 (Steap1), mRNA70358 chr5 5736321

Gm12250NM_001135115NM_001135115uc011xvf.1Mus musculus predicted gene 12250 (Gm12250), mRNAchr11 58183842
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H2-K1KF831065;NM_001001892;BC080756;AK168517;AY989882NM_001001892uc008cap.1;uc012apq.1;uc033hct.1;uc008caq.1;uc008car.2Mus musculus histocompatibility 2, K1, K region (H2-K1)chr1733996023;33996011;33996032

Sema3bAK043634;NM_009153;AK048364;BC090669;AK014333;NM_001042779NM_009153;NM_001042779uc012haj.1;uc009rmf.1;uc009rmj.1;uc009rmg.1;uc009rmh.1;uc009rmi.1Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3B (Sema3b)20347 chr9 1.08E+08

BC071253 BC071253 uc012hdm.1Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230051L08 product:NADH-ubiquinone oxidoreductase chain 6 (EC 1.6.5.3) homolog [Mus musculus], full insert sequencechrM 11719

C1qa NM_007572NM_007572uc008vir.1Mus musculus complement component 1, q subcomponent, alpha polypeptide (C1qa), mRNA12259 chr4 1.37E+08

Chpf2AK207269;AK122504;NM_133913NM_133913uc012dtf.1;uc012dte.1;uc029vgn.1Mus musculus chondroitin polymerizing factor 2 (Chpf2), mRNA100910 chr524586749;24587013

Cdr2 NM_007672NM_007672uc012ftc.2Mus musculus cerebellar degeneration-related 2 (Cdr2), mRNA12585 chr7 1.21E+08

Jdp2NM_001205053;NM_030887;NM_001205052NM_001205053;NM_030887;NM_001205052uc029ruf.1;uc007ohb.1;uc007ohc.1Mus musculus Jun dimerization protein 2 (Jdp2)81703 chr1285599415;85599104;85600017

Dusp10 NM_022019NM_022019uc007dym.1Mus musculus dual specificity phosphatase 10 (Dusp10), mRNA63953 chr1 1.84E+08

2610016A17RikNR_045347 uc008hbl.2Mus musculus RIKEN cDNA 2610016A17 gene (2610016A17Rik), long non-coding RNAchr19 25671133

TescNM_021344;GQ856260;AK010463NM_021344uc012ecj.1;uc008zgd.1;uc008zgc.1Mus musculus tescalcin (Tesc), mRNA57816 chr5118036032;118027823

C1qc NM_007574NM_007574uc008viq.1Mus musculus complement component 1, q subcomponent, C chain (C1qc), mRNA12262 chr4 1.37E+08

Gm14005NR_028591;NR_028590;NR_028589uc008mgo.2;uc012cdr.1;uc008mgp.2Mus musculus predicted gene 14005 (Gm14005) chr2128298662;128316299;128372107

C4bNM_009780;BC039141;BC018277NM_009780uc008cdk.2;uc008cdl.2;uc029thg.1Mus musculus complement component 4B (Chido blood group) (C4b), mRNA12268 chr17 34728380

Ptchd1 NM_001093750NM_001093750uc009urw.1Mus musculus patched domain containing 1 (Ptchd1), mRNA211612 chrX 1.56E+08

H2-Q5 NR_051981 uc008chn.2Mus musculus histocompatibility 2, Q region locus 5 (H2-Q5), non-coding RNAchr17 35394098

Csrnp1AK171658;NM_153287NM_153287uc009sbu.1;uc009sbv.1Mus musculus cysteine-serine-rich nuclear protein 1 (Csrnp1), mRNAchr9 1.2E+08

Nfatc1NM_001164112;NM_001164111;NM_016791;NM_198429;NM_001164109;NM_001164110NM_001164112;NM_001164111;NM_016791;NM_198429;NM_001164109;NM_001164110uc008fte.2;uc008ftg.2;uc012bfl.1;uc012bfk.1;uc012bfm.1;uc008ftf.2Mus musculus nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 1 (Nfatc1)chr1880647434;80606204

Gm19461 NR_037984 uc007cpw.2Mus musculus predicted gene, 19461 (Gm19461), non-coding RNAchr1 1.33E+08

Mettl7b NM_027853NM_027853uc007hpd.1Mus musculus methyltransferase like 7B (Mettl7b), mRNA71664 chr10 1.29E+08

Bach2osAK144923;NR_026843 uc008seu.1;uc008set.2Mus musculus BTB and CNC homology 2, opposite strand (Bach2os), long non-coding RNAchr432561201;32559679

Cpa3 NM_007753NM_007753uc008osp.2Mus musculus carboxypeptidase A3, mast cell (Cpa3), mRNA12873 chr3 20215615

Cdr2l NM_001080929NM_001080929uc007mhi.1Mus musculus cerebellar degeneration-related protein 2-like (Cdr2l), mRNA237988 chr11 1.15E+08

Slc35c1NM_145832;NM_211358NM_145832;NM_211358uc008kyb.1;uc008kyc.1Mus musculus solute carrier family 35, member C1 (Slc35c1)228368 chr2 92452764

Slc15a3NM_023044;AK171698NM_023044uc008gra.2;uc008grb.1Mus musculus solute carrier family 15, member 3 (Slc15a3), mRNA65221 chr19 10842543

Rhbdl2NM_183163;BC115495;BC052650NM_183163uc008upy.1;uc008upx.1;uc008upw.1Mus musculus rhomboid, veinlet-like 2 (Drosophila) (Rhbdl2), mRNA230726 chr4123787874;123813334

Prelp NM_054077NM_054077uc007crc.3Mus musculus proline arginine-rich end leucine-rich repeat (Prelp), mRNA116847 chr1 1.34E+08

SelplgCCDS51621;BC003874;AK089214;NM_009151NM_009151uc008yyr.2;uc008yyt.2;uc008yys.2;uc033ilg.1Mus musculus selectin, platelet (p-selectin) ligand (Selplg), mRNAchr5113819632;113818535;113818989;113817797

Atp1b1 NM_009721NM_009721uc007dip.2Mus musculus ATPase, Na+/K+ transporting, beta 1 polypeptide (Atp1b1), mRNA11931 chr1 1.64E+08

Kcnip1NM_001190885;NM_001190886;AY171234;NM_027398NM_001190885;NM_001190886;NM_027398uc007ikq.2;uc007ikp.2;uc007ikr.2;uc007iko.2Mus musculus Kv channel-interacting protein 1 (Kcnip1)70357 chr11 33629340

1810011H11RikNM_001163616NM_001163616uc007szh.1Mus musculus RIKEN cDNA 1810011H11 gene (1810011H11Rik), mRNA69069 chr14 32785962

BC024571 BC024571 uc008kbg.1Mus musculus integrin alpha 6, mRNA (cDNA clone IMAGE:5355083)chr2 71856763

Serpina3gBC002065;NM_009251NM_009251uc029rxs.1;uc007oxa.2Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3G (Serpina3g), mRNAchr12104236241;104214543

AK085201 AK085201 uc008iqj.1Mus musculus 13 days embryo stomach cDNA, RIKEN full-length enriched library, clone:D530008I23 product:unclassifiable, full insert sequencechr2 25141796

Abca12AK076440;NM_175210;AK014713;AK029031NM_175210uc007bjq.1;uc007bjo.2;uc011wmq.1;uc007bjp.1Mus musculus ATP-binding cassette, sub-family A (ABC1), member 12 (Abca12), mRNA74591 chr171310973;71290012;71361742;71243089

Slc11a1 NM_013612NM_013612uc007bly.2Mus musculus solute carrier family 11 (proton-coupled divalent metal ion transporters), member 1 (Slc11a1), mRNA18173 chr1 74375202

Mab21l3 NM_172295NM_172295uc008qrk.2Mus musculus mab-21-like 3 (C. elegans) (Mab21l3), mRNA242125 chr3 1.02E+08

Ces1b NM_001081372NM_001081372uc009muk.1Mus musculus carboxylesterase 1B (Ces1b), mRNA382044 chr8 93056726

Cyp2d26 NM_029562NM_029562uc007wzn.1Mus musculus cytochrome P450, family 2, subfamily d, polypeptide 26 (Cyp2d26), mRNA76279 chr15 82790106

AK041310 AK041310 uc008rgq.1Mus musculus adult male aorta and vein cDNA, RIKEN full-length enriched library, clone:A530098K19 product:unclassifiable, full insert sequencechr3 1.27E+08

D130058E05RikAK036422 uc007bzc.1SubName: Full=Protein D130058E05Rik; Flags: Fragmentchr1 89930233

Prodh2BC052815;NM_019546NM_019546uc012fhr.1;uc009geo.1Mus musculus proline dehydrogenase (oxidase) 2 (Prodh2), mRNA56189 chr730509766;30493657

Bex6CCDS28116;NM_001033539NM_001033539uc007yyk.1;uc033gyw.1Mus musculus brain expressed gene 6 (Bex6), mRNA chr1632179799;32186375

AK080816 AK080816 uc007fpc.1Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230312C23 product:hypothetical protein, full insert sequence11994 chr10 73099341

BC057675 BC057675 uc033gmj.1;uc029rzf.1Mus musculus adult male lung cDNA, RIKEN full-length enriched library, clone:1200016E24 product:unclassifiable, full insert sequence;Mus musculus mVL30-1 retroelement mRNA sequencechr1321764228;68216277

Itgb2AK169587;NM_008404;BC145644;AK161236NM_008404uc011xhe.1;uc007fvw.1;uc011xhf.1;uc007fvv.1Mus musculus integrin beta 2 (Itgb2), mRNA16414 chr1077541931;77530347

Mfsd6AK171946;NM_178081;NM_133829NM_178081;NM_133829uc007ayn.1;uc007aym.1;uc007ayl.3Mus musculus major facilitator superfamily domain containing 6 (Mfsd6)98682 chr152659985;52675622;52656304

Rrad NM_019662NM_019662uc009naz.1Mus musculus Ras-related associated with diabetes (Rrad), mRNA56437 chr8 1.05E+08
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Tnip1NM_021327;NM_001199275;NM_001271456;NM_001199276;AK135338;NM_001271455NM_021327;NM_001199275;NM_001271456;NM_001199276;NM_001271455uc007iyq.3;uc007iym.2;uc007iyp.3;uc007iyo.2;uc007iyn.2;uc007iyl.3Mus musculus TNFAIP3 interacting protein 1 (Tnip1)57783 chr1154916795;54910786

Irf4 AK089319;NM_013674NM_013674uc007pyz.1;uc007pza.1Mus musculus interferon regulatory factor 4 (Irf4), mRNA16364 chr13 30749257

Rgs1 AK171306;NM_015811NM_015811uc007cxk.1;uc007cxj.2Mus musculus regulator of G-protein signaling 1 (Rgs1), mRNA50778 chr1 1.44E+08

Padi2AK168685;NM_008812NM_008812uc008vnj.1;uc008vni.2Mus musculus peptidyl arginine deiminase, type II (Padi2), mRNAchr4140924158;140906359

Il4raAK149717;NM_001008700;M27960NM_001008700uc009jqd.1;uc009jqb.1;uc009jqc.1Mus musculus interleukin 4 receptor, alpha (Il4ra), mRNA16190 chr7 1.26E+08

Uchl1NM_011670;AK170728NM_011670uc008xpf.2;uc008xpg.1Mus musculus ubiquitin carboxy-terminal hydrolase L1 (Uchl1), mRNAchr566676892;66676120

Nfkbie NM_008690NM_008690uc008cqv.1Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, epsilon (Nfkbie), mRNA18037 chr17 45555715

AK017306 AK017306 uc007ecv.1Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched library, clone:2900001L02 product:unclassifiable, full insert sequencechr1 1.92E+08

Pilra NM_153510;AK041413NM_153510uc009aeb.2;uc009aea.2Mus musculus paired immunoglobin-like type 2 receptor alpha (Pilra), mRNA231805 chr5 1.38E+08

Stat4NM_011487;AK037598;AK132675NM_011487uc007axx.1;uc007axw.1;uc011wkn.1Mus musculus signal transducer and activator of transcription 4 (Stat4), mRNAchr152008243;51987147

Ccr1CCDS23666;NM_009912NM_009912uc009sgy.2;uc033job.1Mus musculus chemokine (C-C motif) receptor 1 (Ccr1), mRNA12768 chr9123963423;123962125

Rhob NM_007483NM_007483uc007mzp.1Mus musculus ras homolog gene family, member B (Rhob), mRNA11852 chr12 8497758

C1qtnf3NM_030888;NM_001204134NM_030888;NM_001204134uc007vgu.2;uc007vgv.2Mus musculus C1q and tumor necrosis factor related protein 3 (C1qtnf3)81799 chr1510952356;10952331

Pf4 NM_019932NM_019932uc008ybi.2Mus musculus platelet factor 4 (Pf4), mRNA56744 chr5 90772434

6430562O15RikNR_015515 uc007rpp.2Mus musculus RIKEN cDNA 6430562O15 gene (6430562O15Rik), long non-coding RNAchr13 99410835

C3ar1NM_009779;CCDS20504NM_009779uc033iuo.1;uc009dps.1Mus musculus complement component 3a receptor 1 (C3ar1), mRNA12267 chr6122847139;122849822

Clec4dAK170692;NM_010819;NM_001163161;AK155919NM_010819;NM_001163161uc009dqg.2;uc009dqi.2;uc009dqj.2;uc009dqh.2Mus musculus C-type lectin domain family 4, member d (Clec4d)chr6 1.23E+08

Meox1 NM_010791NM_010791uc007lpx.1Mus musculus mesenchyme homeobox 1 (Meox1), mRNA17285 chr11 1.02E+08

Slc40a1FJ207423;AK033987;FJ207421;NM_016917NM_016917uc007awu.1;uc007awv.1;uc011wki.1;uc011wkh.1Mus musculus solute carrier family 40 (iron-regulated transporter), member 1 (Slc40a1), mRNA53945 chr145915240;45921155;45908069

Speer4c NM_001281511NM_001281511uc008wmt.2Mus musculus spermatogenesis associated glutamate (E)-rich protein 4c (Speer4c), mRNA1.01E+08 chr5 15709504

Alox5ap NM_009663NM_009663uc009app.1Mus musculus arachidonate 5-lipoxygenase activating protein (Alox5ap), mRNA11690 chr5 1.49E+08

Creb3 NM_013497NM_013497uc008sqg.1Mus musculus cAMP responsive element binding protein 3 (Creb3), mRNA12913 chr4 43562633

Il1bNM_008361;AK225003;AK224980NM_008361uc008mhu.1;uc008mht.1;uc012cdt.1Mus musculus interleukin 1 beta (Il1b), mRNA chr2 1.29E+08

Fam43b NM_001081672NM_001081672uc008vkx.2Mus musculus family with sequence similarity 43, member B (Fam43b), mRNA625638 chr4 1.38E+08

Pdlim1AK158992;NM_016861NM_016861uc008hkl.2;uc008hkk.2Mus musculus PDZ and LIM domain 1 (elfin) (Pdlim1), mRNAchr1940247291;40222238

Sh3gl3NM_017400;NM_001277955;NM_001277954NM_017400;NM_001277955;NM_001277954uc029wml.2;uc029wmn.2;uc029wmm.2Mus musculus SH3-domain GRB2-like 3 (Sh3gl3)20408 chr7 82259907

Srgn NM_011157NM_011157uc007fhi.1Mus musculus serglycin (Srgn), mRNA19073 chr10 62494427

Isg15 NM_015783NM_015783uc012dri.1Mus musculus ISG15 ubiquitin-like modifier (Isg15), mRNA1E+08 chr4 1.56E+08

Thbs1NM_011580;M87276NM_011580uc008lrq.1;uc008lrr.1Mus musculus thrombospondin 1 (Thbs1), mRNA chr2 1.18E+08

Slc16a5AK037416;NM_001080934;BC053982;BC172170;AK079757NM_001080934uc007mhr.1;uc007mhs.1;uc007mhp.1;uc011yhl.1;uc007mhq.1Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 5 (Slc16a5), mRNA217316 chr11115463799;115462472;115464569

Fcgr1 X70980;NM_010186NM_010186uc008qmr.1;uc008qmq.1Mus musculus Fc receptor, IgG, high affinity I (Fcgr1), mRNAchr3 96282908

Lilrb4U05266;AK170368;NM_013532NM_013532uc011xdq.1;uc007fas.1;uc007far.1Mus musculus leukocyte immunoglobulin-like receptor, subfamily B, member 4 (Lilrb4), mRNAchr1051490974;51490969

Bik NM_007546;BC003732NM_007546uc007xbe.1;uc007xbd.1Mus musculus BCL2-interacting killer (Bik), mRNA chr1583526861;83526871

Nr1h4NM_001163504;NM_009108;NM_001163700;AK050566NM_001163504;NM_009108;NM_001163700uc007gsg.2;uc007gsh.2;uc007gsf.2;uc007gsi.2Mus musculus nuclear receptor subfamily 1, group H, member 4 (Nr1h4)chr1089497409;89454233

Baiap2l1 NM_025833NM_025833uc009alq.1Mus musculus BAI1-associated protein 2-like 1 (Baiap2l1), mRNA66898 chr5 1.44E+08

Rbp1 NM_011254NM_011254uc009rdj.1Mus musculus retinol binding protein 1, cellular (Rbp1), mRNA19659 chr9 98422960

Cgref1NM_026770;NM_001160149NM_026770;NM_001160149uc008wwo.1;uc012duh.1Mus musculus cell growth regulator with EF hand domain 1 (Cgref1)chr5 30933142

Kcna6NM_013568;CCDS20556;AK134477NM_013568uc033ivb.1;uc009dvd.2;uc009dvc.2Mus musculus potassium voltage-gated channel, shaker-related, subfamily, member 6 (Kcna6), mRNA16494 chr6126708328;126738334

Ptx3 NM_008987NM_008987uc008pla.1Mus musculus pentraxin related gene (Ptx3), mRNA19288 chr3 66219886

CrymNM_016669;AK163801NM_016669uc009jml.1;uc009jmk.1Mus musculus crystallin, mu (Crym), mRNA chr7120197137;120186383

Mrgprb2CCDS21303;NM_175531NM_175531uc009hat.2;uc033izr.1Mus musculus MAS-related GPR, member B2 (Mrgprb2), mRNAchr748551958;48550965

Ctgf NM_010217NM_010217uc011xbr.1Mus musculus connective tissue growth factor (Ctgf), mRNA14219 chr10 24595441

Fdx1l NM_001039824NM_001039824uc009okb.1Mus musculus ferredoxin 1-like (Fdx1l), mRNA68165 chr9 21066939

Tpsab1NM_031187;NR_033521NM_031187uc012anf.1;uc008baq.2Mus musculus tryptase alpha/beta 1 (Tpsab1) chr17 25343244

Tubb3 NM_023279NM_023279uc009nvt.1Mus musculus tubulin, beta 3 class III (Tubb3), mRNA22152 chr8 1.23E+08

Rgs16 NM_011267NM_011267uc007dae.2Mus musculus regulator of G-protein signaling 16 (Rgs16), mRNA19734 chr1 1.54E+08

Cbr3 NM_173047NM_173047uc007zzs.2Mus musculus carbonyl reductase 3 (Cbr3), mRNA109857 chr16 93683218
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Pmm1AK013805;NM_001282040;NM_001282041;NM_013872NM_001282040;NM_001282041;NM_013872uc007wxt.3;uc007wxu.3;uc011zwm.2;uc033gvn.1Mus musculus phosphomannomutase 1 (Pmm1)29858 chr1581955553;81951105

Madcam1NM_013591;S80258NM_013591uc007fzf.1;uc007fzg.1Mus musculus mucosal vascular addressin cell adhesion molecule 1 (Madcam1), mRNAchr10 79664573

Treml4DQ087186;NM_001163795;NM_172623;NM_001163796;NM_001033922NM_001163795;NM_172623;NM_001163796;NM_001033922uc008cxa.1;uc008cwz.1;uc008cxb.1;uc008cxc.1;uc012avb.1Mus musculus triggering receptor expressed on myeloid cells-like 4 (Treml4)224840 chr17 48264294

A930001C03RikNR_045989;NR_045990;AK048995;BC022769uc029tqq.1;uc008gac.2;uc012bgj.2;uc029tqp.1Mus musculus RIKEN cDNA A930001C03 gene (A930001C03Rik)chr194439558;4446812;4439322

Cystm1AK028217;NM_001081365NM_001081365uc008enj.1;uc008eni.1Mus musculus cysteine-rich transmembrane module containing 1 (Cystm1), mRNA66060 chr18 36348623

Dpep2AK171606;AK171196;AK171155;NM_176913NM_176913uc009nex.1;uc009ney.1;uc009new.1;uc009nev.1Mus musculus dipeptidase 2 (Dpep2), mRNA chr8 1.06E+08

CybbNM_007807;AK079926NM_007807uc009spv.3;uc009spw.2Mus musculus cytochrome b-245, beta polypeptide (Cybb), mRNAchrX9435253;9464987

Ly86 NM_010745NM_010745uc007qcr.2Mus musculus lymphocyte antigen 86 (Ly86), mRNA17084 chr13 37345344

4930430D24RikCCDS53061;NM_001034856NM_001034856uc009szk.1;uc033jpi.1Mus musculus RIKEN cDNA 4930430D24 gene (4930430D24Rik), mRNAchrX38038346;38038198

Ceacam1AK085408;AB236330;AB236331;AK085749;NM_001039187;NM_011926;NM_001039186;NM_001039185;AB236332NM_011926;NM_001039186;NM_001039185;NM_001039187uc012ffu.1;uc009fsu.1;uc009fsy.1;uc009fsv.1;uc009fta.1;uc009ftb.1;uc009fsx.1;uc009fsz.1;uc009fsw.1Mus musculus carcinoembryonic antigen-related cell adhesion molecule 1 (Ceacam1)chr725461701;25471374

Nfkb2NM_001177370;DQ020183;AF155372;AK134081;NM_001177369;DQ020182;NM_019408NM_001177370;NM_001177369;NM_019408uc008hsx.2;uc008hst.2;uc008hta.1;uc008hsz.1;uc008hsu.2;uc008hsy.2;uc008hsv.1Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells 2, p49/p100 (Nfkb2)chr1946305929;46304799;46305694;46304736

Hid1 AK049861;NM_175454NM_175454uc007mhg.1;uc007mhh.1Mus musculus HID1 domain containing (Hid1), mRNA chr11 1.15E+08

Phlda1NM_009344;CCDS24167NM_009344uc007haf.2;uc033fsr.1Mus musculus pleckstrin homology-like domain, family A, member 1 (Phlda1), mRNAchr10111506404;111506285

Ccdc109bNM_025779;AK152326NM_025779uc008rir.2;uc008ris.2Mus musculus coiled-coil domain containing 109B (Ccdc109b), mRNA66815 chr3 1.3E+08

Slamf7AK040678;BC011154;NM_144539;AK089525NM_144539uc007dox.1;uc007dow.1;uc007dov.1;uc007doy.1Mus musculus SLAM family member 7 (Slamf7), mRNA chr1171636228;171632402

Gale NM_178389;AK009083NM_178389uc008vhl.1;uc008vhk.1Mus musculus galactose-4-epimerase, UDP (Gale), mRNA74246 chr4135963729;135965164

Slc22a4AK143595;NM_019687NM_019687uc011xuu.1;uc007ixe.1Mus musculus solute carrier family 22 (organic cation transporter), member 4 (Slc22a4), mRNA30805 chr11 53983125

Gsg1NM_001080553;NM_010352;NM_001080552NM_001080553;NM_010352;NM_001080552uc009elj.1;uc009elk.1;uc009ell.1Mus musculus germ cell-specific gene 1 (Gsg1)14840 chr6 1.35E+08

Il34NM_001135100;NM_029646;EU636995NM_001135100;NM_029646uc009nkz.3;uc012gko.1;uc009nla.3Mus musculus interleukin 34 (Il34)76527 chr8 1.11E+08

Smim5BC065414;NM_183259NM_183259uc007mjb.2;uc007mja.2Mus musculus small integral membrane protein 5 (Smim5), mRNA66528 chr11 1.16E+08

Kcnk6NM_001033525;BC115791NM_001033525uc009gbg.2;uc009gbf.1Mus musculus potassium inwardly-rectifying channel, subfamily K, member 6 (Kcnk6), mRNA52150 chr7 29221927

PtprnAK139398;NM_008985;AK163141NM_008985uc011wnn.1;uc007bor.1;uc007boq.1Mus musculus protein tyrosine phosphatase, receptor type, N (Ptprn), mRNA19275 chr175255533;75247040

2900026A02RikNM_172884NM_172884uc008yua.2Mus musculus RIKEN cDNA 2900026A02 gene (2900026A02Rik), mRNA243219 chr5 1.13E+08

Prkca NM_011101NM_011101uc011ygr.1Mus musculus protein kinase C, alpha (Prkca), mRNA18750 chr11 1.08E+08

Sirpb1bAK170671;AK029805;NM_001173460;AK040982;AB112025NM_001173460uc008oqy.2;uc029ujz.1;uc008oqx.2;uc008ora.1;uc029uka.1Mus musculus signal-regulatory protein beta 1B (Sirpb1b), mRNAchr315371826;15495753;15541768

Lgals3NM_001145953;NM_010705;AK170803NM_001145953;NM_010705uc007tib.2;uc007tic.2;uc007tia.2Mus musculus lectin, galactose binding, soluble 3 (Lgals3)16854 chr1447373973;47373859

Apela NR_040692 uc009lvh.2Mus musculus apelin receptor early endogenous ligand (Apela), long non-coding RNAchr8 65028416

Tmem71 NM_172514NM_172514uc007wad.1Mus musculus transmembrane protein 71 (Tmem71), mRNA213068 chr15 66526211

Tor3aBC052851;AK151390;NM_023141NM_023141uc007dcn.2;uc007dco.2;uc033fmo.1Mus musculus torsin family 3, member A (Tor3a), mRNA30935 chr1156655326;156653616

Cd44NM_001039151;NM_001177786;AK087472;NM_001039150;NM_001177785;NM_001177787;NM_009851NM_001039151;NM_001177786;NM_001039150;NM_001177785;NM_001177787;NM_009851uc008lij.2;uc008lih.2;uc008lig.2;uc008lik.1;uc008lii.2;uc008lie.2;uc008lif.2Mus musculus CD44 antigen (Cd44)12505 chr2102811141;102851892

Vwde NM_001013757NM_001013757uc009ayl.2Mus musculus von Willebrand factor D and EGF domains (Vwde), mRNA232585 chr6 13185610

Btg2 NM_007570NM_007570uc007cre.1Mus musculus B cell translocation gene 2, anti-proliferative (Btg2), mRNA12227 chr1 1.34E+08

HaaoAK171228;NM_025325;AK002295NM_025325uc008dsl.1;uc012axx.1;uc008dsk.1Mus musculus 3-hydroxyanthranilate 3,4-dioxygenase (Haao), mRNA107766 chr1783831353;83837172

Slc16a10NM_001114332;NM_028247NM_001114332;NM_028247uc007ewn.2;uc007ewm.2Mus musculus solute carrier family 16 (monocarboxylic acid transporters), member 10 (Slc16a10)72472 chr1040033534;40075401

MycBC006728;NM_010849;NM_001177354NM_001177354uc007vyg.2;uc007vyh.2;uc007vyi.1Mus musculus myelocytomatosis oncogene (Myc)17869 chr1561987421;61985340

Krt80AK036900;AK004811;NM_028770;AK171114NM_028770uc007xta.1;uc007xtc.1;uc007xsz.1;uc007xtb.1Mus musculus keratin 80 (Krt80), mRNA74127 chr15101349570;101356933;101347443

Cebpd NM_007679NM_007679uc007yhx.1Mus musculus CCAAT/enhancer binding protein (C/EBP), delta (Cebpd), mRNAchr16 15887285

Ctsh NM_007801;AK167498NM_007801uc009qzv.2;uc012gyf.1Mus musculus cathepsin H (Ctsh), mRNA13036 chr9 90054266

AK028711 AK028711 uc008tyk.1Mus musculus 10 days neonate skin cDNA, RIKEN full-length enriched library, clone:4732441L20 product:unclassifiable, full insert sequencechr4 1.06E+08

Zfp389 NR_026798 uc007pqq.1Mus musculus zinc finger protein 389 (Zfp389), non-coding RNAchr13 21504315

Cfp NM_008823NM_008823uc009sub.1Mus musculus complement factor properdin (Cfp), mRNA18636 chrX 20925534

Tlr2 NM_011905;CCDS17435NM_011905uc033hum.1;uc008ppn.2Mus musculus toll-like receptor 2 (Tlr2), mRNA chr383836419;83836271

Slc10a3-ubl4NM_001278271;AK146110;NM_001278272;NR_103489NM_145405;NM_001278271;NM_001278272uc009tos.2;uc012hky.2;uc012hkw.2;uc012hkx.2Mus musculus Slc10a3-Ubl4 readthrough (Slc10a3-ubl4)chrX74367446;74356815

Ntn5NM_001289693;NM_001289692;NM_001033356NM_001289693;NM_001289692;NM_001033356uc009gwp.2;uc009gwq.2;uc012fko.2Mus musculus netrin 5 (Ntn5)243967 chr7 45684021

RelbDQ020181;DQ020178;CCDS39799;DQ020179;NM_009046NM_009046uc033ixc.1;uc012fbg.1;uc012fbf.1;uc033ixd.1;uc009fmp.1Mus musculus avian reticuloendotheliosis viral (v-rel) oncogene related B (Relb)19698 chr7 19606221

Sowahb NM_175270NM_175270uc008ydw.1Mus musculus sosondowah ankyrin repeat domain family member B (Sowahb), mRNA78088 chr5 93041122

Rhbdf2AK042365;NM_001167680;NM_172572NM_001167680;NM_172572uc007mlu.2;uc007mlt.3;uc007mls.3Mus musculus rhomboid 5 homolog 2 (Drosophila) (Rhbdf2)217344 chr11116603252;116598165
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B4galt5 NM_019835NM_019835uc008nzm.1Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 5 (B4galt5), mRNA56336 chr2 1.67E+08

Gp49aAK155580;AK167751;BC065784;AK089366;NM_008147NM_008147uc007fap.1;uc007fao.1;uc007fan.1;uc007fam.1;uc007faq.1Mus musculus glycoprotein 49 A (Gp49a), mRNA14727 chr1051480678;51480672

Zfp365AK044655;NM_178679;AK077316NM_178679uc007fmc.1;uc007fmb.1;uc007fma.1Mus musculus zinc finger protein 365 (Zfp365), mRNA216049 chr1067886104;67896693

Coro6AK158179;BC141247;NM_139130;NM_139129;BC145575;NM_139128;BC100532NM_139130;NM_139129;NM_139128uc007kgt.1;uc007kgp.1;uc007kgs.1;uc007kgq.1;uc011xzu.1;uc011xzv.1;uc007kgr.1Mus musculus coronin 6 (Coro6);Mus musculus Coro6 mRNA for coronin6/clipinE type A, complete cdschr1177462383;77463910;77463835

Nudt18AK089446;NM_153136NM_153136uc007uok.1;uc011zob.1Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 18 (Nudt18), mRNA213484 chr14 70577846

NesAK012622;NM_016701;AF076623NM_016701uc008ptm.1;uc008ptl.1;uc008ptn.1Mus musculus nestin (Nes), mRNA18008 chr3 87971092

6030419C18RikBC096614;NM_176921NM_176921uc009pwz.1;uc009pxa.1Mus musculus RIKEN cDNA 6030419C18 gene (6030419C18Rik), mRNA319477 chr958489607;58488602

PdgfbNM_011057;AK087840NM_011057uc007wva.1;uc007wuz.1Mus musculus platelet derived growth factor, B polypeptide (Pdgfb), mRNA18591 chr1580002390;79995875

Wnt10bBC114969;NM_011718;U61971;AK029284;U61970NM_011718uc007xns.2;uc007xnv.2;uc007xnu.2;uc007xnw.2;uc007xnt.2Mus musculus wingless related MMTV integration site 10b (Wnt10b), mRNAchr15 98771751

Sntb1 NM_016667NM_016667uc007vsk.1Mus musculus syntrophin, basic 1 (Sntb1), mRNA20649 chr15 55639153

Agpat9NM_172715;AK138410;AK030171NM_172715uc008yih.1;uc008yii.1;uc008yij.1Mus musculus 1-acylglycerol-3-phosphate O-acyltransferase 9 (Agpat9), mRNA231510 chr5100846363;100846228

Msr1NM_031195;NM_001113326NM_031195;NM_001113326uc009lmk.1;uc012gcm.1Mus musculus macrophage scavenger receptor 1 (Msr1)20288 chr839603451;39581699

Gadd45b NM_008655NM_008655uc007gfl.1Mus musculus growth arrest and DNA-damage-inducible 45 beta (Gadd45b), mRNA17873 chr10 80930090

Prune2AK054190;AK163576;AK170001;NM_181348;AK165913;AK165582;FR693373NM_181348uc008gxi.1;uc008gxg.2;uc008gxh.2;uc008gxk.2;uc008gxj.2;uc008gxd.1;uc008gxf.2Mus musculus prune homolog 2 (Drosophila) (Prune2), mRNA353211 chr1916956117;17136767;17124937

Gpr126 NM_001002268NM_001002268uc007elk.1Mus musculus G protein-coupled receptor 126 (Gpr126), mRNA215798 chr10 14402584

Gadd45a NM_007836NM_007836uc009cfc.1Mus musculus growth arrest and DNA-damage-inducible 45 alpha (Gadd45a), mRNA13197 chr6 67035095

Lgr5NM_010195;AK134981;AK047873NM_010195uc007hbj.1;uc007hbk.1;uc007hbi.1Mus musculus leucine rich repeat containing G protein coupled receptor 5 (Lgr5), mRNAchr10115474991;115450313;115462672

Tnfrsf23NM_024290;AK170037NM_024290uc009kpu.1;uc009kpv.1Mus musculus tumor necrosis factor receptor superfamily, member 23 (Tnfrsf23), mRNAchr7 1.44E+08

Cxcl16JC209424;NM_023158;AK030515;JC209426NM_023158uc011xxu.1;uc011xxt.1;uc007jux.1;uc007juw.1Mus musculus chemokine (C-X-C motif) ligand 16 (Cxcl16), mRNA66102 chr1170454388;70455158;70454233

Gm1631 NR_037979 uc008kay.1Mus musculus predicted gene 1631 (Gm1631), long non-coding RNAchr2 71719416

Pira6NM_001289428;NM_011093;NM_001166672;NM_008848NM_001289428;NM_011093;NM_001166672;NM_008848uc012ewi.3;uc009exh.1;uc009exg.1;uc033iwa.1Mus musculus paired-Ig-like receptor A6 (Pira6)18722 chr74274142;3884213;3731632

Wfdc17 NM_001081957NM_001081957uc007kpq.1Mus musculus WAP four-disulfide core domain 17 (Wfdc17), mRNA1E+08 chr11 83704055

Nlrp10 NM_175532NM_175532uc009jdb.1Mus musculus NLR family, pyrin domain containing 10 (Nlrp10), mRNA244202 chr7 1.09E+08

Tinagl1NM_001168333;AK040827;NM_023476;AK087142NM_001168333;NM_023476uc008uza.2;uc008uyy.1;uc029uzp.1;uc008uyz.2Mus musculus tubulointerstitial nephritis antigen-like 1 (Tinagl1)94242 chr4130173709;130165599;130164453

AA467197AK141297;NM_001004174NM_001004174uc008maz.1;uc008may.1Mus musculus expressed sequence AA467197 (AA467197), mRNA433470 chr2122637914;122637886

Sgms2 NM_028943NM_028943uc008rjq.2Mus musculus sphingomyelin synthase 2 (Sgms2), mRNA74442 chr3 1.31E+08

Hspb8 NM_030704NM_030704uc008zez.1Mus musculus heat shock protein 8 (Hspb8), mRNA80888 chr5 1.16E+08

Gm13889NM_001145034NM_001145034uc012bzx.1Mus musculus predicted gene 13889 (Gm13889), mRNA620695 chr2 93955809

Samsn1AK041566;AK016072;NM_023380NM_023380uc007zrt.1;uc007zrs.1;uc007zru.1Mus musculus SAM domain, SH3 domain and nuclear localization signals, 1 (Samsn1), mRNAchr1675882530;75858793

LifNM_008501;NM_001039537NM_008501;NM_001039537uc007hut.1;uc007huu.2Mus musculus leukemia inhibitory factor (Lif)16878 chr114257567;4266795

Slitrk4NM_178740;BC117891;CCDS30167NM_178740uc009tip.1;uc009tio.1;uc033jqg.1Mus musculus SLIT and NTRK-like family, member 4 (Slitrk4), mRNA245446 chrX64269443;64270545

2200002D01RikNM_028179NM_028179uc009gbj.2Mus musculus RIKEN cDNA 2200002D01 gene (2200002D01Rik), mRNA72275 chr7 29247520

I730030J21RikNR_045782;NR_045781uc007xsd.2;uc029svd.1Mus musculus RIKEN cDNA I730030J21 gene (I730030J21Rik)chr15 1.01E+08

Gm19510 NR_045076 uc007vxy.1Mus musculus predicted gene, 19510 (Gm19510), long non-coding RNAchr15 59788416

Gm3143NR_038347;NR_038348uc029ulb.1;uc029ula.1Mus musculus predicted gene 3143 (Gm3143) chr334709622;34699639

Itgax BC057200;NM_021334NM_021334uc009jyc.1;uc009jyb.1Mus musculus integrin alpha X (Itgax), mRNA chr7 1.28E+08

Maff NM_010755NM_010755uc007wth.1Mus musculus v-maf musculoaponeurotic fibrosarcoma oncogene family, protein F (avian) (Maff), mRNA17133 chr15 79347677

Rtn1NM_153457;NR_104446;NM_001007596;NM_001286448NM_153457;NM_001007596;NM_001286448uc007nvi.2;uc007nvk.2;uc007nvj.2;uc033gdv.1Mus musculus reticulon 1 (Rtn1) chr12 72211748

Casp4AK078836;AK138730;AB480706;NM_007609NM_007609uc012gnn.1;uc009obs.2;uc009obt.2;uc009obu.2Mus musculus caspase 4, apoptosis-related cysteine peptidase (Casp4), mRNA12363 chr95308859;5321257

AK150172 AK150172 uc008eqj.1Mus musculus bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:G530001O19 product:ubiquitously expressed transcript, full insert sequencechr18 37652752

TomtNM_001081679;NM_001282088NM_001081679;NM_001282088uc009ipu.1;uc009ipv.1Mus musculus transmembrane O-methyltransferase (Tomt)791260 chr7 1.02E+08

Rnf183CCDS38775;NM_153504NM_153504uc033icp.1;uc008tes.1Mus musculus ring finger protein 183 (Rnf183), mRNA76072 chr462427986;62427541

Gm13498 NR_033595 uc012bvh.1Mus musculus predicted gene 13498 (Gm13498), non-coding RNAchr2 50909683

Ly6aNM_001271419;NM_010738;NM_001271417;NM_001271418;NM_001271446;NM_001271416NM_001271419;NM_010738;NM_001271417;NM_001271418;NM_001271446;NM_001271416uc033guf.1;uc007wgl.2;uc033guh.1;uc007wgk.2;uc033gug.1;uc007wgm.2Mus musculus lymphocyte antigen 6 complex, locus A (Ly6a)110454 chr15 74994876

HcstAF122905;BC145545;NM_011827NM_011827uc009geh.1;uc012fhm.1;uc009geg.1Mus musculus hematopoietic cell signal transducer (Hcst), mRNA23900 chr730417777;30417711

AK190779 AK190779 uc029ssm.1Mus musculus cDNA, clone:Y1G0103M11, strand:minus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000005487, based on BLAT searchchr15 77915046

Lyz2 NM_017372NM_017372uc007hda.1Mus musculus lysozyme 2 (Lyz2), mRNA17105 chr10 1.17E+08
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TnfE01225;NM_001278601;NM_013693NM_001278601;NM_013693uc012arb.2;uc008cgr.2;uc008cgs.2Mus musculus tumor necrosis factor (Tnf) chr17 35199366

Sh3bgr NM_015825NM_015825uc008acu.1Mus musculus SH3-binding domain glutamic acid-rich protein (Sh3bgr), mRNA50795 chr16 96200469

Emb NM_010330NM_010330uc007rym.2Mus musculus embigin (Emb), mRNA13723 chr13 1.17E+08

Mvp NM_080638NM_080638uc009jtw.2Mus musculus major vault protein (Mvp), mRNA78388 chr7 1.27E+08

Ccl6 NM_009139NM_009139uc007kpm.1Mus musculus chemokine (C-C motif) ligand 6 (Ccl6), mRNA20305 chr11 83587885

Ccl9 NM_011338NM_011338uc007kpj.1Mus musculus chemokine (C-C motif) ligand 9 (Ccl9), mRNA20308 chr11 83572916

Gch1 NM_008102NM_008102uc007tht.1Mus musculus GTP cyclohydrolase 1 (Gch1), mRNA14528 chr14 47153894

Cda NM_028176NM_028176uc008vkw.1Mus musculus cytidine deaminase (Cda), mRNA72269 chr4 1.38E+08

Ltbp1NM_206958;NM_019919;AK036047NM_206958;NM_019919uc008dom.2;uc008doo.2;uc008don.2Mus musculus latent transforming growth factor beta binding protein 1 (Ltbp1)268977 chr1775005528;75178809

Plaur NM_011113;X62701NM_011113uc009fpr.1;uc012ffk.1Mus musculus plasminogen activator, urokinase receptor (Plaur), mRNAchr7 24462499

9430076C15RikAK170766;NR_015553;AK035031;AK166503;AK084024uc009bzd.2;uc009bzg.2;uc009bze.2;uc009bzf.2;uc012emb.1Mus musculus RIKEN cDNA 9430076C15 gene (9430076C15Rik), long non-coding RNAchr6 53287294

Serpinb10NM_001160307;NM_198028NM_001160307;NM_198028uc011wqg.1;uc011wqf.1Mus musculus serine (or cysteine) peptidase inhibitor, clade B (ovalbumin), member 10 (Serpinb10)chr1 1.08E+08

Tnfrsf12aNM_013749;NM_001161746NM_013749;NM_001161746uc012alx.1;uc008asv.2Mus musculus tumor necrosis factor receptor superfamily, member 12a (Tnfrsf12a)27279 chr17 23675444

Cd209bNR_104430;NM_001287211;NM_001037800;NM_026972NM_001287211;NM_001037800;NM_026972uc009ksu.2;uc012fyx.2;uc009ksv.2;uc012fyw.2Mus musculus CD209b antigen (Cd209b)69165 chr8 3917654

AK041109 AK041109 uc009sff.1Mus musculus adult male aorta and vein cDNA, RIKEN full-length enriched library, clone:A530083I20 product:unclassifiable, full insert sequencechr9 1.23E+08

Gm9199 NR_027860 uc011zoh.1Mus musculus predicted gene 9199 (Gm9199), non-coding RNAchr14 73025602

Lyz1 NM_013590NM_013590uc007hdc.2Mus musculus lysozyme 1 (Lyz1), mRNA17110 chr10 1.17E+08

Fosl1 NM_010235NM_010235uc008gdc.1Mus musculus fos-like antigen 1 (Fosl1), mRNA14283 chr19 5447697

Traf1AK142931;NM_009421;AK172598;L35302NM_009421uc008jjj.1;uc008jjl.1;uc008jjm.1;uc008jjk.1Mus musculus TNF receptor-associated factor 1 (Traf1), mRNA22029 chr234943257;34947535

C5ar1NM_007577;NM_001173550NM_007577;NM_001173550uc012faf.1;uc009fhl.2Mus musculus complement component 5a receptor 1 (C5ar1)12273 chr7 16246742

Dner AK030642;NM_152915NM_152915uc007bsx.1;uc007bsw.1Mus musculus delta/notch-like EGF-related receptor (Dner), mRNA227325 chr184533943;84369838

Bves NM_024285NM_024285uc007ezz.1Mus musculus blood vessel epicardial substance (Bves), mRNA23828 chr10 45335761

ItgamNM_001082960;AK039444;AK089521;AK155717;NM_008401;AK154798NM_001082960;NM_008401uc009jya.1;uc009jxz.1;uc009jxy.1;uc009jxx.1;uc012fup.1;uc009jxw.1Mus musculus integrin alpha M (Itgam)16409 chr7 1.28E+08

Nt5e AK047143;NM_011851NM_011851uc009qyj.2;uc009qyi.2Mus musculus 5' nucleotidase, ecto (Nt5e), mRNA chr9 88327608

Ccr5CCDS40821;NM_009917NM_009917uc033joe.1;uc009shd.2Mus musculus chemokine (C-C motif) receptor 5 (Ccr5), mRNAchr9124121542;124124361

Ntn4 NM_021320NM_021320uc007gux.2Mus musculus netrin 4 (Ntn4), mRNA57764 chr10 93641048

Ptprz1BC157965;NM_001081306;AJ133130NM_001081306uc009bba.1;uc012eim.1;uc009bbb.1Mus musculus protein tyrosine phosphatase, receptor type Z, polypeptide 1 (Ptprz1), mRNAchr6 22875501

Bbc3 NM_133234NM_133234uc009fho.2Mus musculus BCL2 binding component 3 (Bbc3), mRNA170770 chr7 16309582

Fabp3 NM_010174NM_010174uc008uzd.1Mus musculus fatty acid binding protein 3, muscle and heart (Fabp3), mRNA14077 chr4 1.3E+08

Sbk2 NM_001146329NM_001146329uc012exa.1Mus musculus SH3-binding domain kinase family, member 2 (Sbk2), mRNA381836 chr7 4957080

Cldn23 NM_027998NM_027998uc009llc.2Mus musculus claudin 23 (Cldn23), mRNA71908 chr8 35824708

Slc17a9NM_183161;AK006122NM_183161uc012cme.1;uc008oka.1Mus musculus solute carrier family 17, member 9 (Slc17a9), mRNA228993 chr2180736417;180725338

C1ql2 NM_207233NM_207233uc007cjk.1Mus musculus complement component 1, q subcomponent-like 2 (C1ql2), mRNA226359 chr1 1.2E+08

Ltbp2NM_013589;AK052980;AF004874NM_013589uc007ofx.1;uc011ypc.1;uc011ypd.1Mus musculus latent transforming growth factor beta binding protein 2 (Ltbp2), mRNAchr1284807716;84783211

Nfe2l3NM_010903;AK017278NM_010903uc009bxl.1;uc009bxk.1Mus musculus nuclear factor, erythroid derived 2, like 3 (Nfe2l3), mRNA18025 chr6 51432669

MocosNM_026779;BC016223NM_026779uc008egz.1;uc008egy.1Mus musculus molybdenum cofactor sulfurase (Mocos), mRNA68591 chr1824653690;24659975

Apobec1NM_031159;NM_001134391NM_031159;NM_001134391uc009dpl.1;uc009dpk.1Mus musculus apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 (Apobec1)11810 chr6 1.23E+08

Dusp8 NM_008748NM_008748uc009kmo.2Mus musculus dual specificity phosphatase 8 (Dusp8), mRNA18218 chr7 1.42E+08

Cd5l NM_009690NM_009690uc008psa.2Mus musculus CD5 antigen-like (Cd5l), mRNA11801 chr3 87357880

Nkx1-2 NM_009123NM_009123uc009kcc.1Mus musculus NK1 transcription factor related, locus 2 (Drosophila) (Nkx1-2), mRNA20231 chr7 1.33E+08

Hao1 NM_010403NM_010403uc008mns.1Mus musculus hydroxyacid oxidase 1, liver (Hao1), mRNA15112 chr2 1.34E+08

Klrk1NM_033078;NM_001083322;NM_001286018;AF054819NM_033078;NM_001083322;NM_001286018uc009egf.2;uc009egh.2;uc009egi.2;uc009egg.2Mus musculus killer cell lectin-like receptor subfamily K, member 1 (Klrk1)27007 chr6129611571;129610322

Pde6gNM_012065;DQ251193NM_012065uc011yja.1;uc007mss.1Mus musculus phosphodiesterase 6G, cGMP-specific, rod, gamma (Pde6g), mRNA18588 chr11 1.2E+08

Cd163NM_001170395;NM_053094NM_001170395;NM_053094uc009dqo.2;uc009dqn.2Mus musculus CD163 antigen (Cd163)93671 chr6 1.24E+08

Cited4 NM_019563NM_019563uc008unl.1Mus musculus Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 4 (Cited4), mRNA56222 chr4 1.21E+08

AK049264 AK049264 uc008zex.1Mus musculus adult male diencephalon cDNA, RIKEN full-length enriched library, clone:9330115M05 product:unclassifiable, full insert sequencechr5 1.16E+08

Cdh19 NM_001081386NM_001081386uc007chx.1Mus musculus cadherin 19, type 2 (Cdh19), mRNA227485 chr1 1.11E+08
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Tes NM_207176;BC003808NM_207176uc009azi.1;uc009azh.1Mus musculus testis derived transcript (Tes), mRNA21753 chr6 17065148

Rab32 NM_026405NM_026405uc007ejg.1Mus musculus RAB32, member RAS oncogene family (Rab32), mRNA67844 chr10 10545038

Lrrc14b NM_001033042NM_001033042uc007rfe.1Mus musculus leucine rich repeat containing 14B (Lrrc14b), mRNA432779 chr13 74359581

Syt12 NM_134164NM_134164uc008gad.1Mus musculus synaptotagmin XII (Syt12), mRNA171180 chr19 4445907

Serpinb2BC138817;NM_001174170;NM_011111NM_001174170;NM_011111uc007chn.2;uc011wqe.1;uc007chp.2Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 2 (Serpinb2)chr1107511422;107511509;107515379

Cd83AK172515;NM_001289915;NM_009856NM_001289915;NM_009856uc007qgk.3;uc007qgj.2;uc007qgl.3Mus musculus CD83 antigen (Cd83) chr1343785111;43785184

Sema3dNM_028882;AK153839;AK134412NM_028882uc008wlw.2;uc008wly.2;uc008wlx.2Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3D (Sema3d), mRNA108151 chr5 12383165

Timd4 NM_178759NM_178759uc007iox.1Mus musculus T cell immunoglobulin and mucin domain containing 4 (Timd4), mRNA276891 chr11 46810798

Mybpc3NM_008653;AK169306;CCDS50631NM_008653uc008kuk.1;uc033hoe.1;uc033hof.1Mus musculus myosin binding protein C, cardiac (Mybpc3), mRNA17868 chr2 91118143

Nupr1 NM_019738NM_019738uc009jsd.1Mus musculus nuclear protein transcription regulator 1 (Nupr1), mRNA56312 chr7 1.27E+08

Gm9758 NM_198666NM_198666uc008wmm.1Mus musculus predicted gene 9758 (Gm9758), mRNA381714 chr5 14910123

Ildr2FJ024501;FJ024497;FJ024499;FJ024498;NM_001164528;FJ024496;FJ024500NM_001164528uc011wvg.1;uc011wvf.1;uc011wve.1;uc011wvi.1;uc011wvd.1;uc011wvj.1;uc011wvh.1Mus musculus immunoglobulin-like domain containing receptor 2 (Ildr2), mRNAchr1 1.66E+08

Spsb4NM_145134;AK083698NM_145134uc009rcy.1;uc009rcx.1Mus musculus splA/ryanodine receptor domain and SOCS box containing 4 (Spsb4), mRNA211949 chr996994048;96943481

Mmp24 NM_010808NM_010808uc008nlj.1Mus musculus matrix metallopeptidase 24 (Mmp24), mRNA17391 chr2 1.56E+08

Dusp4 NM_176933NM_176933uc009lks.1Mus musculus dual specificity phosphatase 4 (Dusp4), mRNA319520 chr8 34807609

Cdkn1aU09507;NM_001111099;NM_007669NM_001111099;NM_007669uc008bsh.1;uc008bsg.2;uc012aom.1Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a)12575 chr1729090985;29093771;29098206

Edn1 NM_010104NM_010104uc007qfl.2Mus musculus endothelin 1 (Edn1), mRNA13614 chr13 42301269

Fcna AB222271;NM_007995NM_007995uc012bsd.1;uc008isz.1Mus musculus ficolin A (Fcna), mRNA14133 chr2 25624666

CadpsNM_012061;NM_001042617;AK133310NM_012061;NM_001042617uc007sfv.1;uc007sfw.1;uc007sfu.1Mus musculus Ca2+-dependent secretion activator (Cadps)chr1412372562;12434862

ScinNM_009132;NM_001146196NM_009132;NM_001146196uc007nkw.2;uc011yln.1Mus musculus scinderin (Scin) 20259 chr12 40059770

Insc BC139197;NM_173767NM_173767uc009jik.2;uc009jii.2Mus musculus inscuteable homolog (Drosophila) (Insc), mRNA233752 chr7114792061;114745765

Srxn1 NM_029688NM_029688uc008new.2Mus musculus sulfiredoxin 1 homolog (S. cerevisiae) (Srxn1), mRNA76650 chr2 1.52E+08

Cyr61 NM_010516NM_010516uc008rqq.2Mus musculus cysteine rich protein 61 (Cyr61), mRNA16007 chr3 1.46E+08

Prrg4AK166405;NM_178695NM_178695uc008lki.2;uc008lkh.1Mus musculus proline rich Gla (G-carboxyglutamic acid) 4 (transmembrane) (Prrg4), mRNA228413 chr2 1.05E+08

Junb NM_008416;AK044253NM_008416uc012ghn.2;uc009mop.1Mus musculus jun B proto-oncogene (Junb), mRNA chr884974483;84976908

Cdkn2b NM_007670NM_007670uc008tok.2Mus musculus cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4) (Cdkn2b), mRNA12579 chr4 89306288

Slc7a11AK037742;NM_011990NM_011990uc008pdj.1;uc008pdi.1Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 11 (Slc7a11), mRNA26570 chr350364935;50415969

Adh7 NM_009626NM_009626uc008rnd.2Mus musculus alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide (Adh7), mRNA11529 chr3 1.38E+08

Tfr2NM_015799;NM_001289509;AK155526;NM_001289511;NM_001289507NM_015799;NM_001289509;NM_001289511;NM_001289507uc009acv.2;uc009acy.2;uc033inc.1;uc009acx.2;uc009acw.2Mus musculus transferrin receptor 2 (Tfr2)50765 chr5137569839;137570804;137570719

Tcte3 NM_198104NM_198104uc029tah.1Mus musculus t-complex-associated testis expressed 3 (Tcte3)chr17 14964188

Klhl30 NM_027551NM_027551uc007cai.1Mus musculus kelch-like 30 (Klhl30), mRNA70788 chr1 91351072

Wnt11NM_001285795;NM_001285792;NM_009519;NM_001285794NM_001285795;NM_001285792;NM_009519;NM_001285794uc009ikv.3;uc009ikx.2;uc009ikw.3;uc012fpu.1Mus musculus wingless-related MMTV integration site 11 (Wnt11)22411 chr798838844;98835111

Myoz2AK085927;NM_021503NM_021503uc008rff.2;uc008rfe.2Mus musculus myozenin 2 (Myoz2), mRNA chr3123024042;123006205

Gstm3 NM_010359NM_010359uc008qxv.2Mus musculus glutathione S-transferase, mu 3 (Gstm3), mRNA14864 chr3 1.08E+08

A330050F15RikNM_001145192NM_001145192uc008dkx.2Mus musculus RIKEN cDNA A330050F15 gene (A330050F15Rik), mRNA320722 chr17 69439325

PpargAB644275;NM_001127330;NM_011146;GQ868648NM_001127330;NM_011146uc009dit.2;uc012eqj.1;uc033iub.1;uc009dis.2Mus musculus peroxisome proliferator activated receptor gamma (Pparg)19016 chr6115422065;115361220;115439839;115362349

Ms4a8aAK172700;NM_022430NM_022430uc008grp.1;uc008gro.1Mus musculus membrane-spanning 4-domains, subfamily A, member 8A (Ms4a8a), mRNAchr1911075570;11067470

Ccl7 NM_013654NM_013654uc007kmq.2Mus musculus chemokine (C-C motif) ligand 7 (Ccl7), mRNA20306 chr11 82045711

Popdc3AK039691;NM_024286NM_024286uc007ezy.1;uc011xdo.1Mus musculus popeye domain containing 3 (Popdc3), mRNA78977 chr10 45289304

Clic5 AK040195;NM_172621NM_172621uc008cpw.1;uc008cpx.1Mus musculus chloride intracellular channel 5 (Clic5), mRNA224796 chr1744188571;44237105

Tmod1AK132878;NM_021883NM_021883uc008stf.1;uc008ste.1Mus musculus tropomodulin 1 (Tmod1), mRNA chr446039221;46077155

Fam26d NM_001081165NM_001081165uc007eup.1Mus musculus family with sequence similarity 26, member D (Fam26d), mRNA270711 chr10 34038783

Trib3 NM_175093NM_175093uc008nff.1Mus musculus tribbles homolog 3 (Drosophila) (Trib3), mRNA228775 chr2 1.52E+08

Clca2 NM_030601NM_030601uc008rqa.2Mus musculus chloride channel calcium activated 2 (Clca2), mRNA80797 chr3 1.45E+08

Mmp10 NM_019471NM_019471uc009ocq.2Mus musculus matrix metallopeptidase 10 (Mmp10), mRNA17384 chr9 7502341

Mybphl NM_026831NM_026831uc008qyt.1Mus musculus myosin binding protein H-like (Mybphl), mRNA68753 chr3 1.08E+08

Arid5aAK156934;NR_033310;NM_001172206;AK150170;NM_145996;NM_001172205;AK156622NM_001172206;NM_145996;NM_001172205uc007apv.2;uc007apx.2;uc007apw.2;uc011wjg.1;uc007apy.2;uc007apu.2;uc011wjh.1Mus musculus AT rich interactive domain 5A (MRF1-like) (Arid5a)214855 chr1 36307732
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Hist1h3c NM_175653NM_175653uc007pur.1Mus musculus histone cluster 1, H3c (Hist1h3c), mRNA15077 chr13 23745041

Lrp8NR_033496;NM_001080926;BC127061;AK076555;AK030143;AK038580NM_001080926uc008uai.1;uc008uab.1;uc008uac.2;uc008uae.1;uc008uah.1;uc008uag.1Mus musculus low density lipoprotein receptor-related protein 8, apolipoprotein e receptor (Lrp8)16975 chr4107802258;107830964;107823160

Cxcl1 NM_008176NM_008176uc008ybl.2Mus musculus chemokine (C-X-C motif) ligand 1 (Cxcl1), mRNA14825 chr5 90891244

BC096410 BC096410 uc007kye.1Mus musculus cDNA clone IMAGE:1548556 chr11 94122816

Slc7a3AK077593;NM_007515NM_007515uc009twt.1;uc009twu.1Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 3 (Slc7a3), mRNA11989 chrX 1.01E+08

Gm5082CCDS49249;NM_001145878;NM_177808NM_001145878;NM_177808uc011yys.1;uc033glh.1;uc007qfg.2Mus musculus predicted gene 5082 (Gm5082) chr1341656011;41650761;41649442

Cox6a2 NM_009943NM_009943uc009jyi.1Mus musculus cytochrome c oxidase subunit VIa polypeptide 2 (Cox6a2), mRNA12862 chr7 1.28E+08

H2-M2NM_008204;BC144938NM_008204uc008cmz.1;uc008cna.1Mus musculus histocompatibility 2, M region locus 2 (H2-M2), mRNA14990 chr1737481225;37480850

Cxcl2NM_009140;AK155874NM_009140uc008ybn.1;uc008ybm.1Mus musculus chemokine (C-X-C motif) ligand 2 (Cxcl2), mRNAchr5 90903898

Ier3 NM_133662NM_133662uc008cio.1Mus musculus immediate early response 3 (Ier3), mRNA15937 chr17 35821712

Il1rnNM_001039701;NM_001159562;NM_031167NM_001039701;NM_001159562;NM_031167uc008iow.2;uc008iov.2;uc008iox.2Mus musculus interleukin 1 receptor antagonist (Il1rn)16181 chr224345290;24345370;24336859

Inpp5jNM_172439;AK165718;BC046561NM_172439uc007hta.2;uc029rkf.1;uc007htb.1Mus musculus inositol polyphosphate 5-phosphatase J (Inpp5j), mRNA170835 chr113494381;3498949;3494271

A830018L16RikNM_001160370;NM_177173;BC145023;NM_001160371;NM_001160369;AK081622NM_001160370;NM_177173;NM_001160371;NM_001160369uc007ahz.1;uc007ahy.2;uc011wik.1;uc007ahx.2;uc011wii.1;uc007ahw.2;uc011wij.1Mus musculus RIKEN cDNA A830018L16 gene (A830018L16Rik)320492 chr111414104;11596150

Rasl10a NM_145216NM_145216uc007hvs.1Mus musculus RAS-like, family 10, member A (Rasl10a), mRNA75668 chr11 5058127

AI848285NM_001207021NM_001207021uc029sua.1Mus musculus expressed sequence AI848285 (AI848285), mRNA435145 chr15 82206951

Gsta1 NM_008181NM_008181uc009qtz.1Mus musculus glutathione S-transferase, alpha 1 (Ya) (Gsta1), mRNA14857 chr9 78230668

Reg3b NM_011036NM_011036uc009cjw.1Mus musculus regenerating islet-derived 3 beta (Reg3b), mRNA18489 chr6 78370884

Atf3AB291912;NM_007498;AY329367NM_007498uc011wys.1;uc011wyt.1;uc007ece.1Mus musculus activating transcription factor 3 (Atf3), mRNA11910 chr1 1.91E+08

Aldh1l2AK086413;NM_153543NM_153543uc007gkh.2;uc007gki.2Mus musculus aldehyde dehydrogenase 1 family, member L2 (Aldh1l2), mRNAchr1083494741;83487446

Ankrd1 NM_013468NM_013468uc008hhh.1Mus musculus ankyrin repeat domain 1 (cardiac muscle) (Ankrd1), mRNA107765 chr19 36111964

D030025P21RikNR_028577 uc011ype.1Mus musculus RIKEN cDNA D030025P21 gene (D030025P21Rik), long non-coding RNAchr12 84875801

Hcrtr2NM_198962;AY336084NM_198962uc009qsz.1;uc009qta.1Mus musculus hypocretin (orexin) receptor 2 (Hcrtr2), mRNA387285 chr976225879;76229953

Chac1 NM_026929NM_026929uc008lts.3Mus musculus ChaC, cation transport regulator 1 (Chac1), mRNA69065 chr2 1.19E+08

Ccl2 NM_011333NM_011333uc007kmp.1Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA20296 chr11 82035576

Neurl3NM_153408;AK040949NM_153408uc007aps.1;uc007apt.1Mus musculus neuralized homolog 3 homolog (Drosophila) (Neurl3), mRNA214854 chr136268956;36264601

AK084486 AK084486 uc007civ.1Mus musculus 18 days pregnant adult female placenta and extra embryonic tissue cDNA, RIKEN full-length enriched library, clone:3830432H09 product:unclassifiable, full insert sequencechr1 1.2E+08

Cxcl10AK152967;NM_021274NM_021274uc008yda.2;uc008ycz.2Mus musculus chemokine (C-X-C motif) ligand 10 (Cxcl10), mRNA15945 chr592346806;92346638

Fgf21 NM_020013NM_020013uc009gwe.1Mus musculus fibroblast growth factor 21 (Fgf21), mRNA56636 chr7 45613889

Adm2 NM_182928NM_182928uc007xgb.2Mus musculus adrenomedullin 2 (Adm2), mRNA223780 chr15 89322898

1500009C09RikNR_037697;NR_037698uc007wyp.2;uc011zwt.1Mus musculus RIKEN cDNA 1500009C09 gene (1500009C09Rik)chr1582256022;82252396

Cldn4 NM_009903NM_009903uc008zxd.3Mus musculus claudin 4 (Cldn4), mRNA12740 chr5 1.35E+08

Sprr1aCCDS17559;NM_009264NM_009264uc008qed.1;uc033hvq.1Mus musculus small proline-rich protein 1A (Sprr1a), mRNAchr392484257;92483953

Hrk CCDS39236;NM_007545NM_007545uc008zgg.1;uc033ilq.1Mus musculus harakiri, BCL2 interacting protein (contains only BH3 domain) (Hrk), mRNA12123 chr5118169782;118169763
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-value <0.05, |Log2FC| ≥ 0.59) in the Arid4b SCKO testes at P1.5.

endUnadjusted P-valueFDR log2FCExp Group Log2 MeanControl Group Log2 MeanFC (MU/CL)

93012269 0.01525 0.14806 -4.35076 3.002402 6.634247 0.049010555

18616501 0.012759 0.14304 -3.78999 0.713146 3.93468 0.072293512

72587550 0.008338 0.1286 -3.51209 4.228549 7.159663 0.087650828

75474340 0.008944 0.13085 -3.47664 6.257947 9.205042 0.08983098

45179597 0.002738 0.10008 -3.26614 0.396429 3.395182 0.103942541

13986867 0.016436 0.15187 -3.26614 0.655354 3.262782 0.103942541

89622986 0.010331 0.13549 -3.14231 5.094583 8.076403 0.113258474

41220403 0.010681 0.13694 -2.98626 8.419046 11.37097 0.126196304

78422185 0.021056 0.16698 -2.95433 5.505549 7.950582 0.129020253

17791930 0.000667 0.079206 -2.89552 0 3.173522 0.134388733

68872163 0.00787 0.1261 -2.89548 6.763314 9.189878 0.134392413

1.28E+08 0.004461 0.10974 -2.88577 0 2.584128 0.135299689

6583118;64119470.000661 0.079206 -2.87867 0 2.858163 0.135967477

1.15E+08 0.000477 0.070995 -2.8611 0 3.134778 0.137632988

1.15E+08 0.006357 0.11846 -2.80897 4.895512 7.713331 0.142697741

1.43E+08 0.001822 0.091058 -2.80822 0 2.485882 0.14277148

65001595;650186880.03114 0.1927 -2.80822 0.655354 2.887442 0.14277148

63845176 0.003953 0.10733 -2.78381 0.396429 2.790484 0.145207429

1.08E+08 0.002899 0.10081 -2.70506 3.155349 5.513181 0.1533543

72659058;726710780.022993 0.17202 -2.66864 6.204321 8.575887 0.157274528

80695557 0.008946 0.13085 -2.5736 4.41311 6.873413 0.167983992

20779554;207842704E-05 0.026776 -2.56708 0 2.452489 0.168745043

1.65E+08 0.000182 0.053538 -2.56708 0 2.543534 0.168745043

56536908;565351060.003015 0.10081 -2.56708 0 2.474663 0.168745043

1.55E+08 0.014698 0.14782 -2.56708 0 2.188738 0.168745043

21795185 0.003203 0.10284 -2.55421 1.229381 3.550588 0.170257108

3221015 0.01506 0.14785 -2.5369 0.396429 2.304644 0.172312782

32123702 0.016209 0.15131 -2.5369 0.396429 2.395441 0.172312782

10009130 0.0203 0.16526 -2.5369 0.431614 2.305642 0.172312782

107667399;107668968;1076595280.002586 0.098152 -2.49776 5.529974 7.79116 0.177051154

46754314 0.005097 0.11285 -2.46339 1.591407 3.715001 0.181320346

1.12E+08 0.026538 0.1812 -2.43265 4.838032 6.969161 0.185225196

30924181 0.004829 0.11123 -2.41538 2.996709 5.336699 0.187454935

10993250 0.036167 0.20588 -2.41401 1.159793 3.50485 0.187633366

54341777 0.006617 0.11969 -2.37358 7.295671 9.205325 0.192966193

53443576 0.033802 0.20023 -2.36805 7.252903 9.075501 0.193707467

37878944 0.0173 0.15431 -2.31797 8.611271 10.59502 0.200549039

14003533 0.00181 0.091058 -2.25078 0 2.285504 0.210110518

1.82E+08 0.009234 0.1313 -2.25078 0.396429 2.340093 0.210110518

56864679;568519630.016454 0.15195 -2.25078 0.396429 2.193247 0.210110518

1.12E+08 0.019689 0.16334 -2.24147 2.802189 5.016828 0.21147108

45308559;452950320.01801 0.15697 -2.23645 3.665594 6.11638 0.212207649

40466815 0.01894 0.16013 -2.2359 1.605223 3.493268 0.212288753

171801184;1717930770.000193 0.054707 -2.231 0 2.082679 0.213010693
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10920601 0.000482 0.070995 -2.231 0 2.192617 0.213010693

1.2E+08 0.007007 0.12231 -2.231 0 1.87327 0.213010693

65223701 0.012437 0.14213 -2.231 0 2.070378 0.213010693

25213651;252146300.015567 0.14886 -2.231 0.401338 2.57402 0.213010693

1.2E+08 0.018396 0.15788 -2.231 0.396429 2.283057 0.213010693

89337007 0.021819 0.16927 -2.21372 7.509583 9.341323 0.215577826

26968245;269916520.000106 0.043749 -2.20242 0 2.081123 0.217273221

99418895 0.000555 0.073734 -2.20242 0 2.19315 0.217273221

1.35E+08 0.005833 0.11645 -2.20242 0 1.868444 0.217273221

1.44E+08 0.017013 0.15386 -2.20242 0.401338 2.081754 0.217273221

121010080;1210095180.02502 0.17768 -2.19826 2.496831 4.391036 0.217900162

18152408 0.001909 0.091058 -2.1888 5.425662 7.509415 0.219334441

19632994;196328230.026298 0.18039 -2.18545 6.69357 8.466439 0.219843345

75747922 0.023434 0.17351 -2.1803 5.862042 7.603555 0.2206305

72752777;727366020.03201 0.19521 -2.16924 3.850563 5.653695 0.222327008

1.2E+08 0.036824 0.20735 -2.15973 5.545713 7.376741 0.223797645

1.2E+08 0.011316 0.13865 -2.15235 1.807082 3.708659 0.224946376

1.3E+08 0.012984 0.1441 -2.08462 1.012072 3.320707 0.235757632

45079289 0.033055 0.19883 -2.08087 10.14038 11.84542 0.236371184

99846345 0.014861 0.14785 -2.06625 3.248327 4.888919 0.238780019

1.01E+08 0.013108 0.14423 -2.06078 10.05508 11.99603 0.239686035

31242403;312162310.004317 0.10962 -2.04465 2.99853 4.820218 0.242380968

3763623;37647130.002838 0.10065 -2.02955 1.453121 3.254711 0.244931373

1.93E+08 0.001003 0.081742 -2.01574 8.713527 10.50221 0.247287429

1.31E+08 0.000283 0.065605 -1.99367 0 1.923653 0.251098556

23132986 0.022519 0.17073 -1.97247 7.338031 8.944031 0.254816102

41110183;41105683;411099880.037606 0.21001 -1.95278 2.302504 4.139575 0.258318168

1.08E+08 0.008819 0.13079 -1.95187 5.204478 7.151197 0.258481512

45645469;456440910.03496 0.2035 -1.94397 2.539702 4.847853 0.259900754

78206351;782042370.042138 0.22005 -1.93872 1.042348 2.974754 0.260846915

1.6E+08 0.043607 0.22347 -1.93676 4.242372 5.963343 0.261201672

160912328;1609108640.013799 0.14588 -1.91571 10.89673 12.63036 0.265040594

33147400 0.011784 0.14024 -1.90238 6.528665 8.231151 0.267502009

1.47E+08 0.007673 0.12553 -1.89465 4.648579 6.577916 0.26893922

1.19E+08 0.01287 0.14327 -1.87288 6.064782 8.063182 0.273028709

60779;425870380.039796 0.21464 -1.86703 0.237957 1.992864 0.274137837

79757522;797569610.013792 0.14588 -1.86269 1.927995 3.718034 0.2749627

90972984;909236020.019834 0.16396 -1.81243 5.617333 7.104528 0.284711311

1.08E+08 0.000133 0.05045 -1.80995 0 1.93481 0.285200924

1.64E+08 0.001404 0.087457 -1.80995 0 2.047763 0.285200924

1.4E+08 0.021269 0.16752 -1.80995 0.396429 1.93481 0.285200924

6281861 0.021269 0.16752 -1.80995 0.396429 1.93481 0.285200924

1.2E+08 0.022268 0.17019 -1.80995 0.401338 1.93481 0.285200924

19214442;192388450.025275 0.17842 -1.80995 0.396429 2.047763 0.285200924

1.43E+08 0.030044 0.18991 -1.80995 0.431614 1.935736 0.285200924

1.05E+08 0.032665 0.19764 -1.80995 0.431614 2.047763 0.285200924

87392133 0.034834 0.20327 -1.79581 1.704255 3.189023 0.288010048
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77051992 0.002027 0.09233 -1.79206 0 1.580014 0.288758627

12345865;123458440.002027 0.09233 -1.79206 0 1.580014 0.288758627

1.15E+08 0.002027 0.09233 -1.79206 0 1.580014 0.288758627

34907374 0.002027 0.09233 -1.79206 0 1.580014 0.288758627

34473892 0.00589 0.11645 -1.79206 0 1.726957 0.288758627

58832527 0.018398 0.15788 -1.79206 0 1.930398 0.288758627

63925453 0.026147 0.18023 -1.79206 0.396429 2.048762 0.288758627

92358874;92359468;923489540.00879 0.13079 -1.79013 5.791164 7.558021 0.289145022

87089928 0.043566 0.22344 -1.7786 4.232555 5.622678 0.291465363

60116669 0.001469 0.087831 -1.76626 0 1.576744 0.293970662

80517260 0.001469 0.087831 -1.76626 0 1.576744 0.293970662

1.07E+08 0.001691 0.091058 -1.76626 0 1.578073 0.293970662

78405657 0.004922 0.11201 -1.76626 0 1.723056 0.293970662

4604041 0.010499 0.13624 -1.76626 0 1.835083 0.293970662

36671643;36644349;366901670.031854 0.19474 -1.76146 7.489041 8.910298 0.294948774

66031546;658788180.009173 0.13115 -1.75798 5.843401 7.339407 0.295662434

44229617 0.010593 0.13633 -1.74337 2.235005 3.723011 0.298670621

87596262;87805180;881350630.033095 0.19884 -1.74166 1.591407 3.119827 0.299024985

113501931;1135018180.038002 0.21082 -1.73983 3.547863 5.14475 0.299405192

115267243;1152663130.024668 0.17704 -1.73648 5.365854 6.69044 0.300101816

80807648 0.039802 0.21464 -1.7065 12.62813 14.25198 0.3064028

1.03E+08 0.006682 0.11994 -1.67855 5.346725 7.04879 0.312396618

50596590 0.006769 0.12067 -1.66513 5.983385 7.33615 0.315316493

93001667 0.007767 0.12553 -1.652 2.764065 4.164586 0.318198587

81802613 0.005889 0.11645 -1.6497 2.331279 3.954968 0.318706563

28120864 0.009324 0.1313 -1.64536 3.408779 5.23439 0.319667256

7397869 0.001416 0.087457 -1.64409 0 1.53735 0.319948808

79662170 0.00029 0.065605 -1.63637 5.795526 7.484508 0.321664625

94347350;943473520.005786 0.11645 -1.63546 1.229381 2.774607 0.321867665

24597009 0.030598 0.19136 -1.63546 1.453121 2.832387 0.321867665

142189936;1421969360.037569 0.20992 -1.63546 0.832952 2.561976 0.321867665

1.23E+08 0.000939 0.080556 -1.63523 3.775301 5.563941 0.321919897

58675696 0.010209 0.13468 -1.63523 3.839233 5.386434 0.321919897

23041653;22850754;22770942;230386630.016283 0.15149 -1.63494 3.935702 5.269774 0.321984797

87472592 0.04343 0.22314 -1.62906 11.9597 13.18501 0.323299726

85380978;853653240.003744 0.10537 -1.62229 6.08259 7.536871 0.324818556

78063622 0.043604 0.22347 -1.62222 6.875909 8.163529 0.324835571

174837281;1749218190.023188 0.17257 -1.62006 10.07505 11.41558 0.325321341

75177332 0.040206 0.21567 -1.61893 1.051783 2.821984 0.325576083

73710451 0.007284 0.12439 -1.61311 2.843592 4.168921 0.326893744

58286902 0.042052 0.21992 -1.61311 2.96941 4.154114 0.326893744

13421949 0.020855 0.16625 -1.6042 1.229381 2.485882 0.328916936

1.04E+08 0.013155 0.14423 -1.60307 10.81607 12.16418 0.329175886

80058008 0.011286 0.13856 -1.58962 10.03816 11.42765 0.332258225

126830219;1268218430.004075 0.10822 -1.57826 4.815502 6.33209 0.334884676

86718283 0.007276 0.12439 -1.5761 7.09327 8.460314 0.335387674

7412480 0.003685 0.10503 -1.57198 5.14478 6.604324 0.336346788
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25895175;259182730.019291 0.16134 -1.56736 7.651096 9.120418 0.337424636

38183951 0.027791 0.18396 -1.56652 2.15962 3.770096 0.337620645

1.4E+08 0.013282 0.1444 -1.56073 5.851773 7.538083 0.338980255

110286834;110292787;110287511;1103519110.030753 0.19145 -1.55825 3.682173 5.032299 0.339563612

1.17E+08 0.005456 0.11563 -1.55586 1.807082 3.378486 0.340124638

1.14E+08 0.013736 0.14588 -1.55101 5.469996 6.881482 0.341270395

1.43E+08 0.008237 0.1283 -1.54629 6.292369 8.096108 0.342389532

1.17E+08 0.009773 0.13301 -1.52548 6.498005 7.899168 0.347364994

70212281 7.77E-05 0.037696 -1.52129 7.46642 9.009389 0.348373694

150993817;1509869810.035237 0.20409 -1.51489 2.950544 4.476863 0.3499222

36404882;364221100.004403 0.10974 -1.51338 1.445056 2.745468 0.350289826

69888155 0.01338 0.14479 -1.51338 1.443686 2.633441 0.350289826

94812036 0.021965 0.16957 -1.51204 8.886312 10.49182 0.350615879

1.26E+08 0.007898 0.12631 -1.50908 9.26278 10.50481 0.351336038

98357795 0.007981 0.1267 -1.50561 6.820291 8.373868 0.352182338

64089201 0.03518 0.20409 -1.50372 11.40704 12.5951 0.352643668

1.2E+08 0.002266 0.096252 -1.49802 2.648933 4.000566 0.354040033

84011442 0.034392 0.20183 -1.49631 3.03105 4.781114 0.35445887

77893872 0.000107 0.043749 -1.48793 4.768244 6.237558 0.356523337

14191256;14165682;14199603;141937250.000162 0.053538 -1.48526 8.681271 10.19279 0.357183095

149599907;1496118940.001321 0.086773 -1.48038 2.764065 4.287007 0.358393907

138819257;1388634690.009924 0.13347 -1.47496 10.0484 11.34796 0.359743851

79628681 0.040458 0.21624 -1.47385 2.236261 3.492123 0.360019167

158759334;1587663340.005935 0.11684 -1.46238 9.498815 10.77888 0.362893913

73632421 0.016134 0.15124 -1.46212 2.539634 3.71465 0.362958474

78420286 0.029816 0.18938 -1.46071 8.355409 9.733425 0.363314732

1.21E+08 0.024319 0.17599 -1.45981 5.692184 6.982986 0.363540268

35070048;350695340.030394 0.19094 -1.43891 2.38336 3.551472 0.368846365

1.65E+08 0.029396 0.18779 -1.43394 1.227747 3.352721 0.370118598

135874772;1358419660.002626 0.098152 -1.43175 2.934188 4.648314 0.370680572

14063401 0.000215 0.054854 -1.42944 7.964728 9.419867 0.371275875

1.37E+08 0.034716 0.20291 -1.42672 9.486439 10.7206 0.371974512

45347580 0.010905 0.13733 -1.42371 8.681562 10.09588 0.372753742

1.22E+08 0.00163 0.090935 -1.4231 7.877429 9.332271 0.372909373

85389379 0.010851 0.13733 -1.41808 8.55506 9.978935 0.374211028

61188841;611806800.006652 0.11984 -1.41734 7.09304 8.404246 0.374402025

92902906 0.00497 0.11216 -1.41683 3.012073 4.646847 0.374535158

1.06E+08 0.000331 0.065605 -1.4151 1.883101 3.372578 0.374983109

1.59E+08 0.03832 0.21111 -1.39868 0.797767 2.474251 0.379276507

5351035 0.037659 0.21009 -1.39548 2.74036 4.35462 0.38011801

94127032;941239730.00961 0.1322 -1.38395 1.229381 2.685508 0.383168399

1.16E+08 0.012887 0.14332 -1.38395 1.453121 2.730517 0.383168399

83078225 0.028961 0.18693 -1.38253 2.150581 3.196786 0.383546497

100489192;1004734380.002426 0.096556 -1.37122 9.767212 11.07019 0.386565422

29230530 0.029565 0.18844 -1.36761 2.849713 4.095789 0.387533047

8442496 0.010814 0.1373 -1.36324 4.333257 5.774753 0.388709198

23895730 0.044746 0.22642 -1.36307 1.012072 2.563982 0.38875483
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1.29E+08 0.005852 0.11645 -1.36135 9.525969 10.68358 0.389219252

56388551 0.043425 0.22314 -1.35885 4.480859 5.467017 0.389891909

20062938;200733060.037608 0.21001 -1.35799 3.18014 4.330435 0.390124297

23645269 0.007947 0.12639 -1.35772 3.766044 5.085978 0.390199431

81817012;81826863;81821419;818053510.005531 0.11593 -1.35638 11.21551 12.45852 0.390562382

99710063;997172670.03083 0.19167 -1.34858 4.37819 5.481874 0.392679116

25593936 0.020192 0.16503 -1.34761 0.828043 2.618737 0.392942068

39760938 0.038367 0.21113 -1.34761 0.828043 2.395441 0.392942068

65185870 0.012272 0.14144 -1.34063 7.028922 8.296284 0.394847616

36677745;369442430.010541 0.13629 -1.33976 4.308297 5.496323 0.395086185

78814825 0.027186 0.18273 -1.33807 8.648531 9.706721 0.395550423

61000321 0.033538 0.19986 -1.33586 2.465263 3.897246 0.39615558

1.22E+08 0.013632 0.14572 -1.33233 10.04209 11.10018 0.397126149

74765142 0.00947 0.13132 -1.32258 2.14367 3.372398 0.399819892

102250776;102251843;1022521810.011484 0.13915 -1.31977 9.561363 10.77096 0.400598222

34423137 0.022076 0.16974 -1.31823 8.38571 9.582051 0.401026693

5885766;58857680.01948 0.16236 -1.30983 8.072352 9.240116 0.403368182

122634401;1226343370.003482 0.10464 -1.30933 8.332991 9.541357 0.403507024

110497974;1105136370.004727 0.11036 -1.30524 7.325696 8.492553 0.404652547

99528165 0.021695 0.16861 -1.30425 5.978982 7.057179 0.404931027

84595457 0.003952 0.10733 -1.30008 2.030822 3.352721 0.406103506

27160516 0.030527 0.19125 -1.30008 1.930375 3.320809 0.406103506

98388097 0.014634 0.14782 -1.29974 8.702846 10.23379 0.406198352

1.29E+08 0.003242 0.10285 -1.29583 7.919536 9.345451 0.407302717

14073934 0.019495 0.16242 -1.28708 3.829819 4.882484 0.409780146

75796057 0.0003 0.065605 -1.28645 8.834882 10.13135 0.409959822

74283203;741428780.040357 0.21591 -1.27707 4.577207 5.678347 0.412632843

110487621;110381751;1106102530.035519 0.20491 -1.27622 4.643532 5.850477 0.412876071

34843407;348399260.004723 0.11036 -1.2743 7.71069 8.913202 0.413427086

26096127;262357400.016304 0.15157 -1.2721 2.504127 3.967971 0.414055261

104241236;104230568;1044103340.007532 0.12517 -1.27036 6.540288 7.68397 0.414557518

1.64E+08 0.005591 0.11644 -1.26524 3.988258 5.218205 0.416029073

1.31E+08 0.006807 0.12087 -1.25845 1.667426 3.055004 0.417993145

1.28E+08 0.024559 0.1766 -1.25845 1.667426 3.362672 0.417993145

1.05E+08 0.009169 0.13115 -1.25428 7.071154 8.486721 0.419203597

1.13E+08 0.002349 0.096556 -1.25295 9.331665 10.6127 0.419588134

28813165 0.044433 0.22518 -1.24972 4.909307 6.124498 0.420529051

59631660 0.039974 0.21503 -1.24895 9.15883 10.14178 0.420754519

43968693;439865200.033158 0.199 -1.24874 6.288465 7.237788 0.420815594

19496760 0.029608 0.18855 -1.24046 10.51764 11.60121 0.423237442

129699938;1296986580.025273 0.17842 -1.23976 8.960751 10.03473 0.423441812

1.08E+08 0.008434 0.12898 -1.23961 1.883101 2.964563 0.423486876

16706288;16800886;16740254;167572390.002086 0.093854 -1.23855 9.718973 10.83674 0.423797906

32036931 0.0329 0.19842 -1.23489 4.129377 5.050367 0.424873588

41069074 0.016293 0.15152 -1.23488 2.728362 3.884145 0.42487654

1.53E+08 0.041067 0.21761 -1.2277 3.684922 4.87358 0.426998769

65412707;654148530.040267 0.21579 -1.22707 9.795453 10.9571 0.427183152
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119779229;1197848960.020224 0.16517 -1.22417 5.50871 6.768223 0.428042397

97033960 0.0118 0.14024 -1.22158 9.230676 10.25649 0.428811647

83588126 0.032312 0.19635 -1.21812 3.188537 4.370635 0.429841124

10492235;10527564;105128570.016391 0.15172 -1.21746 3.292926 4.331301 0.430037768

1.2E+08 0.026209 0.18024 -1.21575 6.057412 7.125585 0.43055036

1.56E+08 0.00142 0.087457 -1.21484 2.648933 3.816593 0.430819469

6991557;6990723;69905250.003532 0.10464 -1.21333 6.972198 8.244928 0.431270887

23560080 0.020947 0.16668 -1.20145 3.109933 4.272124 0.43483795

181720985;181720647;1817193680.015046 0.14785 -1.19996 4.219782 5.509672 0.435287574

65393888 0.002616 0.098152 -1.19359 4.743541 5.989096 0.437212871

172374085;1723700600.028126 0.18439 -1.18978 3.653676 4.848956 0.438368296

6860940 0.011192 0.1384 -1.1891 3.168536 4.355061 0.438576552

40964112;408976180.009177 0.13115 -1.1888 3.258091 4.56649 0.438668774

126584280;126583236;1265843070.03785 0.21062 -1.18661 9.536398 10.48102 0.43933385

1.07E+08 0.040647 0.21675 -1.1773 2.650841 3.672108 0.442177533

56388695;563904190.011972 0.14071 -1.1766 13.36297 14.3581 0.442392431

66280800;664408370.030451 0.19113 -1.17658 2.91895 3.970121 0.442399095

85518935 0.002429 0.096556 -1.17191 0 1.365394 0.443832941

8218839 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

53326266 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

72546279 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

88506049 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

24045949 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

58792019 0.003005 0.10081 -1.17191 0 1.367334 0.443832941

66676497 0.011983 0.14071 -1.17191 0 1.510781 0.443832941

9071076 0.011983 0.14071 -1.17191 0 1.510781 0.443832941

5856142 0.02162 0.16855 -1.17191 0 1.589362 0.443832941

1.81E+08 0.039618 0.21453 -1.17075 4.170658 5.081012 0.444189275

67371502 0.030174 0.1903 -1.16807 4.275778 5.318506 0.445016317

79115099 0.002167 0.095407 -1.16715 7.071023 8.152163 0.445299475

1.19E+08 0.040143 0.21562 -1.16533 4.490397 5.410943 0.445863315

12507704 0.022273 0.17019 -1.16529 2.898435 4.169301 0.445876064

1.71E+08 0.008887 0.13085 -1.16501 4.107564 5.084333 0.445961774

75560330 0.004613 0.10974 -1.16445 8.951515 10.34287 0.446133034

34288324;342435590.017061 0.15392 -1.16313 8.667089 9.728885 0.446543083

100319699;1002986870.013081 0.14423 -1.16288 6.922473 7.85341 0.446621443

35121931 0.005468 0.11563 -1.15963 8.645648 9.737648 0.447626841

44125179 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

96071707;960775403.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

6478619 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

37267454 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

1.23E+08 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

1.22E+08 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

1.01E+08 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

50645838 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

67548343;675486273.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

14621284 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061
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98379108 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

61835180 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

98989281 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

18798510 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

18789414 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

1.1E+08 3.14E-08 4.38E-05 -1.15801 0 1.155984 0.448129061

136173511;1361718890.00344 0.10464 -1.15801 0 1.368664 0.448129061

30717043 0.00344 0.10464 -1.15801 0 1.368664 0.448129061

35183016 0.014581 0.14768 -1.15801 0 1.515607 0.448129061

8611835 0.014581 0.14768 -1.15801 0 1.515607 0.448129061

70841808;708418100.022175 0.17002 -1.15592 9.906879 11.00044 0.448780482

153833966;1538342400.022551 0.17076 -1.15373 7.386404 8.458714 0.449462044

1.53E+08 0.028724 0.18628 -1.15133 5.872588 7.183989 0.450209013

9725352 0.039526 0.21444 -1.1507 3.090756 4.478126 0.45040811

1.2E+08 0.005809 0.11645 -1.14998 7.121964 8.108278 0.450631148

48443487;48445090;484458250.016808 0.15336 -1.14968 8.798419 9.723105 0.450726072

28301785 0.009466 0.13132 -1.14432 2.41115 3.882668 0.452402947

1.13E+08 0.018418 0.15788 -1.14381 2.38336 3.577611 0.452562614

49427021;494270110.020521 0.16539 -1.14354 3.026509 4.042438 0.452648562

54554449 0.014121 0.14652 -1.14197 3.909536 4.876545 0.453139481

1.29E+08 0.021035 0.16694 -1.14122 10.2196 11.45799 0.453375632

95061977;950781410.040852 0.21725 -1.13928 2.612984 3.571266 0.453987262

87877019;878778590.003947 0.10733 -1.13803 0 0.989589 0.454380225

1.91E+08 0.009214 0.13125 -1.13776 10.63411 11.61793 0.454465994

36199158;361986400.000761 0.080556 -1.13382 5.502475 6.576697 0.455706256

86209914;862754490.001451 0.08778 -1.1337 8.256383 9.468115 0.455743916

132229618;132209546;1322573820.010832 0.1373 -1.13186 6.556619 7.476298 0.456325478

46991714 0.027695 0.18389 -1.13154 1.967249 3.410856 0.456428484

69194658 0.03176 0.19455 -1.13144 7.790927 8.99088 0.456458995

12628488 0.043792 0.22387 -1.12459 1.930375 3.286852 0.458632671

12583012;125474610.008613 0.13015 -1.12176 8.969762 10.15093 0.45953374

45742483;457595550.021212 0.16752 -1.12083 4.802276 5.841529 0.459829693

80700425 0.000429 0.068927 -1.1192 6.179493 7.308335 0.460348276

98898540 0.030467 0.19118 -1.11546 11.26303 12.1277 0.461542596

48294292 0.041502 0.21852 -1.11019 8.472268 9.330065 0.463232744

62231218 0.01436 0.14729 -1.11011 10.70257 11.88122 0.463260139

1.71E+08 0.017572 0.15566 -1.1076 4.523042 5.445158 0.464063874

70577130;70585121;706020120.011538 0.13915 -1.10646 3.705394 4.806234 0.46443095

1.03E+08 0.016475 0.15199 -1.1042 6.424084 7.371084 0.465161451

38898160 0.00621 0.1184 -1.09626 8.512189 9.410097 0.467728072

61218416 0.042735 0.22164 -1.09583 4.851772 5.778193 0.467866786

80336441 0.001847 0.091058 -1.09558 7.436219 8.464973 0.4679468

65391652 0.010092 0.1344 -1.09542 5.309269 6.259478 0.468001298

85813585 0.010708 0.13701 -1.09401 8.215543 9.370821 0.468456918

26400456 0.02661 0.18143 -1.0934 6.209701 7.1661 0.468655093

81780609;81796269;817844560.002238 0.096252 -1.09327 12.18282 13.34022 0.468698635

1.15E+08 0.014341 0.14723 -1.09286 3.093521 4.007095 0.468829501
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1.16E+08 0.009119 0.13115 -1.08788 4.653347 5.597104 0.470453406

1.19E+08 0.034533 0.20219 -1.07941 11.88274 12.83117 0.473223597

76873554;768425890.018777 0.15963 -1.07817 8.637775 9.852385 0.473628437

43264887;43246432;43168554;431714670.010412 0.13607 -1.07556 11.66746 12.90277 0.474488252

1.65E+08 0.020352 0.16528 -1.07463 7.342433 8.617002 0.474793534

1.23E+08 0.001547 0.089465 -1.07361 5.602027 6.732301 0.475127878

68347704 0.004183 0.10876 -1.07264 9.159999 10.14589 0.475448547

18892511;188244250.011465 0.13915 -1.07226 5.144981 6.275092 0.475572493

1.81E+08 0.007102 0.12333 -1.07044 2.030822 3.112507 0.476173065

18089190 0.042059 0.21992 -1.06841 6.36501 7.120181 0.476843186

33948831;339450350.026765 0.18191 -1.06816 6.105345 6.99778 0.476927553

107915055;1079113620.034851 0.20331 -1.06677 5.076641 5.997636 0.477385541

56472363 0.022046 0.16962 -1.0654 3.829839 5.160666 0.477840997

7967910;79765740.042472 0.22118 -1.06537 4.804362 6.073397 0.477851315

15714214 0.016754 0.15336 -1.06198 4.458863 5.496165 0.4789744

23604231;23635777;23634426;23549961;236597190.021989 0.16959 -1.06168 9.752398 10.83445 0.479075515

41059525 0.035873 0.20565 -1.06149 0.828043 2.631038 0.479136026

1.34E+08 0.000101 0.043205 -1.05911 7.690107 8.73046 0.479927059

69836651 0.017923 0.15672 -1.05674 12.0446 13.04195 0.480718701

106699305;106674270;106672936;106618945;1065255300.009558 0.13188 -1.05084 7.647907 8.495055 0.482685477

1.03E+08 0.010543 0.13629 -1.04792 2.960051 4.246554 0.483663535

58758587 0.004414 0.10974 -1.04676 1.229381 2.430891 0.484052612

99605477;996044810.03424 0.20133 -1.04676 1.453121 2.340093 0.484052612

69175540 0.039609 0.21453 -1.04172 0.797767 2.195074 0.485749585

1.51E+08 0.023711 0.17434 -1.04113 8.929927 10.00376 0.485947776

91928688;919298290.004378 0.10974 -1.04087 3.025355 4.061257 0.486034603

1.49E+08 0.010678 0.13694 -1.04035 2.295772 3.476744 0.486208742

86657919 0.00226 0.096252 -1.03837 8.526679 9.544234 0.486877168

74435560 0.017092 0.15392 -1.03647 5.160322 6.295184 0.487518352

34979228;349789120.025973 0.17971 -1.03575 4.178124 5.295721 0.487761741

46431099 0.020001 0.16463 -1.03376 4.761691 5.642385 0.488434743

1.28E+08 0.01406 0.14644 -1.03193 8.428624 9.266581 0.489055723

7837575 0.017036 0.15392 -1.02933 8.645468 9.746738 0.489938458

28547254 0.029203 0.1876 -1.0289 1.807716 3.088104 0.490083543

1.8E+08 0.012641 0.14286 -1.02612 3.403112 4.331856 0.491028944

1.44E+08 0.036199 0.20595 -1.0248 7.774449 8.767739 0.491477732

41124428 0.032606 0.19739 -1.0199 4.683108 5.802775 0.493149009

23520590 0.026931 0.18258 -1.01975 9.868059 10.70997 0.493201347

1.15E+08 0.014431 0.14768 -1.01908 8.502699 9.477447 0.493430427

56379164;563900380.020998 0.16684 -1.01689 5.663142 6.669654 0.494181224

3454169 0.019064 0.1606 -1.01006 1.807082 2.91236 0.496524767

21780554 0.039004 0.21311 -1.01006 1.820898 3.035827 0.496524767

84557823 0.003713 0.10504 -1.00907 8.503886 9.52982 0.49686611

92249451;92139465;923419670.001742 0.091058 -1.00693 5.011608 6.09375 0.497604529

85196699 0.010263 0.13492 -1.00349 5.249471 6.320155 0.498792977

71810705 0.023752 0.17439 -1.00282 11.51394 12.44713 0.499023691

1.36E+08 0.016468 0.15199 -0.98844 1.668796 2.822342 0.504023695
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1.08E+08 0.005361 0.11503 -0.98524 6.575657 7.533346 0.505142879

48501250;484874900.026248 0.18026 -0.98234 4.901085 6.135806 0.506158335

35308126 0.040989 0.21735 -0.98219 4.153694 4.958748 0.50620973

68906932;688896790.007088 0.12331 -0.98151 11.34116 12.33011 0.506449619

43668718;436709440.040369 0.21592 -0.97749 5.644069 6.434905 0.507863572

69868037;698667770.017754 0.15589 -0.97676 7.517993 8.41585 0.508119818

64178778;641783520.025664 0.17945 -0.97594 5.148443 5.927608 0.508409145

93082480;931018650.00562 0.11645 -0.97412 7.4514 8.293594 0.509051059

54195034 0.003726 0.10515 -0.97392 8.417659 9.383212 0.509120621

14101494 0.000496 0.070995 -0.96987 5.98284 7.017746 0.510552899

1.23E+08 0.018325 0.15788 -0.96853 12.74671 13.56056 0.511027982

58208808 0.033975 0.2004 -0.96852 4.189886 4.997721 0.511030074

1.34E+08 0.041514 0.21852 -0.96653 10.98077 12.02385 0.511733875

36784962 0.015349 0.14831 -0.95953 6.184655 6.966546 0.514225343

1.36E+08 0.000285 0.065605 -0.95924 6.20597 7.113493 0.514327311

1.31E+08 0.033232 0.19912 -0.95878 3.979669 4.913611 0.514492863

38037069;380369370.038216 0.21092 -0.95865 6.965291 7.843684 0.514538305

5584286;5645153;56893370.001866 0.091058 -0.9582 2.179177 3.254711 0.514698221

75130883 0.00294 0.10081 -0.95718 1.883101 2.821573 0.515062391

69169791 0.012992 0.14413 -0.95687 4.237161 5.093829 0.515173191

1.22E+08 0.035173 0.20409 -0.95594 0.876794 2.507244 0.515506156

1.07E+08 0.039847 0.21472 -0.95523 4.469999 5.302746 0.515760402

63465502 0.01094 0.13733 -0.94892 4.593219 5.788454 0.518019206

172219895;1722139550.017672 0.15566 -0.94887 5.555146 6.389346 0.518036283

29332742 0.022106 0.16991 -0.94788 4.049836 4.833686 0.518392868

59116564;59318412;590948880.033768 0.20023 -0.94441 7.411759 8.292698 0.5196406

105356710;1052848300.015409 0.1486 -0.93585 7.461643 8.420442 0.522732645

43838218 0.042809 0.22164 -0.93287 2.728362 3.617547 0.523815381

118714105;118728438;1187244700.031948 0.19503 -0.93176 6.247158 7.233236 0.524217799

162812653;1628136720.001424 0.087457 -0.92544 3.752271 4.838155 0.526518344

135844730;1358443740.033542 0.19986 -0.92483 10.60103 11.41259 0.526740777

88548279 0.023587 0.1741 -0.92425 5.118976 6.146328 0.526953675

76177259 0.008837 0.13079 -0.92292 7.307102 8.21489 0.52743915

1.19E+08 0.0243 0.17599 -0.92062 5.215157 5.929865 0.528282324

53978673 0.002906 0.10081 -0.92052 4.33585 5.441629 0.528319256

58907126 0.037678 0.21009 -0.91879 4.691018 5.747552 0.528953553

84935083 0.027542 0.18363 -0.91689 3.705841 4.668913 0.529649653

1.44E+08 0.003608 0.10464 -0.91478 10.4264 11.42348 0.530424258

107350741;1073870580.034442 0.20204 -0.91058 8.416152 9.10875 0.53197033

83955205 0.020209 0.16511 -0.90805 3.304435 4.122625 0.532903176

75510354 0.035717 0.20536 -0.90687 13.64011 14.54893 0.533341093

1.21E+08 0.001682 0.091058 -0.90535 4.617372 5.508532 0.533902987

69605960 0.009931 0.13347 -0.90232 11.98946 13.11089 0.53502388

98923942 0.001038 0.083045 -0.90111 8.640748 9.512827 0.535474434

66050386 0.001385 0.087457 -0.89724 9.091996 10.06126 0.536913298

63514341;63565274;63565520;63564535;635399120.015079 0.14785 -0.89617 11.73802 12.62549 0.537311702

84370902;84410038;843725310.000137 0.051052 -0.89484 9.48146 10.36715 0.537806053
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1.35E+08 0.004899 0.11201 -0.89427 10.37984 11.35655 0.5380175

121791120;1217925070.031483 0.19417 -0.89317 4.190055 5.034662 0.53843077

48877713 0.044299 0.22477 -0.89221 4.33916 5.574866 0.538789283

94492198;944875680.012024 0.14084 -0.89078 4.745333 5.668286 0.539323883

66449750;66385919;663789310.01642 0.15182 -0.89072 9.314312 10.32794 0.539344011

119371988;1193937970.008918 0.13085 -0.89058 8.144804 9.106964 0.539397784

90026979;89926740;899158470.006269 0.1184 -0.88994 5.579139 6.340828 0.539634781

58958355 0.000359 0.065605 -0.88534 5.633427 6.569915 0.541358868

69237022 0.030407 0.19097 -0.88087 3.609712 4.392763 0.543039161

23905343 0.039132 0.21345 -0.88053 9.646402 10.4493 0.543167265

35865400 0.014129 0.14652 -0.87609 8.948617 9.726933 0.54484118

107570228;1075693930.002571 0.098108 -0.87597 7.912818 8.815298 0.544886167

60127338;601339130.018987 0.16022 -0.87466 12.23889 13.12468 0.545381429

43615892 0.043232 0.22285 -0.87367 3.3563 4.472166 0.545756184

9224540;96842590.017087 0.15392 -0.87104 4.478686 5.381721 0.546752673

37255738 0.037286 0.20889 -0.87101 8.256462 9.034813 0.546764084

65321502;653032920.01742 0.15509 -0.87082 6.748741 7.43666 0.546837332

100100412;1000769050.009558 0.13188 -0.86904 12.0984 12.91263 0.547509559

89792662 0.036304 0.2062 -0.86795 3.751074 4.423187 0.547925764

80724216 0.011664 0.13974 -0.86725 6.457403 7.348242 0.548189795

70755151 0.012258 0.14144 -0.86627 2.295772 3.372142 0.548562716

14621778 0.012816 0.14304 -0.86584 8.359805 9.387295 0.548725315

1.2E+08 0.027691 0.18389 -0.86481 5.413484 6.153816 0.549119512

43205755 0.005812 0.11645 -0.86343 5.253355 5.974095 0.54964338

87759364 0.002519 0.097168 -0.86304 8.954437 9.809909 0.549792863

59166172;59134436;595855690.005085 0.1127 -0.86266 8.870749 9.798044 0.549938168

7105729;70971800.029854 0.18947 -0.86253 7.557962 8.43334 0.549987531

36488171 0.007016 0.12231 -0.86176 3.168536 3.931055 0.550281082

135537803;1355339900.024179 0.17574 -0.86176 3.103241 4.006133 0.550281082

35979624;359408070.021034 0.16694 -0.85731 4.984596 5.674498 0.551981018

1.46E+08 0.01258 0.14266 -0.85028 6.221566 7.088857 0.554677956

41743856 0.000752 0.080556 -0.84999 4.628286 5.425456 0.554789427

117635185;117549359;1176676300.00572 0.11645 -0.84993 7.992976 8.776374 0.554811808

10706696 0.042697 0.22163 -0.84756 9.070773 9.741347 0.555723734

1.14E+08 0.003325 0.10378 -0.84523 6.434905 7.204125 0.556623409

58214892 0.001187 0.084659 -0.8443 9.684413 10.54722 0.556979114

100899524;100879283;1009081980.001818 0.091058 -0.84288 4.699551 5.466323 0.557530664

43373831;43326556;433445820.037353 0.20916 -0.84133 6.074801 6.725602 0.558127158

92370893;92371036;923719450.004436 0.10974 -0.84017 7.204293 8.097636 0.55857844

58885191;59036441;589822290.003405 0.10463 -0.83962 12.33857 13.2124 0.55878882

127326737;127330836;1273291250.020841 0.16625 -0.83944 4.576312 5.358575 0.558859756

1.16E+08 0.024964 0.17766 -0.8382 3.312573 4.173913 0.559342683

45062422;450616510.031395 0.19379 -0.83745 8.30157 8.990583 0.55963112

47247991 0.014186 0.14659 -0.83426 8.659787 9.552883 0.560871018

62527011;625160690.004556 0.10974 -0.83358 3.805092 4.596027 0.561134917

97986446 0.043367 0.22314 -0.83318 7.964106 8.776291 0.561291321

1.21E+08 0.008904 0.13085 -0.8326 3.548399 4.355568 0.561517802
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73546395 0.021275 0.16752 -0.83251 4.013532 4.917508 0.561553266

135598777;135593893;1355890810.003944 0.10733 -0.83083 3.246421 4.233338 0.562203959

1.68E+08 0.031597 0.19428 -0.82911 3.663627 4.623906 0.562877746

127747339;1277436970.01021 0.13468 -0.82848 9.757367 10.64074 0.563120789

46375254 0.015021 0.14785 -0.82747 6.708025 7.483129 0.563516409

26806417;268025850.030689 0.19145 -0.82696 7.497778 8.237916 0.563717302

54268164;541934420.013818 0.14588 -0.82694 2.648687 3.4771 0.563722778

103317065;1033167160.031846 0.19474 -0.82649 2.728362 3.789836 0.56390013

54085552 0.039651 0.21453 -0.82556 7.261617 7.915749 0.564261505

1.27E+08 0.02036 0.16528 -0.82508 3.579356 4.388281 0.564449159

1.34E+08 0.001451 0.08778 -0.82478 7.905817 8.8281 0.564568439

43807461 0.014968 0.14785 -0.82361 9.462246 10.26452 0.565026489

1.52E+08 0.003455 0.10464 -0.82316 6.824529 7.581676 0.56520276

73147449;731348340.032266 0.19613 -0.82246 3.609467 4.441517 0.565476367

116077661;1160779610.005843 0.11645 -0.81657 5.987127 6.6975 0.567788593

1.2E+08 0.023008 0.17202 -0.81623 12.40071 13.2008 0.567925393

65764826;657449430.008533 0.12945 -0.81395 10.38346 11.22843 0.568822355

31229511 0.011397 0.13865 -0.8132 7.67723 8.451435 0.569118331

74717065 0.027916 0.18402 -0.8112 2.535463 3.25494 0.569908249

45593065;45685883;456712490.018864 0.15986 -0.80986 5.164654 6.331578 0.570437806

91045729 0.02675 0.18187 -0.80986 5.474517 6.173793 0.570437806

94798289 0.000171 0.053538 -0.80712 7.367746 8.140542 0.571521909

98178193;981623340.006464 0.11897 -0.80705 8.771716 9.625703 0.571549792

1.37E+08 0.001963 0.091857 -0.8044 6.79276 7.512431 0.572601042

74295950 0.008834 0.13079 -0.80414 2.648687 3.378734 0.572704152

84593908;84588638;845938100.025446 0.17877 -0.80399 11.16947 11.87927 0.57276226

12941836;129406160.038787 0.2126 -0.80315 9.434657 10.30265 0.573095667

37841872 0.013305 0.14451 -0.80301 7.120369 7.859696 0.573152395

87590701;875907430.001932 0.091726 -0.80298 6.124696 7.027312 0.57316461

8056555 0.019295 0.16134 -0.80284 9.033881 9.70777 0.573219858

75084905 0.039299 0.21399 -0.80112 5.644379 6.704327 0.573904405

1.07E+08 0.01699 0.15386 -0.79785 4.886985 5.879391 0.57520423

31327302 0.030728 0.19145 -0.79747 3.787311 4.714937 0.57535558

1.36E+08 0.014211 0.14665 -0.79561 4.292119 5.351001 0.576098013

1.27E+08 0.007216 0.1238 -0.79423 8.12489 8.921674 0.576651807

136995819;1369969230.011175 0.13837 -0.79385 5.390768 6.282861 0.576801016

157316464;1571718290.011245 0.13856 -0.79257 5.797832 6.767485 0.577314628

73037103;730370740.001509 0.088641 -0.79238 6.667732 7.414765 0.577390812

13793520 0.017849 0.15635 -0.7922 4.25384 5.072715 0.577460917

25121521;252107060.018962 0.16013 -0.79205 4.911154 5.621505 0.577523372

45639501 0.034397 0.20183 -0.7918 7.144688 8.353411 0.577624894

84446545;844470970.022458 0.17073 -0.79094 5.693509 6.41322 0.577968198

85688254 0.017588 0.15566 -0.79006 3.97645 4.735337 0.578320384

1.34E+08 0.015188 0.148 -0.78961 9.918255 10.67076 0.578502249

9967485 0.013832 0.14588 -0.78944 8.527731 9.221289 0.578570355

46728342 0.029897 0.18963 -0.78931 7.254249 7.907493 0.578621917

1.06E+08 0.002487 0.097011 -0.78799 8.800637 9.5476 0.579150413
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80260968 0.020884 0.16635 -0.78684 9.324505 9.995889 0.579612276

12988152;13020505;130205090.010848 0.13733 -0.78443 8.686101 9.303613 0.580583125

68780086;684578580.016278 0.15149 -0.78432 4.845365 5.584587 0.580623993

1.23E+08 0.002313 0.096369 -0.78341 6.9474 7.825521 0.580991226

28453851;284555080.004696 0.11016 -0.78309 8.558675 9.423145 0.581121246

86011860 0.044152 0.22455 -0.78132 2.933774 4.086317 0.581834305

5922005;59427920.007653 0.12553 -0.78024 7.187025 7.938383 0.582269018

23465223;234659010.037066 0.20829 -0.77969 4.761719 5.605411 0.582493958

8280176 0.027078 0.1827 -0.77876 10.22853 11.1191 0.582867143

20746404 0.00115 0.084257 -0.77754 9.09069 9.857976 0.583361759

75925891;759110590.005907 0.11668 -0.77622 6.055884 6.736342 0.583894519

83937933;839419540.011471 0.13915 -0.77471 12.31183 13.13428 0.58450626

84030295 0.011941 0.14071 -0.77422 6.629937 7.362885 0.584705727

48805505 0.017957 0.15672 -0.77326 5.085254 5.755174 0.58509324

22657231 0.016369 0.15172 -0.77312 5.266117 5.942216 0.585150115

88000356 0.012778 0.14304 -0.77243 10.01326 10.78751 0.585428829

127053087;127059031;1270611320.019941 0.16448 -0.77225 9.880518 10.51078 0.585502752

33125659 0.008264 0.12847 -0.77185 8.468706 9.209397 0.585665103

74672372;746725700.028076 0.18433 -0.77044 5.402676 6.067919 0.586240672

87730528;87729934;877355390.012586 0.14266 -0.77012 5.078508 5.962676 0.58637024

92274917;92266072;92250073;923550030.008939 0.13085 -0.76933 9.334782 9.981348 0.586690932

123291473;123313373;1233185760.014509 0.14768 -0.76864 8.674085 9.333695 0.586971709

80247102 0.02498 0.17766 -0.76769 4.217926 5.055311 0.587355184

89362613 0.023965 0.17505 -0.76748 12.33858 13.18866 0.587442201

75314871 0.008656 0.13027 -0.76728 4.513222 5.315283 0.587525268

98437716 0.016355 0.15167 -0.76082 10.93425 11.77163 0.590161948

191541562;1915755340.010938 0.13733 -0.76019 10.68402 11.34289 0.5904203

84682923 0.006043 0.11769 -0.75789 3.496533 4.272124 0.591360466

111537945;111417240;111463101;1114631220.011047 0.13797 -0.75503 7.643926 8.436571 0.592535829

20241358 0.043191 0.22277 -0.75465 5.917035 6.511971 0.592688424

148944634;1489464320.016819 0.15336 -0.75399 10.49269 11.18878 0.592963156

28030026;28815617;289250480.039639 0.21453 -0.75244 4.046666 4.884901 0.593599424

92087473;920792130.015051 0.14785 -0.75241 9.150904 9.819065 0.593610716

95306585 0.032429 0.19661 -0.75126 6.751185 7.40192 0.594086433

94944578 0.013444 0.14498 -0.75092 11.08036 12.03562 0.594226192

95683052;958919220.003338 0.1039 -0.75066 9.226475 9.971859 0.594332268

1.28E+08 0.010925 0.13733 -0.74989 3.600966 4.491738 0.59464937

93975470 0.025865 0.17955 -0.74869 12.3702 13.17953 0.595145351

3722199;3863903;37751260.010086 0.1344 -0.74772 4.274766 4.990887 0.595543224

116189841;116308376;116198451;116237776;116189604;1161893530.041169 0.21779 -0.74681 8.416038 9.198512 0.59591992

42158695 0.029691 0.18886 -0.7468 3.66911 4.44035 0.595922976

84810996;848263750.003548 0.10464 -0.74559 11.34204 12.07027 0.596425828

102908687;1029065570.023896 0.17492 -0.745 5.078228 5.896285 0.596665836

6115555 0.014193 0.1466 -0.74479 3.075429 3.891896 0.596753357

1.29E+08 0.033639 0.19991 -0.74452 3.078671 3.859132 0.596866665

14909519;149431240.003593 0.10464 -0.74426 3.29897 3.987658 0.59697371

77979667 0.00771 0.12553 -0.74401 9.07505 9.789342 0.597077632
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65238721;65238626;65239049;65239403;652384890.00747 0.1247 -0.74287 9.289663 9.997305 0.597548236

33243312 0.00321 0.10284 -0.74198 10.84759 11.59439 0.597918339

24725825 0.039519 0.21444 -0.7404 2.183558 2.897667 0.59857404

51146415;512058320.013474 0.14502 -0.74018 8.042553 8.702354 0.598666256

95654771 0.043391 0.22314 -0.73953 4.674443 5.37609 0.598934682

1.36E+08 0.018509 0.15822 -0.73863 10.53442 11.1663 0.599309871

103627556;103645567;103635179;1036309690.037374 0.20922 -0.73749 3.344871 4.158034 0.599780867

77243639 0.019515 0.16242 -0.73748 4.809049 5.74975 0.599786392

97884154;978555520.020143 0.16503 -0.73518 5.675445 6.30775 0.600741375

61180810;611802700.00779 0.12553 -0.73488 1.659361 2.563982 0.60086735

1.17E+08 0.018335 0.15788 -0.73488 1.667426 2.655028 0.60086735

45659309 0.018955 0.16013 -0.73488 1.667426 2.563982 0.60086735

74885408 0.023044 0.17202 -0.73488 1.659361 2.452489 0.60086735

91807393 0.005102 0.11285 -0.73448 5.270941 5.945123 0.601035249

69289987;69287728;692728480.002107 0.094053 -0.72602 9.074033 9.833423 0.604568704

25469749 0.033391 0.19949 -0.72541 11.13636 11.99432 0.604825516

5003761;4893086;48575150.017128 0.15392 -0.72486 8.051608 8.625625 0.605054566

64098038 0.024118 0.17556 -0.72482 6.26488 6.997278 0.605072412

34230421;34222357;342277400.027293 0.18299 -0.72461 6.108682 6.833496 0.605159891

1.75E+08 0.001647 0.090935 -0.72401 4.867907 5.606969 0.605413872

4171425;4614043;4597989;4538897;45881790.008433 0.12898 -0.72324 9.977937 10.77337 0.605737011

75267762 0.0193 0.16134 -0.72324 10.74143 11.49206 0.605737645

90810123;90763947;907165290.013841 0.14588 -0.72281 9.917057 10.67373 0.605915808

58379264 0.001249 0.086071 -0.72265 4.592913 5.286361 0.605981254

153492517;153529971;1534444790.020705 0.16612 -0.72265 9.600733 10.32447 0.60598518

1.1E+08 0.011594 0.13937 -0.72141 3.247152 3.891639 0.606504523

40225238;402291830.028656 0.18598 -0.72141 3.226549 3.844905 0.606504523

85806851 0.005111 0.11285 -0.72024 6.793856 7.489586 0.606995574

81001365;810149250.000603 0.075866 -0.72014 6.750548 7.47336 0.607036669

130551024;130577355;130599883;1301828820.001574 0.089465 -0.71951 9.344602 10.09874 0.607301906

74353692;742874530.010559 0.13629 -0.71886 10.33534 11.04035 0.607577243

1.06E+08 0.035409 0.20459 -0.71727 6.481208 7.131637 0.608246181

70659738 0.011583 0.13937 -0.71699 10.7538 11.37608 0.608366359

1.23E+08 0.017454 0.15533 -0.71611 8.072828 8.665598 0.608735721

6172991 0.025462 0.17877 -0.71552 5.893131 6.535637 0.608984425

4755351;47605160.003165 0.10245 -0.71411 10.62709 11.37613 0.609581936

132385447;1323849420.008393 0.12892 -0.71316 5.485625 6.406723 0.609981142

1.21E+08 0.019814 0.16386 -0.71175 5.296297 6.017176 0.610579816

90528835 0.010036 0.13397 -0.70751 2.932378 3.628899 0.612378036

92956051 0.038066 0.21083 -0.70689 9.965282 10.50063 0.612638323

59585223 0.020676 0.16594 -0.7047 1.659361 2.451955 0.613571355

6979711;7052479;7023185;69804650.027931 0.18402 -0.70246 4.772716 5.471399 0.614525464

53114405;53240111;530708310.02329 0.17308 -0.70222 6.053835 6.706887 0.614625501

1.09E+08 0.041548 0.21852 -0.70168 7.965836 8.556584 0.614856764

60721023;607527820.000734 0.080556 -0.70038 8.795091 9.521894 0.61540986

7872042 0.001602 0.090483 -0.69862 9.610718 10.27441 0.616160808

1.32E+08 0.004695 0.11016 -0.69821 1.229381 1.98106 0.616335375
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1.05E+08 0.001807 0.091058 -0.69815 3.547911 4.21277 0.616361683

56947429 0.019078 0.1606 -0.69806 7.908805 8.530676 0.616401751

1.52E+08 0.003696 0.10504 -0.69771 11.7746 12.51685 0.616550254

44020006 0.031573 0.19428 -0.6976 4.296659 5.158446 0.616598553

1.01E+08 0.023852 0.17475 -0.69731 7.122545 7.770362 0.616720593

57962865 0.041547 0.21852 -0.69464 11.68812 12.34383 0.617865526

60086834;596850410.016935 0.15378 -0.69434 6.328864 6.933991 0.617991057

1.37E+08 0.041981 0.2198 -0.69422 2.651463 3.594863 0.618044281

54920146 0.001216 0.085631 -0.69277 9.063407 9.770234 0.618663879

31520670 0.008512 0.12942 -0.69238 10.56875 11.21313 0.618832906

1.09E+08 0.040091 0.21547 -0.69156 6.120216 6.781764 0.619183887

45589710;455867580.027876 0.18402 -0.6908 11.027 11.57502 0.619510237

8580942;8621567;86030470.008621 0.1302 -0.69057 11.07563 11.67019 0.619609657

47789166;47819080;47848298;47814040;478533850.006286 0.1184 -0.68949 9.831599 10.38649 0.620073293

122859175;1228502410.02479 0.17746 -0.68867 12.12534 12.67658 0.620423428

82585637;825587030.007401 0.1247 -0.68768 8.495549 9.265113 0.620852992

1.57E+08 0.025368 0.17845 -0.68682 3.234688 4.079205 0.62122138

1.08E+08 0.029392 0.18779 -0.68612 5.997975 6.613183 0.621522763

1.64E+08 0.003905 0.10733 -0.6854 7.690872 8.28482 0.621834472

91786436;917711700.026257 0.18027 -0.68424 7.351248 8.103002 0.622333291

54503768 0.023557 0.17405 -0.68208 9.215477 10.11848 0.623267401

38960585 0.035274 0.20418 -0.6819 7.414139 8.077629 0.623342641

19619830 0.004924 0.11201 -0.68168 9.992712 10.56395 0.623439055

1.39E+08 0.00637 0.11848 -0.67857 9.346276 10.01328 0.624785254

98974942 0.011392 0.13865 -0.67823 10.17049 11.04479 0.624931204

44983787 0.0045 0.10974 -0.67778 11.34172 11.99879 0.625128039

1.23E+08 0.016225 0.15133 -0.6765 6.73839 7.43769 0.625682096

61971224;61993259;620157190.025129 0.17806 -0.67565 10.62384 11.35995 0.626048013

24475469 0.013704 0.1458 -0.67532 7.229082 7.87338 0.626191884

174666713;174822729;1747004080.02739 0.18328 -0.67445 5.698336 6.441482 0.626571841

25785209 0.006584 0.11943 -0.67344 9.924489 10.49529 0.627008604

1.25E+08 0.038361 0.21113 -0.67307 4.266213 4.825416 0.627171175

69801625 0.011491 0.13915 -0.67093 7.332528 7.874799 0.628100667

1.46E+08 0.005322 0.11503 -0.66723 8.080468 8.654316 0.629715093

88177785 0.009416 0.1313 -0.66606 5.111842 5.774087 0.630225436

97738247 0.022459 0.17073 -0.66576 5.401397 6.174418 0.630356071

53867080 0.022802 0.17141 -0.66575 6.554898 7.084783 0.630362879

124325137;124261103;1243279720.041713 0.21913 -0.66562 8.704233 9.224586 0.630418341

17766207 0.00134 0.086936 -0.66514 9.535566 10.22713 0.630626165

67283361 0.01287 0.14327 -0.66377 3.351069 4.291812 0.631227613

74641516 0.006041 0.11769 -0.6637 5.986637 6.691645 0.631255685

1.42E+08 0.012557 0.14266 -0.66347 3.875848 4.477876 0.631359485

1.06E+08 0.036416 0.2064 -0.6633 3.292926 3.883985 0.631430509

83038448 0.012312 0.14156 -0.66304 4.769835 5.354245 0.631546537

48541800 0.008384 0.12888 -0.66217 9.360261 9.940399 0.631926536

1.15E+08 0.024778 0.17743 -0.66065 11.68313 12.20807 0.632594661

24063116 0.012157 0.14107 -0.66005 6.849222 7.645328 0.632855983
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1.2E+08 0.026451 0.18099 -0.65999 9.058805 9.92535 0.632881329

1.88E+08 0.023158 0.17253 -0.65911 5.405954 6.007426 0.633266713

51680477;516816020.006115 0.11773 -0.65857 11.1493 11.71385 0.633505722

1.18E+08 0.005167 0.11319 -0.65741 9.018349 9.584279 0.634016153

1.71E+08 0.035736 0.20536 -0.6567 5.238326 6.008346 0.634329335

75895941 0.038183 0.2109 -0.65484 7.313553 8.168006 0.635147249

1.43E+08 0.01077 0.13708 -0.65465 7.737567 8.40416 0.635228063

76319820 0.001569 0.089465 -0.65332 10.42396 11.12 0.635815633

1.53E+08 0.018411 0.15788 -0.65255 8.186092 8.693534 0.636155627

53213452;532139270.027963 0.18402 -0.65189 11.77842 12.63741 0.636447842

20966021;210804290.011984 0.14071 -0.65167 9.456242 10.12398 0.63654438

69758223 0.04135 0.21803 -0.65135 11.64921 12.14246 0.636686229

141834922;141830538;1416807980.025655 0.17945 -0.65127 6.516628 7.071393 0.636718288

1.32E+08 0.02919 0.1876 -0.65081 9.198998 9.828011 0.636921566

30242512;30280421;30262749;302499120.018467 0.15804 -0.64775 8.38123 8.999327 0.638275807

1.14E+08 0.025847 0.17955 -0.6469 10.00446 10.5798 0.638649651

73359080;733543830.010604 0.13633 -0.64606 11.30204 11.917 0.639023449

95924756;959279700.039757 0.2146 -0.64574 5.679692 6.228852 0.639165492

1.23E+08 0.004708 0.11027 -0.64532 9.41141 10.01681 0.639352189

44799216;447992420.007216 0.1238 -0.6434 5.715346 6.529008 0.640204188

56378470 0.033872 0.20023 -0.64333 7.162207 7.812943 0.640231288

108398973;1084154940.044242 0.22474 -0.64277 7.23583 7.697901 0.640481544

96223738 0.000922 0.080556 -0.64258 7.586807 8.216139 0.640567454

131818115;1318181140.000891 0.080556 -0.64068 7.178012 7.806685 0.641410886

34877917;348794550.001894 0.091058 -0.64018 10.14788 10.75052 0.641634503

64022059 0.004572 0.10974 -0.64003 7.545571 8.245278 0.641700487

45521219;455463810.022303 0.17036 -0.64002 9.321804 9.843734 0.641705467

108263958;1082638150.003324 0.10378 -0.63817 13.41923 14.21437 0.642527475

75054100;750487880.013476 0.14502 -0.63812 7.584555 8.31664 0.642549378

90146827 0.013074 0.14423 -0.63617 6.323473 6.901666 0.64341939

81753275 0.000518 0.072364 -0.63514 7.368074 7.995528 0.643877726

1.2E+08 0.005326 0.11503 -0.63495 7.203477 7.77025 0.643963221

50560889;50280036;508632890.004165 0.10876 -0.63488 4.563871 5.308854 0.643996261

79695822;796981450.006327 0.11846 -0.63462 8.700143 9.426999 0.644108239

1.36E+08 0.015297 0.1481 -0.63187 7.750158 8.291623 0.64533801

1.3E+08 0.038968 0.21311 -0.62855 10.39984 10.95046 0.646823953

82991830;829911370.008081 0.12765 -0.62828 8.751919 9.532694 0.646946965

28831747 0.0031 0.10176 -0.62718 6.709191 7.459257 0.647441621

87404495 0.000141 0.051751 -0.62624 7.680354 8.284279 0.64786355

47014850 0.008323 0.12856 -0.62611 6.675665 7.312359 0.647920687

137378420;1374646330.01272 0.14304 -0.62355 6.993666 7.679927 0.649070008

138131377;138134135;1381433880.001733 0.091058 -0.62331 7.771809 8.357249 0.6491805

63115748;631340300.00296 0.10081 -0.62307 8.344303 8.944615 0.649287881

1.41E+08 0.020847 0.16625 -0.62274 3.985956 4.79807 0.649437194

154025651;154026044;1540256210.007616 0.12553 -0.6213 10.20066 10.83224 0.650084092

1.01E+08 0.02517 0.17823 -0.62123 9.286999 9.933759 0.650116109

85128027;851207580.008049 0.12727 -0.61971 7.006195 7.660828 0.650799683
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75618797;756253000.000145 0.052352 -0.61881 9.497131 10.10774 0.65120599

49500250 0.023294 0.17308 -0.6165 5.701481 6.5363 0.652251981

132776916;132786935;132802764;132813196;1328138860.017279 0.1542 -0.61649 9.01061 9.65134 0.65225678

38664955;38535291;386272440.009428 0.13132 -0.61585 10.80512 11.30318 0.652545874

120731743;1207210780.0043 0.10962 -0.61567 9.801408 10.35944 0.652626767

1.54E+08 0.042513 0.22119 -0.61541 9.709257 10.22066 0.65274595

76003569 0.039287 0.21398 -0.6149 4.969579 5.479024 0.652973608

62974188;62971990;629661180.002839 0.10065 -0.6144 8.584108 9.139966 0.653200949

59355320;594262900.021833 0.16928 -0.61396 5.615005 6.175263 0.653401797

1.82E+08 0.021332 0.16763 -0.61331 8.804544 9.620243 0.653694622

1.57E+08 0.00388 0.10717 -0.61291 9.976074 10.58689 0.653876169

121843436;1218439140.012796 0.14304 -0.61278 3.748051 4.271941 0.653934442

154569417;1545698520.028516 0.18568 -0.61177 9.635338 10.21502 0.654392933

6054751 0.03674 0.20701 -0.61144 7.414238 8.271401 0.654543024

97068904;970573650.004922 0.11201 -0.61072 8.538548 9.098421 0.654868892

1.22E+08 0.043191 0.22277 -0.60977 6.447269 6.902907 0.655299883

38484839;38512763;385247900.030586 0.19136 -0.6094 10.07357 10.59541 0.655467779

128103001;128103047;1281024710.001738 0.091058 -0.60883 8.5281 9.213959 0.655728879

35581115 0.043857 0.2241 -0.60653 5.054563 5.821748 0.656774324

1.43E+08 0.026863 0.18219 -0.60637 11.5972 12.17054 0.656847552

79697704 0.009165 0.13115 -0.60628 7.98533 8.689642 0.656889637

62605140 0.0336 0.19991 -0.60618 3.470124 4.142976 0.656935079

35881119 0.009639 0.1322 -0.60593 1.229381 1.935736 0.657045889

84597032 0.009639 0.1322 -0.60593 1.229381 1.935736 0.657045889

80398216 0.035425 0.20459 -0.60593 1.229381 2.047763 0.657045889

84554084;84634524;84519039;846402490.014468 0.14768 -0.60576 7.012377 7.58308 0.657126501

20727556 0.000322 0.065605 -0.60451 7.984714 8.586459 0.657696679

121544859;121533365;1215327890.013169 0.14423 -0.60431 9.08823 9.620596 0.657784409

25560265;256043280.027902 0.18402 -0.60281 10.7484 11.4638 0.658470354

57512788 0.000991 0.081742 -0.6028 4.799856 5.390253 0.6584737

1.22E+08 0.035385 0.20459 -0.60179 7.970852 8.440633 0.65893418

89257136;892577900.001078 0.083992 -0.60104 6.534739 7.129049 0.659277727

77956683;77945888;779567220.001695 0.091058 -0.60058 6.52121 7.242155 0.659489174

25831843 0.008093 0.12771 -0.60033 8.988269 9.507808 0.659603493

1.05E+08 0.03654 0.20658 -0.59949 7.960652 8.638157 0.659988856

123297775;1233267940.002452 0.096556 -0.59934 5.554945 6.160531 0.66005792

52122381;52120959;521077570.015069 0.14785 -0.59872 11.45134 12.00377 0.660340969

52003997;52005714;520060180.025115 0.17806 -0.59859 7.826857 8.40417 0.660399626

1.03E+08 0.004072 0.10822 -0.59852 7.830856 8.430454 0.660430335

22001461;219508890.013226 0.14423 -0.59832 8.163678 8.673139 0.66052344

108890008;108858613;1088817790.021641 0.1686 -0.59779 2.648687 3.196913 0.660766115

73097592 0.005552 0.11617 -0.59734 8.261367 8.764437 0.660970909

1.4E+08 0.019983 0.16463 -0.5962 5.814113 6.411171 0.661495

98169765 0.032055 0.19529 -0.59538 5.690543 6.298697 0.661872248

79694012 0.014482 0.14768 -0.59436 7.878231 8.650131 0.662340113

110787384;110768139;1107566370.014826 0.14785 -0.59348 8.658645 9.346309 0.662741555

1.3E+08 0.042543 0.22129 -0.58934 9.271136 9.735768 0.664645069
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56070276;560684320.010006 0.13381 -0.5889 10.1431 10.69658 0.664850779

55174990 9.28E-05 0.041446 -0.58805 1.229381 1.789423 0.665242124

42846261 0.00045 0.070821 -0.58805 1.229381 1.763264 0.665242124

71718392;717256810.002734 0.10008 -0.58741 6.81428 7.313786 0.665537187

1.44E+08 0.016345 0.15167 -0.58741 6.760295 7.268442 0.665537187

36773457 0.00931 0.1313 -0.58643 9.190338 9.822369 0.665988911

38226735 0.02993 0.18967 -0.58574 2.179177 3.088104 0.666308821

95250304;95223050;95034386;952235550.005179 0.11321 -0.5851 7.873044 8.534257 0.66660428

34336599 0.006413 0.11859 0.585289 10.23254 9.641843 1.500339195

27822915 0.015229 0.14806 0.585542 6.522788 6.01034 1.50060259

1.08E+08 0.007594 0.12553 0.585582 13.51057 12.9744 1.500644124

36767578 0.00072 0.080556 0.585587 13.0405 12.46387 1.500649135

1.44E+08 0.012569 0.14266 0.586363 10.16399 9.546292 1.501456644

31458901 0.028299 0.18506 0.587047 9.390116 8.907489 1.502168894

1.05E+08 0.004204 0.10876 0.587308 8.052933 7.432251 1.502441026

55532475 0.002598 0.098152 0.588551 10.18512 9.54099 1.503735486

139131113;1391310370.0255 0.17891 0.588799 11.53591 11.02577 1.5039944

1.3E+08 0.001745 0.091058 0.590075 13.13723 12.54202 1.505325129

138856519;1388568540.026721 0.18172 0.590141 8.430099 7.878124 1.505393995

24603817 0.006521 0.11911 0.591149 12.21927 11.65102 1.506446162

80175119 0.013149 0.14423 0.591178 6.356072 5.764259 1.506476139

79527739 0.037263 0.20881 0.591897 11.00228 10.40955 1.50722744

53777324;537783740.010985 0.13768 0.592105 9.240192 8.742088 1.507444297

4715997;47054260.01976 0.16372 0.592285 7.680026 7.17649 1.507633179

55488076 0.009376 0.1313 0.593201 11.60849 11.02173 1.50859063

57231466 0.010697 0.13699 0.593228 10.42077 9.915965 1.508618381

25081114 0.002939 0.10081 0.597069 9.584184 9.072578 1.512640018

36736604 0.025722 0.17945 0.597518 7.979756 7.430314 1.513111643

1.2E+08 0.009009 0.13115 0.597809 11.47975 10.85107 1.513416684

35058719 0.001134 0.083992 0.598296 12.52239 11.93856 1.513927038

16895435 0.007483 0.12482 0.598402 5.779897 5.210464 1.514039087

54427106;544297500.008319 0.12856 0.598541 10.54 10.00353 1.514184368

1.18E+08 0.001726 0.091058 0.598781 10.2066 9.586658 1.514436918

55240058 0.002026 0.09233 0.598783 7.754517 7.183802 1.514438231

75551946 0.000785 0.080556 0.60003 10.56769 9.98058 1.51574822

1.34E+08 0.007941 0.12639 0.600102 6.829385 6.299009 1.515823947

1.1E+08 0.023605 0.1741 0.600241 7.763531 7.044575 1.515969886

40588463 0.025019 0.17768 0.601919 11.33888 10.82271 1.517734034

78984924 0.040349 0.21591 0.602479 9.909885 9.321258 1.518322861

89527175;89510859;895175860.016885 0.1537 0.602726 8.905086 8.387737 1.518583021

25704996 0.01394 0.14629 0.603045 9.458413 8.84548 1.518918789

88493312;885033520.008929 0.13085 0.603149 11.50344 10.85121 1.519028974

35384863;353881370.029204 0.1876 0.60356 8.871837 8.357681 1.519461673

16455490 0.003145 0.10234 0.603997 8.19186 7.551403 1.519921465

81350427;81350457;81350426;813503690.002451 0.096556 0.604039 10.15986 9.635956 1.519966081

1.47E+08 0.030581 0.19136 0.606624 10.64992 10.09259 1.522691529

1.18E+08 0.004699 0.11016 0.60732 11.16231 10.38628 1.523426924
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1.21E+08 0.005745 0.11645 0.607529 9.422725 8.862246 1.523647619

1.04E+08 0.008817 0.13079 0.608023 10.69996 10.13945 1.524168735

1.8E+08 0.007826 0.12576 0.6086 12.75555 11.99603 1.524778356

34178172 0.017626 0.15566 0.610362 8.802648 8.301707 1.52664192

1.42E+08 0.003566 0.10464 0.611155 11.46513 10.84506 1.527481112

1.7E+08 0.027732 0.18394 0.612212 10.29478 9.845111 1.528600916

50732773 0.036117 0.20585 0.613717 8.501909 7.79992 1.530196823

119093496;1190882610.0004 0.067603 0.614256 10.36201 9.754985 1.530768775

28766524 0.003642 0.10469 0.614776 8.781125 8.12386 1.531320528

57892418 0.003934 0.10733 0.61529 11.94324 11.38319 1.53186591

101784347;101785310;1017848480.023788 0.17454 0.616292 9.221617 8.53143 1.532930552

72838544;728426020.009884 0.13332 0.617136 4.129377 3.436513 1.533827242

1.29E+08 0.037108 0.20832 0.617156 8.504469 7.940061 1.533848613

54986336 0.022851 0.17157 0.619145 8.737994 8.211535 1.535964512

138175126;138175305;1381164410.028787 0.18639 0.61925 7.19504 6.574046 1.536076711

1.26E+08 0.007495 0.12491 0.620476 11.62659 10.95163 1.53738237

9565299;96100850.023004 0.17202 0.620689 11.19528 10.5884 1.537609155

55513446 0.00513 0.11314 0.620771 11.37918 10.74876 1.537696934

69695834;694802870.017719 0.15571 0.62314 12.69618 12.11639 1.540223978

49196251 0.006053 0.11771 0.623455 10.08498 9.403312 1.54056011

96306121 0.034535 0.20219 0.623758 4.189755 3.577418 1.540883983

35490873 0.000378 0.066968 0.623814 11.14518 10.50466 1.540943695

42958732 0.014873 0.14785 0.624599 8.169989 7.614498 1.541782176

1.31E+08 0.005058 0.11266 0.625443 12.41993 11.76878 1.542684384

64827270;64830129;648248060.042347 0.22068 0.62545 9.516329 8.979673 1.542691485

1.25E+08 0.006466 0.11897 0.628271 11.61776 10.93208 1.545711633

26182351 0.008121 0.12784 0.628949 9.565682 8.917887 1.546438532

95324358 0.028517 0.18568 0.630304 2.535463 1.580014 1.547890618

54796768;547967750.006497 0.11911 0.630483 8.181184 7.542659 1.54808289

70506739 0.004617 0.10974 0.633519 9.273452 8.538731 1.551344293

41483011;414870300.003086 0.10151 0.633807 10.63095 10.00657 1.551654446

31253197 0.009389 0.1313 0.633863 5.940123 5.259624 1.551714692

91070221 0.001779 0.091058 0.634429 9.619555 8.997942 1.552323654

40465414;404483620.034993 0.20361 0.634677 6.232512 5.692657 1.552590373

1.44E+08 0.017779 0.15598 0.636925 12.27707 11.77222 1.555011415

70453726 0.005637 0.11645 0.63765 9.603171 8.893708 1.555792778

1.64E+08 0.016157 0.15124 0.637968 9.673227 8.991204 1.556136173

35679449 0.018631 0.15908 0.638768 9.030513 8.443093 1.556998739

1.66E+08 0.002389 0.096556 0.639556 10.55938 9.804472 1.557850176

10391005 0.00194 0.091726 0.641058 7.375523 6.745999 1.559472342

132580866;1325803260.041188 0.21779 0.641107 5.057463 4.327732 1.55952487

60738801 0.015573 0.14886 0.641287 6.775951 6.137418 1.559719641

66514593 0.041085 0.21761 0.642232 7.135643 6.570678 1.560742222

4789560;47895420.033641 0.19991 0.64245 6.025036 5.280584 1.560977971

8297661 0.010272 0.13495 0.642829 10.88521 10.0838 1.561388135

103267401;1032423890.019368 0.16166 0.643197 8.083664 7.391403 1.561785942

54972612;549716610.019237 0.16121 0.644381 8.783112 8.283159 1.563068658
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11399658 0.021835 0.16928 0.645238 11.15943 10.65222 1.563997789

45936058 0.000325 0.065605 0.645317 12.65596 11.9896 1.564083166

135889563;1358895610.001749 0.091058 0.646521 12.09389 11.3886 1.565388959

4368945 0.014932 0.14785 0.646562 4.055689 3.535016 1.565433737

180544219;1805449790.005676 0.11645 0.646778 6.328864 5.742335 1.565667936

80056439 0.015534 0.14874 0.646909 12.91387 12.18091 1.565809709

84533888 0.015469 0.1486 0.64714 12.62553 12.05263 1.566060262

125633570;1256315060.042322 0.2206 0.647818 4.745612 3.891896 1.566796307

115715055;1157129430.016389 0.15172 0.648326 11.39972 10.79553 1.567347986

1.72E+08 0.001369 0.087457 0.648992 12.43809 11.80048 1.568072115

80015187;800155720.016702 0.15314 0.649011 8.144653 7.60295 1.568093081

1.61E+08 0.032963 0.19858 0.649412 9.12862 8.61175 1.568528427

84284645;843411100.009068 0.13115 0.650374 9.988858 9.348345 1.569574742

69994949 0.001682 0.091058 0.652045 12.61548 11.99555 1.571393985

1.22E+08 0.000111 0.043749 0.652163 11.97374 11.30524 1.571522783

71002533 0.000702 0.080556 0.652207 13.5196 12.87236 1.571570662

6520958 0.005592 0.11644 0.652329 6.274205 5.522554 1.571703084

1.31E+08 0.000163 0.053538 0.653373 9.163615 8.536747 1.572841509

85803115 0.039739 0.21457 0.653909 11.87711 11.29217 1.573425223

1.18E+08 0.026609 0.18143 0.653956 6.194749 5.560864 1.573476777

23770970 0.034681 0.2028 0.654868 6.751815 6.141624 1.574472231

1.41E+08 0.008224 0.1283 0.655358 10.38717 9.560571 1.575006404

118432613;1184329520.029447 0.18795 0.655752 10.08079 9.539482 1.575436596

35555928 0.004038 0.10781 0.656408 11.28113 10.66827 1.576153193

14901719 0.00537 0.11503 0.657241 10.20369 9.506409 1.577063862

1.04E+08 0.012275 0.14144 0.658067 7.932712 7.203937 1.577966761

46892463 0.010755 0.13708 0.659825 8.887172 8.303401 1.579891338

1.41E+08 0.000936 0.080556 0.660108 11.39782 10.71353 1.580200935

55020819;550213850.010141 0.13468 0.660258 6.080065 5.317142 1.580365593

94180327 0.000382 0.066969 0.661019 9.214126 8.538835 1.58119946

35832787 0.000783 0.080556 0.663872 10.09965 9.412999 1.584328764

1.01E+08 0.024927 0.17766 0.667909 6.18731 5.606482 1.58876875

57811830 0.000167 0.053538 0.669628 9.677077 9.030588 1.590663279

55079504 0.023212 0.17264 0.670461 12.18489 11.63632 1.591581395

54753761 0.030508 0.19125 0.670592 6.095135 5.566896 1.591726186

42034641 0.001296 0.086714 0.67167 8.790275 8.096442 1.592916305

77797868;77857261;778828790.026645 0.18143 0.672282 5.914545 5.411031 1.593591504

71598761;715982810.007459 0.1247 0.673002 7.355098 6.810359 1.594386971

92184055;92202795;922013500.011918 0.14071 0.67316 11.8122 11.23815 1.594562096

39599471 0.017601 0.15566 0.673723 9.994389 9.413513 1.595184198

70306922;703129900.001729 0.091058 0.673923 11.74635 11.0032 1.595405048

46028399;46025163;460323770.027944 0.18402 0.674291 10.11088 9.551722 1.595812107

1.28E+08 0.03921 0.21366 0.675631 11.00481 10.46757 1.597294721

62862024 0.042832 0.22166 0.675785 4.937432 4.254443 1.597466131

148152029;148151925;1481521350.018391 0.15788 0.677791 9.297749 8.625358 1.599688139

57487860 0.000496 0.070995 0.678164 8.248992 7.489983 1.600102524

124109140;124106806;1241135570.043688 0.2235 0.678706 6.265803 5.57228 1.600703429
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1.22E+08 0.015045 0.14785 0.678837 5.606137 4.830574 1.600848229

31164326 0.013718 0.1458 0.679209 9.880919 8.929854 1.601261442

76218535;762186650.004178 0.10876 0.679243 5.072864 4.475063 1.601299132

1.35E+08 0.016571 0.15252 0.679898 9.292427 8.588895 1.602025984

1.15E+08 0.000664 0.079206 0.681853 12.2212 11.48779 1.604198755

42275197 0.012257 0.14144 0.682354 4.51639 3.845223 1.604756074

16508484 0.02881 0.18639 0.682524 11.95341 11.25385 1.604944895

8562681 0.014699 0.14782 0.685497 2.857042 2.081754 1.608256382

1.15E+08 0.020656 0.16591 0.686534 9.861201 9.225871 1.609412291

1.11E+08 0.01915 0.16093 0.686632 7.875348 7.197678 1.609521171

45318572 0.019991 0.16463 0.686651 11.01859 10.40583 1.609542851

6528760 0.020076 0.16503 0.687009 7.425091 6.716758 1.609941996

34473779;344757330.019268 0.16132 0.687444 6.338807 5.552331 1.610428343

75956831 0.01783 0.15631 0.687589 11.79401 11.23924 1.610589657

81266926 0.012167 0.14107 0.688812 10.25311 9.656224 1.611955646

33795989 5.07E-05 0.030782 0.689317 8.15351 7.454603 1.612519887

71373689 0.025391 0.17855 0.689417 6.499486 5.651859 1.612631792

78541472;785414730.001115 0.083992 0.689547 10.35002 9.662867 1.612776845

4624946 0.015777 0.14966 0.691111 8.802045 8.241857 1.614526026

1.64E+08 0.036326 0.2062 0.691824 5.412557 4.44456 1.615324399

29744414 0.013775 0.14588 0.691857 13.14242 12.54388 1.615361431

71275287;71310965;713115560.030265 0.19056 0.692955 9.22299 8.680228 1.616590789

1.45E+08 0.009392 0.1313 0.693949 7.333396 6.553514 1.6177053

69821870;698189720.002811 0.10053 0.697514 8.511522 7.876312 1.621707989

136941717;1369414680.030369 0.19094 0.697734 8.777733 8.058633 1.621955166

55492647 0.000439 0.069972 0.697866 10.71064 10.00969 1.622103315

1.05E+08 0.018349 0.15788 0.697957 9.616971 8.979866 1.622206487

59012017 0.009699 0.13257 0.698344 11.9947 11.35926 1.622641695

79676126 0.004118 0.10842 0.699191 8.533335 7.882802 1.623594145

88702191;887018760.043411 0.22314 0.700238 8.664645 8.031317 1.624772899

101864145;1018707880.000426 0.068927 0.700614 11.31272 10.58846 1.625196613

13009183 0.001571 0.089465 0.700924 10.67587 9.955582 1.625545807

1.21E+08 0.016537 0.15245 0.703128 4.164867 3.410875 1.628030585

1.13E+08 0.015693 0.1493 0.703516 9.660234 8.897909 1.628469261

85701570;85709448;85701149;85683118;856943090.016127 0.15124 0.705959 5.798474 5.092286 1.631228504

59182826;59177654;591832130.008538 0.12945 0.70718 6.846209 6.162123 1.63260952

1.06E+08 0.017603 0.15566 0.709003 9.605107 9.04492 1.634674047

78376785;783771810.002263 0.096252 0.71217 10.92902 10.16811 1.6382669

47483233 0.001363 0.087395 0.712244 11.10576 10.29263 1.638351027

1.56E+08 0.01099 0.13768 0.713141 11.42139 10.72049 1.639369757

113080391;1130815840.035024 0.20373 0.714711 4.314423 3.633172 1.641154946

25409494 0.00394 0.10733 0.715726 9.577091 8.911388 1.642309478

18631813 0.007468 0.1247 0.715728 10.02001 9.263265 1.642311398

62604806 0.035754 0.20536 0.715876 10.78494 10.11886 1.642480149

45459886 0.002696 0.099459 0.716264 14.8953 14.25969 1.642921607

1.02E+08 0.002295 0.096369 0.717065 10.47669 9.755197 1.643834333

1.49E+08 0.027076 0.1827 0.717544 10.83604 10.22256 1.644380741
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1.72E+08 0.007964 0.12652 0.717621 9.329382 8.594203 1.644468287

73790828 0.026374 0.18058 0.717752 11.40017 10.70862 1.644617095

1.49E+08 0.0091 0.13115 0.718523 9.641189 8.979445 1.645496779

20097520;200611700.002357 0.096556 0.718896 5.258468 4.476439 1.645922089

64980193;650419010.000524 0.072713 0.718981 11.32274 10.63707 1.646018958

83317604 0.025335 0.17842 0.722884 10.27365 9.688728 1.65047759

7894492;78940270.002874 0.10081 0.723449 9.174016 8.42964 1.651124875

36933085;36889494;368877060.020268 0.16521 0.72408 11.02937 10.37217 1.651846615

1.05E+08 0.00231 0.096369 0.724793 12.77732 12.06889 1.65266369

48850195;488405930.013982 0.14642 0.726069 6.381265 5.67097 1.654126153

1.65E+08 0.005718 0.11645 0.726707 11.28868 10.63391 1.654857788

71592360 0.005112 0.11285 0.728203 9.513941 8.720201 1.656573948

171607334;1716074100.033199 0.19903 0.729463 5.012614 4.323186 1.658021523

61709950;616868580.020661 0.16591 0.730787 7.649751 6.927817 1.659544584

51915974;517580220.044947 0.22676 0.731017 10.45457 9.840764 1.659809304

72380468 0.016217 0.15133 0.733095 8.250609 7.316609 1.662201134

61127086;61131139;611208910.026415 0.1808 0.735763 9.419641 8.709921 1.665278026

98953501 0.005936 0.11684 0.736311 15.46989 14.64455 1.665910399

106198704;1061979160.004459 0.10974 0.737003 11.10353 10.35768 1.666709884

7873170;7873127;78515470.029989 0.18967 0.737634 9.269777 8.535098 1.667438939

20390671 0.011825 0.14032 0.737638 11.39806 10.58832 1.667443474

70689356;70689302;70691725;706781020.003748 0.10537 0.738544 12.08686 11.43387 1.66849154

1.16E+08 0.020437 0.16528 0.740395 9.561135 8.944765 1.670633739

35213286;352170030.005627 0.11645 0.740486 12.62883 11.99856 1.670738705

72137244 0.032191 0.19588 0.742196 4.229234 3.519639 1.672719522

11819403 0.033995 0.2004 0.74339 7.542057 6.838706 1.674104687

74750765 0.023734 0.17434 0.743822 12.55277 11.6773 1.674606025

1.05E+08 0.002575 0.098108 0.743999 11.8451 11.2066 1.674812187

55078131 0.001151 0.084257 0.745597 6.404218 5.656696 1.676668425

1.2E+08 0.014518 0.14768 0.747442 8.392371 7.659591 1.678813569

1.05E+08 0.018123 0.15751 0.748072 10.02295 9.214898 1.679547008

4205603 0.03392 0.20036 0.748548 5.11716 4.450206 1.680101227

1.17E+08 0.011376 0.13865 0.748565 7.80203 7.205053 1.680120473

27275656 0.003785 0.10572 0.749748 11.52701 10.75754 1.681499538

46773407 0.011498 0.13915 0.750513 9.124834 8.340693 1.682390486

100159432;100159808;1001227950.008602 0.13008 0.753121 7.318924 6.701511 1.685435593

1.12E+08 0.003475 0.10464 0.753219 5.221811 4.273893 1.685549931

1.14E+08 0.004538 0.10974 0.754179 12.52332 11.60857 1.686671837

5057071 0.015634 0.14918 0.755407 5.927013 5.002735 1.688108041

1.08E+08 0.01057 0.13629 0.756099 12.02244 11.32477 1.688917424

85327150;853271240.010567 0.13629 0.75816 8.243384 7.566709 1.691331861

1.71E+08 0.001978 0.092238 0.759314 7.802806 7.103654 1.692685776

12868728;128597200.022046 0.16962 0.759973 11.37089 10.75458 1.693458517

20645915;20618869;20618866;20643034;206464850.004912 0.11201 0.76121 9.27927 8.405741 1.694911294

55822138;558386410.015758 0.14954 0.761489 7.233285 6.608473 1.695239056

45238839;452390840.02771 0.18391 0.763142 6.275381 5.621051 1.697183309

1.81E+08 0.002826 0.10065 0.763563 11.1203 10.42614 1.697678222
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48480611 0.008826 0.13079 0.764331 10.59412 9.893965 1.698581819

94395358 0.016169 0.15124 0.765248 10.66503 9.856528 1.699661722

98728198 0.009318 0.1313 0.766531 8.257933 7.549728 1.701174162

61273438 0.000353 0.065605 0.767287 9.10693 8.270367 1.70206648

98588375 0.0034 0.10463 0.768763 13.19451 12.52384 1.703808491

95052222 0.025612 0.17945 0.769043 11.16937 10.47072 1.70413903

98563592 0.017169 0.15402 0.769148 5.160814 4.182844 1.704262568

1.23E+08 0.008993 0.13115 0.769765 11.79607 11.05565 1.704992215

131713464;1317154390.024333 0.17599 0.770486 8.924018 8.23741 1.705844713

64128158 0.006376 0.11848 0.774235 9.947336 9.229584 1.710282727

1.05E+08 0.005854 0.11645 0.774824 8.205514 7.46545 1.710981624

32632794;326237410.01233 0.14156 0.776449 11.87113 11.09601 1.712909008

45021644 0.002975 0.10081 0.778617 10.01908 9.291971 1.715486043

37657312 0.000769 0.080556 0.779015 12.95592 12.10618 1.715958618

107263764;107289409;107289396;1072898770.008168 0.12803 0.779372 8.174828 7.416389 1.716383855

57326601;57338729;57281594;572408890.028653 0.18598 0.780149 9.060677 8.374811 1.717308574

1.08E+08 0.025424 0.17873 0.781002 9.321785 8.485295 1.71832382

1.08E+08 0.008432 0.12898 0.782089 6.985748 6.29856 1.719619584

1.37E+08 0.005803 0.11645 0.782386 8.50523 7.7116 1.7199732

1.01E+08 0.011629 0.13955 0.782717 12.39102 11.69077 1.720367978

1.34E+08 0.001507 0.088641 0.783366 8.699794 7.94684 1.721141892

47008414 0.014532 0.14768 0.784118 10.78254 10.11709 1.722039031

69685554 0.013414 0.14492 0.784802 6.235666 5.579497 1.722856086

39073206;38952973;39029153;390845790.036274 0.20617 0.784806 6.389677 5.480955 1.722860124

16798274 0.026687 0.18165 0.784973 10.26349 9.630197 1.723059961

31350698;313496950.035798 0.2055 0.787222 7.219121 6.413944 1.725748195

45092152;450922130.000216 0.054854 0.788615 13.08949 12.36077 1.727415873

34092280;340902240.020451 0.1653 0.788875 6.736486 5.802299 1.727727047

34240328;342358620.014542 0.14768 0.793375 9.046061 8.350517 1.733123794

57823747;578398320.023463 0.17358 0.794354 9.388823 8.644295 1.734300612

99516602;994444670.003165 0.10245 0.795259 11.9919 11.22504 1.735389476

1.23E+08 0.008929 0.13085 0.795728 7.549934 6.839606 1.735953075

1.24E+08 0.026198 0.18024 0.797441 3.696106 2.710684 1.738015608

110039334;1100309800.009886 0.13332 0.798435 5.390768 4.698747 1.739213512

77259223 0.000933 0.080556 0.798454 5.284483 4.475059 1.739235898

1.38E+08 0.001436 0.087583 0.798902 8.805992 8.092721 1.739776789

47083615;471058170.016808 0.15336 0.802754 10.03278 9.359682 1.744427773

4760001;48040450.034746 0.20297 0.803272 4.990272 3.963654 1.745054351

3968354 0.044243 0.22474 0.80334 5.591627 4.893306 1.745136091

8660773 0.009542 0.13187 0.803946 10.03435 9.335814 1.745870353

94398239 0.028568 0.18586 0.805249 8.837083 8.13293 1.747447342

1.08E+08 0.013207 0.14423 0.805289 9.558192 8.664386 1.747495527

102423769;1024396970.000774 0.080556 0.805446 12.57298 11.68731 1.747686368

95556405 0.006266 0.1184 0.806582 9.103915 8.274632 1.749062544

67375763 0.015949 0.15026 0.806883 7.36313 6.513342 1.749427579

38341860 0.01481 0.14785 0.807338 4.458427 3.755991 1.749979639

1.44E+08 0.039815 0.21464 0.808047 2.14367 0.776642 1.750840242
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1.5E+08 0.015036 0.14785 0.808586 9.33192 8.327042 1.751494022

90524581 0.014089 0.14652 0.812611 8.060906 7.190046 1.756386703

38645922 0.019166 0.16094 0.816431 3.025355 2.192617 1.761044604

1.24E+08 0.000993 0.081742 0.816807 8.216703 7.45606 1.761503198

67922153;678766190.041212 0.21782 0.818531 7.710238 6.830737 1.763609083

1.21E+08 0.02999 0.18967 0.819092 7.580347 6.954995 1.764295068

34078008 0.007605 0.12553 0.82096 11.67279 10.93723 1.766581064

97915211;979223180.002713 0.099896 0.822431 11.66951 10.91471 1.768383576

80232616 0.001327 0.086773 0.822471 9.762635 8.808878 1.76843249

76567115;765458430.033635 0.19991 0.823902 5.128286 4.048848 1.770187595

88743202 0.005173 0.11319 0.825027 12.08969 11.1909 1.771568602

1.23E+08 0.024014 0.17522 0.826485 7.190941 6.54482 1.773359677

95835115;958321400.032189 0.19588 0.826808 6.079198 5.077134 1.773756693

1.2E+08 0.004737 0.11048 0.826864 7.775078 6.978473 1.773825231

83574203 0.00426 0.10956 0.827613 9.960386 9.098033 1.774746467

48496125;484992700.035786 0.20549 0.828033 2.031456 0.765347 1.775263541

24972412;249727280.00111 0.083992 0.828413 10.95658 10.06669 1.775730685

1.34E+08 0.024177 0.17574 0.829804 6.883341 6.1406 1.777443831

52968866;52981039;529730650.004249 0.10951 0.831653 10.00257 9.23951 1.779723394

72861384;728748650.0098 0.13301 0.831723 14.27484 13.56242 1.779809901

62497298 0.009015 0.13115 0.835427 8.81251 7.776738 1.784385465

1.48E+08 0.02662 0.18143 0.83554 5.557852 4.812374 1.784525409

28446895 0.037892 0.21071 0.835719 6.754699 6.011871 1.784745783

110397886;1104008430.018113 0.15751 0.836257 11.01475 10.18766 1.785412074

53430827;534308310.006405 0.11853 0.83677 11.13284 10.13532 1.786046481

71858427;71820943;71854951;718526350.003649 0.10469 0.837273 12.95592 12.1165 1.78667007

70514616 0.039814 0.21464 0.838369 3.548399 2.485882 1.788027184

93334487;933125150.026343 0.18056 0.841355 11.0042 10.32316 1.79173278

40659055;407691230.027044 0.18269 0.84302 7.466071 6.789688 1.793801676

78329968;78359785;783407590.008524 0.12945 0.845075 11.62652 10.79978 1.796357717

1.46E+08 0.016025 0.15066 0.846303 5.605452 4.585044 1.797887906

17551502 0.004822 0.11123 0.84729 14.26391 13.29875 1.799118089

1.01E+08 0.008436 0.12898 0.849079 10.90679 10.14717 1.801351008

10453181 0.001565 0.089465 0.851141 11.37847 10.42033 1.803927203

99460984;994550590.015699 0.1493 0.852729 8.34774 7.552567 1.805913163

22041352 0.015206 0.148 0.853582 4.575416 3.730642 1.806981445

34130354 0.002389 0.096556 0.853827 12.25357 11.40227 1.807288499

31042331;310418390.004413 0.10974 0.854915 8.537767 7.799595 1.808651627

1.41E+08 0.004675 0.11016 0.856719 5.142928 4.096836 1.810914867

81968396;811529030.027568 0.18363 0.859344 6.862637 5.973787 1.814213407

96845968;96825894;968349060.012246 0.14144 0.860445 10.3189 9.450376 1.815597671

80405431;804027620.004937 0.11201 0.866167 11.93913 11.06833 1.822813609

27563672 0.022365 0.17052 0.866295 10.07725 9.370367 1.8229757

41832583 0.025328 0.17842 0.86649 6.161832 5.467752 1.823222112

51175187 0.002276 0.096252 0.867596 8.067481 7.173849 1.824619421

32632197;32642352;32270884;32678594;32564896;32619249;326963410.024009 0.17522 0.867743 12.15631 11.35524 1.824805996

1.24E+08 0.002245 0.096252 0.868117 6.155709 5.14118 1.825278459
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57572446;575728040.007388 0.1247 0.870983 10.65639 9.811295 1.828908685

60897447 0.004633 0.11001 0.871009 6.248717 5.343002 1.828941593

51590670 0.015193 0.148 0.871485 9.671132 8.682732 1.829545206

1.38E+08 0.005358 0.11503 0.871999 8.240145 7.489789 1.830197452

1.17E+08 0.034795 0.20314 0.87428 8.484939 7.759413 1.833092886

27564750;275657270.008355 0.1286 0.875 7.715152 6.720477 1.83400774

1.23E+08 0.024304 0.17599 0.876201 5.267448 4.347034 1.835535382

1.58E+08 0.006327 0.11846 0.876495 12.6664 11.7668 1.835909167

5524943;55259930.00356 0.10464 0.87686 11.80075 11.03766 1.836373956

71953519;719923760.011525 0.13915 0.879663 10.88452 10.05041 1.839944949

26657258 0.004917 0.11201 0.882271 13.65173 12.79219 1.843274449

66842796 0.002589 0.098152 0.882931 6.369171 5.586149 1.844117426

1.02E+08 0.025879 0.17955 0.885342 10.1999 9.531246 1.847202094

1.67E+08 0.005945 0.1169 0.889252 14.3075 13.27757 1.85221598

98361328;98353122;98360079;983612880.032845 0.19819 0.889786 9.797556 9.123302 1.852901705

33083060;33083036;32985079;331431910.004018 0.10764 0.890269 8.170665 7.10949 1.853521173

7882418;7923557;79515870.037732 0.21022 0.890881 11.50757 10.76268 1.854308086

121807104;1220473150.015129 0.14798 0.891524 8.298772 7.424737 1.855134613

61311936;613112730.020749 0.16614 0.89308 4.677676 3.544122 1.85713704

44814292;44814627;44736648;448147970.043443 0.22314 0.894606 5.038382 4.323425 1.859101623

83023138;83033397;830299500.017492 0.15552 0.896579 6.462942 5.670959 1.861646482

82903974 0.026496 0.18107 0.897371 5.876303 5.056572 1.862668152

59179099;59182021;594113360.028891 0.18667 0.899957 6.652622 5.692601 1.866010041

55072702 0.001751 0.091058 0.903243 10.42799 9.539444 1.870264789

76009498;760143360.004718 0.11036 0.903433 7.43563 6.59933 1.870511763

105684439;105641845;105643632;1056418430.001267 0.0862 0.905959 9.777365 8.969257 1.873789831

82445367 0.019248 0.16121 0.906196 9.068428 8.352774 1.874097306

97942179;97941302;980213580.007749 0.12553 0.906419 7.430726 6.628683 1.87438692

1.02E+08 0.004606 0.10974 0.910863 10.2481 9.448955 1.880170026

94645216 0.004664 0.11016 0.911084 12.79497 11.99052 1.880458229

11604804 0.005323 0.11503 0.911322 6.953788 6.14652 1.880768042

10393216 0.021239 0.16752 0.912088 7.43999 6.465722 1.881766878

177450761;1774507640.010658 0.13679 0.914493 10.53839 9.711814 1.884906388

32244662 0.008453 0.12905 0.915325 10.88996 9.966767 1.885994443

1.17E+08 0.014996 0.14785 0.920773 8.111361 7.384141 1.893129004

44471658 0.01058 0.13633 0.920998 8.828542 8.085114 1.893424925

135809735;1358109890.044686 0.22622 0.92191 8.767299 7.52591 1.894621289

30821192;30823775;30820977;30821648;30820113;308211390.037903 0.21071 0.923911 3.452985 2.452489 1.897251143

1.41E+08 0.014947 0.14785 0.927137 11.99582 11.12701 1.901499413

32790171;327775930.01321 0.14423 0.927385 6.195258 5.431503 1.901825264

173914179;1739131270.002427 0.096556 0.927707 4.574135 3.522448 1.902249918

1.21E+08 0.004965 0.11216 0.931071 7.863305 6.906465 1.906691304

1.06E+08 0.033283 0.19924 0.933093 7.026725 6.116721 1.909365497

1.23E+08 0.035413 0.20459 0.933928 8.453654 7.456211 1.910470459

35172710;351760010.00936 0.1313 0.933939 6.019896 5.106391 1.910484471

97977259;98095632;978944640.001896 0.091058 0.933979 13.49626 12.60584 1.910538022

1.22E+08 0.003265 0.10323 0.934466 8.917991 7.938195 1.911183594

Page 118 of 1163



8341937;83441130.002052 0.092697 0.938803 3.18014 2.081754 1.916936448

195037908;1950274280.033748 0.20023 0.938803 3.407062 2.19315 1.916936448

5092879 0.01047 0.13624 0.939555 10.34472 9.428508 1.917936787

80603896 0.023651 0.17428 0.941268 9.958736 9.140206 1.920215475

27050241;27054565;27049615;270561320.000494 0.070995 0.944446 11.12092 10.09012 1.924450272

83530518 0.038953 0.21311 0.945227 3.579061 2.091964 1.925491953

128462081;128428469;128476615;1285054750.031954 0.19503 0.947596 11.86088 11.10446 1.928656058

79613311;79614018;796140250.034298 0.20156 0.949099 7.24584 6.33664 1.930666314

79782630 0.000519 0.072364 0.950032 11.16577 10.122 1.931914938

59525501 0.034046 0.20056 0.950205 4.882334 3.709397 1.932146955

44816658;448156580.006074 0.11773 0.951481 10.4606 9.596003 1.933856908

55296628 0.008285 0.12847 0.951633 10.21803 9.297578 1.934060238

31337394 0.027753 0.18396 0.954617 3.946457 2.822178 1.938065155

1.07E+08 0.020434 0.16528 0.954768 5.199624 4.403086 1.938267254

151561691;1515446770.00108 0.083992 0.954936 13.93424 13.04742 1.93849323

1.84E+08 0.002537 0.097444 0.961278 4.728574 3.766423 1.947034224

160078586;160072782;1600754610.026721 0.18172 0.961846 8.225836 7.456088 1.947801203

1.64E+08 0.000683 0.079814 0.963314 13.53393 12.66513 1.949783323

1.35E+08 0.02109 0.16698 0.963334 5.454875 4.340342 1.949810522

1.02E+08 0.010484 0.13624 0.964754 5.71073 4.931436 1.951730728

130138196;130139162;1301385510.025335 0.17842 0.967785 6.37775 5.434528 1.955834872

80347625;803484480.001953 0.091857 0.968846 8.558528 7.550801 1.957274379

28379255;283792280.029851 0.18947 0.969574 8.581542 7.688971 1.958262909

96171718 0.001701 0.091058 0.9723 9.133431 8.254969 1.961965976

11472736;114821960.040906 0.21733 0.972914 6.709324 5.981574 1.962801416

1.14E+08 0.006658 0.11984 0.974103 11.79378 10.7657 1.964419991

125127881;1251225200.033471 0.19964 0.976071 6.209468 5.212895 1.967101307

78378588 0.002179 0.095564 0.97722 7.956686 6.826362 1.968667856

69795937 0.038059 0.21083 0.978298 8.294322 7.46883 1.970140462

172507380;1725073750.003617 0.10464 0.979467 12.74902 11.9131 1.971737247

7581728;75885450.000421 0.068927 0.981934 9.48756 8.486014 1.975111899

69666062 0.020007 0.16463 0.988579 7.441126 6.532974 1.984230115

41569527 0.008903 0.13085 0.991846 8.048782 7.1476 1.98872858

58160122;581955310.012343 0.14156 0.999023 8.021953 6.915435 1.998646224

36475887 0.002752 0.10008 1.007614 13.66066 12.73948 2.010583556

109508134;1094937380.014302 0.14697 1.01003 5.410295 4.54475 2.013953556

1.45E+08 0.000356 0.065605 1.012122 12.57327 11.59072 2.016875526

101502942;1015128290.002639 0.098285 1.01297 10.70803 9.788349 2.018061792

1.02E+08 0.00185 0.091058 1.015088 8.339561 7.261578 2.021026441

1.08E+08 0.003286 0.10359 1.016638 8.921828 7.93587 2.023199251

15045478 0.001277 0.086391 1.017188 10.63308 9.661318 2.023970514

80257545 0.005601 0.11645 1.018541 12.88173 11.80367 2.025869039

67367794 0.015402 0.1486 1.020196 8.966807 7.583646 2.02819437

12941978;129642590.03795 0.21071 1.020482 7.476452 6.529708 2.028596878

20874737 0.003088 0.10151 1.02129 10.19536 9.176326 2.029733527

5065327;50650940.005073 0.11266 1.026909 10.1398 9.111726 2.037654436

90890526;908903650.001777 0.091058 1.028275 8.295553 7.163027 2.039584195
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3915501 0.006685 0.11994 1.028669 2.965499 2.018659 2.040141487

1.11E+08 0.013267 0.14438 1.029242 7.385352 6.521664 2.040951051

19921143 0.01975 0.16369 1.030365 9.764742 8.868652 2.042540841

82877385;828977240.015786 0.14968 1.034599 12.5049 11.54042 2.048543754

87000069 0.008977 0.13113 1.046248 11.16 10.30001 2.065151907

35120527;35115416;351154000.012034 0.14084 1.05059 4.313593 3.194006 2.071377012

53682309;53612096;536958320.006875 0.1213 1.050819 8.136518 7.201439 2.071706286

34874946;34873108;348715870.029037 0.18719 1.051377 5.564554 4.683373 2.072507275

70631635 0.000552 0.073734 1.051571 8.43453 7.287107 2.072786033

55550017;55543261;555498240.014578 0.14768 1.05997 10.9951 9.977864 2.084888463

130936148;130935157;1309361390.028605 0.18587 1.060264 9.029647 8.132837 2.08531339

15411938;15441977;152877500.016171 0.15124 1.062879 5.405238 4.51516 2.089097004

1.63E+08 0.009699 0.13257 1.06502 7.178453 5.843253 2.09219902

70520736 0.035223 0.20409 1.065786 3.422756 2.506095 2.093310081

91374217 4.08E-05 0.026776 1.066544 5.979984 4.947261 2.09440985

8518825;83022420.015433 0.1486 1.067922 8.965515 8.047556 2.096411603

57483523;57413761;574835290.034497 0.20219 1.069365 8.059994 7.114937 2.098508847

6925352;69253800.000591 0.075463 1.070578 3.606717 2.654423 2.100274428

70466199 0.014166 0.14652 1.072216 7.458413 6.226128 2.102661212

1E+08 6.13E-05 0.034221 1.077723 8.097997 7.008323 2.110702145

1.37E+08 0.008543 0.12945 1.078389 12.2852 11.22521 2.111677412

24435532;24445682;244333900.024283 0.17599 1.078652 6.423437 5.50135 2.112061321

73572242 0.00247 0.09673 1.080408 8.292206 7.348226 2.114633874

20332713 0.014178 0.14657 1.080692 10.05956 8.997031 2.115050553

50210790 0.003377 0.1044 1.081899 13.969 12.982 2.116820105

49773999;497627590.00684 0.12106 1.082061 8.338344 7.235416 2.117058835

56626875;566269030.006375 0.11848 1.082162 12.24589 11.34212 2.117207179

26089264 0.019671 0.16328 1.08239 3.4267 2.377355 2.117541229

1.26E+08 0.001131 0.083992 1.084179 8.04525 6.839949 2.120168167

1.56E+08 0.015451 0.1486 1.089228 4.637504 3.668427 2.127601645

29180673 0.003624 0.10464 1.090437 12.78129 11.65876 2.129384538

1.53E+08 1.91E-05 0.017092 1.09176 9.478467 8.383345 2.131339423

78262580 0.001766 0.091058 1.09878 6.365519 5.407594 2.141735719

21163611 0.040337 0.21591 1.103453 2.182924 0.83176 2.148684035

90679388 0.007082 0.12329 1.104352 7.992308 6.931462 2.15002289

1.27E+08 0.006055 0.11771 1.104417 9.114285 7.998189 2.150119139

1.55E+08 0.012001 0.14076 1.107258 5.369001 4.463848 2.154358494

64268145 0.030266 0.19056 1.110617 5.07813 3.990781 2.159380476

79858665 9.48E-05 0.041471 1.113766 14.03683 12.99749 2.164098711

99358530 0.005726 0.11645 1.114221 9.958242 8.855314 2.164780712

35267497;35266726;35266059;352668800.001809 0.091058 1.11459 10.11624 9.071203 2.165334697

11882899 0.018267 0.15763 1.11562 3.363057 2.221971 2.166880589

58469745 0.0007 0.080556 1.1161 12.86313 11.80458 2.167602601

21472661 0.021936 0.16957 1.119414 6.210145 5.260943 2.172586412

44142456;44387623;438917730.040706 0.21675 1.119876 5.102805 4.058111 2.173282293

95712754 0.004021 0.10764 1.121659 2.855646 1.578073 2.175970838

109198726;1092004450.042638 0.22152 1.124194 2.183558 1.367334 2.179796725
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70864825;70893436;709052400.005871 0.11645 1.127771 10.72209 9.773281 2.185208365

1.18E+08 0.000206 0.054854 1.133294 10.12574 9.030308 2.193590774

19681460;196779410.027446 0.18335 1.133715 3.582055 2.543001 2.194230968

97778048;975845910.011496 0.13915 1.134129 7.661128 6.478633 2.194860728

34299151;343451820.014706 0.14782 1.136021 7.520477 6.2541 2.197740601

1.21E+08 0.03572 0.20536 1.136726 4.397157 3.435004 2.198814969

87680235 0.023619 0.1741 1.137337 2.179177 0.765347 2.199745547

16898441 0.008771 0.13079 1.137538 4.669043 3.534879 2.200052607

1.21E+08 0.00373 0.10515 1.138091 2.292025 1.155984 2.200896258

37050244;370492130.023942 0.17505 1.139759 8.573433 7.383429 2.203442141

56062310 0.027465 0.18343 1.142563 6.915211 5.650056 2.207729128

22782848;227761950.002964 0.10081 1.142974 11.02263 9.84237 2.208358226

62766177;626123740.00454 0.10974 1.14981 8.923261 7.743369 2.21884676

1.68E+08 0.000194 0.054707 1.157661 7.595095 6.474666 2.230954728

61814113 0.015908 0.15012 1.158077 2.446657 0.76998 2.231597601

4059444;40592940.008802 0.13079 1.159223 4.534204 3.306891 2.233371792

98053462 0.036395 0.2064 1.162038 9.058509 7.954161 2.237733233

55944661 0.015441 0.1486 1.162748 8.357502 6.920227 2.238834536

25368092 0.008282 0.12847 1.163937 8.427063 7.168325 2.240679906

16132550 0.003685 0.10503 1.166506 9.965269 8.88344 2.244673415

116591817;1164468320.001241 0.086071 1.16867 7.956473 6.800949 2.248042966

1.32E+08 0.011129 0.13823 1.170764 9.370404 8.411538 2.251308231

24658425 0.002801 0.1005 1.171431 3.976752 2.822178 2.252350083

156312348;1563127040.020323 0.16527 1.173597 7.38136 5.917839 2.255733824

89913162 0.002238 0.096252 1.179861 7.552828 6.515365 2.265550073

1.07E+08 0.027903 0.18402 1.180136 7.625006 6.687477 2.265981382

125724148;1256508802.98E-05 0.022139 1.182394 9.01094 7.842144 2.269531164

1.07E+08 0.002761 0.10008 1.182517 4.39732 3.306402 2.269724322

43304172 0.010619 0.13645 1.183107 7.16692 6.093909 2.270652177

55528556;555285380.006391 0.11849 1.18563 5.573963 4.471007 2.274627615

89398779 0.004365 0.10974 1.194404 6.190107 5.091868 2.288502643

1.37E+08 0.003019 0.10081 1.196697 9.383004 8.267053 2.292143339

1.15E+08 0.001187 0.084659 1.198552 11.64643 10.46588 2.29509173

5870393 0.003443 0.10464 1.199556 12.45889 11.33003 2.296689346

1.33E+08 3.1E-06 0.003297 1.204015 1.229381 0 2.3038

9917397 3.1E-06 0.003297 1.204015 1.229381 0 2.3038

1.54E+08 3.1E-06 0.003297 1.204015 1.229381 0 2.3038

1.63E+08 3.1E-06 0.003297 1.204015 1.229381 0 2.3038

34285687;342874833.1E-06 0.003297 1.204015 1.229381 0 2.3038

44219585 0.004787 0.11097 1.204015 1.453121 0 2.3038

81421878 0.030392 0.19094 1.204015 1.720601 0 2.3038

30417579 0.03361 0.19991 1.213561 8.511537 7.56839 2.319093405

79854971 0.035032 0.20373 1.22104 6.748317 5.702691 2.331146965

170976071;1709760470.009781 0.13301 1.22143 6.0399 4.930512 2.331777565

65357509 0.001124 0.083992 1.223105 10.37934 9.264865 2.3344856

5749317 0.024972 0.17766 1.224413 7.48546 6.034847 2.336603127

58190198 0.023128 0.17248 1.227754 4.017443 2.685508 2.34202079
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34000333;339977550.00268 0.099169 1.228049 10.16581 8.840139 2.342500306

107605402;107607092;107605587;107609241;1076066560.004478 0.10974 1.229687 8.932662 7.831683 2.345160892

14070 0.039544 0.21444 1.229708 11.4068 9.995387 2.345194627

1.37E+08 0.001314 0.086773 1.229711 9.224331 8.028168 2.345200205

24593353;245896610.001997 0.09233 1.231424 11.02442 9.915146 2.347985834

1.21E+08 0.005509 0.1157 1.234992 9.872211 8.779585 2.353801099

85639878 0.003218 0.10285 1.235619 8.993521 7.864025 2.354823473

1.84E+08 0.010812 0.1373 1.236718 8.368304 7.2973 2.356617989

25672239 0.003707 0.10504 1.237484 3.091507 1.935736 2.357870119

1.18E+08 2.48E-05 0.020498 1.24074 12.17512 10.95305 2.363197109

1.37E+08 0.003974 0.10733 1.245202 9.244893 8.049304 2.370517111

1.28E+08 0.000403 0.067603 1.245823 4.363487 2.989135 2.371537215

34729043;347438970.024476 0.17639 1.24633 7.404232 6.392171 2.372371404

1.56E+08 0.036799 0.20725 1.247372 5.508807 4.380031 2.374085279

35395630 0.020769 0.16614 1.250062 2.835302 1.212378 2.378516955

119977334;1199846580.024252 0.17599 1.254536 8.814602 7.82608 2.385903886

80713071;807081730.010817 0.1373 1.254957 8.536616 7.347104 2.386599983

1.33E+08 0.00034 0.065605 1.262663 6.308855 5.002107 2.399382793

1.29E+08 0.013949 0.14631 1.264354 2.444127 0.776642 2.402195832

32571662 0.016802 0.15336 1.264354 2.388364 1.155984 2.402195832

20242181 0.014561 0.14768 1.267015 8.290463 6.982575 2.406630445

1.15E+08 0.001886 0.091058 1.267045 10.89437 9.66922 2.406681387

92459794;924605180.021678 0.16861 1.268605 9.560623 8.580617 2.409284771

10857915;108593620.031752 0.19455 1.272331 5.888533 4.983441 2.415514566

123829904;1238114980.015179 0.148 1.274955 5.139227 4.161074 2.419913204

1.34E+08 0.016897 0.15375 1.275722 7.66901 6.214619 2.421200031

113830501;1138202430.015739 0.14948 1.276039 6.313416 5.083175 2.421730905

1.64E+08 0.003504 0.10464 1.276619 11.36135 10.27743 2.42270541

33843585;339931930.016145 0.15124 1.278066 5.832334 4.599975 2.425136454

32817968 0.024576 0.17661 1.279708 3.346885 1.868444 2.427897882

71858342 0.023597 0.1741 1.280662 9.647815 8.651946 2.429504353

1.04E+08 0.016162 0.15124 1.282056 8.510106 7.249945 2.431853011

25145396 0.021262 0.16752 1.282471 6.673783 5.393729 2.432553436

71307126;714149100.000569 0.074299 1.285531 7.078926 5.871664 2.437717475

74386051 0.01318 0.14423 1.290845 7.596973 6.204479 2.446713998

1.02E+08 0.000391 0.067127 1.292228 9.681803 8.418028 2.449060048

93080017 0.001811 0.091058 1.294841 1.443686 0 2.4535

82794245 0.001811 0.091058 1.294841 1.443686 0 2.4535

1.27E+08 0.001811 0.091058 1.294841 1.443686 0 2.4535

89931862 0.002146 0.094928 1.294841 1.445056 0 2.4535

30513402 0.009735 0.13287 1.294841 1.591407 0 2.4535

32186944;321867200.020107 0.16503 1.294841 1.704255 0 2.4535

73484120 0.023029 0.17202 1.294841 1.536123 0.098849 2.4535

68236984;217673310.012758 0.14304 1.31417 10.3906 9.139025 2.48659176

77565674 0.020999 0.16684 1.31485 8.17934 6.970986 2.48776425

52727318 0.001003 0.081742 1.317619 8.538885 7.32519 2.492543353

1.05E+08 0.001572 0.089465 1.321701 8.313999 7.048659 2.499606501
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54956178;549629400.008033 0.12719 1.324359 11.43944 10.33974 2.504215502

30766927 0.042501 0.22119 1.325433 4.271979 3.287389 2.506080669

144249104;1442490590.039568 0.21446 1.326046 3.075559 1.200671 2.507146776

140952586;1409467630.01353 0.14539 1.335693 10.62756 9.484935 2.52396731

125572280;1255794740.003999 0.10753 1.337559 9.82422 8.601626 2.527233651

66687234 0.006077 0.11773 1.33874 11.8519 10.70062 2.529303571

45563168 0.014726 0.14785 1.339119 7.415471 6.230815 2.529966912

1.92E+08 0.009827 0.13301 1.341022 5.390659 3.878473 2.533306294

137836251;1378362780.038278 0.21101 1.342381 5.123328 3.409096 2.535693964

52107184;520724440.024882 0.17764 1.343032 5.168459 4.028877 2.536839257

123968692;1239644910.017176 0.15403 1.344717 7.672897 6.310001 2.539803725

8499985 0.000109 0.043749 1.345466 12.99054 11.70395 2.541122761

10980162 0.008553 0.12952 1.347391 11.98554 10.76989 2.544515611

90773383 0.010196 0.13468 1.347537 7.981494 6.673008 2.544773272

99412826 0.016069 0.15095 1.347912 3.929255 2.471179 2.545434603

122851256;1228561570.033868 0.20023 1.348574 7.421379 6.453519 2.546603602

1.23E+08 0.03952 0.21444 1.349798 7.532431 6.377643 2.548764748

1.02E+08 0.004868 0.11171 1.351776 9.560856 8.398097 2.552261298

45926519;459255940.005461 0.11563 1.354575 11.75009 10.43801 2.557216956

15714271 0.015026 0.14785 1.358766 2.496092 0.629119 2.564656336

1.49E+08 0.016678 0.15314 1.367634 7.902762 6.743036 2.580469483

43567060 0.00066 0.079206 1.370215 11.99256 10.56105 2.585090183

129367410;1293711200.002433 0.096556 1.372294 3.795937 2.452489 2.588818953

1.38E+08 0.021211 0.16752 1.374011 4.731193 3.352848 2.591901268

40271616 5.1E-05 0.030782 1.377357 10.87783 9.546316 2.597920184

82307420 0.000815 0.080556 1.378391 10.42787 9.041849 2.599782519

62507755 0.026841 0.18212 1.378953 8.006972 6.612024 2.600795589

1.56E+08 0.016758 0.15336 1.385001 5.689658 4.519946 2.611720648

1.18E+08 0.033287 0.19924 1.385583 9.938795 8.764912 2.612775754

1.15E+08 0.008998 0.13115 1.395809 3.622352 2.194706 2.631361096

96293969;962861050.011412 0.13873 1.396944 6.416959 5.199719 2.633431161

51496611 0.034114 0.20075 1.397642 6.449767 5.104968 2.634705685

83544635;835414420.007592 0.12553 1.410243 7.306164 6.16843 2.657818671

89506658;895336220.005311 0.11503 1.410575 5.548418 4.248413 2.658431777

1.44E+08 0.000596 0.075614 1.411205 9.159344 7.82603 2.65959225

98446550 0.006459 0.11897 1.412099 11.52764 10.14365 2.661240231

30945480;309454270.029311 0.18763 1.41417 6.429288 5.140114 2.665063166

126739924;1267406740.001898 0.091058 1.414292 9.779003 8.286935 2.665288679

66225806 0.025837 0.17955 1.414362 6.040323 4.929512 2.66541927

1.2E+08 0.012852 0.14321 1.41509 7.32841 5.864254 2.666763724

48558086;485529750.008143 0.12791 1.420543 3.813285 2.451955 2.67686184

24598682 0.017224 0.15418 1.422453 12.38761 10.8838 2.680407927

21073514 0.003017 0.10081 1.422463 8.29234 6.94078 2.680426961

25345562 0.001848 0.091058 1.433761 8.995335 7.561121 2.70149993

1.23E+08 0.011596 0.13937 1.442477 11.36743 10.19952 2.71787048

1.54E+08 0.008348 0.1286 1.443121 8.265734 7.062462 2.719083603

93690991 0.007124 0.12355 1.445868 7.709501 6.124414 2.724266472
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81960930 0.001423 0.087457 1.44976 10.98027 9.642101 2.731626206

79668536 0.008667 0.13036 1.450486 6.540266 4.980284 2.733001735

48275358 0.028221 0.18472 1.456125 3.534503 1.870404 2.743704508

4448325 0.012327 0.14156 1.463866 2.910604 1.367334 2.758466113

36393370;364029780.001575 0.089465 1.468746 9.377026 8.02686 2.767811166

105991732;105996423;1059917250.014057 0.14644 1.471821 5.240793 3.939549 2.773717028

9469324 0.003484 0.10464 1.477738 7.688078 6.362514 2.785117549

37419036 0.015865 0.1501 1.479222 6.234043 5.10449 2.787982643

38038832;380431140.015293 0.1481 1.483777 6.095718 4.427602 2.796799208

25489492;254776250.00872 0.13079 1.486145 5.216627 3.858271 2.801393351

46312385;463120900.004022 0.10764 1.492406 9.576555 8.233508 2.813578561

1.15E+08 0.029307 0.18763 1.505792 8.236956 6.994704 2.839805568

111508649;1115076220.006335 0.11846 1.516261 8.757402 7.480151 2.860487983

1.3E+08 0.00387 0.1071 1.519218 6.340375 5.005062 2.866356069

171648999;171649007;1716530370.0349 0.20347 1.524502 3.313304 2.139807 2.876873322

1.36E+08 0.011234 0.13856 1.525924 9.363215 8.025173 2.879710562

54028090 0.021926 0.16957 1.534365 5.962205 4.431213 2.896608567

135254336;1352478840.001174 0.084659 1.539217 6.221536 4.712096 2.906366921

110755650;1108059240.011124 0.13823 1.540634 6.321147 4.44548 2.909224196

1.16E+08 0.029965 0.18967 1.548 3.032518 1.580014 2.924114233

29231307;292325220.001078 0.083992 1.548273 9.367401 7.982027 2.924667759

75264208 0.018426 0.15788 1.54881 5.818533 4.61444 2.925757171

1.13E+08 0.011982 0.14071 1.561939 10.08306 8.727007 2.952504371

1.08E+08 0.008051 0.12727 1.565953 9.913132 8.568477 2.960729747

15548941;15542472;155750650.002619 0.098152 1.569397 4.313471 2.729235 2.967806227

47386167 0.001178 0.084659 1.572897 7.725305 6.146034 2.975015735

65037336 0.044995 0.22685 1.583011 5.700057 3.536951 2.995944951

66561046 0.002932 0.10081 1.583078 6.359721 4.712346 2.996083063

1.57E+08 0.001791 0.091058 1.5846 8.757877 7.072885 2.999246911

1.03E+08 0.006942 0.12202 1.58569 10.8171 9.402018 3.001514206

13224965 0.003578 0.10464 1.586966 6.195047 4.603316 3.004168718

1.34E+08 0.002391 0.096556 1.588189 11.21505 9.730269 3.006717057

83846790 0.039093 0.2134 1.598765 4.170658 2.95407 3.028838528

40142254 0.008468 0.12911 1.599221 8.395789 6.91544 3.02979685

61990361 0.018135 0.15751 1.600025 10.12718 8.769151 3.031485833

101364578;101370125;1013677130.028646 0.18598 1.600833 5.732581 4.448393 3.033183434

15889545 0.006157 0.11826 1.60197 7.723954 6.113715 3.035575937

90076095 0.000923 0.080556 1.602747 11.47715 9.676766 3.037209947

1.07E+08 0.027349 0.18326 1.610488 2.502485 0.776642 3.053551423

21506524 0.029072 0.18722 1.610488 2.764065 1.515607 3.053551423

20931524 0.011295 0.1386 1.612028 8.025101 6.310949 3.056811764

83838774;838416080.014784 0.14785 1.612646 8.364024 6.972185 3.058122753

74373349;743687220.010922 0.13733 1.615136 8.37873 6.798073 3.063405745

45694556 0.013208 0.14423 1.61695 4.235827 2.741957 3.067259875

19629438;196198420.013558 0.14545 1.619833 9.008109 7.633286 3.073395447

93045022 0.002781 0.10033 1.62536 6.896766 5.39242 3.085190568

116627019;1166242520.006568 0.11928 1.63572 10.55387 9.089926 3.107426175
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1.67E+08 0.004094 0.10842 1.63697 11.26667 9.80531 3.110119044

51486219;514857803.41E-05 0.023775 1.670146 5.407975 3.725919 3.18246892

67912662;679013370.004826 0.11123 1.674336 7.430828 5.91701 3.191723221

77469601;77468370;77464110;774695010.010424 0.13614 1.675952 5.453748 4.079622 3.195300485

70582571 0.003962 0.10733 1.677593 9.139653 7.504051 3.198937591

87973391;87980451;879804480.005019 0.11266 1.680556 11.71037 10.23279 3.205514517

58499742 0.012714 0.14304 1.693433 9.364745 7.979777 3.234254335

80014808 0.011037 0.13797 1.703002 10.84551 9.431653 3.255778294

98777029;987781500.031586 0.19428 1.704829 3.695637 1.72346 3.259903602

55906949 0.013847 0.14588 1.706976 7.670734 6.240606 3.264757505

1.01E+08 0.003952 0.10733 1.709792 6.018435 4.185593 3.271135987

39642678 0.003259 0.10317 1.711664 7.640279 5.832909 3.275383905

80932204 0.000551 0.073734 1.717897 9.593761 8.005361 3.289566068

17055782;17223932;171937830.016396 0.15172 1.721888 7.768425 6.210712 3.298678676

14545036 0.03306 0.19883 1.731158 7.947155 6.223182 3.319941936

67037407 0.00124 0.086071 1.731839 9.243733 7.541718 3.321510514

1.16E+08 0.005808 0.11645 1.735926 7.910946 6.206482 3.330933135

1.44E+08 0.009339 0.1313 1.737234 6.361887 4.71865 3.333952613

70459984 0.0159 0.15012 1.750081 10.32301 8.703081 3.363774107

71730966 0.004451 0.10974 1.7651 4.859897 2.851142 3.398976234

4282645;4282928;38981500.027774 0.18396 1.767458 4.193845 2.611856 3.404535811

83706269 0.027014 0.18269 1.770232 5.256544 3.189252 3.411088066

1.09E+08 0.007338 0.12456 1.776465 7.909075 6.174832 3.425857369

130175122;1301748020.003234 0.10285 1.776615 12.19323 10.48297 3.426212441

1.23E+08 0.000747 0.080556 1.778359 9.708975 8.000016 3.430358334

1.31E+08 0.00589 0.11645 1.78333 8.353319 6.771164 3.442196934

1.16E+08 0.002627 0.098152 1.784753 11.8426 10.10182 3.445594772

93957100 0.006997 0.1223 1.812788 6.838428 5.323179 3.513206348

75909266;759533320.009364 0.1313 1.813302 5.378543 3.711663 3.514456516

4272514 0.014708 0.14782 1.823336 7.035486 5.494319 3.538986081

64276996;642730590.009608 0.1322 1.82823 7.394952 5.235573 3.551011268

29248467 0.00231 0.096369 1.831107 7.187361 5.177063 3.558100066

1.01E+08 0.00664 0.11984 1.832201 1.819528 0 3.5608

59794959 0.00664 0.11984 1.832201 1.819528 0 3.5608

34716662 0.038357 0.21113 1.832201 1.659361 0.379343 3.5608

128150657;1281341000.016684 0.15314 1.836587 4.807995 3.144283 3.571641204

79359076 0.011031 0.13797 1.837248 8.621344 6.918635 3.573276481

72409054;72235746;722367270.014237 0.14678 1.842415 7.864944 6.260476 3.586098841

5328357;5336099;5329253;53367910.000979 0.081251 1.846802 6.191271 4.454094 3.597019799

37654172 0.007377 0.1247 1.851039 1.91993 0 3.6076

101906359;1019037850.016957 0.15385 1.851039 1.883101 0.379343 3.6076

62428559;624347260.018211 0.15761 1.851039 1.883101 0.386005 3.6076

50911846 0.033181 0.19902 1.851039 2.174151 0 3.6076

74998031 0.00459 0.10974 1.861448 6.919761 5.15172 3.633720781

30419854 0.004153 0.10875 1.875522 3.201988 1.365394 3.669344459

77915393 0.017708 0.15571 1.877931 4.26632 2.689351 3.675476269

1.17E+08 0.018206 0.15761 1.879956 11.48993 9.810562 3.680639466
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35202007 0.035672 0.20522 1.880333 3.413269 1.186107 3.681600376

96228933 0.00789 0.12631 1.888901 8.247253 6.404332 3.703528776

1.17E+08 0.001646 0.090935 1.916216 11.0788 9.271396 3.774317849

1.27E+08 0.017671 0.15566 1.931978 9.359046 7.786117 3.815779526

83593087 0.011939 0.14071 1.939923 8.212378 5.942385 3.836851201

83578636 0.016231 0.15133 1.9445 7.342089 5.132624 3.849044724

47189402 0.001472 0.087831 1.945417 8.652502 6.805678 3.851489665

1.38E+08 0.000351 0.065605 1.952241 7.843552 5.844898 3.869750925

75392967;753489330.00672 0.12037 1.956105 11.95477 10.11478 3.880128919

24475873 0.004124 0.10842 1.957694 7.714705 5.858311 3.88440585

53649006;53394677;53612096;53397216;533914090.000938 0.080556 1.961628 5.124208 3.156221 3.895011765

1.08E+08 0.042894 0.22177 1.964961 5.77336 3.641717 3.9040206

23677449 0.000168 0.053538 1.9651 11.47514 9.437828 3.904398848

3926841 0.015493 0.1486 1.966061 2.030822 0.386005 3.907

1.23E+08 0.016926 0.15376 1.966061 2.14367 0.379343 3.907

73026890 0.018178 0.15758 1.966061 2.152643 0.386005 3.907

1.17E+08 0.007452 0.1247 1.986329 4.678493 2.818364 3.962276153

5455938 0.016415 0.15182 2.003729 5.570795 3.50745 4.01035168

34958163;349617720.000996 0.081742 2.01745 6.623424 4.52627 4.048674126

16259540;162593380.043642 0.2235 2.024523 5.999622 4.294604 4.068572221

84696221 0.009276 0.1313 2.030283 9.880358 8.184922 4.084848943

45369708 0.009566 0.13188 2.041757 8.003123 6.259095 4.117465624

128118491;128117068;1281281600.00246 0.096556 2.047657 8.982041 7.143099 4.134340539

88367844;883720890.000832 0.080556 2.054252 12.46572 10.59489 4.153281889

124127183;1241254260.039735 0.21457 2.063894 5.981452 4.41685 4.181132505

93745972 0.02253 0.17074 2.079982 7.47483 5.471138 4.228019449

23004677;230529160.015969 0.15026 2.085905 7.8331 5.747932 4.245414633

16318334 0.000854 0.080556 2.088851 7.988583 6.091913 4.254091423

1.3E+08 0.000185 0.053655 2.101721 11.9552 9.927507 4.292209828

4964348 0.01548 0.1486 2.110757 4.302262 2.42547 4.319178888

35826559 0.019448 0.16215 2.133806 5.567935 3.808936 4.388738206

1.81E+08 0.001488 0.088523 2.153157 6.318562 4.291812 4.448000764

1.2E+08 0.000495 0.070995 2.171212 7.195861 5.04447 4.504017122

84816036;848764950.006358 0.11846 2.18816 10.30793 8.442548 4.557239118

51458768;514568760.006845 0.12106 2.19672 7.725564 5.633369 4.584360385

24701556 0.01173 0.13986 2.201057 6.749437 4.900029 4.598160142

1.23E+08 0.001197 0.084815 2.215765 7.998904 6.017618 4.645278417

1.42E+08 0.00226 0.096252 2.268644 8.913493 6.924144 4.818700449

87371074 0.017007 0.15386 2.273565 6.181472 4.123158 4.835164124

1.33E+08 3.4E-05 0.023775 2.275365 2.179177 0 4.8412

1.35E+08 0.00687 0.1213 2.275365 1.967249 0 4.8412

129623864;1296227690.013675 0.14577 2.275365 2.182924 0.390637 4.8412

120453483;1204506120.036609 0.2067 2.275365 1.955437 0.386005 4.8412

1.24E+08 0.008204 0.1283 2.278291 5.806264 3.263858 4.851030727

1.21E+08 0.001878 0.091058 2.287158 6.519872 4.494373 4.880936433

1.16E+08 0.013446 0.14498 2.296105 2.183558 0.386005 4.9113

1.11E+08 0.015667 0.14918 2.296105 2.177609 0 4.9113
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17105825 0.001358 0.087364 2.308719 10.49968 8.294239 4.954429594

10558207 0.004053 0.10795 2.314115 9.91417 7.82027 4.972995832

74364000 0.003985 0.10743 2.322278 4.825336 2.796205 5.001214137

4477143 0.000536 0.073353 2.354391 9.847009 7.564368 5.113782527

1.08E+08 0.038631 0.21204 2.368647 6.163786 3.280586 5.164565403

43803133 0.002925 0.10081 2.395092 8.351772 6.116415 5.260105603

12578844;12508522;125889430.005886 0.11645 2.408357 10.09959 7.858909 5.308692364

46844333 0.009262 0.1313 2.41 6.017539 3.844991 5.31474319

91124018;91136141;911365160.000748 0.080556 2.415242 11.65288 9.375686 5.334090771

1.27E+08 0.013259 0.14436 2.421685 7.712964 5.650049 5.357965015

14914889 0.028387 0.1851 2.441005 2.752111 0.406777 5.4302

1.66E+08 0.00263 0.098152 2.442269 11.19175 9.0145 5.434957164

97018355 0.001029 0.083045 2.446937 9.171869 6.825725 5.452573304

1.56E+08 0.037509 0.20972 2.463894 5.976825 4.005483 5.517039225

34819894 0.015913 0.15012 2.468594 8.894897 6.79936 5.535040186

29100722 0.005296 0.11503 2.490678 9.51581 7.191999 5.620421013

42307989 0.000196 0.054707 2.504514 10.4221 8.112356 5.674581238

25627974 0.017663 0.15566 2.510479 8.069713 5.620909 5.698092932

12541958;128230790.00133 0.086773 2.534842 8.980506 6.693663 5.795134424

40134228 0.005033 0.11266 2.539657 7.396615 5.262624 5.814506314

1.15E+08 4.88E-06 0.00474 2.602089 8.866708 6.234122 6.071652896

1.52E+08 0.004542 0.10974 2.63736 10.70322 8.293074 6.221920271

1.46E+08 0.005928 0.11684 2.655748 12.14731 9.636431 6.301731842

104849850;1048494600.005502 0.1157 2.663501 7.352822 4.923284 6.33568802

84978718;849787480.00287 0.10081 2.699622 9.156018 6.698976 6.496317616

89311032 0.00916 0.13115 2.705749 7.802758 4.7553 6.523965071

50443613 0.024363 0.1761 2.715093 8.714811 6.194865 6.566355498

1.38E+08 0.000262 0.062198 2.72019 7.327412 4.694208 6.589596495

1.38E+08 0.002834 0.10065 2.783213 7.364189 4.600707 6.883837555

15010184 0.000476 0.070995 2.801428 2.910298 0 6.9713

91362404 8.74E-05 0.039815 2.817561 8.993237 6.335292 7.049693549

98854747 7.6E-05 0.037696 2.836794 8.874882 6.110943 7.144308754

1.23E+08 0.001443 0.087736 2.853062 6.973098 4.176848 7.22532477

1.08E+08 0.001623 0.090935 2.895145 6.423009 3.741776 7.439188377

69489233 0.014691 0.14782 2.899038 4.049434 1.120144 7.459287475

115490401;1154635980.010171 0.13468 2.899885 5.557917 3.130916 7.463668592

11081103 0.020137 0.16503 2.921465 4.314092 1.925881 7.5761531

82047523 0.025626 0.17945 2.94845 3.91444 1.235037 7.719193021

45318450 0.00558 0.11644 2.971538 8.066793 5.407617 7.843722516

44280168;442517190.002935 0.10081 2.99348 10.04424 7.359311 7.963927038

46099708;461160320.000895 0.080556 3.04911 7.643083 4.807597 8.277011015

34044313 0.00448 0.10974 3.066887 3.863343 0.76998 8.379634678

1.52E+08 0.002339 0.096556 3.076132 9.77861 6.987697 8.433504446

1.45E+08 0.002576 0.098108 3.129744 6.1238 2.927999 8.752795998

7510242 0.008589 0.12996 3.14122 2.976954 0 8.8227

1.08E+08 0.002383 0.096556 3.161169 7.089943 4.0744 8.945543478

36324029 0.000203 0.054854 3.244267 10.10441 7.06025 9.475923888
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23745521 0.006672 0.11994 3.287546 3.438339 0.503536 9.7645

107872373;107876840;1078372210.001687 0.091058 3.295448 9.997294 7.031743 9.818130989

90893115 0.000487 0.070995 3.349152 5.705581 2.305642 10.19049178

94126085 0.027932 0.18402 3.359568 4.354852 1.228837 10.26433121

1.01E+08 0.006744 0.12058 3.394359 7.69238 4.277154 10.51486691

41656777;416564280.009413 0.1313 3.482125 3.123793 0 11.1744

1.28E+08 0.002152 0.094928 3.491204 6.758304 3.1632 11.24493601

37483529 1.66E-05 0.015421 3.514779 3.549021 0 11.4302

90905938 0.010711 0.13701 3.514779 3.249195 0.386005 11.4302

35822911 0.002737 0.10008 3.526164 9.878733 6.78747 11.52076118

24351491 0.006519 0.11911 3.561122 6.921229 3.749697 11.80332708

3504821;3502799;35047990.004305 0.10962 3.571496 7.229836 3.966959 11.88851211

11975902;11596317;11933740;116018210.000871 0.080556 3.621845 7.08632 3.551838 12.31073142

5060383 0.00107 0.083992 3.654272 8.314636 4.586417 12.59057557

82212815 0.000616 0.076008 3.672935 8.427313 5.044403 12.7545052

78242683 0.026211 0.18024 3.673316 6.818986 2.253703 12.75787605

78373466 0.000362 0.065605 3.811245 3.879639 0 14.0378

191218039;1911833330.000542 0.073353 3.880657 9.61828 5.923114 14.72970839

83534140 0.002933 0.10081 3.932001 10.01108 6.405141 15.2633679

36119844 0.024492 0.17639 4.108218 6.610648 2.693954 17.24633835

84879755 0.00358 0.10464 4.138056 5.712775 1.331494 17.60673963

76323578 0.001609 0.090483 4.149109 6.633084 2.427726 17.74215237

1.19E+08 0.001812 0.091058 4.208685 7.923509 3.506718 18.4901542

82037452 0.012803 0.14304 4.219576 6.510378 2.664079 18.63026616

36273425 0.000225 0.05508 4.22548 9.118241 5.134791 18.70666299

1.2E+08 0.00467 0.11016 4.411129 5.203434 1.513647 21.27562026

92348889 0.000291 0.065605 4.946599 8.199523 3.558719 30.83718969

45615490 0.00459 0.10974 5.060865 6.372275 2.214913 33.37891795

89324730 0.008917 0.13085 5.178001 5.083691 0.603316 36.2021

82260753 0.000454 0.070921 5.222542 5.380143 0.379343 37.3372

1.35E+08 0.002094 0.093854 6.238036 10.34675 4.853272 75.48069739

92485881;924846920.007661 0.12553 6.567913 5.597193 0.386005 94.8722

118170061;1181894786.53E-05 0.034717 6.845255 10.62616 4.03253 114.9812503
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Supporting Information Table S2. Gene set enrichments on select Molecular Signatures Databases (MSigDB) collections for genes in response to Sertoli cell-specific 
 determined by RNA-Seq analysis.

Gene Set Name

TNFA SIGNALING VIA NFKB

INFLAMMATORY RESPONSE

APOPTOSIS

P53 PATHWAY

IL2 STAT5 SIGNALING

ALLOGRAFT REJECTION

COMPLEMENT

EPITHELIAL MESENCHYMAL 

TRANSITION

ESTROGEN RESPONSE EARLY

HYPOXIA

CHEN METABOLIC SYNDROM 

NETWORK

YOSHIMURA MAPK8 TARGETS UP

MEISSNER BRAIN HCP WITH H3K4ME3 

AND H3K27ME3

BENPORATH ES WITH H3K27ME3

BENPORATH SUZ12 TARGETS

BENPORATH EED TARGETS

NABA MATRISOME

ZWANG TRANSIENTLY UP BY 2ND EGF 

PULSE ONLY

WONG ADULT TISSUE STEM MODULE

DELYS THYROID CANCER UP

MEMBRANE

PLASMA MEMBRANE

MEMBRANE PART

PLASMA MEMBRANE PART

INTRINSIC TO MEMBRANE

H
A
L
L
M
A
R
K
 G
e
n
e
 S
e
ts

C
U
R
A
T
E
D
 G
e
n
e
 S
e
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INTEGRAL TO MEMBRANE

SIGNAL TRANSDUCTION

INTRINSIC TO PLASMA MEMBRANE

INTEGRAL TO PLASMA MEMBRANE

ESTABLISHMENT OF LOCALIZATION

CYTOPLASM

MULTICELLULAR ORGANISMAL 

DEVELOPMENT

CELL CELL SIGNALING

EXTRACELLULAR REGION

RECEPTOR ACTIVITY

RESPONSE TO EXTERNAL STIMULUS

ANATOMICAL STRUCTURE 

DEVELOPMENT

TRANSPORT

RESPONSE TO STRESS

SYSTEM DEVELOPMENT

G
O
 G
e
n
e
 S
E
T
S
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Gene set enrichments on select Molecular Signatures Databases (MSigDB) collections for genes in response to Sertoli cell-specific 

Description

Genes regulated by NF-kB in response to TNF [GeneID=7124].

Genes defining inflammatory response.

Genes mediating programmed cell death (apoptosis) by activation of caspases.

Genes involved in p53 pathways and networks.

Genes up-regulated by STAT5 in response to IL2 stimulation.

Genes up-regulated during transplant rejection.

Genes encoding components of the complement system, which is part of the innate immune system.

Genes defining epithelial-mesenchymal transition, as in wound healing, fibrosis and metastasis.

Genes defining early response to estrogen.

Genes up-regulated in response to low oxygen levels (hypoxia).

Genes forming the macrophage-enriched metabolic network (MEMN) claimed to have a causal 

relationship with the metabolic syndrom traits.

Genes up-regulated in vascular smooth muscle cells (VSMC) by MAPK8 (JNK1) [GeneID=5599].

Genes with high-CpG-density promoters (HCP) bearing histone H3 dimethylation at K4 (H3K4me2) 

and trimethylation at K27 (H3K27me3) in brain.

Set 'H3K27 bound': genes posessing the trimethylated H3K27 (H3K27me3) mark in their promoters 

in human embryonic stem cells, as identified by ChIP on chip.

Set 'Suz12 targets': genes identified by ChIP on chip as targets of the Polycomb protein SUZ12 

[GeneID=23512] in human embryonic stem cells.

Set 'Eed targets': genes identified by ChIP on chip as targets of the Polycomb protein EED 

[GeneID=8726] in human embryonic stem cells.

Ensemble of genes encoding extracellular matrix and extracellular matrix-associated proteins

Genes transiently induced only by the second pulse of EGF [GeneID =1950] in 184A1 cells 

(mammary epithelium).

The 'adult tissue stem' module: genes coordinately up-regulated in a compendium of adult tissue 

stem cells.

Genes up-regulated in papillary thyroid carcinoma (PTC) compared to normal tissue.

GO:0016020. Double layer of lipid molecules that encloses all cells, and, in eukaryotes, many 

organelles; may be a single or double lipid bilayer; also includes associated proteins.

GO:0005886. The membrane surrounding a cell that separates the cell from its external 

environment. It consists of a phospholipid bilayer and associated proteins.

GO:0044425. Any constituent part of a membrane, a double layer of lipid molecules that encloses all 

cells, and, in eukaryotes, many organelles; may be a single or double lipid bilayer; also includes 

associated proteins.

GO:0044459. Any constituent part of the plasma membrane, the membrane surrounding a cell that 

separates the cell from its external environment. It consists of a phospholipid bilayer and associated 

proteins.

GO:0031224. Located in a membrane such that some covalently attached portion of the gene 

product, for example part of a peptide sequence or some other covalently attached moiety such as a 

GPI anchor, spans or is embedded in one or both leaflets of the membrane.
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GO:0016021. Penetrating at least one phospholipid bilayer of a membrane. May also refer to the 

state of being buried in the bilayer with no exposure outside the bilayer. When used to describe a 

protein, indicates that all or part of the peptide sequence is embedded in the membrane.

GO:0007165. The cascade of processes by which a signal interacts with a receptor, causing a change 

in the level or activity of a second messenger or other downstream target, and ultimately effecting a 

change in the functioning of the cell.

GO:0031226. Located in the plasma membrane such that some covalently attached portion of the 

gene product, for example part of a peptide sequence or some other covalently attached moiety such 

as a GPI anchor, spans or is embedded in one or both leaflets of the membrane.

GO:0005887. Penetrating at least one phospholipid bilayer of a plasma membrane. May also refer to 

the state of being buried in the bilayer with no exposure outside the bilayer.

GO:0051234. The directed movement of a cell, substance or cellular entity, such as a protein 

complex or organelle, to a specific location.

GO:0005737. All of the contents of a cell excluding the plasma membrane and nucleus, but including 

other subcellular structures.

GO:0007275. The biological process whose specific outcome is the progression of an organism over 

time from an initial condition (e.g. a zygote or a young adult) to a later condition (e.g. a multicellular 

animal or an aged adult).

GO:0007267. Any process that mediates the transfer of information from one cell to another.

GO:0005576. The space external to the outermost structure of a cell. For cells without external 

protective or external encapsulating structures this refers to space outside of the plasma membrane. 

This term covers the host cell environment outside an intracellular parasite.

GO:0004872. Combining with an extracellular or intracellular messenger to initiate a change in cell 

activity.

GO:0009605. A change in state or activity of a cell or an organism (in terms of movement, secretion, 

enzyme production, gene expression, etc.) as a result of an external stimulus.

GO:0048856. The biological process whose specific outcome is the progression of an anatomical 

structure from an initial condition to its mature state.  An anatomical structure is any biological 

entity that occupies space and is distinguished from its surroundings. Anatomical structures can be 

macroscopic such as a carpel, or microscopic such as an acrosome.

GO:0006810. The directed movement of substances (such as macromolecules, small molecules, 

ions) into, out of, within or between cells.
GO:0006950. A change in state or activity of a cell or an organism (in terms of movement, secretion, 

enzyme production, gene expression, etc.) as a result of a stimulus indicating the organism is under 

stress. The stress is usually, but not necessarily, exogenous (e.g. temperature, humidity, ionizing 

radiation).

GO:0048731. The process whose specific outcome is the progression of an organismal system over 

time, from its formation to the mature structure. A system is a regularly interacting or 

interdependent group of organs or tissues that work together to carry out a given biological process.
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Gene set enrichments on select Molecular Signatures Databases (MSigDB) collections for genes in response to Sertoli cell-specific Arid4b knockout in testes 

# Genes p-value FDR q-value

43 1.78E-28 8.88E-27

34 2.25E-19 5.61E-18

30 2.01E-18 3.35E-17

32 1.63E-17 2.03E-16

28 5.40E-14 5.40E-13

25 1.54E-11 9.61E-11

25 1.54E-11 9.61E-11

25 1.54E-11 9.61E-11

24 9.25E-11 4.63E-10

24 9.25E-11 4.63E-10

144 2.18E-58 1.03E-54

144 3.04E-54 7.18E-51

125 9.75E-50 1.54E-46

118 2.15E-42 2.54E-39

104 2.11E-35 1.99E-32

104 1.52E-34 1.20E-31

102 2.27E-34 1.54E-31

131 5.26E-32 3.11E-29

82 6.96E-32 3.65E-29

63 3.46E-30 1.63E-27

153 5.66E-38 8.23E-35

124 5.96E-36 4.33E-33

131 2.09E-33 1.01E-30

105 5.29E-32 1.66E-29

114 5.72E-32 1.66E-29
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112 2.99E-31 7.25E-29

125 7.73E-31 1.60E-28

93 1.56E-29 2.83E-27

91 1.13E-28 1.83E-26

72 5.91E-20 8.59E-18

122 2.62E-19 3.46E-17

78 8.71E-19 1.06E-16

46 2.02E-18 2.26E-16

48 4.04E-18 4.20E-16

55 5.24E-18 4.78E-16

40 5.26E-18 4.78E-16

74 1.84E-17 1.58E-15

63 1.07E-16 8.60E-15

48 6.56E-16 5.02E-14

63 4.48E-15 3.26E-13
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Supporting Information Table S3. ARID4B-binding target genes by ChIP-Seq analysis with the anti-ARID4B antibody using the 

Gene ID Gene NameChromosome Gene Start Gene End Gene Length Gene StrandIntervalCount

GeneID:497097 Xkr4 1 3,214,482 3,671,498 457,016 - 1

GeneID:100038431Gm10568 1 3,680,155 3,681,788 1,633 + 1

GeneID:27395 Mrpl15 1 4,773,198 4,785,726 12,528 - 1

GeneID:108664 Atp6v1h 1 5,083,173 5,162,549 79,376 + 1

GeneID:226304 Npbwr1 1 5,913,707 5,917,398 3,691 - 1

GeneID:12421 Rb1cc1 1 6,214,662 6,276,104 61,442 + 1

GeneID:59014 Rrs1 1 9,545,408 9,547,455 2,047 + 1

GeneID:76187 Adhfe1 1 9,548,046 9,577,968 29,922 + 1

GeneID:17864 Mybl1 1 9,668,831 9,700,209 31,378 - 1

GeneID:70675 Vcpip1 1 9,723,192 9,748,382 25,190 - 1

GeneID:73331 1700034P13Rik 1 9,747,648 9,771,256 23,608 + 1

GeneID:240697 Mcmdc2 1 9,908,638 9,940,954 32,316 + 1

GeneID:73824 Snhg6 1 9,942,025 9,944,118 2,093 - 1

GeneID:266793 Snord87 1 9,942,470 9,942,543 73 - 1

GeneID:100038398Gm10567 1 9,960,164 9,962,809 2,645 - 1

GeneID:100039596Tcf24 1 9,963,408 9,967,485 4,077 - 1

GeneID:69312 Ppp1r42 1 9,968,624 10,009,130 40,506 - 1

GeneID:26754 Cops5 1 10,024,830 10,037,898 13,068 - 1

GeneID:211660 Cspp1 1 10,038,218 10,136,768 98,550 + 1

GeneID:211673 Arfgef1 1 10,137,507 10,232,670 95,163 - 1

GeneID:109294 Prex2 1 10,993,465 11,303,682 310,217 + 1

GeneID:17978 Ncoa2 1 13,139,159 13,374,083 234,924 - 2

GeneID:14048 Eya1 1 14,168,958 14,310,199 141,241 - 1

GeneID:226866 Sbspon 1 15,853,862 15,892,722 38,860 - 1

GeneID:19989 Rpl7 1 16,101,295 16,104,433 3,138 - 1

GeneID:98711 Rdh10 1 16,105,882 16,132,550 26,668 + 1

GeneID:66799 Ube2w 1 16,540,788 16,619,338 78,550 - 1

GeneID:57339 Jph1 1 16,994,938 17,097,889 102,951 - 1

GeneID:17215 Mcm3 1 20,803,014 20,820,213 17,199 - 1

GeneID:170829 Tram2 1 21,001,397 21,079,225 77,828 - 1

GeneID:280645 B3gat2 1 23,761,926 23,847,865 85,939 + 1

GeneID:68187 Fam135a 1 24,010,758 24,100,341 89,583 - 1

GeneID:12823 Col19a1 1 24,257,683 24,587,437 329,754 - 1

GeneID:19243 Ptp4a1 1 30,940,303 30,949,755 9,452 - 1

GeneID:19076 Prim2 1 33,453,811 33,669,758 215,947 - 1

GeneID:67503 1700001G17Rik 1 33,669,824 33,670,712 888 + 1

GeneID:213539 Bag2 1 33,745,484 33,757,750 12,266 - 1

GeneID:98403 Zfp451 1 33,761,753 33,814,427 52,674 - 2

GeneID:226970 Arhgef4 1 34,801,722 34,812,754 11,032 + 1

GeneID:50785 Hs6st1 1 36,068,400 36,106,446 38,046 + 2

GeneID:214855 Arid5a 1 36,307,733 36,324,029 16,296 + 1

GeneID:226976 Kansl3 1 36,335,730 36,369,181 33,451 - 1

GeneID:94220 Cnnm4 1 36,471,597 36,508,776 37,179 + 2

Page 135 of 1163



GeneID:94218 Cnnm3 1 36,511,876 36,528,237 16,361 + 2

GeneID:109346 Ankrd39 1 36,538,173 36,547,201 9,028 - 2

GeneID:20353 Sema4c 1 36,548,642 36,558,381 9,739 - 2

GeneID:381337 Fam178b 1 36,562,696 36,683,183 120,487 - 3

GeneID:12859 Cox5b 1 36,691,487 36,693,388 1,901 + 1

GeneID:226977 Actr1b 1 36,699,202 36,709,925 10,723 - 1

GeneID:56030 Tmem131 1 36,792,189 36,939,527 147,338 - 1

GeneID:269180 Inpp4a 1 37,299,893 37,410,736 110,843 + 1

GeneID:76178 Coa5 1 37,417,085 37,430,103 13,018 - 1

GeneID:67387 Unc50 1 37,430,172 37,439,124 8,952 + 1

GeneID:269181 Mgat4a 1 37,439,340 37,536,259 96,919 - 1

GeneID:98258 Txndc9 1 37,983,867 37,997,208 13,341 - 1

GeneID:226982 Eif5b 1 37,998,010 38,055,579 57,569 + 1

GeneID:56210 Rev1 1 38,052,786 38,129,662 76,876 - 1

GeneID:16764 Aff3 1 38,177,327 38,664,955 487,628 - 1

GeneID:68833 Pdcl3 1 38,987,814 38,997,236 9,422 + 1

GeneID:18143 Npas2 1 39,194,272 39,363,240 168,968 + 1

GeneID:114641 Rpl31 1 39,367,851 39,371,911 4,060 + 1

GeneID:54610 Tbc1d8 1 39,371,495 39,478,747 107,252 - 2

GeneID:26921 Map4k4 1 39,900,913 40,026,310 125,397 + 1

GeneID:69527 Mrps9 1 42,851,233 42,905,683 54,450 + 1

GeneID:14200 Fhl2 1 43,123,074 43,163,961 40,887 - 1

GeneID:17974 Nck2 1 43,445,751 43,570,518 124,767 + 1

GeneID:75623 Tex30 1 44,086,617 44,102,388 15,771 - 1

GeneID:72050 Kdelc1 1 44,106,546 44,118,773 12,227 - 1

GeneID:246229 Bivm 1 44,119,968 44,144,771 24,803 + 1

GeneID:22592 Ercc5 1 44,147,744 44,181,260 33,516 + 1

GeneID:17912 Myo1b 1 51,749,765 51,915,974 166,209 - 1

GeneID:14660 Gls 1 52,163,449 52,233,232 69,783 - 1

GeneID:227094 Tmem194b 1 52,630,705 52,651,919 21,214 + 1

GeneID:98267 Stk17b 1 53,755,512 53,785,215 29,703 - 1

GeneID:329154 Ankrd44 1 54,645,340 54,926,387 281,047 - 1

GeneID:81898 Sf3b1 1 54,985,169 55,027,478 42,309 - 1

GeneID:67876 Coq10b 1 55,052,770 55,072,702 19,932 + 1

GeneID:15510 Hspd1 1 55,077,834 55,087,932 10,098 - 1

GeneID:15528 Hspe1 1 55,088,148 55,091,317 3,169 + 1

GeneID:19070 Mob4 1 55,131,245 55,154,899 23,654 + 1

GeneID:628004 Gm10561 1 55,226,298 55,235,106 8,808 + 1

GeneID:212679 Mars2 1 55,237,177 55,240,058 2,881 + 1

GeneID:227120 Plcl1 1 55,405,946 55,754,285 348,339 + 1

GeneID:212712 Satb2 1 56,793,981 56,971,334 177,353 - 1

GeneID:329160 9130024F11Rik 1 56,971,469 56,975,196 3,727 + 1

GeneID:75323 4930558J18Rik 1 57,359,222 57,377,544 18,322 - 1

GeneID:73467 1700066M21Rik 1 57,377,620 57,385,423 7,803 + 1

GeneID:68736 Tyw5 1 57,388,244 57,406,674 18,430 - 2

GeneID:68115 9430016H08Rik 1 57,406,548 57,415,958 9,410 + 1

GeneID:67198 Spats2l 1 57,774,861 57,948,397 173,536 + 1

Page 136 of 1163



GeneID:51960 Kctd18 1 57,955,101 57,970,084 14,983 - 1

GeneID:68549 Sgol2 1 57,985,340 58,026,277 40,937 + 1

GeneID:628262 Gm6860 1 58,388,767 58,388,990 223 - 1

GeneID:66882 Bzw1 1 58,393,136 58,406,548 13,412 + 1

GeneID:12747 Clk1 1 58,411,988 58,424,088 12,100 - 1

GeneID:70225 Ppil3 1 58,430,993 58,445,486 14,493 - 1

GeneID:18393 Orc2 1 58,462,771 58,504,919 42,148 - 1

GeneID:100504455Gm15834 1 58,505,148 58,512,616 7,468 + 1

GeneID:12633 Cflar 1 58,713,286 58,758,884 45,598 + 1

GeneID:70827 Trak2 1 58,900,450 58,973,482 73,032 - 1

GeneID:227154 Stradb 1 58,973,571 58,995,122 21,551 + 1

GeneID:74018 Als2 1 59,162,756 59,237,231 74,475 - 1

GeneID:14369 Fzd7 1 59,482,147 59,486,955 4,808 + 1

GeneID:22218 Sumo1 1 59,639,434 59,670,834 31,400 - 1

GeneID:55989 Nop58 1 59,685,006 59,711,510 26,504 + 1

GeneID:100217459Snord70 1 59,691,958 59,692,010 52 + 1

GeneID:12168 Bmpr2 1 59,764,637 59,870,859 106,222 + 1

GeneID:72750 Fam117b 1 59,913,006 59,985,346 72,340 + 1

GeneID:77300 Raph1 1 60,483,185 60,566,765 83,580 - 1

GeneID:72823 Pard3b 1 61,638,824 62,642,284 1,003,460 + 1

GeneID:18187 Nrp2 1 62,703,317 62,818,692 115,375 + 2

GeneID:227197 Ndufs1 1 63,143,592 63,176,822 33,230 - 1

GeneID:55949 Eef1b2 1 63,176,831 63,180,486 3,655 + 1

GeneID:100217464Snora41 1 63,179,023 63,179,135 112 + 1

GeneID:241070 Gpr1 1 63,182,691 63,214,209 31,518 - 1

GeneID:73884 Zdbf2 1 63,273,269 63,314,575 41,306 + 1

GeneID:93691 Klf7 1 64,035,663 64,121,389 85,726 - 1

GeneID:12912 Creb1 1 64,532,804 64,604,548 71,744 + 1

GeneID:67099 Mettl21a 1 64,606,480 64,617,168 10,688 - 1

GeneID:69941 2810408I11Rik 1 64,679,869 64,690,659 10,790 - 1

GeneID:227210 Ccnyl1 1 64,691,345 64,725,644 34,299 + 2

GeneID:14367 Fzd5 1 64,730,558 64,737,750 7,192 - 1

GeneID:15926 Idh1 1 65,158,616 65,186,479 27,863 - 2

GeneID:18711 Pikfyve 1 65,186,685 65,278,696 92,011 + 2

GeneID:12021 Bard1 1 71,027,535 71,102,972 75,437 - 1

GeneID:108147 Atic 1 71,557,156 71,579,403 22,247 + 1

GeneID:14268 Fn1 1 71,585,523 71,653,171 67,648 - 1

GeneID:100042814Apol7d 1 71,653,335 71,662,843 9,508 + 1

GeneID:19981 Rpl37a 1 72,711,260 72,713,813 2,553 + 1

GeneID:16008 Igfbp2 1 72,824,480 72,852,474 27,994 + 1

GeneID:16011 Igfbp5 1 72,858,065 72,874,865 16,800 - 1

GeneID:21961 Tns1 1 73,910,231 74,124,447 214,216 - 2

GeneID:435626 Rufy4 1 74,125,541 74,148,230 22,689 + 1

GeneID:76709 Arpc2 1 74,236,550 74,268,213 31,663 + 1

GeneID:56695 Pnkd 1 74,285,034 74,353,692 68,658 + 1

GeneID:69660 Tmbim1 1 74,288,247 74,304,336 16,089 - 1

GeneID:101055811LOC101055811 1 74,295,592 74,297,905 2,313 + 1
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GeneID:18173 Slc11a1 1 74,375,203 74,386,051 10,848 + 2

GeneID:227292 Ctdsp1 1 74,391,609 74,397,285 5,676 + 2

GeneID:387219 Mir26b 1 74,394,310 74,394,394 84 + 2

GeneID:319651 Usp37 1 74,435,510 74,544,286 108,776 - 1

GeneID:58184 Rqcd1 1 74,506,060 74,530,842 24,782 + 1

GeneID:66821 Bcs1l 1 74,588,361 74,592,443 4,082 + 1

GeneID:57751 Rnf25 1 74,593,752 74,601,397 7,645 - 1

GeneID:269209 Stk36 1 74,601,455 74,636,894 35,439 + 1

GeneID:104086 Cyp27a1 1 74,713,574 74,737,890 24,316 + 1

GeneID:16147 Ihh 1 74,945,318 74,951,651 6,333 - 1

GeneID:22626 Slc23a3 1 75,125,541 75,133,890 8,349 - 1

GeneID:69171 Cnppd1 1 75,135,215 75,142,368 7,153 - 1

GeneID:227298 Fam134a 1 75,142,786 75,147,909 5,123 + 1

GeneID:68818 Zfand2b 1 75,168,646 75,171,626 2,980 + 1

GeneID:74104 Abcb6 1 75,171,640 75,180,283 8,643 - 1

GeneID:245860 Atg9a 1 75,180,866 75,191,923 11,057 - 1

GeneID:74577 Glb1l 1 75,198,235 75,210,778 12,543 - 1

GeneID:20872 Stk16 1 75,210,829 75,215,606 4,777 + 1

GeneID:22145 Tuba4a 1 75,214,974 75,219,253 4,279 - 1

GeneID:381272 A630095N17Rik 1 75,220,095 75,232,093 11,998 - 2

GeneID:56812 Dnajb2 1 75,236,423 75,245,692 9,269 + 1

GeneID:19275 Ptprn 1 75,247,041 75,264,208 17,167 - 1

GeneID:13346 Des 1 75,360,344 75,367,716 7,372 + 1

GeneID:100503248Gm15179 1 75,368,210 75,375,015 6,805 - 2

GeneID:11790 Speg 1 75,375,297 75,432,314 57,017 + 1

GeneID:241118 Asic4 1 75,450,510 75,474,340 23,830 + 3

GeneID:74241 Chpf 1 75,474,569 75,479,471 4,902 - 3

GeneID:319998 Tmem198 1 75,479,532 75,485,693 6,161 + 3

GeneID:98733 Obsl1 1 75,485,825 75,506,452 20,627 - 6

GeneID:16322 Inha 1 75,507,077 75,510,354 3,277 + 3

GeneID:71728 Stk11ip 1 75,521,529 75,537,335 15,806 + 1

GeneID:20536 Slc4a3 1 75,546,266 75,559,431 13,165 + 1

GeneID:100039210Gm2102 1 78,216,589 78,218,285 1,696 - 1

GeneID:195434 Utp14b 1 78,657,825 78,667,601 9,776 + 1

GeneID:74205 Acsl3 1 78,657,825 78,707,743 49,918 + 1

GeneID:252903 Ap1s3 1 79,606,876 79,671,972 65,096 - 1

GeneID:69368 Wdfy1 1 79,702,262 79,761,769 59,507 - 1

GeneID:100038695Gm10555 1 79,762,717 79,764,507 1,790 + 1

GeneID:69163 Mrpl44 1 79,776,018 79,781,445 5,427 + 1

GeneID:20720 Serpine2 1 79,794,321 79,858,665 64,344 - 1

GeneID:210293 Dock10 1 80,501,073 80,758,553 257,480 - 1

GeneID:16367 Irs1 1 82,233,105 82,291,439 58,334 - 1

GeneID:100503073Gm19537 1 82,282,210 82,285,248 3,038 - 1

GeneID:15463 Agfg1 1 82,839,483 82,896,275 56,792 + 1

GeneID:14897 Trip12 1 84,721,189 84,839,304 118,115 - 1

GeneID:66153 Fbxo36 1 84,839,841 84,900,486 60,645 + 1

GeneID:12283 Cab39 1 85,793,447 85,851,577 58,130 + 1
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GeneID:72792 2810459M11Rik 1 86,045,863 86,055,456 9,593 + 2

GeneID:70247 Psmd1 1 86,064,619 86,139,295 74,676 + 1

GeneID:17975 Ncl 1 86,344,719 86,359,455 14,736 - 1

GeneID:100303740Snora75 1 86,351,170 86,351,285 115 - 1

GeneID:80828 Snord82 1 86,356,260 86,356,327 67 - 1

GeneID:319336 C130036L24Rik 1 86,359,574 86,367,964 8,390 + 1

GeneID:19231 Ptma 1 86,526,736 86,530,698 3,962 + 1

GeneID:18159 Nppc 1 86,666,293 86,670,573 4,280 - 1

GeneID:98363 Efhd1 1 87,264,364 87,310,791 46,427 + 1

GeneID:227331 Gigyf2 1 87,326,998 87,450,810 123,812 + 1

GeneID:77040 Atg16l1 1 87,756,011 87,792,428 36,417 + 1

GeneID:227334 Usp40 1 87,945,121 88,008,551 63,430 - 1

GeneID:320982 Arl4c 1 88,698,225 88,702,191 3,966 - 1

GeneID:98402 Sh3bp4 1 89,070,462 89,153,793 83,331 + 1

GeneID:347722 Agap1 1 89,454,811 89,895,282 440,471 + 2

GeneID:14472 Gbx2 1 89,927,962 89,931,176 3,214 - 1

GeneID:108679 Cops8 1 90,603,425 90,613,341 9,916 + 1

GeneID:16978 Lrrfip1 1 90,998,727 91,128,944 130,217 + 1

GeneID:67921 Ube2f 1 91,250,319 91,286,025 35,706 + 1

GeneID:227357 Espnl 1 91,322,075 91,348,303 26,228 + 1

GeneID:70788 Klhl30 1 91,351,073 91,362,404 11,331 + 2

GeneID:227358 Fam132b 1 91,366,430 91,374,217 7,787 + 1

GeneID:67444 Ilkap 1 91,375,831 91,398,783 22,952 - 2

GeneID:67086 1700020N18Rik 1 91,404,879 91,406,029 1,150 - 2

GeneID:55927 Hes6 1 91,411,483 91,413,222 1,739 - 1

GeneID:18627 Per2 1 91,415,982 91,459,328 43,346 - 2

GeneID:74019 Traf3ip1 1 91,494,668 91,529,307 34,639 + 1

GeneID:13345 Twist2 1 91,801,477 91,848,027 46,550 + 1

GeneID:67273 Ndufa10 1 92,439,708 92,473,758 34,050 - 1

GeneID:259040 Olfr1416 1 92,479,681 92,480,619 938 - 1

GeneID:66915 Myeov2 1 92,637,145 92,641,985 4,840 - 1

GeneID:260301 Otos 1 92,644,218 92,648,841 4,623 - 1

GeneID:14733 Gpc1 1 92,831,686 92,860,196 28,510 + 1

GeneID:241158 Ankmy1 1 92,870,129 92,902,906 32,777 - 2

GeneID:67446 Dusp28 1 92,906,989 92,908,620 1,631 + 2

GeneID:108657 Rnpepl1 1 92,910,825 92,920,585 9,760 + 2

GeneID:381284 E030010N08Rik 1 93,168,725 93,231,072 62,347 + 2

GeneID:208777 Sned1 1 93,235,897 93,296,448 60,551 + 1

GeneID:269224 Pask 1 93,309,437 93,342,788 33,351 - 1

GeneID:66385 Ppp1r7 1 93,343,645 93,367,618 23,973 + 1

GeneID:110611 Hdlbp 1 93,405,940 93,478,808 72,868 - 2

GeneID:18000 Sept2 1 93,478,993 93,509,733 30,740 + 1

GeneID:59041 Stk25 1 93,620,751 93,635,727 14,976 - 1

GeneID:51800 Bok 1 93,685,694 93,695,762 10,068 + 1

GeneID:67026 Thap4 1 93,705,391 93,754,838 49,447 - 1

GeneID:66615 Atg4b 1 93,755,033 93,789,529 34,496 + 1

GeneID:21915 Dtymk 1 93,792,576 93,801,934 9,358 - 2
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GeneID:66262 Ing5 1 93,803,965 93,822,101 18,136 + 2

GeneID:67698 Fam174a 1 95,313,628 95,335,284 21,656 + 1

GeneID:52392 D1Ertd622e 1 97,643,902 97,662,018 18,116 - 1

GeneID:27392 Pign 1 105,518,422 105,663,676 145,254 - 1

GeneID:227446 2310035C23Rik 1 105,663,861 105,755,131 91,270 + 1

GeneID:635504 Gm7160 1 105,979,350 105,990,276 10,926 - 1

GeneID:227449 Zcchc2 1 105,990,406 106,034,077 43,671 + 1

GeneID:626049 Gm20753 1 106,152,625 106,171,524 18,899 - 2

GeneID:98432 Phlpp1 1 106,171,869 106,394,245 222,376 + 2

GeneID:20479 Vps4b 1 106,770,788 106,796,725 25,937 - 1

GeneID:319901 Dsel 1 111,858,702 111,864,918 6,216 - 1

GeneID:22099 Tsn 1 118,298,517 118,311,132 12,615 - 1

GeneID:14633 Gli2 1 118,834,061 119,053,619 219,558 - 2

GeneID:16324 Inhbb 1 119,415,465 119,422,248 6,783 - 3

GeneID:64143 Ralb 1 119,470,305 119,504,782 34,477 - 1

GeneID:226351 Tmem185b 1 119,526,154 119,528,983 2,829 + 1

GeneID:226352 Epb4.1l5 1 119,545,033 119,649,000 103,967 - 1

GeneID:19258 Ptpn4 1 119,658,092 119,837,071 178,979 - 1

GeneID:66942 Ddx18 1 121,553,835 121,567,980 14,145 - 1

GeneID:74117 Actr3 1 125,392,905 125,435,727 42,822 - 1

GeneID:74150 Slc35f5 1 125,561,016 125,595,684 34,668 + 1

GeneID:72585 Lypd1 1 125,872,039 125,912,214 40,175 - 1

GeneID:210356 Nckap5 1 125,913,636 126,830,632 916,996 - 1

GeneID:107895 Mgat5 1 127,204,986 127,482,972 277,986 + 1

GeneID:226409 Zranb3 1 127,954,186 128,102,408 148,222 - 1

GeneID:226412 R3hdm1 1 128,103,306 128,237,735 134,429 + 2

GeneID:67812 Ubxn4 1 128,244,181 128,279,377 35,196 + 1

GeneID:17219 Mcm6 1 128,331,591 128,359,656 28,065 - 1

GeneID:226414 Dars 1 128,363,707 128,417,416 53,709 - 1

GeneID:18640 Pfkfb2 1 130,689,043 130,729,253 40,210 - 1

GeneID:226418 Yod1 1 130,717,327 130,722,073 4,746 + 1

GeneID:17164 Mapkapk2 1 131,053,704 131,097,543 43,839 - 1

GeneID:226419 Dyrk3 1 131,128,441 131,138,234 9,793 - 1

GeneID:54354 Rassf5 1 131,176,410 131,245,178 68,768 - 1

GeneID:56489 Ikbke 1 131,254,602 131,279,563 24,961 - 1

GeneID:14270 Srgap2 1 131,285,251 131,527,361 242,110 - 2

GeneID:108900 Fam72a 1 131,527,989 131,539,872 11,883 + 2

GeneID:98415 Nucks1 1 131,910,458 131,936,321 25,863 + 1

GeneID:13714 Elk4 1 132,007,605 132,025,684 18,079 + 1

GeneID:213417 Klhdc8a 1 132,298,626 132,307,357 8,731 + 2

GeneID:74137 Nuak2 1 132,316,125 132,333,488 17,363 + 1

GeneID:68875 Tmcc2 1 132,356,315 132,391,281 34,966 - 1

GeneID:213452 Dstyk 1 132,417,453 132,466,959 49,506 + 1

GeneID:16980 Lrrn2 1 132,880,355 132,940,005 59,650 + 1

GeneID:240752 Pik3c2b 1 133,046,012 133,108,688 62,676 + 1

GeneID:108954 Ppp1r15b 1 133,131,166 133,139,800 8,634 + 1

GeneID:68338 Golt1a 1 133,309,823 133,323,026 13,203 + 1
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GeneID:280287 Kiss1 1 133,327,212 133,329,722 2,510 + 1

GeneID:19701 Ren1 1 133,350,674 133,360,320 9,646 + 1

GeneID:214253 Etnk2 1 133,363,572 133,380,318 16,746 + 1

GeneID:20668 Sox13 1 133,382,300 133,424,212 41,912 - 1

GeneID:20643 Snrpe 1 133,603,871 133,610,280 6,409 - 1

GeneID:70579 Zc3h11a 1 133,619,871 133,661,380 41,509 - 1

GeneID:12227 Btg2 1 134,074,865 134,079,155 4,290 - 1

GeneID:72017 Cyb5r1 1 134,405,990 134,411,738 5,748 + 1

GeneID:72674 Adipor1 1 134,415,467 134,432,341 16,874 + 1

GeneID:240756 Klhl12 1 134,455,555 134,490,873 35,318 + 2

GeneID:98710 Rabif 1 134,494,660 134,507,885 13,225 + 1

GeneID:71001 4931440L10Rik 1 134,540,945 134,547,022 6,077 - 1

GeneID:75605 Kdm5b 1 134,560,178 134,632,878 72,700 + 2

GeneID:329251 Ppp1r12b 1 134,765,943 134,955,940 189,997 - 1

GeneID:67196 Ube2t 1 134,962,577 134,974,137 11,560 + 1

GeneID:329252 Lgr6 1 134,986,353 135,105,276 118,923 - 1

GeneID:320139 Ptpn7 1 135,132,725 135,145,320 12,595 + 1

GeneID:68724 Arl8a 1 135,146,834 135,156,268 9,434 + 1

GeneID:215615 Rnpep 1 135,262,699 135,284,084 21,385 - 1

GeneID:93689 Lmod1 1 135,324,813 135,368,065 43,252 + 1

GeneID:77552 Shisa4 1 135,371,456 135,375,063 3,607 - 1

GeneID:226432 Ipo9 1 135,382,315 135,430,491 48,176 - 1

GeneID:215690 Nav1 1 135,434,580 135,585,355 150,775 - 2

GeneID:215714 Gm4793 1 135,584,773 135,599,950 15,177 + 2

GeneID:101056010LOC101056010 1 135,606,447 135,688,105 81,658 - 1

GeneID:27280 Phlda3 1 135,766,085 135,769,134 3,049 + 1

GeneID:329253 Gm15850 1 136,127,719 136,131,183 3,464 - 1

GeneID:16565 Kif21b 1 136,131,401 136,178,014 46,613 + 1

GeneID:67886 Camsap2 1 136,268,123 136,346,104 77,981 - 1

GeneID:320054 9230116N13Rik 1 136,411,916 136,415,519 3,603 - 1

GeneID:67997 Ddx59 1 136,415,271 136,440,220 24,949 + 1

GeneID:381293 Kif14 1 136,467,958 136,531,511 63,553 + 1

GeneID:26424 Nr5a2 1 136,843,584 136,960,448 116,864 - 1

GeneID:59125 Nek7 1 138,484,714 138,619,696 134,982 - 1

GeneID:16876 Lhx9 1 138,825,186 138,847,579 22,393 - 2

GeneID:69549 2310009B15Rik 1 138,851,979 138,856,854 4,875 - 1

GeneID:226470 Zbtb41 1 139,422,383 139,453,007 30,624 + 2

GeneID:12316 Aspm 1 139,454,773 139,494,088 39,315 + 1

GeneID:214498 Cdc73 1 143,607,499 143,702,684 95,185 - 1

GeneID:69367 Glrx2 1 143,739,349 143,749,678 10,329 + 1

GeneID:545370 Hmcn1 1 150,562,500 150,993,435 430,935 - 1

GeneID:117198 Ivns1abp 1 151,344,498 151,364,445 19,947 + 1

GeneID:63913 Fam129a 1 151,571,373 151,719,347 147,974 + 1

GeneID:66967 Edem3 1 151,755,374 151,822,328 66,954 + 1

GeneID:69399 1700025G04Rik 1 151,884,524 152,090,320 205,796 - 1

GeneID:66637 Tsen15 1 152,370,735 152,386,682 15,947 - 1

GeneID:269132 Colgalt2 1 152,399,867 152,510,695 110,828 + 1
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GeneID:71281 Apobec4 1 152,750,551 152,757,544 6,993 + 1

GeneID:67771 Arpc5 1 152,766,542 152,775,580 9,038 + 1

GeneID:226517 Smg7 1 152,836,995 152,902,646 65,651 - 2

GeneID:226519 Lamc1 1 153,218,922 153,332,786 113,864 - 1

GeneID:71836 Shcbp1l 1 153,425,209 153,452,574 27,365 + 1

GeneID:13211 Dhx9 1 153,455,758 153,487,660 31,902 - 1

GeneID:240819 Teddm1 1 153,891,646 153,893,060 1,414 + 1

GeneID:14645 Glul 1 153,899,945 153,909,714 9,769 + 1

GeneID:100503355Zfp648 1 154,201,187 154,205,674 4,487 + 1

GeneID:15939 Ier5 1 155,096,367 155,099,636 3,269 - 1

GeneID:207792 BC034090 1 155,212,471 155,242,320 29,849 - 1

GeneID:19775 Xpr1 1 155,275,657 155,417,444 141,787 - 1

GeneID:16872 Lhx4 1 155,701,692 155,742,027 40,335 - 1

GeneID:104009 Qsox1 1 155,778,155 155,812,899 34,744 - 1

GeneID:74081 Cep350 1 155,844,964 155,973,255 128,291 - 1

GeneID:208263 Tor1aip1 1 156,004,599 156,036,480 31,881 - 1

GeneID:240832 Tor1aip2 1 156,035,664 156,068,861 33,197 + 1

GeneID:11352 Abl2 1 156,558,787 156,649,619 90,832 + 2

GeneID:215015 Fam20b 1 156,678,571 156,718,910 40,339 - 1

GeneID:226525 Rasal2 1 157,135,183 157,412,595 277,412 - 1

GeneID:69953 2810025M15Rik 1 157,412,352 157,420,236 7,884 + 1

GeneID:12301 Cacybp 1 160,202,367 160,212,892 10,525 - 1

GeneID:29809 Rabgap1l 1 160,219,174 160,792,938 573,764 - 2

GeneID:381305 Rc3h1 1 160,906,411 160,974,976 68,565 + 1

GeneID:240869 Zbtb37 1 161,017,756 161,034,259 16,503 - 1

GeneID:14455 Gas5 1 161,035,166 161,038,537 3,371 + 1

GeneID:100628588Mir5117 1 161,037,353 161,037,443 90 + 1

GeneID:100217446Snord47 1 161,038,092 161,038,156 64 + 1

GeneID:226539 Dars2 1 161,040,613 161,070,632 30,019 - 1

GeneID:53330 Vamp4 1 162,570,828 162,599,078 28,250 + 1

GeneID:226562 Prrc2c 1 162,671,785 162,740,556 68,771 - 1

GeneID:240880 Scyl3 1 163,930,064 163,955,126 25,062 + 1

GeneID:116914 Slc19a2 1 164,249,055 164,265,369 16,314 + 1

GeneID:11931 Atp1b1 1 164,437,267 164,458,355 21,088 - 1

GeneID:226591 Tiprl 1 165,212,286 165,236,958 24,672 - 1

GeneID:68481 Mpzl1 1 165,592,181 165,634,541 42,360 - 2

GeneID:226594 Rcsd1 1 165,648,945 165,708,094 59,149 - 2

GeneID:18986 Pou2f1 1 165,865,154 166,002,634 137,480 - 2

GeneID:71592 Pogk 1 166,393,610 166,409,828 16,218 - 1

GeneID:80914 Uck2 1 167,226,083 167,285,127 59,044 - 1

GeneID:68944 Tmco1 1 167,308,670 167,333,978 25,308 + 1

GeneID:107652 Uap1 1 170,142,003 170,174,946 32,943 - 1

GeneID:70729 Nos1ap 1 170,317,496 170,589,849 272,353 - 1

GeneID:226641 Atf6 1 170,704,457 170,867,771 163,314 - 1

GeneID:80915 Dusp12 1 170,874,188 170,885,540 11,352 - 2

GeneID:19044 Ppox 1 171,276,992 171,281,186 4,194 - 1

GeneID:30941 Usp21 1 171,281,949 171,287,961 6,012 - 1
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GeneID:66155 Ufc1 1 171,288,564 171,294,982 6,418 - 1

GeneID:21945 Dedd 1 171,329,145 171,342,501 13,356 + 1

GeneID:27045 Nit1 1 171,342,237 171,345,645 3,408 - 1

GeneID:18637 Pfdn2 1 171,345,699 171,358,170 12,471 + 1

GeneID:226652 Arhgap30 1 171,388,960 171,410,240 21,280 + 1

GeneID:22278 Usf1 1 171,411,681 171,418,743 7,062 + 1

GeneID:226654 Tstd1 1 171,419,033 171,420,352 1,319 + 1

GeneID:56009 Alyref2 1 171,503,478 171,504,750 1,272 + 1

GeneID:93840 Vangl2 1 172,004,371 172,027,268 22,897 - 1

GeneID:59287 Ncstn 1 172,066,013 172,082,749 16,736 - 1

GeneID:12847 Copa 1 172,082,529 172,122,332 39,803 + 1

GeneID:98193 Dcaf8 1 172,148,015 172,196,393 48,378 + 1

GeneID:140559 Igsf8 1 172,312,407 172,319,837 7,430 + 2

GeneID:16524 Kcnj9 1 172,321,033 172,329,263 8,230 - 2

GeneID:16513 Kcnj10 1 172,341,210 172,374,085 32,875 + 1

GeneID:67556 Pigm 1 172,376,531 172,384,099 7,568 + 1

GeneID:93842 Igsf9 1 172,482,213 172,498,877 16,664 + 1

GeneID:21346 Tagln2 1 172,500,246 172,507,375 7,129 + 1

GeneID:240916 Vsig8 1 172,555,938 172,563,717 7,779 + 1

GeneID:68440 Dusp23 1 172,630,769 172,632,974 2,205 - 1

GeneID:24012 Rgs7 1 175,059,076 175,492,545 433,469 - 1

GeneID:13603 Opn3 1 175,662,427 175,692,590 30,163 - 1

GeneID:12663 Chml 1 175,682,237 175,688,353 6,116 - 1

GeneID:75820 Wdr64 1 175,698,593 175,815,734 117,141 + 1

GeneID:26909 Exo1 1 175,880,778 175,911,396 30,618 + 1

GeneID:23797 Akt3 1 177,022,115 177,248,767 226,652 - 1

GeneID:11566 Adss 1 177,763,178 177,796,509 33,331 - 1

GeneID:320110 B230369F24Rik 1 178,315,033 178,315,459 426 - 1

GeneID:66359 Cox20 1 178,319,153 178,322,693 3,540 + 1

GeneID:51810 Hnrnpu 1 178,328,300 178,337,784 9,484 - 2

GeneID:68226 Efcab2 1 178,405,881 178,483,250 77,369 + 1

GeneID:269152 Kif26b 1 178,529,125 178,932,857 403,732 + 2

GeneID:15278 Tfb2m 1 179,528,056 179,546,267 18,211 - 1

GeneID:226744 Cnst 1 179,546,529 179,627,473 80,944 + 1

GeneID:109232 Sccpdh 1 179,668,231 179,687,184 18,953 + 1

GeneID:226747 Ahctf1 1 179,744,904 179,804,015 59,111 - 1

GeneID:19165 Psen2 1 180,227,004 180,256,300 29,296 - 1

GeneID:320404 Itpkb 1 180,330,476 180,423,659 93,183 + 2

GeneID:381310 6330403A02Rik 1 180,432,373 180,483,504 51,131 - 1

GeneID:11545 Parp1 1 180,568,975 180,601,254 32,279 + 1

GeneID:72568 Lin9 1 180,641,334 180,690,687 49,353 + 3

GeneID:27217 Mixl1 1 180,693,043 180,697,034 3,991 - 1

GeneID:170760 Acbd3 1 180,726,043 180,754,204 28,161 + 1

GeneID:15078 H3f3a 1 180,802,568 180,813,603 11,035 - 1

GeneID:101055935LOC101055935 1 180,803,510 180,808,760 5,250 - 1

GeneID:320202 Lefty2 1 180,893,119 180,899,103 5,984 + 1

GeneID:69051 Pycr2 1 180,904,274 180,908,088 3,814 + 1
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GeneID:13590 Lefty1 1 180,935,039 180,938,401 3,362 + 1

GeneID:208795 Tmem63a 1 180,942,518 180,975,104 32,586 + 1

GeneID:226757 Wdr26 1 181,173,226 181,211,978 38,752 - 2

GeneID:98386 Lbr 1 181,815,315 181,842,401 27,086 - 1

GeneID:433384 Gm5533 1 181,851,574 181,853,189 1,615 - 1

GeneID:27058 Srp9 1 182,124,737 182,132,415 7,678 + 1

GeneID:209456 Trp53bp2 1 182,409,167 182,462,436 53,269 + 1

GeneID:12334 Capn2 1 182,467,259 182,517,483 50,224 - 1

GeneID:71678 Brox 1 183,276,342 183,297,008 20,666 - 1

GeneID:108909 Aida 1 183,297,060 183,324,501 27,441 + 1

GeneID:338366 Mia3 1 183,326,236 183,369,565 43,329 - 2

GeneID:381314 Iars2 1 185,286,662 185,329,401 42,739 - 1

GeneID:23827 Bpnt1 1 185,332,159 185,357,769 25,610 + 2

GeneID:107508 Eprs 1 185,363,095 185,428,355 65,260 + 1

GeneID:21808 Tgfb2 1 186,623,186 186,705,992 82,806 - 1

GeneID:226823 Kctd3 1 188,971,098 189,007,840 36,742 - 1

GeneID:16526 Kcnk2 1 189,207,930 189,344,192 136,262 - 1

GeneID:319980 A430027H14Rik 1 189,343,437 189,344,897 1,460 + 1

GeneID:108000 Cenpf 1 189,640,606 189,688,086 47,480 - 1

GeneID:19250 Ptpn14 1 189,728,268 189,876,695 148,427 + 1

GeneID:226830 Smyd2 1 189,880,492 189,922,288 41,796 - 1

GeneID:19130 Prox1 1 190,121,775 190,170,680 48,905 - 2

GeneID:320119 Rps6kc1 1 190,772,879 190,911,770 138,891 - 1

GeneID:226841 Vash2 1 190,947,646 190,979,296 31,650 - 1

GeneID:381319 Batf3 1 191,098,414 191,108,943 10,529 + 1

GeneID:100504360D730003I15Rik 1 191,224,474 191,225,687 1,213 + 1

GeneID:66208 Nenf 1 191,306,797 191,318,118 11,321 - 2

GeneID:66950 Tmem206 1 191,325,965 191,352,925 26,960 + 2

GeneID:226849 Ppp2r5a 1 191,351,981 191,397,041 45,060 - 1

GeneID:100504379Gm20201 1 191,398,660 191,403,272 4,612 - 1

GeneID:76843 Dtl 1 191,537,365 191,575,534 38,169 - 1

GeneID:77065 Ints7 1 191,575,734 191,621,691 45,957 + 1

GeneID:226856 Lpgat1 1 191,718,024 191,784,255 66,231 + 1

GeneID:18005 Nek2 1 191,821,473 191,833,049 11,576 + 1

GeneID:98736 1700034H15Rik 1 191,894,072 191,907,527 13,455 - 1

GeneID:22782 Slc30a1 1 191,906,781 191,913,247 6,466 + 1

GeneID:214742 Rcor3 1 192,100,459 192,137,787 37,328 - 2

GeneID:100038712Gm10516 1 192,136,898 192,151,025 14,127 + 2

GeneID:226861 Hhat 1 192,512,828 192,771,219 258,391 - 1

GeneID:320952 A730013G03Rik 1 192,833,173 192,835,213 2,040 - 1

GeneID:73455 1700065J18Rik 1 192,841,705 192,842,739 1,034 + 1

GeneID:214791 Sertad4 1 192,844,488 192,855,752 11,264 - 2

GeneID:100503471Gm15867 1 192,852,035 192,856,482 4,447 + 1

GeneID:18845 Plxna2 1 194,619,829 194,816,869 197,040 + 1

GeneID:213783 Plekhg1 10 3,740,377 3,967,303 226,926 + 1

GeneID:270685 Mthfd1l 10 3,973,075 4,167,081 194,006 + 1

GeneID:83397 Akap12 10 4,266,329 4,359,471 93,142 + 1
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GeneID:381990 Zbtb2 10 4,367,074 4,388,108 21,034 - 1

GeneID:66084 Rmnd1 10 4,403,169 4,432,352 29,183 - 1

GeneID:73419 1700052N19Rik 10 4,432,605 4,455,140 22,535 + 1

GeneID:67141 Fbxo5 10 5,799,158 5,805,465 6,307 - 1

GeneID:108853 Mtrf1l 10 5,811,887 5,823,943 12,056 - 2

GeneID:56533 Rgs17 10 5,825,663 5,922,400 96,737 - 1

GeneID:215748 Cnksr3 10 7,119,062 7,212,237 93,175 - 1

GeneID:237253 Lrp11 10 7,589,800 7,625,483 35,683 + 1

GeneID:18537 Pcmt1 10 7,630,236 7,663,584 33,348 - 1

GeneID:320642 A630066F11Rik 10 7,663,371 7,664,623 1,252 + 1

GeneID:69912 Nup43 10 7,667,504 7,678,886 11,382 + 2

GeneID:407824 BC020402 10 7,678,971 7,681,158 2,187 - 1

GeneID:16798 Lats1 10 7,681,209 7,716,461 35,252 + 1

GeneID:76227 6530403G13Rik 10 7,791,385 7,792,903 1,518 - 1

GeneID:67418 Ppil4 10 7,792,894 7,822,563 29,669 + 1

GeneID:68652 Tab2 10 7,905,648 7,956,123 50,475 - 1

GeneID:338362 Ust 10 8,204,753 8,518,825 314,072 - 1

GeneID:70097 Sash1 10 8,722,219 8,886,070 163,851 - 1

GeneID:101056021LOC101056021 10 8,884,594 8,886,878 2,284 + 1

GeneID:78808 Stxbp5 10 9,755,547 9,901,040 145,493 - 1

GeneID:71865 Fbxo30 10 11,281,330 11,297,969 16,639 + 1

GeneID:22288 Utrn 10 12,382,188 12,861,735 479,547 - 1

GeneID:22634 Plagl1 10 13,090,788 13,131,694 40,906 + 1

GeneID:353258 Ltv1 10 13,178,637 13,193,137 14,500 - 1

GeneID:215789 Phactr2 10 13,207,717 13,474,396 266,679 - 1

GeneID:15273 Hivep2 10 13,966,379 14,151,378 184,999 + 2

GeneID:100504211Gm20114 10 13,966,961 14,007,996 41,035 + 2

GeneID:66201 Vta1 10 14,655,333 14,705,489 50,156 - 1

GeneID:69412 1700016L04Rik 10 14,705,609 14,759,019 53,410 + 1

GeneID:76743 Gje1 10 14,715,626 14,718,214 2,588 - 1

GeneID:17684 Cited2 10 17,723,228 17,725,674 2,446 + 1

GeneID:73112 Abracl 10 18,011,260 18,023,252 11,992 - 1

GeneID:19707 Reps1 10 18,055,940 18,125,155 69,215 + 1

GeneID:26408 Map3k5 10 19,934,526 20,142,750 208,224 + 1

GeneID:56422 Hbs1l 10 21,295,979 21,368,889 72,910 + 1

GeneID:20393 Sgk1 10 21,882,184 21,999,903 117,719 + 2

GeneID:237336 Tbpl1 10 22,703,877 22,731,447 27,570 - 1

GeneID:100038582Gm10824 10 22,815,749 22,823,330 7,581 + 1

GeneID:21412 Tcf21 10 22,817,263 22,820,128 2,865 - 1

GeneID:20042 Rps12 10 23,785,183 23,787,209 2,026 - 1

GeneID:100529074Snora33 10 23,785,347 23,785,451 104 - 1

GeneID:100529075Snord100 10 23,785,754 23,785,821 67 - 1

GeneID:76306 Slc18b1 10 23,796,986 23,827,968 30,982 + 1

GeneID:53331 Stx7 10 24,149,317 24,188,959 39,642 + 1

GeneID:14219 Ctgf 10 24,595,442 24,598,683 3,241 + 1

GeneID:13822 Epb4.1l2 10 25,359,798 25,523,519 163,721 + 1

GeneID:237339 L3mbtl3 10 26,275,452 26,375,185 99,733 - 1
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GeneID:19272 Ptprk 10 28,074,820 28,597,397 522,577 + 1

GeneID:67412 Soga3 10 29,143,996 29,199,630 55,634 + 1

GeneID:66311 Cenpw 10 30,196,009 30,200,540 4,531 - 1

GeneID:73681 Trmt11 10 30,534,225 30,600,749 66,524 - 1

GeneID:100504586Gm20300 10 30,603,195 30,606,634 3,439 - 1

GeneID:66847 Hint3 10 30,608,207 30,618,366 10,159 - 1

GeneID:15214 Hey2 10 30,832,359 30,842,783 10,424 - 1

GeneID:21987 Tpd52l1 10 31,332,380 31,445,921 113,541 - 1

GeneID:66521 Rwdd1 10 33,996,555 34,019,616 23,061 - 1

GeneID:212898 Dse 10 34,151,393 34,207,551 56,158 - 1

GeneID:22110 Tspyl1 10 34,282,190 34,284,885 2,695 + 1

GeneID:17118 Marcks 10 37,133,243 37,138,926 5,683 - 1

GeneID:320504 5930403N24Rik 10 37,139,404 37,151,315 11,911 + 1

GeneID:14360 Fyn 10 39,369,799 39,565,381 195,582 + 1

GeneID:327744 E130307A14Rik 10 39,621,411 39,732,007 110,596 - 1

GeneID:19714 Rev3l 10 39,732,160 39,875,206 143,046 + 1

GeneID:11702 Amd1 10 40,287,458 40,302,188 14,730 - 1

GeneID:78334 Cdk19 10 40,349,308 40,483,818 134,510 + 1

GeneID:327747 Mettl24 10 40,683,282 40,811,083 127,801 + 1

GeneID:71713 Cdc40 10 40,831,621 40,883,143 51,522 - 1

GeneID:83767 Wasf1 10 40,883,534 40,938,569 55,035 + 1

GeneID:103199 Fig4 10 41,188,172 41,303,241 115,069 - 1

GeneID:171580 Mical1 10 41,476,314 41,487,030 10,716 + 1

GeneID:20598 Smpd2 10 41,487,172 41,490,340 3,168 - 1

GeneID:73075 Ppil6 10 41,490,439 41,514,288 23,849 + 2

GeneID:53599 Cd164 10 41,519,500 41,531,042 11,542 + 1

GeneID:140742 Sesn1 10 41,810,574 41,908,436 97,862 + 1

GeneID:56484 Foxo3 10 42,185,786 42,276,742 90,956 - 1

GeneID:215951 Lace1 10 42,312,585 42,478,565 165,980 - 1

GeneID:54198 Snx3 10 42,502,054 42,535,369 33,315 + 1

GeneID:14628 Ostm1 10 42,678,916 42,702,462 23,546 + 1

GeneID:140740 Sec63 10 42,761,496 42,832,514 71,018 + 1

GeneID:109205 Sobp 10 43,002,500 43,174,530 172,030 - 2

GeneID:74530 9030612E09Rik 10 43,174,704 43,176,562 1,858 + 1

GeneID:331623 Bend3 10 43,479,140 43,515,417 36,277 + 3

GeneID:12484 Cd24a 10 43,579,169 43,584,265 5,096 + 1

GeneID:76563 Qrsl1 10 43,874,190 43,901,736 27,546 - 1

GeneID:170728 Rtn4ip1 10 43,901,807 43,947,862 46,055 + 1

GeneID:19072 Prep 10 45,067,214 45,158,995 91,781 + 1

GeneID:209462 Hace1 10 45,577,829 45,712,345 134,516 + 1

GeneID:66686 Dcbld1 10 52,233,619 52,321,377 87,758 + 1

GeneID:94221 Gopc 10 52,337,024 52,382,124 45,100 - 1

GeneID:66650 Nepn 10 52,391,608 52,404,604 12,996 + 1

GeneID:52014 Nus1 10 52,417,547 52,440,192 22,645 + 1

GeneID:100038725Cep85l 10 53,278,081 53,379,851 101,770 - 1

GeneID:71567 Mcm9 10 53,537,324 53,630,439 93,115 - 1

GeneID:66403 Asf1a 10 53,596,961 53,609,225 12,264 + 1
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GeneID:100042554Gm3902 10 53,597,458 53,598,406 948 + 1

GeneID:17155 Man1a 10 53,906,033 54,075,796 169,763 - 1

GeneID:100502920Gm16998 10 54,075,922 54,081,081 5,159 + 1

GeneID:544696 D630037F22Rik 10 56,014,293 56,228,689 214,396 - 1

GeneID:73390 Msl3l2 10 56,106,917 56,116,880 9,963 + 1

GeneID:56442 Serinc1 10 57,515,774 57,532,529 16,755 - 1

GeneID:19386 Ranbp2 10 58,446,852 58,494,155 47,303 + 1

GeneID:103080 Sept10 10 59,141,627 59,221,847 80,220 - 1

GeneID:268301 Sowahc 10 59,221,922 59,226,434 4,512 + 1

GeneID:18451 P4ha1 10 59,323,296 59,373,304 50,008 + 1

GeneID:215999 Mcu 10 59,446,984 59,616,692 169,708 - 1

GeneID:56709 Dnajb12 10 59,879,591 59,898,016 18,425 + 2

GeneID:69090 Ascc1 10 60,002,805 60,099,990 97,185 + 1

GeneID:94214 Spock2 10 60,106,257 60,133,914 27,657 + 1

GeneID:53374 Chst3 10 60,181,527 60,219,260 37,733 - 1

GeneID:19156 Psap 10 60,277,628 60,302,600 24,972 + 1

GeneID:22295 Cdh23 10 60,302,750 60,696,490 393,740 - 1

GeneID:107449 Unc5b 10 60,762,595 60,831,581 68,986 - 1

GeneID:20397 Sgpl1 10 61,098,642 61,147,665 49,023 - 2

GeneID:237360 Adamts14 10 61,197,112 61,273,438 76,326 - 1

GeneID:27355 Pald1 10 61,319,657 61,383,523 63,866 - 1

GeneID:13688 Eif4ebp2 10 61,432,497 61,452,669 20,172 - 1

GeneID:67895 Ppa1 10 61,648,621 61,674,165 25,544 + 2

GeneID:20224 Sar1a 10 61,680,321 61,693,297 12,976 + 2

GeneID:71767 Tysnd1 10 61,695,514 61,702,773 7,259 + 1

GeneID:404634 H2afy2 10 61,738,647 61,783,864 45,217 - 1

GeneID:100628583Mir5108 10 61,774,737 61,774,821 84 + 1

GeneID:12817 Col13a1 10 61,838,498 61,979,108 140,610 - 1

GeneID:70423 Tspan15 10 62,185,396 62,231,218 45,822 - 1

GeneID:72320 2510003E04Rik 10 62,558,470 62,578,457 19,987 - 1

GeneID:56200 Ddx21 10 62,580,247 62,602,298 22,051 - 2

GeneID:94213 Ddx50 10 62,616,023 62,651,198 35,175 - 1

GeneID:216021 Stox1 10 62,659,422 62,726,099 66,677 - 1

GeneID:73132 Slc25a16 10 62,920,633 62,946,494 25,861 + 2

GeneID:327762 Dna2 10 62,947,029 62,974,188 27,159 + 2

GeneID:70432 Rufy2 10 62,980,223 63,018,742 38,519 + 2

GeneID:432467 Hnrnph3 10 63,014,664 63,023,849 9,185 - 1

GeneID:67307 Pbld2 10 63,024,512 63,058,812 34,300 + 1

GeneID:641387 1700120B22Rik 10 63,243,068 63,244,453 1,385 - 1

GeneID:67345 Herc4 10 63,243,797 63,317,881 74,084 + 1

GeneID:100502721Gm19337 10 63,250,932 63,252,515 1,583 + 1

GeneID:631906 Gm7075 10 63,420,608 63,421,752 1,144 - 1

GeneID:216033 Ctnna3 10 63,430,098 65,003,667 1,573,569 + 1

GeneID:28193 Reep3 10 67,009,189 67,096,988 87,799 - 2

GeneID:108829 Jmjd1c 10 67,127,258 67,256,326 129,068 + 1

GeneID:641340 Nrbf2 10 67,266,689 67,285,281 18,592 - 1

GeneID:13654 Egr2 10 67,537,869 67,542,188 4,319 + 2
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GeneID:211488 Ado 10 67,544,511 67,548,955 4,444 - 2

GeneID:216049 Zfp365 10 67,886,105 67,912,662 26,557 - 1

GeneID:170799 Rtkn2 10 67,979,598 68,043,864 64,266 + 1

GeneID:69288 Rhobtb1 10 69,208,552 69,291,791 83,239 + 1

GeneID:320700 A930033H14Rik 10 69,209,762 69,213,252 3,490 - 1

GeneID:12534 Cdk1 10 69,336,635 69,352,912 16,277 - 1

GeneID:268307 4833431D13Rik 10 69,398,147 69,602,138 203,991 + 1

GeneID:76551 Ccdc6 10 70,097,121 70,193,200 96,079 + 1

GeneID:83675 Bicc1 10 70,925,086 71,159,634 234,548 - 1

GeneID:319572 C730027H18Rik 10 71,168,737 71,182,040 13,303 - 1

GeneID:21780 Tfam 10 71,225,477 71,238,044 12,567 - 1

GeneID:216080 Ube2d1 10 71,254,980 71,285,262 30,282 - 1

GeneID:52637 Cisd1 10 71,330,494 71,344,849 14,355 - 1

GeneID:69718 Ipmk 10 71,347,793 71,385,885 38,092 + 1

GeneID:76877 Rab36 10 75,037,089 75,054,100 17,011 + 1

GeneID:110279 Bcr 10 75,060,896 75,184,923 124,027 + 1

GeneID:11540 Adora2a 10 75,316,943 75,334,788 17,845 + 1

GeneID:68778 Gucd1 10 75,506,814 75,517,322 10,508 - 1

GeneID:67332 Snrpd3 10 75,518,042 75,535,440 17,398 + 1

GeneID:70377 Derl3 10 75,893,398 75,895,941 2,543 + 1

GeneID:20587 Smarcb1 10 75,896,769 75,921,614 24,845 - 1

GeneID:17385 Mmp11 10 75,923,224 75,932,463 9,239 - 2

GeneID:103172 Chchd10 10 75,935,573 75,937,734 2,161 + 2

GeneID:333670 Gm867 10 75,937,723 75,940,666 2,943 - 2

GeneID:64451 Dip2a 10 76,263,049 76,345,291 82,242 - 1

GeneID:18541 Pcnt 10 76,351,254 76,442,912 91,658 - 1

GeneID:59093 Pcbp3 10 76,761,854 76,961,947 200,093 - 1

GeneID:12822 Col18a1 10 77,052,179 77,166,530 114,351 - 1

GeneID:108707 Fam207a 10 77,486,655 77,515,813 29,158 - 1

GeneID:108705 Pttg1ip 10 77,581,767 77,598,732 16,965 + 1

GeneID:20610 Sumo3 10 77,606,234 77,618,331 12,097 + 2

GeneID:22213 Ube2g2 10 77,622,321 77,645,990 23,669 + 1

GeneID:28240 Trpm2 10 77,907,722 77,969,872 62,150 - 1

GeneID:67884 1810043G02Rik 10 77,978,650 77,985,438 6,788 + 1

GeneID:18641 Pfkl 10 77,986,947 78,009,796 22,849 - 2

GeneID:54427 Dnmt3l 10 78,042,287 78,063,615 21,328 + 1

GeneID:50723 Icosl 10 78,069,368 78,079,525 10,157 + 1

GeneID:110816 Pwp2 10 78,170,910 78,185,149 14,239 - 1

GeneID:216131 Trappc10 10 78,186,725 78,244,642 57,917 - 2

GeneID:13014 Cstb 10 78,425,670 78,427,622 1,952 + 1

GeneID:216134 Pdxk 10 78,436,747 78,464,948 28,201 - 1

GeneID:70427 Mier2 10 79,540,245 79,555,091 14,846 - 1

GeneID:216148 Shc2 10 79,617,934 79,637,918 19,984 - 1

GeneID:382384 Odf3l2 10 79,639,526 79,645,738 6,212 - 1

GeneID:17123 Madcam1 10 79,664,574 79,668,536 3,962 + 2

GeneID:110012 Tpgs1 10 79,669,410 79,676,126 6,716 + 2

GeneID:216150 Cdc34 10 79,682,195 79,688,398 6,203 + 1
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GeneID:15166 Hcn2 10 79,716,634 79,736,108 19,474 + 1

GeneID:216151 Polrmt 10 79,736,125 79,746,581 10,456 - 1

GeneID:67112 Fgf22 10 79,755,119 79,756,961 1,842 + 1

GeneID:70294 Rnf126 10 79,758,515 79,766,952 8,437 - 1

GeneID:83554 Fstl3 10 79,777,274 79,782,630 5,356 + 1

GeneID:73106 Prss57 10 79,781,474 79,788,985 7,511 - 1

GeneID:18483 Palm 10 79,793,572 79,820,896 27,324 + 1

GeneID:414101 E130317F20Rik 10 79,851,377 79,854,971 3,594 - 1

GeneID:19205 Ptbp1 10 79,854,605 79,864,433 9,828 + 2

GeneID:216152 BC005764 10 79,860,475 79,874,634 14,159 - 2

GeneID:19152 Prtn3 10 79,879,667 79,883,174 3,507 + 1

GeneID:50701 Elane 10 79,886,312 79,888,216 1,904 + 1

GeneID:11537 Cfd 10 79,890,853 79,892,656 1,803 + 1

GeneID:216154 Med16 10 79,894,707 79,908,938 14,231 - 2

GeneID:109284 R3hdm4 10 79,910,053 79,916,930 6,877 - 2

GeneID:114229 Kiss1r 10 79,916,971 79,922,273 5,302 + 2

GeneID:13496 Arid3a 10 79,927,072 79,955,012 27,940 + 3

GeneID:216156 Wdr18 10 79,960,152 79,969,246 9,094 + 2

GeneID:170483 Grin3b 10 79,970,724 79,977,190 6,466 + 2

GeneID:216157 Tmem259 10 79,977,120 79,984,330 7,210 - 3

GeneID:12798 Cnn2 10 79,988,600 79,995,400 6,800 + 2

GeneID:27403 Abca7 10 79,997,615 80,015,572 17,957 + 1

GeneID:625249 Gpx4 10 80,053,510 80,056,439 2,929 + 2

GeneID:216161 Sbno2 10 80,057,014 80,102,702 45,688 - 3

GeneID:20869 Stk11 10 80,116,536 80,130,470 13,934 + 3

GeneID:100503659Dos 10 80,130,434 80,139,367 8,933 - 6

GeneID:66043 Atp5d 10 80,142,315 80,145,818 3,503 + 7

GeneID:59090 Midn 10 80,148,290 80,158,367 10,077 + 7

GeneID:12696 Cirbp 10 80,167,841 80,171,653 3,812 + 2

GeneID:69770 1600002K03Rik 10 80,172,944 80,175,119 2,175 + 2

GeneID:13637 Efna2 10 80,179,482 80,190,010 10,528 + 1

GeneID:68114 Mum1 10 80,226,598 80,245,144 18,546 + 1

GeneID:75406 Ndufs7 10 80,249,452 80,256,792 7,340 + 1

GeneID:14431 Gamt 10 80,258,151 80,260,968 2,817 - 1

GeneID:70248 Dazap1 10 80,264,991 80,288,413 23,422 + 2

GeneID:103232 Gm15122 10 80,282,444 80,283,006 562 - 1

GeneID:20054 Rps15 10 80,292,431 80,294,114 1,683 + 1

GeneID:23805 Apc2 10 80,301,820 80,318,256 16,436 + 4

GeneID:66374 2310011J03Rik 10 80,318,255 80,320,548 2,293 - 4

GeneID:18551 Pcsk4 10 80,321,283 80,329,473 8,190 - 4

GeneID:70335 Reep6 10 80,330,145 80,336,441 6,296 + 4

GeneID:66548 Adamtsl5 10 80,340,716 80,348,446 7,730 - 3

GeneID:216166 Plk5 10 80,356,459 80,365,489 9,030 + 1

GeneID:237400 Mex3d 10 80,380,355 80,387,651 7,296 - 3

GeneID:17192 Mbd3 10 80,392,541 80,399,479 6,938 - 2

GeneID:21423 Tcf3 10 80,409,165 80,433,653 24,488 - 1

GeneID:67331 Atp8b3 10 80,519,585 80,539,124 19,539 - 1
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GeneID:66932 Rexo1 10 80,540,926 80,561,560 20,634 - 2

GeneID:118445 Klf16 10 80,567,121 80,577,296 10,175 - 3

GeneID:216169 Abhd17a 10 80,583,649 80,590,341 6,692 - 3

GeneID:100113398Adat3 10 80,602,880 80,607,654 4,774 + 2

GeneID:56214 Scamp4 10 80,602,882 80,615,783 12,901 + 2

GeneID:103236 Csnk1g2 10 80,622,780 80,640,771 17,991 + 1

GeneID:208198 Btbd2 10 80,642,617 80,657,071 14,454 - 1

GeneID:11776 Ap3d1 10 80,706,978 80,742,211 35,233 - 1

GeneID:208266 Dot1l 10 80,755,206 80,794,347 39,141 + 2

GeneID:78670 Plekhj1 10 80,796,099 80,798,626 2,527 - 2

GeneID:20222 Sf3a2 10 80,798,735 80,804,922 6,187 + 2

GeneID:11705 Amh 10 80,805,248 80,807,648 2,400 + 1

GeneID:71912 Jsrp1 10 80,808,496 80,813,498 5,002 - 1

GeneID:18245 Oaz1 10 80,826,656 80,829,290 2,634 + 1

GeneID:100316778Mir1982 10 80,828,797 80,828,870 73 + 1

GeneID:237403 Lingo3 10 80,832,801 80,844,039 11,238 - 1

GeneID:66094 Lsm7 10 80,852,825 80,855,209 2,384 - 1

GeneID:73218 Sppl2b 10 80,855,275 80,868,708 13,433 + 1

GeneID:432478 Tmprss9 10 80,879,816 80,899,494 19,678 + 1

GeneID:30055 Timm13 10 80,899,450 80,900,969 1,519 - 1

GeneID:16907 Lmnb2 10 80,901,363 80,918,245 16,882 - 1

GeneID:17873 Gadd45b 10 80,930,091 80,932,204 2,113 + 3

GeneID:106947 Slc39a3 10 81,028,540 81,033,912 5,372 - 1

GeneID:52551 Sgta 10 81,044,073 81,060,154 16,081 - 1

GeneID:208677 Creb3l3 10 81,084,333 81,098,872 14,539 - 1

GeneID:26396 Map2k2 10 81,105,947 81,124,697 18,750 + 2

GeneID:16969 Zbtb7a 10 81,136,271 81,151,657 15,386 + 4

GeneID:59004 Pias4 10 81,153,961 81,167,720 13,759 - 1

GeneID:13629 Eef2 10 81,176,631 81,182,509 5,878 + 1

GeneID:13144 Dapk3 10 81,183,007 81,193,197 10,190 + 1

GeneID:69678 2310050B05Rik 10 81,194,691 81,208,370 13,679 + 1

GeneID:69564 Nmrk2 10 81,198,170 81,202,037 3,867 - 1

GeneID:27375 Tjp3 10 81,273,200 81,291,267 18,067 - 1

GeneID:18717 Pip5k1c 10 81,292,972 81,319,974 27,002 + 2

GeneID:70312 Cactin 10 81,321,103 81,326,251 5,148 + 2

GeneID:21390 Tbxa2r 10 81,328,731 81,335,172 6,441 + 2

GeneID:209047 Gipc3 10 81,337,762 81,343,266 5,504 - 1

GeneID:15353 Hmg20b 10 81,346,046 81,350,457 4,411 - 1

GeneID:73822 Mfsd12 10 81,357,570 81,364,035 6,465 + 1

GeneID:432479 4930404N11Rik 10 81,364,024 81,365,820 1,796 - 1

GeneID:56371 Fzr1 10 81,366,879 81,378,370 11,491 - 1

GeneID:102115 Dohh 10 81,384,428 81,388,352 3,924 + 1

GeneID:72273 2210404O07Rik 10 81,393,064 81,395,079 2,015 + 1

GeneID:18029 Nfic 10 81,396,191 81,427,173 30,982 - 2

GeneID:319586 Celf5 10 81,459,228 81,482,709 23,481 - 1

GeneID:14672 Gna11 10 81,528,732 81,545,046 16,314 - 1

GeneID:14797 Aes 10 81,559,560 81,566,364 6,804 + 1
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GeneID:21886 Tle2 10 81,575,287 81,590,845 15,558 + 1

GeneID:70615 Ankrd24 10 81,628,540 81,647,612 19,072 + 1

GeneID:100233208Gm10778 10 81,649,069 81,667,361 18,292 + 1

GeneID:216177 AU041133 10 82,128,013 82,153,065 25,052 + 1

GeneID:74782 Glt8d2 10 82,650,433 82,690,650 40,217 - 1

GeneID:67933 Hcfc2 10 82,699,007 82,741,392 42,385 + 1

GeneID:58250 Chst11 10 82,985,497 83,195,900 210,403 + 1

GeneID:28109 D10Wsu102e 10 83,360,221 83,368,835 8,614 + 1

GeneID:216188 Aldh1l2 10 83,487,447 83,534,140 46,693 - 1

GeneID:319277 A230046K03Rik 10 83,543,941 83,596,473 52,532 + 1

GeneID:77976 Nuak1 10 84,371,311 84,440,471 69,160 - 1

GeneID:216197 Ckap4 10 84,526,305 84,533,888 7,583 - 1

GeneID:216198 Tcp11l2 10 84,576,947 84,614,355 37,408 + 1

GeneID:14202 Fhl4 10 85,097,019 85,102,495 5,476 - 1

GeneID:103266 AI597468 10 85,102,627 85,117,747 15,120 + 1

GeneID:12952 Cry1 10 85,131,700 85,185,054 53,354 - 1

GeneID:74007 Btbd11 10 85,386,814 85,660,292 273,478 + 1

GeneID:103136 Pwp1 10 85,871,831 85,889,103 17,272 + 1

GeneID:72843 Prdm4 10 85,891,966 85,916,945 24,979 - 1

GeneID:67341 Ascl4 10 85,928,491 85,929,647 1,156 + 1

GeneID:28088 D10Wsu52e 10 85,938,637 85,957,793 19,156 - 2

GeneID:270757 Bpifc 10 85,959,691 86,011,860 52,169 - 2

GeneID:69754 Fbxo7 10 86,021,929 86,048,328 26,399 + 1

GeneID:27204 Syn3 10 86,048,746 86,498,896 450,150 - 1

GeneID:21859 Timp3 10 86,300,412 86,349,505 49,093 + 1

GeneID:103220 BC030307 10 86,705,811 86,776,843 71,032 + 1

GeneID:103466 Nt5dc3 10 86,779,005 86,838,389 59,384 + 1

GeneID:75317 Parpbp 10 88,091,398 88,146,941 55,543 - 1

GeneID:69736 Nup37 10 88,146,992 88,178,395 31,403 + 1

GeneID:432486 Gnptab 10 88,379,412 88,447,329 67,917 + 1

GeneID:70683 Utp20 10 88,746,607 88,826,814 80,207 - 1

GeneID:75089 Uhrf1bp1l 10 89,744,991 89,819,869 74,878 + 1

GeneID:11783 Apaf1 10 90,989,311 91,082,743 93,432 - 1

GeneID:67454 Ikbip 10 91,083,039 91,102,613 19,574 + 1

GeneID:18674 Slc25a3 10 91,116,578 91,123,963 7,385 - 1

GeneID:21917 Tmpo 10 91,147,571 91,171,582 24,011 - 1

GeneID:237459 Cdk17 10 93,160,876 93,241,342 80,466 + 1

GeneID:100316689Mir1931 10 93,162,785 93,162,903 118 + 1

GeneID:57764 Ntn4 10 93,641,049 93,745,972 104,923 + 1

GeneID:327799 Usp44 10 93,831,555 93,858,087 26,532 + 1

GeneID:215008 Vezt 10 93,968,100 94,035,748 67,648 - 1

GeneID:13998 Fgd6 10 94,036,001 94,145,339 109,338 + 2

GeneID:22025 Nr2c1 10 94,147,931 94,197,214 49,283 + 1

GeneID:319880 Tmcc3 10 94,514,857 94,590,954 76,097 + 1

GeneID:67723 4932415G12Rik 10 94,673,493 94,688,613 15,120 - 1

GeneID:77048 Ccdc41 10 94,688,790 94,790,336 101,546 + 1

GeneID:54712 Plxnc1 10 94,790,866 94,944,578 153,712 - 2
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GeneID:12905 Cradd 10 95,174,746 95,324,097 149,351 - 1

GeneID:216233 Socs2 10 95,411,490 95,416,857 5,367 - 1

GeneID:70523 5730420D15Rik 10 95,417,375 95,428,640 11,265 + 1

GeneID:93765 Ube2n 10 95,515,162 95,545,658 30,496 + 1

GeneID:71207 Nudt4 10 95,547,007 95,564,167 17,160 - 1

GeneID:100526463Mir3058 10 95,559,231 95,559,321 90 - 1

GeneID:216238 Eea1 10 95,940,663 96,045,518 104,855 + 1

GeneID:12226 Btg1 10 96,617,001 96,622,813 5,812 + 1

GeneID:67972 Atp2b1 10 98,915,152 99,026,143 110,991 + 1

GeneID:382406 Poc1b 10 99,107,171 99,197,988 90,817 + 1

GeneID:14426 Galnt4 10 99,108,135 99,113,247 5,112 + 1

GeneID:67603 Dusp6 10 99,263,231 99,267,489 4,258 + 3

GeneID:278279 Tmtc2 10 105,187,663 105,574,479 386,816 - 1

GeneID:327812 Gm15663 10 105,574,551 105,583,870 9,319 + 1

GeneID:17931 Ppp1r12a 10 108,162,400 108,277,575 115,175 + 1

GeneID:114774 Pawr 10 108,332,189 108,414,391 82,202 + 1

GeneID:52679 E2f7 10 110,745,465 110,787,384 41,919 + 1

GeneID:320150 Zdhhc17 10 110,941,779 111,010,066 68,287 - 1

GeneID:237542 Osbpl8 10 111,164,802 111,297,247 132,445 + 1

GeneID:53605 Nap1l1 10 111,473,192 111,498,150 24,958 + 2

GeneID:382421 Gm5176 10 111,500,788 111,501,345 557 + 1

GeneID:21664 Phlda1 10 111,506,286 111,508,649 2,363 + 1

GeneID:52705 Krr1 10 111,972,695 111,988,430 15,735 + 1

GeneID:382423 Atxn7l3b 10 112,925,428 112,929,026 3,598 - 1

GeneID:544737 LOC544737 10 112,928,501 112,931,153 2,652 + 1

GeneID:66687 Tbc1d15 10 115,197,871 115,251,493 53,622 - 1

GeneID:216344 Rab21 10 115,289,862 115,315,591 25,729 - 1

GeneID:100038558Gm10752 10 115,315,646 115,316,374 728 + 1

GeneID:66816 Thap2 10 115,369,966 115,384,435 14,469 - 1

GeneID:216345 Zfc3h1 10 115,384,959 115,432,771 47,812 + 1

GeneID:14160 Lgr5 10 115,450,314 115,587,780 137,466 - 1

GeneID:77798 A930009A15Rik 10 115,569,986 115,582,454 12,468 + 1

GeneID:19263 Ptprb 10 116,301,374 116,389,538 88,164 + 1

GeneID:58802 Kcnmb4 10 116,417,868 116,473,523 55,655 - 1

GeneID:1005044124933400F03Rik 10 116,474,345 116,474,987 642 + 1

GeneID:72068 Cnot2 10 116,485,161 116,581,511 96,350 - 1

GeneID:327824 5330438D12Rik 10 116,581,484 116,583,515 2,031 + 1

GeneID:12461 Cct2 10 117,050,998 117,063,814 12,816 - 1

GeneID:327826 Frs2 10 117,070,127 117,148,474 78,347 - 2

GeneID:17246 Mdm2 10 117,688,905 117,710,716 21,811 - 1

GeneID:215449 Rap1b 10 117,814,597 117,845,974 31,377 - 1

GeneID:69181 Dyrk2 10 118,859,349 118,868,903 9,554 - 1

GeneID:71902 Cand1 10 119,198,812 119,240,055 41,243 - 1

GeneID:73914 Irak3 10 120,141,654 120,201,537 59,883 - 1

GeneID:68212 Tmbim4 10 120,208,826 120,224,897 16,071 + 2

GeneID:66225 Llph 10 120,227,060 120,232,070 5,010 + 1

GeneID:15364 Hmga2 10 120,361,275 120,476,935 115,660 - 1
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GeneID:380664 Lemd3 10 120,923,411 120,979,330 55,919 - 1

GeneID:75612 Gns 10 121,365,090 121,397,245 32,155 + 1

GeneID:192678 Rassf3 10 121,410,350 121,476,250 65,900 - 1

GeneID:73192 Xpot 10 121,587,380 121,626,316 38,936 - 1

GeneID:270802 BC048403 10 121,739,937 121,752,859 12,922 + 1

GeneID:216395 Tmem5 10 122,081,260 122,097,102 15,842 - 1

GeneID:387251 Mirlet7i 10 122,985,640 122,985,724 84 - 1

GeneID:67074 Mon2 10 122,992,061 123,076,505 84,444 - 2

GeneID:14479 Usp15 10 123,113,244 123,196,923 83,679 - 1

GeneID:100042958Gm4129 10 123,199,084 123,199,581 497 + 1

GeneID:268354 Fam19a2 10 123,264,076 123,741,204 477,128 + 1

GeneID:320398 Lrig3 10 125,966,219 126,015,359 49,140 + 1

GeneID:52468 Ctdsp2 10 126,978,717 126,999,975 21,258 + 2

GeneID:11567 Avil 10 127,000,709 127,020,994 20,285 + 1

GeneID:66399 Tsfm 10 127,022,332 127,030,814 8,482 - 1

GeneID:100504608LOC100504608 10 127,032,905 127,041,394 8,489 - 2

GeneID:17299 Mettl1 10 127,041,932 127,045,461 3,529 + 1

GeneID:13115 Cyp27b1 10 127,048,246 127,053,006 4,760 + 1

GeneID:216438 March9 10 127,056,050 127,060,184 4,134 - 1

GeneID:12567 Cdk4 10 127,063,603 127,067,283 3,680 + 1

GeneID:67125 Tspan31 10 127,067,290 127,070,261 2,971 - 1

GeneID:100504703A730063M14Rik 10 127,070,481 127,071,101 620 + 1

GeneID:216440 Os9 10 127,094,259 127,121,160 26,901 - 1

GeneID:14421 B4galnt1 10 127,165,156 127,172,340 7,184 + 1

GeneID:216441 Slc26a10 10 127,172,426 127,180,645 8,219 - 2

GeneID:52666 Arhgef25 10 127,182,521 127,190,054 7,533 - 2

GeneID:80904 Dtx3 10 127,190,378 127,195,709 5,331 - 2

GeneID:100038591F420014N23Rik 10 127,195,249 127,202,643 7,394 + 2

GeneID:117150 Pip4k2c 10 127,197,067 127,211,622 14,555 - 2

GeneID:216443 Mars 10 127,296,221 127,311,786 15,565 - 1

GeneID:14632 Gli1 10 127,329,882 127,341,579 11,697 - 1

GeneID:16326 Inhbe 10 127,349,402 127,351,772 2,370 - 1

GeneID:407790 Ndufa4l2 10 127,514,939 127,517,154 2,215 + 1

GeneID:108037 Shmt2 10 127,517,123 127,522,444 5,321 - 1

GeneID:104080 Nxph4 10 127,525,473 127,534,559 9,086 - 1

GeneID:20852 Stat6 10 127,642,986 127,660,987 18,001 + 4

GeneID:17937 Nab2 10 127,660,918 127,666,703 5,785 - 3

GeneID:72243 1700012D01Rik 10 127,667,123 127,668,851 1,728 + 4

GeneID:210035 Tmem194 10 127,677,065 127,701,047 23,982 + 2

GeneID:320080 Zbtb39 10 127,739,538 127,747,349 7,811 + 1

GeneID:11536 Gpr182 10 127,749,602 127,751,798 2,196 - 1

GeneID:19075 Prim1 10 128,015,215 128,030,030 14,815 + 1

GeneID:17938 Naca 10 128,035,346 128,048,637 13,291 + 2

GeneID:56351 Ptges3 10 128,058,982 128,077,254 18,272 + 2

GeneID:11947 Atp5b 10 128,083,307 128,090,388 7,081 + 3

GeneID:751518 Mir677 10 128,085,286 128,085,363 77 + 2

GeneID:116848 Baz2a 10 128,092,783 128,129,303 36,520 + 3
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GeneID:216456 Gls2 10 128,194,635 128,210,004 15,369 + 1

GeneID:17339 Mip 10 128,225,838 128,231,811 5,973 + 1

GeneID:21853 Timeless 10 128,232,063 128,252,941 20,878 + 1

GeneID:12974 Cs 10 128,337,832 128,362,479 24,647 + 2

GeneID:210582 Coq10a 10 128,363,097 128,370,037 6,940 - 2

GeneID:237615 Ankrd52 10 128,377,124 128,394,006 16,882 + 2

GeneID:68094 Smarcc2 10 128,459,236 128,490,174 30,938 + 1

GeneID:23943 Esyt1 10 128,510,248 128,525,859 15,611 - 1

GeneID:13139 Dgka 10 128,720,134 128,744,056 23,922 - 1

GeneID:78428 Wibg 10 128,747,879 128,766,568 18,689 + 1

GeneID:58223 Mmp19 10 128,790,910 128,800,824 9,914 + 1

GeneID:73827 Tmem198b 10 128,800,036 128,804,370 4,334 - 1

GeneID:74330 Dnajc14 10 128,805,676 128,819,446 13,770 + 1

GeneID:12512 Cd63 10 128,908,919 128,912,822 3,903 + 2

GeneID:19682 Rdh5 10 128,913,590 128,919,297 5,707 - 2

GeneID:14533 Bloc1s1 10 128,919,914 128,923,524 3,610 - 2

GeneID:16404 Itga7 10 128,933,813 128,958,286 24,473 + 1

GeneID:13494 Drg1 11 3,249,922 3,266,386 16,464 - 1

GeneID:56218 Patz1 11 3,289,131 3,309,083 19,952 + 1

GeneID:791413 Gm12592 11 3,304,830 3,331,178 26,348 - 1

GeneID:216505 Pik3ip1 11 3,330,731 3,342,971 12,240 + 1

GeneID:16886 Limk2 11 3,343,297 3,409,235 65,938 - 1

GeneID:193670 Rnf185 11 3,415,983 3,452,325 36,342 - 1

GeneID:544752 Tug1 11 3,639,794 3,648,808 9,014 - 1

GeneID:74522 Morc2a 11 3,649,494 3,690,372 40,878 + 1

GeneID:216516 Ccdc157 11 4,141,123 4,160,293 19,170 - 1

GeneID:67465 Sf3a1 11 4,160,354 4,182,541 22,187 + 1

GeneID:103724 Tbc1d10a 11 4,186,833 4,215,505 28,672 + 1

GeneID:71962 Gatsl3 11 4,218,251 4,222,409 4,158 + 1

GeneID:74302 Mtmr3 11 4,480,868 4,594,815 113,947 - 1

GeneID:78926 Gas2l1 11 5,054,131 5,065,327 11,196 - 3

GeneID:75668 Rasl10a 11 5,058,128 5,060,383 2,255 + 3

GeneID:14030 Ewsr1 11 5,069,688 5,099,077 29,389 - 3

GeneID:279766 Rhbdd3 11 5,099,438 5,106,091 6,653 + 1

GeneID:140703 Emid1 11 5,106,266 5,152,222 45,956 - 1

GeneID:84035 Kremen1 11 5,191,552 5,261,610 70,058 - 2

GeneID:407821 Znrf3 11 5,276,329 5,444,847 168,518 - 1

GeneID:22433 Xbp1 11 5,520,967 5,525,872 4,905 + 1

GeneID:104479 Ccdc117 11 5,528,887 5,542,217 13,330 - 2

GeneID:64660 Mrps24 11 5,703,983 5,707,699 3,716 - 1

GeneID:72046 Urgcp 11 5,713,417 5,762,376 48,959 - 3

GeneID:76508 2210015D19Rik 11 5,762,150 5,784,710 22,560 + 2

GeneID:13169 Dbnl 11 5,788,483 5,800,980 12,497 + 1

GeneID:11568 Aebp1 11 5,861,866 5,872,225 10,359 + 1

GeneID:18972 Pold2 11 5,872,180 5,878,256 6,076 - 1

GeneID:103988 Gck 11 5,900,823 5,949,599 48,776 - 1

GeneID:56418 Ykt6 11 5,955,758 5,967,780 12,022 + 1
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GeneID:209586 Nudcd3 11 6,105,691 6,200,451 94,760 - 1

GeneID:52513 Ddx56 11 6,257,545 6,267,729 10,184 - 1

GeneID:103694 Tmed4 11 6,270,714 6,274,837 4,123 - 1

GeneID:18293 Ogdh 11 6,291,597 6,359,094 67,497 + 1

GeneID:52915 Zmiz2 11 6,389,364 6,406,162 16,798 + 2

GeneID:268373 Ppia 11 6,415,870 6,419,810 3,940 + 1

GeneID:19291 Purb 11 6,467,599 6,476,076 8,477 - 1

GeneID:246177 Myo1g 11 6,506,548 6,520,958 14,410 - 1

GeneID:100041286Gm11974 11 6,525,591 6,528,760 3,169 - 1

GeneID:216527 Ccm2 11 6,546,887 6,596,761 49,874 + 1

GeneID:21379 Tbrg4 11 6,615,598 6,626,067 10,469 - 1

GeneID:100217467Snora5c 11 6,620,319 6,620,419 100 - 1

GeneID:22373 Wap 11 6,635,483 6,638,649 3,166 - 1

GeneID:16009 Igfbp3 11 7,206,086 7,213,923 7,837 - 1

GeneID:319939 Tns3 11 8,431,652 8,664,535 232,883 - 2

GeneID:15574 Hus1 11 8,993,142 9,011,137 17,995 - 1

GeneID:194974 Sun3 11 9,016,054 9,048,991 32,937 - 1

GeneID:60530 Fignl1 11 11,800,288 11,808,962 8,674 - 1

GeneID:13195 Ddc 11 11,814,101 11,898,144 84,043 - 1

GeneID:14783 Grb10 11 11,930,499 12,037,420 106,921 - 1

GeneID:13649 Egfr 11 16,752,203 16,913,907 161,704 + 1

GeneID:72735 2810442I21Rik 11 16,936,723 16,951,093 14,370 - 1

GeneID:319701 Fbxo48 11 16,951,410 16,954,772 3,362 + 1

GeneID:68145 Etaa1 11 17,938,749 17,953,875 15,126 - 1

GeneID:17268 Meis1 11 18,880,428 19,018,969 138,541 - 2

GeneID:101055656LOC101055656 11 19,009,128 19,011,183 2,055 + 2

GeneID:114716 Spred2 11 19,924,442 20,022,597 98,155 + 1

GeneID:66713 Actr2 11 20,062,304 20,112,951 50,647 - 1

GeneID:19324 Rab1 11 20,201,602 20,226,856 25,254 + 1

GeneID:216543 Cep68 11 20,227,037 20,249,424 22,387 - 1

GeneID:55963 Slc1a4 11 20,302,180 20,332,713 30,533 - 1

GeneID:58172 Sertad2 11 20,543,253 20,653,023 109,770 + 2

GeneID:216549 Aftph 11 20,685,084 20,741,548 56,464 - 1

GeneID:67245 Peli1 11 21,091,324 21,150,327 59,003 + 1

GeneID:216558 Ugp2 11 21,321,138 21,370,879 49,741 - 1

GeneID:216565 Ehbp1 11 22,005,825 22,286,795 280,970 - 1

GeneID:103765 Tmem17 11 22,512,283 22,519,231 6,948 + 1

GeneID:53625 B3gnt2 11 22,834,739 22,860,336 25,597 - 1

GeneID:17846 Commd1 11 22,899,728 22,982,284 82,556 - 2

GeneID:22183 Zrsr1 11 22,972,005 22,976,496 4,491 + 1

GeneID:12464 Cct4 11 22,990,593 23,003,336 12,743 + 1

GeneID:103573 Xpo1 11 23,256,041 23,297,597 41,556 + 1

GeneID:17847 Usp34 11 23,306,895 23,490,560 183,665 + 1

GeneID:268390 Ahsa2 11 23,487,882 23,497,946 10,064 - 1

GeneID:19696 Rel 11 23,741,729 23,770,970 29,241 - 1

GeneID:216578 Papolg 11 23,862,646 23,895,270 32,624 - 1

GeneID:268391 A830031A19Rik 11 24,048,955 24,075,054 26,099 - 1
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GeneID:14025 Bcl11a 11 24,078,056 24,173,558 95,502 + 1

GeneID:71701 Pnpt1 11 29,130,751 29,161,828 31,077 + 2

GeneID:320757 A630052C17Rik 11 29,170,809 29,173,552 2,743 - 1

GeneID:104570 Smek2 11 29,172,907 29,220,797 47,890 + 1

GeneID:108686 Ccdc88a 11 29,373,775 29,510,812 137,037 + 1

GeneID:76784 Mtif2 11 29,526,457 29,545,255 18,798 + 1

GeneID:78294 Rps27a 11 29,545,842 29,548,040 2,198 - 1

GeneID:73324 1700034F02Rik 11 29,547,950 29,578,352 30,402 + 1

GeneID:68585 Rtn4 11 29,692,898 29,744,414 51,516 + 1

GeneID:101055730LOC101055730 11 29,695,511 29,696,704 1,193 + 1

GeneID:666427 Gm8098 11 30,231,059 30,268,659 37,600 + 1

GeneID:75572 Acyp2 11 30,505,992 30,649,396 143,404 - 1

GeneID:103554 Psme4 11 30,771,775 30,880,361 108,586 + 1

GeneID:20856 Stc2 11 31,359,441 31,370,061 10,620 - 1

GeneID:16199 Il9r 11 32,188,997 32,200,279 11,282 - 1

GeneID:78372 Snrnp25 11 32,205,415 32,208,996 3,581 + 1

GeneID:13650 Rhbdf1 11 32,209,585 32,222,293 12,708 - 3

GeneID:268395 Mpg 11 32,226,505 32,232,702 6,197 + 2

GeneID:17168 Nprl3 11 32,232,419 32,267,614 35,195 - 2

GeneID:15126 Hba-x 11 32,276,600 32,278,116 1,516 + 1

GeneID:327900 Ubtd2 11 32,455,372 32,518,709 63,337 + 1

GeneID:69306 Efcab9 11 32,522,733 32,527,574 4,841 - 1

GeneID:20868 Stk10 11 32,533,266 32,624,595 91,329 + 1

GeneID:14172 Fgf18 11 33,117,430 33,147,400 29,970 - 1

GeneID:18148 Npm1 11 33,152,498 33,163,206 10,708 - 2

GeneID:27140 Tlx3 11 33,200,752 33,203,588 2,836 - 2

GeneID:66011 Ranbp17 11 33,211,794 33,513,746 301,952 - 1

GeneID:70385 Spdl1 11 34,809,185 34,833,641 24,456 - 1

GeneID:211347 Pank3 11 35,769,495 35,791,285 21,790 + 1

GeneID:104458 Rars 11 35,808,381 35,834,528 26,147 - 1

GeneID:211652 Wwc1 11 35,839,178 35,980,089 140,911 - 2

GeneID:23964 Tenm2 11 36,006,669 36,944,243 937,574 - 1

GeneID:108645 Mat2b 11 40,679,314 40,695,203 15,889 - 1

GeneID:15366 Hmmr 11 40,701,388 40,733,437 32,049 - 2

GeneID:52653 Nudcd2 11 40,733,642 40,740,046 6,404 + 1

GeneID:30939 Pttg1 11 43,420,248 43,426,248 6,000 - 1

GeneID:193116 Slu7 11 43,433,731 43,447,981 14,250 + 1

GeneID:380694 Ccnjl 11 43,528,784 43,586,997 58,213 + 1

GeneID:79560 Ublcp1 11 44,454,571 44,470,548 15,977 - 1

GeneID:74315 Rnf145 11 44,518,964 44,565,520 46,556 + 1

GeneID:13591 Ebf1 11 44,618,134 45,005,175 387,041 + 1

GeneID:100009664F630206G17Rik 11 45,808,083 45,842,880 34,797 + 1

GeneID:216705 Clint1 11 45,851,964 45,910,625 58,661 + 1

GeneID:72290 Lsm11 11 45,928,269 45,944,935 16,666 - 1

GeneID:66628 Thg1l 11 45,948,154 45,955,494 7,340 - 1

GeneID:76884 Cyfip2 11 46,193,849 46,312,859 119,010 - 1

GeneID:66213 Med7 11 46,436,947 46,442,721 5,774 + 1
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GeneID:14694 Gnb2l1 11 48,800,360 48,806,241 5,881 + 1

GeneID:100216534Snord96a 11 48,802,033 48,802,109 76 + 1

GeneID:100216540Snord95 11 48,803,139 48,803,206 67 + 1

GeneID:211007 Trim41 11 48,806,404 48,817,391 10,987 - 1

GeneID:94089 Trim7 11 48,826,138 48,850,195 24,057 + 1

GeneID:100861855Gm16170 11 48,843,648 48,853,493 9,845 - 1

GeneID:258273 Olfr1394 11 49,160,016 49,160,954 938 + 1

GeneID:237754 Btnl9 11 49,168,325 49,187,089 18,764 - 1

GeneID:22720 Zfp62 11 49,203,500 49,218,816 15,316 + 1

GeneID:104625 Cnot6 11 49,674,698 49,712,710 38,012 - 1

GeneID:14584 Gfpt2 11 49,794,155 49,838,620 44,465 + 2

GeneID:26420 Mapk9 11 49,846,751 49,886,421 39,670 + 1

GeneID:76795 Tbc1d9b 11 50,131,360 50,172,785 41,425 + 1

GeneID:68067 3010026O09Rik 11 50,174,851 50,200,115 25,264 + 1

GeneID:18412 Sqstm1 11 50,200,152 50,210,790 10,638 - 1

GeneID:103534 Mgat4b 11 50,225,335 50,235,103 9,768 + 2

GeneID:17001 Ltc4s 11 50,236,472 50,238,471 1,999 - 2

GeneID:103806 Maml1 11 50,255,634 50,292,336 36,702 - 1

GeneID:12330 Canx 11 50,293,957 50,325,673 31,716 - 2

GeneID:59013 Hnrnph1 11 50,377,719 50,386,528 8,809 + 1

GeneID:216725 Adamts2 11 50,602,085 50,804,049 201,964 + 1

GeneID:193286 BC049762 11 51,253,651 51,262,951 9,300 - 1

GeneID:12750 Clk4 11 51,263,171 51,281,764 18,593 + 1

GeneID:72947 Agxt2l2 11 51,584,757 51,603,269 18,512 + 1

GeneID:15384 Hnrnpab 11 51,600,100 51,606,881 6,781 - 1

GeneID:52530 Nhp2 11 51,619,773 51,623,714 3,941 + 1

GeneID:66089 Rmnd5b 11 51,623,673 51,635,896 12,223 - 2

GeneID:212706 N4bp3 11 51,643,089 51,651,073 7,984 - 2

GeneID:97775 D930048N14Rik 11 51,650,954 51,657,681 6,727 + 1

GeneID:77371 Sec24a 11 51,692,263 51,756,834 64,571 - 1

GeneID:66397 Sar1b 11 51,763,663 51,791,953 28,290 + 1

GeneID:76901 Phf15 11 51,813,456 51,857,481 44,025 - 1

GeneID:22210 Ube2b 11 51,985,146 52,000,466 15,320 - 2

GeneID:213084 Cdkl3 11 52,004,221 52,084,667 80,446 + 2

GeneID:19052 Ppp2ca 11 52,098,824 52,122,749 23,925 + 1

GeneID:21402 Skp1a 11 52,231,995 52,246,858 14,863 + 1

GeneID:101056192LOC101056192 11 52,233,724 52,236,645 2,921 + 1

GeneID:21414 Tcf7 11 52,252,604 52,282,571 29,967 - 1

GeneID:399633 A630014C17Rik 11 52,276,055 52,286,183 10,128 + 1

GeneID:22333 Vdac1 11 52,361,115 52,389,396 28,281 + 1

GeneID:320027 Fstl4 11 52,764,706 53,187,347 422,641 + 1

GeneID:15525 Hspa4 11 53,259,814 53,300,479 40,665 - 1

GeneID:93736 Aff4 11 53,350,767 53,421,830 71,063 + 1

GeneID:100038498Gm10447 11 53,454,804 53,457,110 2,306 - 1

GeneID:71774 Shroom1 11 53,457,205 53,467,755 10,550 + 1

GeneID:432561 Gm9837 11 53,469,743 53,470,473 730 - 1

GeneID:237761 Sowaha 11 53,476,578 53,480,195 3,617 - 1
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GeneID:100503690Gm19835 11 53,482,411 53,487,375 4,964 - 1

GeneID:319650 A430108G06Rik 11 53,564,668 53,567,313 2,645 - 1

GeneID:16568 Kif3a 11 53,567,379 53,604,244 36,865 + 1

GeneID:19360 Rad50 11 53,649,519 53,707,319 57,800 - 1

GeneID:16362 Irf1 11 53,770,014 53,778,374 8,360 + 1

GeneID:56517 Slc22a21 11 53,950,824 53,980,027 29,203 - 1

GeneID:30805 Slc22a4 11 53,983,126 54,028,090 44,964 - 1

GeneID:216742 Fnip1 11 54,438,179 54,518,241 80,062 + 1

GeneID:72729 Cdc42se2 11 54,717,415 54,787,703 70,288 - 1

GeneID:75530 Lyrm7 11 54,839,289 54,860,591 21,302 - 1

GeneID:15254 Hint1 11 54,866,438 54,870,496 4,058 + 1

GeneID:57783 Tnip1 11 54,910,787 54,962,940 52,153 - 1

GeneID:11749 Anxa6 11 54,978,962 55,033,471 54,509 - 1

GeneID:14667 Gm2a 11 55,097,985 55,113,029 15,044 + 1

GeneID:74045 4921508A21Rik 11 55,191,719 55,197,682 5,963 - 1

GeneID:215335 Slc36a1 11 55,204,340 55,236,330 31,990 + 1

GeneID:67726 Fam114a2 11 57,482,990 57,518,644 35,654 - 1

GeneID:216760 Mfap3 11 57,518,665 57,533,817 15,152 + 1

GeneID:171212 Galnt10 11 57,645,442 57,787,501 142,059 + 1

GeneID:71154 4933426K07Rik 11 57,655,413 57,657,826 2,413 - 1

GeneID:50724 Sap30l 11 57,801,637 57,810,615 8,978 + 1

GeneID:73158 Larp1 11 58,009,064 58,062,034 52,970 + 1

GeneID:216766 Gemin5 11 58,120,001 58,168,539 48,538 - 1

GeneID:216767 Mrpl22 11 58,171,654 58,179,580 7,926 + 1

GeneID:103836 Zfp692 11 58,307,069 58,314,613 7,544 + 1

GeneID:319475 Zfp672 11 58,315,114 58,330,339 15,225 - 1

GeneID:56631 Trim17 11 58,963,781 58,971,729 7,948 + 1

GeneID:75694 2310058D17Rik 11 58,965,748 58,978,050 12,302 - 1

GeneID:94091 Trim11 11 58,978,116 58,991,458 13,342 + 1

GeneID:118454 Gjc2 11 59,175,564 59,183,213 7,649 - 2

GeneID:14923 Guk1 11 59,183,855 59,191,952 8,097 - 3

GeneID:72203 2610507I01Rik 11 59,197,793 59,202,431 4,638 - 4

GeneID:67212 Mrpl55 11 59,202,517 59,206,002 3,485 + 3

GeneID:67862 2310033P09Rik 11 59,208,361 59,210,736 2,375 + 3

GeneID:11840 Arf1 11 59,211,412 59,228,267 16,855 - 4

GeneID:268417 Zkscan17 11 59,485,521 59,506,640 21,119 - 1

GeneID:74476 4933439C10Rik 11 59,505,685 59,511,067 5,382 + 1

GeneID:26936 Mprip 11 59,662,495 59,780,860 118,365 + 1

GeneID:26572 Cops3 11 59,817,804 59,839,767 21,963 - 2

GeneID:103850 Nt5m 11 59,848,073 59,876,533 28,460 + 2

GeneID:192191 Med9 11 59,948,214 59,963,306 15,092 + 1

GeneID:19416 Rasd1 11 59,963,181 59,964,942 1,761 - 1

GeneID:18618 Pemt 11 59,970,617 60,036,839 66,222 - 1

GeneID:19377 Rai1 11 60,105,013 60,199,195 94,182 + 4

GeneID:1005041404930412M03Rik 11 60,112,219 60,115,212 2,993 - 1

GeneID:20787 Srebf1 11 60,199,089 60,220,604 21,515 - 1

GeneID:246782 Atpaf2 11 60,400,624 60,417,099 16,475 - 1
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GeneID:66771 Gid4 11 60,417,145 60,445,277 28,132 + 1

GeneID:17910 Myo15 11 60,469,339 60,528,369 59,030 + 1

GeneID:268420 Alkbh5 11 60,537,683 60,558,512 20,829 + 1

GeneID:16897 Llgl1 11 60,699,690 60,714,188 14,498 + 1

GeneID:14248 Flii 11 60,714,149 60,727,221 13,072 - 1

GeneID:237781 Smcr7 11 60,728,398 60,732,951 4,553 + 1

GeneID:100628625Mir5100 11 60,728,663 60,728,726 63 + 1

GeneID:216821 Tmem11 11 60,864,452 60,879,038 14,586 - 1

GeneID:24083 Gm16515 11 60,902,246 60,913,792 11,546 - 1

GeneID:24082 Gm16516 11 60,920,941 60,931,867 10,926 - 1

GeneID:216825 Usp22 11 61,151,781 61,175,059 23,278 - 1

GeneID:11671 Aldh3a2 11 61,244,755 61,267,127 22,372 - 1

GeneID:380701 Slc47a2 11 61,301,631 61,342,860 41,229 - 1

GeneID:67473 Slc47a1 11 61,343,400 61,378,075 34,675 - 1

GeneID:626150 Gm12271 11 61,416,402 61,416,815 413 - 1

GeneID:76293 Mfap4 11 61,485,444 61,488,704 3,260 + 1

GeneID:23939 Mapk7 11 61,488,812 61,494,213 5,401 - 1

GeneID:73216 3110043A19Rik 11 61,504,381 61,505,059 678 - 2

GeneID:27078 B9d1 11 61,505,172 61,512,927 7,755 + 1

GeneID:13855 Epn2 11 61,517,249 61,579,687 62,438 - 1

GeneID:29869 Ulk2 11 61,775,598 61,855,092 79,494 - 1

GeneID:56697 Akap10 11 61,871,307 61,930,226 58,919 - 1

GeneID:101055684LOC101055684 11 61,956,810 62,045,484 88,674 + 1

GeneID:432572 Specc1 11 62,077,097 62,223,013 145,916 + 1

GeneID:11541 Adora2b 11 62,248,984 62,266,452 17,468 + 1

GeneID:20185 Ncor1 11 62,316,426 62,457,332 140,906 - 1

GeneID:327942 Pigl 11 62,458,460 62,513,900 55,440 + 1

GeneID:100503292Gm12279 11 62,545,690 62,550,993 5,303 - 1

GeneID:22187 Ubb 11 62,551,504 62,553,212 1,708 + 1

GeneID:22368 Trpv2 11 62,574,486 62,600,305 25,819 + 1

GeneID:69221 2410006H16Rik 11 62,602,877 62,604,806 1,929 + 1

GeneID:100217426Snord49b 11 62,603,086 62,603,148 62 + 1

GeneID:100217455Snord49a 11 62,603,460 62,603,521 61 + 1

GeneID:100217444Snord65 11 62,604,530 62,604,586 56 + 1

GeneID:192976 Fam211a 11 62,604,884 62,648,523 43,639 - 2

GeneID:216829 Mmgt2 11 62,648,664 62,666,359 17,695 + 1

GeneID:213980 Fbxw10 11 62,847,123 62,877,462 30,339 + 1

GeneID:67510 Tvp23b 11 62,879,490 62,895,184 15,694 + 1

GeneID:18858 Pmp22 11 63,131,510 63,159,546 28,036 + 1

GeneID:54710 Hs3st3b1 11 63,884,693 63,922,284 37,591 - 1

GeneID:654805 F930015N05Rik 11 64,433,135 64,436,674 3,539 - 1

GeneID:15478 Hs3st3a1 11 64,435,332 64,522,835 87,503 + 1

GeneID:26398 Map2k4 11 65,688,244 65,788,297 100,053 - 1

GeneID:101055694LOC101055694 11 65,782,741 65,787,985 5,244 - 1

GeneID:237806 Dnahc9 11 65,831,324 66,168,551 337,227 - 1

GeneID:380702 Shisa6 11 66,211,725 66,526,126 314,401 - 1

GeneID:77579 Myh10 11 68,691,915 68,816,624 124,709 + 1
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GeneID:320040 Rnf222 11 68,888,553 68,895,015 6,462 + 1

GeneID:19941 Rpl26 11 68,901,566 68,904,534 2,968 + 1

GeneID:68964 Ctc1 11 69,015,911 69,036,473 20,562 + 1

GeneID:20877 Aurkb 11 69,045,643 69,051,662 6,019 + 2

GeneID:71923 2310047M10Rik 11 69,059,775 69,061,576 1,801 + 1

GeneID:66910 Tmem107 11 69,070,809 69,073,293 2,484 + 1

GeneID:22318 Vamp2 11 69,088,528 69,092,381 3,853 + 2

GeneID:18626 Per1 11 69,098,956 69,109,960 11,004 + 2

GeneID:1000384339130213A22Rik 11 69,120,055 69,122,583 2,528 - 1

GeneID:84653 Hes7 11 69,120,453 69,123,259 2,806 + 1

GeneID:23801 Aloxe3 11 69,126,377 69,149,115 22,738 + 1

GeneID:14919 Gucy2e 11 69,218,117 69,237,022 18,905 - 1

GeneID:216846 Cntrob 11 69,299,496 69,323,873 24,377 - 1

GeneID:245828 Trappc1 11 69,323,986 69,325,793 1,807 + 1

GeneID:16499 Kcnab3 11 69,326,258 69,333,041 6,783 + 2

GeneID:80515 A030009H04Rik 11 69,340,769 69,342,647 1,878 + 1

GeneID:216848 Chd3 11 69,344,351 69,369,391 25,040 - 2

GeneID:327951 Cyb5d1 11 69,393,616 69,395,346 1,730 - 1

GeneID:78304 Lsmd1 11 69,395,791 69,396,671 880 + 1

GeneID:67020 Tmem88 11 69,396,516 69,398,234 1,718 - 2

GeneID:216850 Kdm6b 11 69,398,508 69,413,675 15,167 - 2

GeneID:327954 Dnahc2 11 69,420,809 69,549,108 128,299 - 1

GeneID:13643 Efnb3 11 69,554,092 69,560,237 6,145 - 1

GeneID:216853 Wrap53 11 69,561,754 69,579,324 17,570 - 1

GeneID:11932 Atp1b2 11 69,599,750 69,605,960 6,210 - 1

GeneID:20415 Shbg 11 69,614,816 69,617,905 3,089 - 1

GeneID:69215 Sat2 11 69,622,109 69,623,869 1,760 + 1

GeneID:23879 Fxr2 11 69,632,971 69,653,297 20,326 + 1

GeneID:100316749Mir467f 11 69,635,400 69,635,519 119 - 1

GeneID:24070 Mpdu1 11 69,656,704 69,662,642 5,938 - 1

GeneID:100316840Mir1934 11 69,663,043 69,663,125 82 + 1

GeneID:12514 Cd68 11 69,664,371 69,666,062 1,691 - 1

GeneID:13681 Eif4a1 11 69,666,936 69,672,423 5,487 - 2

GeneID:80886 Senp3 11 69,673,110 69,682,084 8,974 - 2

GeneID:1005038272010012P19Rik 11 69,682,138 69,691,140 9,002 + 2

GeneID:69583 Tnfsf13 11 69,682,577 69,685,554 2,977 - 2

GeneID:619441 BC096441 11 69,682,577 69,696,098 13,521 - 2

GeneID:21944 Tnfsf12 11 69,686,240 69,696,098 9,858 - 1

GeneID:20020 Polr2a 11 69,734,410 69,758,223 23,813 - 1

GeneID:56293 Slc35g3 11 69,759,884 69,761,844 1,960 - 1

GeneID:75580 Zbtb4 11 69,765,912 69,784,026 18,114 + 1

GeneID:11443 Chrnb1 11 69,784,036 69,795,937 11,901 - 5

GeneID:14166 Fgf11 11 69,798,202 69,801,625 3,423 - 5

GeneID:380705 Tmem102 11 69,803,595 69,805,624 2,029 - 5

GeneID:74341 G630025P09Rik 11 69,803,669 69,806,038 2,369 + 5

GeneID:108803 4933402P03Rik 11 69,816,566 69,818,440 1,874 - 1

GeneID:74288 Spem1 11 69,820,871 69,822,165 1,294 - 1
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GeneID:216856 Nlgn2 11 69,823,123 69,834,849 11,726 - 1

GeneID:100503361Tmem95 11 69,876,684 69,878,018 1,334 - 1

GeneID:216858 Kctd11 11 69,878,264 69,880,985 2,721 - 1

GeneID:216859 Acap1 11 69,881,567 69,895,539 13,972 - 2

GeneID:70419 2810408A11Rik 11 69,897,358 69,900,986 3,628 - 1

GeneID:216860 Neurl4 11 69,901,878 69,913,822 11,944 + 3

GeneID:56310 Gps2 11 69,914,192 69,916,591 2,399 + 2

GeneID:276770 Eif5a 11 69,916,712 69,921,958 5,246 - 2

GeneID:54351 Elp5 11 69,968,224 69,981,235 13,011 - 1

GeneID:67181 Ctdnep1 11 69,981,168 69,990,601 9,433 + 3

GeneID:56486 Gabarap 11 69,991,370 69,994,949 3,579 + 3

GeneID:78246 Phf23 11 69,995,771 70,000,011 4,240 + 2

GeneID:13543 Dvl2 11 70,000,626 70,010,109 9,483 + 2

GeneID:11370 Acadvl 11 70,010,192 70,015,407 5,215 - 1

GeneID:216867 Slc16a11 11 70,213,910 70,216,414 2,504 + 1

GeneID:69309 Slc16a13 11 70,216,792 70,220,994 4,202 - 1

GeneID:12029 Bcl6b 11 70,224,127 70,229,798 5,671 - 2

GeneID:751537 Mir497 11 70,234,717 70,234,800 83 + 1

GeneID:387190 Mir195 11 70,235,042 70,235,135 93 + 1

GeneID:104457 0610010K14Rik 11 70,235,204 70,237,914 2,710 - 1

GeneID:52898 Rnasek 11 70,238,123 70,239,852 1,729 - 1

GeneID:11684 Alox12 11 70,241,455 70,255,341 13,886 - 1

GeneID:75273 Pelp1 11 70,392,881 70,410,031 17,150 - 1

GeneID:216869 Arrb2 11 70,432,653 70,440,674 8,021 + 1

GeneID:75604 Tm4sf5 11 70,505,274 70,511,183 5,909 + 1

GeneID:327956 Vmo1 11 70,513,516 70,514,616 1,100 - 1

GeneID:216871 Gltpd2 11 70,519,209 70,520,736 1,527 + 1

GeneID:19175 Psmb6 11 70,525,357 70,527,858 2,501 + 1

GeneID:18806 Pld2 11 70,540,164 70,558,110 17,946 + 1

GeneID:50932 Mink1 11 70,562,881 70,614,482 51,601 + 1

GeneID:14723 Gp1ba 11 70,639,122 70,642,058 2,936 + 1

GeneID:67863 Slc25a11 11 70,644,019 70,647,039 3,020 - 2

GeneID:70510 Rnf167 11 70,647,589 70,651,421 3,832 + 2

GeneID:18643 Pfn1 11 70,651,847 70,654,650 2,803 - 2

GeneID:13808 Eno3 11 70,657,213 70,662,513 5,300 + 1

GeneID:216873 Spag7 11 70,663,769 70,669,416 5,647 - 1

GeneID:216874 Camta2 11 70,669,463 70,688,105 18,642 - 1

GeneID:103844 Inca1 11 70,688,361 70,700,155 11,794 - 2

GeneID:16562 Kif1c 11 70,700,548 70,731,970 31,422 + 1

GeneID:193043 Zfp3 11 70,764,447 70,772,928 8,481 + 1

GeneID:54189 Rabep1 11 70,844,763 70,943,105 98,342 + 1

GeneID:19069 Nup88 11 70,943,071 70,969,973 26,902 - 1

GeneID:69723 Rpain 11 70,970,200 70,977,933 7,733 + 2

GeneID:12261 C1qbp 11 70,977,846 70,983,026 5,180 - 2

GeneID:216877 Dhx33 11 70,984,091 71,004,432 20,341 - 2

GeneID:116891 Derl2 11 71,007,445 71,019,263 11,818 - 1

GeneID:74477 4933427D14Rik 11 72,154,097 72,203,371 49,274 - 1
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GeneID:52700 Txndc17 11 72,207,554 72,210,487 2,933 + 1

GeneID:67279 Med31 11 72,211,724 72,215,592 3,868 - 1

GeneID:75304 4930563E22Rik 11 72,215,138 72,218,450 3,312 + 1

GeneID:276829 Smtnl2 11 72,390,114 72,411,713 21,599 - 1

GeneID:71522 Ggt6 11 72,435,526 72,438,407 2,881 + 1

GeneID:18432 Mybbp1a 11 72,441,378 72,451,550 10,172 + 1

GeneID:216892 Spns2 11 72,451,638 72,489,904 38,266 - 2

GeneID:77577 Spns3 11 72,498,156 72,550,246 52,090 - 1

GeneID:67128 Ube2g1 11 72,607,261 72,686,481 79,220 + 1

GeneID:192986 Cyb5d2 11 72,777,232 72,795,839 18,607 - 1

GeneID:195018 Zzef1 11 72,796,226 72,927,120 130,894 + 1

GeneID:53313 Atp2a3 11 72,961,169 72,993,043 31,874 + 1

GeneID:18436 P2rx1 11 72,999,145 73,015,197 16,052 + 1

GeneID:55984 Camkk1 11 73,019,008 73,042,073 23,065 + 2

GeneID:66874 1200014J11Rik 11 73,047,867 73,083,579 35,712 + 1

GeneID:16407 Itgae 11 73,090,595 73,147,449 56,854 + 1

GeneID:14841 Gsg2 11 73,135,484 73,138,294 2,810 - 1

GeneID:94045 P2rx5 11 73,160,530 73,172,687 12,157 + 1

GeneID:66048 Emc6 11 73,175,503 73,177,042 1,539 - 1

GeneID:76281 Tax1bp3 11 73,177,083 73,182,046 4,963 + 1

GeneID:83429 Ctns 11 73,183,133 73,199,019 15,886 - 1

GeneID:432582 E130309D14Rik 11 74,619,605 74,641,516 21,911 + 2

GeneID:74148 Cluh 11 74,649,495 74,670,847 21,352 + 1

GeneID:18472 Pafah1b1 11 74,673,949 74,724,384 50,435 - 1

GeneID:17428 Mnt 11 74,830,924 74,845,725 14,801 + 3

GeneID:97761 Sgsm2 11 74,849,264 74,897,080 47,816 - 3

GeneID:104662 Tsr1 11 74,898,080 74,909,340 11,260 + 2

GeneID:100217469Snord91a 11 74,905,446 74,905,505 59 + 2

GeneID:27364 Srr 11 74,906,359 74,925,798 19,439 - 3

GeneID:103677 Smg6 11 74,925,872 75,164,448 238,576 + 3

GeneID:15248 Hic1 11 75,164,565 75,170,255 5,690 - 2

GeneID:387208 Mir212 11 75,173,388 75,173,478 90 + 2

GeneID:387150 Mir132 11 75,173,682 75,173,747 65 + 2

GeneID:246257 Ovca2 11 75,175,943 75,178,808 2,865 - 2

GeneID:116905 Dph1 11 75,177,643 75,190,483 12,840 - 3

GeneID:237847 Rtn4rl1 11 75,193,993 75,267,762 73,769 + 1

GeneID:68275 Rpa1 11 75,300,259 75,348,383 48,124 - 1

GeneID:319822 Smyd4 11 75,348,433 75,405,705 57,272 + 1

GeneID:192652 Wdr81 11 75,440,943 75,454,717 13,774 - 2

GeneID:100042498Mir22hg 11 75,461,539 75,466,690 5,151 + 2

GeneID:387141 Mir22 11 75,463,716 75,463,810 94 + 2

GeneID:380712 Tlcd2 11 75,468,079 75,470,645 2,566 + 1

GeneID:192159 Prpf8 11 75,486,777 75,509,447 22,670 + 1

GeneID:280408 Rilp 11 75,510,094 75,513,168 3,074 + 1

GeneID:380713 Scarf1 11 75,513,541 75,526,580 13,039 + 2

GeneID:215113 Slc43a2 11 75,531,694 75,577,572 45,878 + 1

GeneID:18738 Pitpna 11 75,588,108 75,628,778 40,670 + 1
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GeneID:17913 Myo1c 11 75,651,509 75,674,643 23,134 + 1

GeneID:12928 Crk 11 75,679,310 75,706,092 26,782 + 1

GeneID:22627 Ywhae 11 75,732,887 75,765,841 32,954 + 1

GeneID:13447 Doc2b 11 75,769,090 75,796,057 26,967 - 1

GeneID:76566 Fam101b 11 76,019,194 76,027,782 8,588 - 1

GeneID:116972 Fam57a 11 76,202,056 76,208,257 6,201 + 2

GeneID:276919 Gemin4 11 76,210,571 76,217,572 7,001 - 2

GeneID:13168 Dbil5 11 76,217,613 76,218,665 1,052 + 1

GeneID:67201 Glod4 11 76,220,395 76,243,699 23,304 - 1

GeneID:18230 Nxn 11 76,257,226 76,399,141 141,915 - 1

GeneID:56322 Timm22 11 76,407,167 76,416,312 9,145 + 1

GeneID:109934 Abr 11 76,416,734 76,577,727 160,993 - 3

GeneID:12874 Cpd 11 76,777,208 76,847,008 69,800 - 1

GeneID:104184 Blmh 11 76,945,656 76,987,389 41,733 + 1

GeneID:237860 Ssh2 11 77,216,425 77,460,220 243,795 + 2

GeneID:216961 Coro6 11 77,463,913 77,469,501 5,588 + 1

GeneID:268445 Ankrd13b 11 77,470,487 77,489,678 19,191 - 2

GeneID:216963 Git1 11 77,493,412 77,507,774 14,362 + 3

GeneID:216964 Trp53i13 11 77,508,099 77,513,273 5,174 - 2

GeneID:67477 Abhd15 11 77,515,117 77,520,628 5,511 + 2

GeneID:101055794LOC101055794 11 77,516,435 77,519,198 2,763 - 2

GeneID:68564 Nufip2 11 77,686,139 77,717,966 31,827 + 1

GeneID:20370 Sez6 11 77,930,943 77,979,048 48,105 + 1

GeneID:268448 Phf12 11 77,982,816 78,030,536 47,720 + 2

GeneID:100504178A030003K02Rik 11 78,030,006 78,032,665 2,659 - 1

GeneID:70451 Dhrs13 11 78,032,313 78,037,864 5,551 + 1

GeneID:14252 Flot2 11 78,037,941 78,060,432 22,491 + 1

GeneID:216971 Fam222b 11 78,094,673 78,157,339 62,666 + 1

GeneID:22032 Traf4 11 78,158,423 78,165,550 7,127 - 1

GeneID:140859 Nek8 11 78,166,106 78,176,666 10,560 - 2

GeneID:68385 Tlcd1 11 78,178,766 78,180,772 2,006 + 2

GeneID:268449 Rpl23a 11 78,180,935 78,183,584 2,649 - 2

GeneID:100529076Snord42a 11 78,181,302 78,181,346 44 - 2

GeneID:100216539Snord4a 11 78,181,687 78,181,756 69 - 2

GeneID:100529077Snord42b 11 78,183,059 78,183,113 54 - 2

GeneID:19376 Rab34 11 78,188,427 78,192,193 3,766 + 2

GeneID:216974 Proca1 11 78,193,392 78,205,763 12,371 + 1

GeneID:20926 Supt6 11 78,206,749 78,245,703 38,954 - 1

GeneID:20316 Sdf2 11 78,245,746 78,255,496 9,750 + 2

GeneID:72503 2610507B11Rik 11 78,261,754 78,290,625 28,871 + 1

GeneID:54141 Spag5 11 78,301,591 78,322,454 20,863 + 1

GeneID:11676 Aldoc 11 78,324,198 78,326,760 2,562 + 1

GeneID:276846 Pigs 11 78,328,422 78,342,776 14,354 + 2

GeneID:22248 Unc119 11 78,343,522 78,349,156 5,634 + 1

GeneID:52466 Slc46a1 11 78,465,701 78,471,945 6,244 + 1

GeneID:237868 Sarm1 11 78,472,330 78,497,754 25,424 - 1

GeneID:22370 Vtn 11 78,499,120 78,502,325 3,205 + 1
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GeneID:18292 Sebox 11 78,503,513 78,505,081 1,568 + 1

GeneID:195040 Tmem199 11 78,507,055 78,512,168 5,113 - 1

GeneID:67811 Poldip2 11 78,512,296 78,522,736 10,440 + 1

GeneID:21927 Tnfaip1 11 78,522,850 78,536,260 13,410 - 1

GeneID:16706 Ksr1 11 79,014,801 79,146,354 131,553 - 1

GeneID:78889 Wsb1 11 79,239,382 79,254,695 15,313 - 1

GeneID:18015 Nf1 11 79,339,892 79,581,609 241,717 + 1

GeneID:268451 Rab11fip4 11 79,591,212 79,694,012 102,800 + 2

GeneID:72218 4930542H20Rik 11 79,670,373 79,675,086 4,713 - 1

GeneID:387188 Mir193 11 79,711,969 79,712,034 65 + 2

GeneID:54394 Crlf3 11 80,046,499 80,080,955 34,456 - 2

GeneID:237877 Atad5 11 80,089,400 80,135,791 46,391 + 2

GeneID:71956 Rnf135 11 80,183,872 80,199,753 15,881 + 1

GeneID:59040 Rhot1 11 80,209,055 80,267,907 58,852 + 1

GeneID:246104 Rhbdl3 11 80,300,912 80,355,986 55,074 + 1

GeneID:70591 5730455P16Rik 11 80,360,492 80,378,015 17,523 - 1

GeneID:22680 Zfp207 11 80,383,279 80,405,874 22,595 + 1

GeneID:69077 Psmd11 11 80,428,615 80,472,133 43,518 + 2

GeneID:12569 Cdk5r1 11 80,477,046 80,481,179 4,133 + 1

GeneID:338367 Myo1d 11 80,482,127 80,780,025 297,898 - 2

GeneID:100503272Gm11423 11 82,779,601 82,781,042 1,441 - 1

GeneID:16882 Lig3 11 82,781,135 82,804,274 23,139 + 1

GeneID:78919 Fndc8 11 82,892,145 82,900,737 8,592 + 1

GeneID:217011 Nle1 11 82,900,768 82,908,395 7,627 - 1

GeneID:217012 Unc45b 11 82,911,253 82,943,406 32,153 + 2

GeneID:613254 AA465934 11 83,291,699 83,294,637 2,938 + 1

GeneID:103729 AI450353 11 83,293,430 83,294,929 1,499 + 1

GeneID:100302731Snord7 11 83,294,304 83,294,399 95 + 1

GeneID:103737 Pex12 11 83,294,645 83,298,977 4,332 - 1

GeneID:71770 Ap2b1 11 83,302,697 83,405,035 102,338 + 1

GeneID:217038 Mrm1 11 84,813,061 84,819,515 6,454 - 1

GeneID:192970 Dhrs11 11 84,820,728 84,829,003 8,275 - 1

GeneID:74995 4930502E09Rik 11 84,829,178 84,830,868 1,690 + 1

GeneID:217039 Ggnbp2 11 84,832,361 84,870,738 38,377 - 4

GeneID:70325 Pigw 11 84,876,313 84,880,285 3,972 - 3

GeneID:66196 Myo19 11 84,880,220 84,911,131 30,911 + 4

GeneID:448850 Znhit3 11 84,910,955 84,916,356 5,401 - 1

GeneID:66884 Appbp2 11 85,191,308 85,235,120 43,812 - 1

GeneID:654810 D630032N06Rik 11 85,235,166 85,238,304 3,138 + 1

GeneID:53892 Ppm1d 11 85,311,254 85,347,071 35,817 + 1

GeneID:192197 Bcas3 11 85,353,164 85,826,058 472,894 + 2

GeneID:69909 2610027K06Rik 11 85,795,578 85,832,388 36,810 - 4

GeneID:21385 Tbx2 11 85,832,615 85,841,948 9,333 + 4

GeneID:237911 Brip1 11 86,058,136 86,201,193 143,057 - 1

GeneID:70422 Ints2 11 86,210,683 86,257,568 46,885 - 2

GeneID:327987 Med13 11 86,265,715 86,357,525 91,810 - 2

GeneID:72508 Rps6kb1 11 86,499,009 86,544,807 45,798 - 1
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GeneID:56427 Tubd1 11 86,544,991 86,567,360 22,369 + 1

GeneID:67300 Cltc 11 86,694,653 86,757,492 62,839 - 1

GeneID:77864 Ypel2 11 86,936,425 86,993,762 57,337 - 1

GeneID:74133 Smg8 11 87,077,732 87,086,777 9,045 - 1

GeneID:270906 Prr11 11 87,089,156 87,108,714 19,558 - 2

GeneID:66140 Ska2 11 87,109,261 87,122,974 13,713 + 2

GeneID:723834 Mir301 11 87,113,004 87,113,089 85 + 1

GeneID:68729 Trim37 11 87,127,077 87,220,682 93,605 + 1

GeneID:320472 Ppm1e 11 87,226,906 87,358,994 132,088 - 1

GeneID:68097 Dynll2 11 87,979,525 87,998,298 18,773 - 1

GeneID:72087 2010015M23Rik 11 88,039,580 88,047,561 7,981 - 1

GeneID:110809 Srsf1 11 88,047,671 88,053,757 6,086 + 1

GeneID:22344 Vezf1 11 88,068,341 88,084,729 16,388 + 1

GeneID:70393 2210416O15Rik 11 88,098,058 88,100,107 2,049 + 1

GeneID:103841 Cuedc1 11 88,099,146 88,194,140 94,994 + 2

GeneID:64656 Mrps23 11 88,204,418 88,211,507 7,089 + 1

GeneID:76626 Msi2 11 88,339,382 88,718,267 378,885 - 1

GeneID:193280 C030037D09Rik 11 88,718,643 88,728,572 9,929 + 1

GeneID:11640 Akap1 11 88,830,792 88,864,586 33,794 - 1

GeneID:12812 Coil 11 88,973,935 88,991,613 17,678 + 1

GeneID:217069 Trim25 11 88,999,403 89,020,293 20,890 + 1

GeneID:56077 Dgke 11 89,037,582 89,060,748 23,166 - 1

GeneID:414094 A930013B10Rik 11 89,060,409 89,067,880 7,471 + 1

GeneID:18121 Nog 11 89,300,638 89,302,559 1,921 - 1

GeneID:20913 Stxbp4 11 90,476,492 90,638,108 161,616 - 1

GeneID:69802 Cox11 11 90,638,184 90,645,977 7,793 + 1

GeneID:71943 Tom1l1 11 90,645,691 90,687,601 41,910 - 1

GeneID:217109 Utp18 11 93,859,243 93,885,766 26,523 - 1

GeneID:103537 Mbtd1 11 93,886,219 93,946,984 60,765 + 2

GeneID:18103 Nme2 11 93,949,815 93,956,007 6,192 - 1

GeneID:18102 Nme1 11 93,958,925 93,968,521 9,596 - 1

GeneID:70834 Spag9 11 93,996,091 94,126,083 129,992 + 1

GeneID:22057 Tob1 11 94,211,454 94,215,495 4,041 + 1

GeneID:278507 Wfikkn2 11 94,235,952 94,242,579 6,627 - 1

GeneID:67684 Luc7l3 11 94,291,139 94,321,911 30,772 - 2

GeneID:71452 Ankrd40 11 94,328,001 94,341,847 13,846 + 2

GeneID:12291 Cacna1g 11 94,408,391 94,474,198 65,807 - 1

GeneID:217116 Spata20 11 94,478,904 94,485,310 6,406 - 1

GeneID:71889 Epn3 11 94,489,599 94,499,974 10,375 - 1

GeneID:104601 Mycbpap 11 94,501,347 94,521,502 20,155 - 1

GeneID:237926 Rsad1 11 94,539,798 94,549,207 9,409 - 1

GeneID:264895 Acsf2 11 94,557,102 94,601,786 44,684 - 1

GeneID:98238 Lrrc59 11 94,629,824 94,645,216 15,392 + 1

GeneID:217119 Xylt2 11 94,663,847 94,677,493 13,646 - 1

GeneID:217124 Ppp1r9b 11 94,991,212 95,006,898 15,686 + 2

GeneID:217125 Samd14 11 95,009,879 95,026,087 16,208 + 1

GeneID:93670 Tac4 11 95,261,529 95,269,262 7,733 + 1
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GeneID:104079 Nxph3 11 95,509,846 95,514,565 4,719 - 1

GeneID:18053 Ngfr 11 95,568,818 95,587,698 18,880 - 2

GeneID:432396 1110035M17Rik 11 95,700,106 95,712,754 12,648 - 1

GeneID:320616 B130006D01Rik 11 95,723,586 95,726,773 3,187 + 1

GeneID:237928 Phospho1 11 95,824,500 95,832,140 7,640 + 2

GeneID:66610 Abi3 11 95,830,072 95,842,476 12,404 - 2

GeneID:268470 Ube2z 11 96,047,431 96,065,364 17,933 - 1

GeneID:11951 Atp5g1 11 96,072,793 96,075,694 2,901 - 1

GeneID:193022 Gm53 11 96,251,660 96,264,484 12,824 + 1

GeneID:15416 Hoxb8 11 96,281,905 96,285,325 3,420 + 1

GeneID:15415 Hoxb7 11 96,286,646 96,290,163 3,517 + 1

GeneID:15410 Hoxb3 11 96,323,126 96,347,930 24,804 + 2

GeneID:103889 Hoxb2 11 96,351,632 96,354,016 2,384 + 2

GeneID:18023 Nfe2l1 11 96,817,414 96,829,968 12,554 - 2

GeneID:56358 Copz2 11 96,849,876 96,861,203 11,327 + 1

GeneID:387170 Mir152 11 96,850,393 96,850,465 72 + 1

GeneID:80280 Cdk5rap3 11 96,907,786 96,916,481 8,695 - 1

GeneID:100502635Gm11525 11 96,918,941 96,922,493 3,552 - 1

GeneID:78912 Sp2 11 96,953,337 96,977,688 24,351 - 1

GeneID:83395 Sp6 11 97,013,569 97,024,738 11,169 + 1

GeneID:217140 Scrn2 11 97,029,952 97,033,960 4,008 + 1

GeneID:73174 Tbkbp1 11 97,136,171 97,149,712 13,541 - 1

GeneID:16211 Kpnb1 11 97,159,710 97,187,892 28,182 - 2

GeneID:19155 Npepps 11 97,205,854 97,280,576 74,722 - 1

GeneID:192157 Socs7 11 97,362,551 97,398,542 35,991 + 2

GeneID:58996 Arhgap23 11 97,450,160 97,502,400 52,240 + 1

GeneID:69729 2410003L11Rik 11 97,598,511 97,622,893 24,382 + 1

GeneID:103551 E130012A19Rik 11 97,627,387 97,629,716 2,329 - 1

GeneID:246198 Mllt6 11 97,663,412 97,685,458 22,046 + 1

GeneID:217149 Cisd3 11 97,685,952 97,688,625 2,673 + 2

GeneID:22658 Pcgf2 11 97,688,823 97,700,497 11,674 - 3

GeneID:26446 Psmb3 11 97,703,434 97,713,500 10,066 + 2

GeneID:108083 Pip4k2b 11 97,715,157 97,744,704 29,547 - 1

GeneID:67480 Cwc25 11 97,745,470 97,766,613 21,143 - 1

GeneID:72215 1700001P01Rik 11 97,771,481 97,775,918 4,437 - 2

GeneID:65019 Rpl23 11 97,777,526 97,782,439 4,913 - 2

GeneID:100302498Snora21 11 97,781,639 97,781,766 127 - 2

GeneID:16796 Lasp1 11 97,799,672 97,838,764 39,092 + 1

GeneID:72324 Plxdc1 11 97,923,237 97,986,446 63,209 - 1

GeneID:217151 Arl5c 11 97,989,578 97,996,173 6,595 - 1

GeneID:12295 Cacnb1 11 98,002,901 98,022,627 19,726 - 2

GeneID:19921 Rpl19 11 98,026,710 98,030,493 3,783 + 2

GeneID:217154 Stac2 11 98,036,624 98,053,462 16,838 - 2

GeneID:72194 Fbxl20 11 98,082,554 98,149,616 67,062 - 1

GeneID:19014 Med1 11 98,152,154 98,193,293 41,139 - 2

GeneID:69131 Cdk12 11 98,203,305 98,253,540 50,235 + 1

GeneID:18013 Neurod2 11 98,325,417 98,329,645 4,228 - 1
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GeneID:13866 Erbb2 11 98,412,484 98,437,716 25,232 + 1

GeneID:66612 Ormdl3 11 98,581,294 98,587,245 5,951 - 1

GeneID:57911 Gsdma 11 98,664,351 98,677,708 13,357 + 1

GeneID:22123 Psmd3 11 98,682,554 98,695,978 13,424 + 1

GeneID:21833 Thra 11 98,741,873 98,765,111 23,238 + 4

GeneID:217166 Nr1d1 11 98,767,935 98,775,242 7,307 - 3

GeneID:74026 Msl1 11 98,795,769 98,807,859 12,090 + 2

GeneID:100037262Gm12359 11 98,798,309 98,810,089 11,780 - 2

GeneID:192160 Casc3 11 98,809,808 98,833,807 23,999 + 1

GeneID:19401 Rara 11 98,937,696 98,974,942 37,246 + 7

GeneID:353155 Gjd3 11 98,982,180 98,983,016 836 - 1

GeneID:16010 Igfbp4 11 99,041,260 99,052,646 11,386 + 1

GeneID:57376 Smarce1 11 99,209,047 99,231,017 21,970 - 1

GeneID:268481 Krt222 11 99,233,098 99,244,067 10,969 - 1

GeneID:66180 Leprel4 11 100,408,748 100,414,819 6,071 - 1

GeneID:14230 Fkbp10 11 100,415,694 100,424,840 9,146 + 1

GeneID:68106 Nt5c3b 11 100,422,321 100,441,089 18,768 - 2

GeneID:66720 Klhl10 11 100,441,924 100,457,024 15,100 + 1

GeneID:217194 Klhl11 11 100,462,612 100,472,782 10,170 - 1

GeneID:104112 Acly 11 100,476,352 100,528,000 51,648 - 2

GeneID:56354 Dnajc7 11 100,582,836 100,620,168 37,332 - 1

GeneID:71966 Nkiras2 11 100,622,955 100,627,602 4,647 + 1

GeneID:278304 Zfp385c 11 100,626,219 100,650,693 24,474 - 1

GeneID:80861 Dhx58 11 100,694,884 100,704,271 9,387 - 2

GeneID:14534 Kat2a 11 100,704,746 100,712,467 7,721 - 2

GeneID:75482 Hspb9 11 100,713,850 100,714,575 725 + 2

GeneID:19345 Rab5c 11 100,715,266 100,738,130 22,864 - 2

GeneID:20851 Stat5b 11 100,780,731 100,850,585 69,854 - 1

GeneID:20850 Stat5a 11 100,859,351 100,885,169 25,818 + 1

GeneID:19285 Ptrf 11 100,956,736 100,970,617 13,881 - 2

GeneID:11975 Atp6v0a1 11 101,009,452 101,063,719 54,267 + 1

GeneID:27419 Naglu 11 101,070,094 101,077,672 7,578 + 3

GeneID:15485 Hsd17b1 11 101,078,411 101,080,505 2,094 + 3

GeneID:71743 Coasy 11 101,082,625 101,086,619 3,994 + 3

GeneID:21428 Mlx 11 101,087,290 101,092,207 4,917 + 3

GeneID:19183 Psmc3ip 11 101,092,141 101,095,435 3,294 - 2

GeneID:67998 Fam134c 11 101,096,322 101,119,843 23,521 - 2

GeneID:103733 Tubg1 11 101,120,131 101,126,419 6,288 + 1

GeneID:103768 Tubg2 11 101,155,884 101,161,787 5,903 + 1

GeneID:217198 Plekhh3 11 101,162,679 101,171,302 8,623 - 1

GeneID:12777 Ccr10 11 101,172,998 101,175,443 2,445 - 1

GeneID:53321 Cntnap1 11 101,176,117 101,190,720 14,603 + 1

GeneID:14055 Ezh1 11 101,191,115 101,226,450 35,335 - 1

GeneID:54409 Ramp2 11 101,246,334 101,248,250 1,916 + 2

GeneID:28084 Vps25 11 101,253,743 101,259,546 5,803 + 2

GeneID:69847 Wnk4 11 101,260,567 101,277,409 16,842 + 1

GeneID:19192 Psme3 11 101,316,251 101,323,531 7,280 + 1
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GeneID:237940 Aoc2 11 101,325,063 101,329,699 4,636 + 1

GeneID:69684 Aarsd1 11 101,406,839 101,417,433 10,594 - 2

GeneID:73635 Ptges3l 11 101,418,814 101,425,333 6,519 - 2

GeneID:217201 Rundc1 11 101,425,085 101,435,666 10,581 + 3

GeneID:19942 Rpl27 11 101,442,245 101,445,596 3,351 + 1

GeneID:70110 Ifi35 11 101,448,412 101,458,701 10,289 + 2

GeneID:26949 Vat1 11 101,458,748 101,466,199 7,451 - 1

GeneID:11858 Rnd2 11 101,468,338 101,471,306 2,968 + 1

GeneID:19848 Rnu2-10 11 101,658,238 101,658,424 186 + 1

GeneID:80981 Arl4d 11 101,665,541 101,667,832 2,291 + 1

GeneID:72349 Dusp3 11 101,971,143 101,984,791 13,648 - 1

GeneID:75437 1700006E09Rik 11 101,987,056 101,992,264 5,208 + 1

GeneID:268490 Lsm12 11 102,163,489 102,185,256 21,767 - 2

GeneID:68401 G6pc3 11 102,189,699 102,194,081 4,382 + 2

GeneID:15184 Hdac5 11 102,195,747 102,230,172 34,425 - 1

GeneID:217216 BC030867 11 102,248,882 102,265,183 16,301 + 1

GeneID:72053 Tmub2 11 102,284,961 102,289,424 4,463 + 2

GeneID:217218 Atxn7l3 11 102,289,300 102,296,629 7,329 - 2

GeneID:21429 Ubtf 11 102,304,560 102,319,096 14,536 - 6

GeneID:51799 Rundc3a 11 102,393,403 102,402,939 9,536 + 1

GeneID:68066 Slc25a39 11 102,402,969 102,407,517 4,548 - 1

GeneID:14824 Grn 11 102,430,322 102,436,809 6,487 + 1

GeneID:217219 Fam171a2 11 102,436,981 102,447,663 10,682 - 2

GeneID:16399 Itga2b 11 102,453,297 102,469,883 16,586 - 1

GeneID:237943 Gpatch8 11 102,475,915 102,556,158 80,243 - 1

GeneID:57265 Fzd2 11 102,604,431 102,608,058 3,627 + 1

GeneID:52715 Ccdc43 11 102,684,688 102,697,725 13,037 - 1

GeneID:11488 Adam11 11 102,761,439 102,780,262 18,823 + 2

GeneID:20624 Eftud2 11 102,838,472 102,880,975 42,503 - 1

GeneID:73293 Ccdc103 11 102,881,244 102,885,215 3,971 + 1

GeneID:66784 Fam187a 11 102,885,169 102,886,731 1,562 + 1

GeneID:14580 Gfap 11 102,887,336 102,897,200 9,864 - 1

GeneID:70218 Kif18b 11 102,905,518 102,925,124 19,606 - 1

GeneID:68087 Dcakd 11 102,994,056 103,017,147 23,091 - 1

GeneID:100862190LOC100862190 11 103,026,988 103,028,328 1,340 - 1

GeneID:72469 Plcd3 11 103,070,296 103,101,658 31,362 - 1

GeneID:67131 Acbd4 11 103,101,688 103,112,199 10,511 + 3

GeneID:192231 Hexim1 11 103,116,325 103,119,725 3,400 + 2

GeneID:71059 Hexim2 11 103,133,339 103,139,908 6,569 + 1

GeneID:57778 Fmnl1 11 103,171,138 103,198,900 27,762 + 1

GeneID:104582 Rprml 11 103,649,509 103,650,580 1,071 + 1

GeneID:56494 Gosr2 11 103,676,849 103,697,710 20,861 - 1

GeneID:399609 C130046K22Rik 11 103,697,724 103,725,573 27,849 + 1

GeneID:22415 Wnt3 11 103,774,175 103,818,021 43,846 + 1

GeneID:11841 Arf2 11 103,966,871 103,985,336 18,465 + 1

GeneID:17762 Mapt 11 104,231,436 104,332,096 100,660 + 1

GeneID:76719 Kansl1 11 104,333,229 104,442,291 109,062 - 1
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GeneID:70894 Efcab3 11 105,092,219 105,117,537 25,318 + 1

GeneID:52686 Mettl2 11 105,126,425 105,141,146 14,721 + 1

GeneID:73431 1700052K11Rik 11 105,179,020 105,181,433 2,413 - 2

GeneID:24086 Tlk2 11 105,181,530 105,283,956 102,426 + 3

GeneID:17534 Mrc2 11 105,292,646 105,351,145 58,499 + 1

GeneID:632687 March10 11 105,360,798 105,456,735 95,937 - 1

GeneID:77097 Tanc2 11 105,589,986 105,929,304 339,318 + 1

GeneID:13056 Cyb561 11 105,933,704 105,944,147 10,443 - 1

GeneID:192775 Kcnh6 11 106,008,203 106,034,064 25,861 + 1

GeneID:71833 Dcaf7 11 106,036,872 106,059,324 22,452 + 2

GeneID:70207 Taco1 11 106,066,107 106,073,612 7,505 + 1

GeneID:26406 Map3k3 11 106,084,902 106,155,446 70,544 + 1

GeneID:67163 Ccdc47 11 106,199,354 106,216,367 17,013 - 1

GeneID:72047 Ddx42 11 106,216,926 106,249,140 32,214 + 1

GeneID:19184 Psmc5 11 106,256,185 106,263,112 6,927 + 1

GeneID:83796 Smarcd2 11 106,263,171 106,272,972 9,801 - 1

GeneID:75870 Tcam1 11 106,276,672 106,288,143 11,471 + 1

GeneID:21763 Tex2 11 106,502,139 106,612,930 110,791 - 1

GeneID:50776 Polg2 11 106,768,204 106,779,537 11,333 - 2

GeneID:13207 Ddx5 11 106,780,356 106,788,494 8,138 - 2

GeneID:100526469Mir3064 11 106,782,693 106,782,759 66 - 2

GeneID:320162 Cep95 11 106,789,252 106,818,861 29,609 + 2

GeneID:66313 Smurf2 11 106,820,064 106,920,715 100,651 - 1

GeneID:16647 Kpna2 11 106,988,629 106,999,525 10,896 - 1

GeneID:68979 Nol11 11 107,166,660 107,189,381 22,721 - 1

GeneID:71795 Pitpnc1 11 107,207,892 107,470,720 262,828 - 1

GeneID:66997 Psmd12 11 107,479,528 107,498,036 18,508 + 1

GeneID:442842 A830035A12Rik 11 107,531,757 107,562,202 30,445 - 1

GeneID:78455 Helz 11 107,547,960 107,686,943 138,983 + 1

GeneID:54377 Cacng4 11 107,734,780 107,794,464 59,684 - 2

GeneID:18750 Prkca 11 107,933,387 108,343,888 410,501 - 1

GeneID:76380 Cep112 11 108,425,266 108,860,615 435,349 + 1

GeneID:12006 Axin2 11 108,920,349 108,950,783 30,434 + 1

GeneID:67927 1700096J18Rik 11 109,346,867 109,353,651 6,784 + 1

GeneID:100036768Gm11696 11 109,354,778 109,363,654 8,876 - 1

GeneID:14674 Gna13 11 109,362,794 109,401,369 38,575 + 1

GeneID:104681 Slc16a6 11 109,450,855 109,473,596 22,741 - 2

GeneID:74008 Arsg 11 109,473,374 109,573,330 99,956 + 2

GeneID:52639 Wipi1 11 109,573,521 109,611,389 37,868 - 1

GeneID:19084 Prkar1a 11 109,650,949 109,669,648 18,699 + 1

GeneID:20682 Sox9 11 112,782,210 112,787,757 5,547 + 3

GeneID:100038732Gm11681 11 112,792,731 112,799,008 6,277 - 2

GeneID:16834 Cog1 11 113,649,529 113,662,401 12,872 + 1

GeneID:28081 Fam104a 11 113,661,319 113,684,151 22,832 - 1

GeneID:276852 D11Wsu47e 11 113,684,412 113,694,647 10,235 + 1

GeneID:56699 Cdc42ep4 11 113,726,850 113,751,815 24,965 - 1

GeneID:237979 Sdk2 11 113,780,790 114,065,951 285,161 - 2
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GeneID:67671 Rpl38 11 114,668,543 114,672,331 3,788 + 1

GeneID:117160 Ttyh2 11 114,675,468 114,720,984 45,516 + 2

GeneID:70355 Gprc5c 11 114,851,532 114,872,617 21,085 + 1

GeneID:320534 Tmem104 11 115,187,487 115,247,025 59,538 + 1

GeneID:14813 Grin2c 11 115,249,169 115,267,243 18,074 - 1

GeneID:217310 Hid1 11 115,347,709 115,367,719 20,010 - 1

GeneID:237988 Cdr2l 11 115,381,916 115,396,132 14,216 + 2

GeneID:68572 Ict1 11 115,403,766 115,410,913 7,147 + 2

GeneID:71679 Atp5h 11 115,415,697 115,419,919 4,222 - 1

GeneID:70382 Kctd2 11 115,420,126 115,431,274 11,148 + 1

GeneID:217316 Slc16a5 11 115,462,473 115,474,398 11,925 + 1

GeneID:276905 Armc7 11 115,475,677 115,490,466 14,789 + 2

GeneID:50773 Nt5c 11 115,490,425 115,491,814 1,389 - 1

GeneID:15374 Hn1 11 115,497,353 115,514,370 17,017 - 2

GeneID:170930 Sumo2 11 115,523,109 115,536,230 13,121 - 2

GeneID:260302 Gga3 11 115,584,255 115,603,916 19,661 - 2

GeneID:50529 Mrps7 11 115,604,151 115,607,624 3,473 + 2

GeneID:69674 Mif4gd 11 115,607,918 115,612,969 5,051 - 2

GeneID:67283 Slc25a19 11 115,614,181 115,628,295 14,114 - 2

GeneID:71947 2310067B10Rik 11 115,765,433 115,799,033 33,600 + 1

GeneID:140721 Caskin2 11 115,799,352 115,813,592 14,240 - 4

GeneID:76265 Tsen54 11 115,814,739 115,823,102 8,363 + 3

GeneID:217325 Llgl2 11 115,824,058 115,855,780 31,722 + 3

GeneID:101055975LOC101055975 11 115,857,906 115,859,889 1,983 - 1

GeneID:192897 Itgb4 11 115,974,725 116,008,411 33,686 + 1

GeneID:14635 Galk1 11 116,008,357 116,012,719 4,362 - 1

GeneID:15081 H3f3b 11 116,021,961 116,024,504 2,543 - 1

GeneID:217331 Unk 11 116,030,322 116,061,194 30,872 + 1

GeneID:217333 Trim47 11 116,105,750 116,110,235 4,485 - 2

GeneID:338364 Trim65 11 116,124,708 116,131,128 6,420 - 1

GeneID:60441 Mrpl38 11 116,131,817 116,138,868 7,051 - 2

GeneID:217335 Fbf1 11 116,142,285 116,168,178 25,893 - 1

GeneID:14027 Evpl 11 116,220,559 116,238,091 17,532 - 1

GeneID:217337 Srp68 11 116,245,166 116,274,217 29,051 - 2

GeneID:14428 Galr2 11 116,280,939 116,283,938 2,999 + 1

GeneID:15223 Foxj1 11 116,330,704 116,335,354 4,650 - 1

GeneID:217340 Rnf157 11 116,336,345 116,413,032 76,687 - 2

GeneID:319370 Ubald2 11 116,434,094 116,439,077 4,983 + 2

GeneID:217341 Qrich2 11 116,441,325 116,454,347 13,022 - 2

GeneID:67763 Prpsap1 11 116,470,816 116,490,346 19,530 - 1

GeneID:20698 Sphk1 11 116,531,911 116,536,675 4,764 + 1

GeneID:217342 Ube2o 11 116,537,753 116,581,447 43,694 - 2

GeneID:217344 Rhbdf2 11 116,598,165 116,627,019 28,854 - 1

GeneID:114886 Cygb 11 116,645,595 116,654,313 8,718 - 1

GeneID:100038570Gm11744 11 116,657,108 116,668,389 11,281 + 1

GeneID:67622 Mxra7 11 116,803,400 116,828,046 24,646 - 1

GeneID:107817 Jmjd6 11 116,837,432 116,843,449 6,017 - 3
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GeneID:74319 Mettl23 11 116,843,515 116,849,740 6,225 + 2

GeneID:20382 Srsf2 11 116,849,897 116,853,094 3,197 - 2

GeneID:69900 Mfsd11 11 116,854,015 116,875,660 21,645 + 1

GeneID:74136 Sec14l1 11 117,115,172 117,159,268 44,096 + 1

GeneID:53860 Sept9 11 117,199,661 117,362,325 162,664 + 1

GeneID:217351 Tnrc6c 11 117,654,289 117,763,439 109,150 + 2

GeneID:217353 Tmc6 11 117,765,985 117,780,683 14,698 - 1

GeneID:217356 Tmc8 11 117,782,297 117,793,137 10,840 + 1

GeneID:77727 6030468B19Rik 11 117,797,660 117,807,308 9,648 + 1

GeneID:20973 Syngr2 11 117,809,667 117,814,286 4,619 + 1

GeneID:21877 Tk1 11 117,815,519 117,826,014 10,495 - 1

GeneID:71562 Afmid 11 117,825,919 117,839,908 13,989 + 1

GeneID:11799 Birc5 11 117,849,237 117,855,743 6,506 + 1

GeneID:546519 Tmem235 11 117,860,752 117,865,543 4,791 + 1

GeneID:71776 Tha1 11 117,867,949 117,873,526 5,577 - 1

GeneID:100503754Gm11725 11 117,871,250 117,887,416 16,166 + 1

GeneID:12702 Socs3 11 117,966,079 117,969,366 3,287 - 1

GeneID:74451 Pgs1 11 117,986,857 118,024,011 37,154 + 1

GeneID:21858 Timp2 11 118,301,061 118,355,411 54,350 - 1

GeneID:76025 Cant1 11 118,406,289 118,419,118 12,829 - 1

GeneID:56745 C1qtnf1 11 118,428,457 118,451,782 23,325 + 1

GeneID:12416 Cbx2 11 119,023,029 119,031,270 8,241 + 2

GeneID:30951 Cbx8 11 119,038,436 119,040,913 2,477 - 2

GeneID:12418 Cbx4 11 119,077,571 119,086,237 8,666 - 1

GeneID:207592 Tbc1d16 11 119,143,043 119,228,499 85,456 - 2

GeneID:207607 Ccdc40 11 119,228,572 119,265,212 36,640 + 1

GeneID:192170 Eif4a3 11 119,288,363 119,300,043 11,680 - 1

GeneID:170720 Card14 11 119,314,787 119,345,375 30,588 + 1

GeneID:27029 Sgsh 11 119,343,489 119,355,510 12,021 - 1

GeneID:268512 Slc26a11 11 119,355,557 119,381,076 25,519 + 2

GeneID:100316690Mir1932 11 119,390,472 119,390,561 89 + 1

GeneID:672511 Rnf213 11 119,393,100 119,487,418 94,318 + 2

GeneID:338371 Endov 11 119,491,347 119,511,465 20,118 + 1

GeneID:18164 Nptx1 11 119,538,719 119,547,820 9,101 - 1

GeneID:100503830Gm11762 11 119,548,630 119,569,046 20,416 + 1

GeneID:74370 Rptor 11 119,602,995 119,899,591 296,596 + 1

GeneID:208092 Chmp6 11 119,913,810 119,919,552 5,742 + 1

GeneID:108100 Baiap2 11 119,943,092 120,006,782 63,690 + 2

GeneID:11302 Aatk 11 120,007,313 120,047,145 39,832 - 1

GeneID:723844 Mir338 11 120,014,765 120,014,862 97 - 1

GeneID:100526518Mir3065 11 120,014,767 120,014,853 86 + 1

GeneID:76377 Gm9734 11 120,185,343 120,186,676 1,333 + 3

GeneID:1000423322810410L24Rik 11 120,186,650 120,189,856 3,206 - 3

GeneID:268515 Bahcc1 11 120,232,947 120,292,297 59,350 + 4

GeneID:100503912Gm11772 11 120,235,187 120,236,118 931 - 3

GeneID:11465 Actg1 11 120,345,690 120,348,484 2,794 - 2

GeneID:66838 0610009L18Rik 11 120,348,678 120,351,190 2,512 + 2
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GeneID:238021 Fscn2 11 120,361,534 120,368,173 6,639 + 2

GeneID:71885 2310003H01Rik 11 120,369,562 120,378,746 9,184 - 2

GeneID:217365 Nploc4 11 120,379,798 120,437,700 57,902 - 2

GeneID:208634 Tspan10 11 120,442,631 120,447,321 4,690 + 1

GeneID:18588 Pde6g 11 120,447,610 120,453,483 5,873 - 2

GeneID:66431 Oxld1 11 120,456,604 120,458,063 1,459 - 1

GeneID:67291 Ccdc137 11 120,458,129 120,464,354 6,225 + 1

GeneID:70317 Arl16 11 120,464,326 120,467,600 3,274 - 1

GeneID:15239 Hgs 11 120,467,635 120,483,984 16,349 + 5

GeneID:56282 Mrpl12 11 120,484,669 120,488,754 4,085 + 4

GeneID:100861766Gm16755 11 120,486,339 120,488,753 2,414 - 4

GeneID:27376 Slc25a10 11 120,491,837 120,501,161 9,324 + 3

GeneID:14527 Gcgr 11 120,530,727 120,538,984 8,257 + 1

GeneID:192173 Fam195b 11 120,542,888 120,549,727 6,839 - 1

GeneID:68701 Ppp1r27 11 120,549,975 120,551,132 1,157 - 1

GeneID:18453 P4hb 11 120,560,304 120,572,936 12,632 - 3

GeneID:192662 Arhgdia 11 120,577,235 120,581,620 4,385 - 3

GeneID:21681 Alyref 11 120,594,516 120,598,365 3,849 - 2

GeneID:66156 Anapc11 11 120,598,421 120,608,198 9,777 + 2

GeneID:208990 Npb 11 120,608,477 120,609,100 623 + 1

GeneID:68671 Pcyt2 11 120,610,087 120,617,890 7,803 - 1

GeneID:209011 Sirt7 11 120,618,372 120,625,002 6,630 - 4

GeneID:17134 Mafg 11 120,628,348 120,633,547 5,199 - 4

GeneID:209027 Pycr1 11 120,635,712 120,643,670 7,958 - 3

GeneID:68938 Aspscr1 11 120,672,973 120,709,447 36,474 + 2

GeneID:20892 Stra13 11 120,710,941 120,713,767 2,826 - 2

GeneID:217366 Lrrc45 11 120,713,953 120,721,128 7,175 + 2

GeneID:170758 Rac3 11 120,721,468 120,723,969 2,501 + 2

GeneID:67880 Dcxr 11 120,725,373 120,727,281 1,908 - 1

GeneID:12409 Cbr2 11 120,729,485 120,732,021 2,536 - 1

GeneID:19719 Rfng 11 120,780,745 120,784,204 3,459 - 2

GeneID:209318 Gps1 11 120,784,272 120,789,102 4,830 + 3

GeneID:68730 Dus1l 11 120,789,202 120,796,395 7,193 - 3

GeneID:14104 Fasn 11 120,805,958 120,824,547 18,589 - 2

GeneID:71276 Ccdc57 11 120,826,542 120,932,872 106,330 - 1

GeneID:80879 Slc16a3 11 120,948,484 120,959,000 10,516 + 1

GeneID:104318 Csnk1d 11 120,961,741 120,991,333 29,592 - 1

GeneID:73679 Tex19.1 11 121,146,143 121,148,314 2,171 + 1

GeneID:66179 Ogfod3 11 121,177,593 121,204,648 27,055 - 1

GeneID:238023 Hexdc 11 121,204,433 121,222,656 18,223 + 1

GeneID:66840 Wdr45b 11 121,327,203 121,354,447 27,244 - 1

GeneID:217371 Rab40b 11 121,356,121 121,388,251 32,130 - 1

GeneID:63828 Fn3k 11 121,434,953 121,450,490 15,537 + 1

GeneID:108903 Tbcd 11 121,451,949 121,617,170 165,221 + 1

GeneID:210029 Metrnl 11 121,702,427 121,717,389 14,962 + 1

GeneID:19325 Rab10 12 3,247,428 3,309,969 62,541 - 1

GeneID:1000430401110002L01Rik 12 3,403,883 3,426,747 22,864 - 1
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GeneID:75302 Asxl2 12 3,426,857 3,506,852 79,995 + 1

GeneID:13528 Dtnb 12 3,572,391 3,781,398 209,007 + 2

GeneID:13435 Dnmt3a 12 3,806,980 3,914,443 107,463 + 1

GeneID:104111 Adcy3 12 4,133,397 4,213,524 80,127 + 1

GeneID:17977 Ncoa1 12 4,247,362 4,477,182 229,820 - 2

GeneID:14226 Fkbp1b 12 4,833,174 4,841,595 8,421 - 1

GeneID:238037 BC068281 12 4,843,303 4,856,974 13,671 + 1

GeneID:217379 Ubxn2a 12 4,879,032 4,907,520 28,488 - 2

GeneID:320817 Atad2b 12 4,917,353 5,047,410 130,057 + 2

GeneID:208439 Klhl29 12 5,077,465 5,375,682 298,217 - 1

GeneID:80913 Pum2 12 8,674,134 8,752,583 78,449 + 1

GeneID:20969 Sdc1 12 8,771,396 8,793,688 22,292 + 1

GeneID:17775 Laptm4a 12 8,921,307 8,938,742 17,435 + 1

GeneID:69420 1700022H16Rik 12 9,565,236 9,570,585 5,349 - 1

GeneID:23967 Osr1 12 9,574,442 9,581,500 7,058 + 1

GeneID:70881 Nt5c1b 12 10,369,971 10,390,174 20,203 + 1

GeneID:105014 Rdh14 12 10,390,780 10,395,562 4,782 + 1

GeneID:209334 Gen1 12 11,240,926 11,265,787 24,861 - 1

GeneID:67241 Smc6 12 11,265,886 11,319,785 53,899 + 1

GeneID:209550 Rad51ap2 12 11,456,079 11,462,928 6,849 + 1

GeneID:18109 Mycn 12 12,936,093 12,941,836 5,743 - 3

GeneID:104721 Ddx1 12 13,219,307 13,249,174 29,867 - 1

GeneID:217410 Trib2 12 15,791,727 15,816,785 25,058 - 1

GeneID:18217 Ntsr2 12 16,653,470 16,660,236 6,766 + 1

GeneID:268527 Greb1 12 16,670,615 16,800,886 130,271 - 2

GeneID:50496 E2f6 12 16,810,965 16,826,752 15,787 + 2

GeneID:19878 Rock2 12 16,894,978 16,988,274 93,296 + 1

GeneID:71853 Pdia6 12 17,266,595 17,284,770 18,175 + 1

GeneID:18263 Odc1 12 17,544,873 17,551,502 6,629 + 1

GeneID:53602 Hpcal1 12 17,690,814 17,791,926 101,112 + 1

GeneID:54451 Cpsf3 12 21,286,297 21,315,056 28,759 + 1

GeneID:67732 Iah1 12 21,316,392 21,323,607 7,215 + 1

GeneID:11491 Adam17 12 21,323,509 21,373,591 50,082 - 1

GeneID:194655 Klf11 12 24,651,371 24,662,782 11,411 + 1

GeneID:20135 Rrm2 12 24,708,254 24,714,146 5,892 + 1

GeneID:77480 Kidins220 12 24,974,932 25,059,697 84,765 + 1

GeneID:108089 Rnf144a 12 26,306,797 26,415,256 108,459 - 1

GeneID:22169 Cmpk2 12 26,469,215 26,479,837 10,622 + 1

GeneID:20666 Sox11 12 27,334,268 27,342,718 8,450 - 1

GeneID:20115 Rps7 12 28,630,847 28,635,953 5,106 - 1

GeneID:19819 Rnaseh1 12 28,649,602 28,659,591 9,989 + 1

GeneID:69675 Pxdn 12 29,938,036 30,017,658 79,622 + 1

GeneID:16777 Lamb1 12 31,265,294 31,329,639 64,345 + 1

GeneID:13382 Dld 12 31,331,562 31,351,437 19,875 - 1

GeneID:23985 Slc26a4 12 31,519,819 31,559,969 40,150 - 1

GeneID:73389 Hbp1 12 31,926,455 31,950,535 24,080 - 1

GeneID:19088 Prkar2b 12 31,958,479 32,061,279 102,800 - 2
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GeneID:72123 Ccdc71l 12 32,378,789 32,382,943 4,154 + 2

GeneID:74076 4933406C10Rik 12 32,919,384 32,953,789 34,405 - 1

GeneID:19027 Sypl 12 32,953,945 32,979,502 25,557 + 1

GeneID:28071 Twistnb 12 33,429,624 33,439,380 9,756 + 1

GeneID:22160 Twist1 12 33,957,671 33,959,831 2,160 + 2

GeneID:217463 Snx13 12 35,047,189 35,147,477 100,288 + 1

GeneID:100169866Gm10933 12 35,055,101 35,056,959 1,858 + 1

GeneID:11622 Ahr 12 35,497,979 35,534,989 37,010 - 1

GeneID:66912 Bzw2 12 36,091,835 36,156,825 64,990 - 1

GeneID:217473 Ankmy2 12 36,157,124 36,197,291 40,167 + 1

GeneID:100503107Gm19558 12 36,376,058 36,380,498 4,440 - 1

GeneID:75847 Ispd 12 36,381,519 36,689,444 307,925 + 1

GeneID:14009 Etv1 12 38,780,258 38,868,215 87,957 + 1

GeneID:11861 Arl4a 12 40,033,291 40,037,987 4,696 - 1

GeneID:246196 Zfp277 12 40,315,046 40,445,790 130,744 - 1

GeneID:238130 Dock4 12 40,446,053 40,846,495 400,442 + 1

GeneID:67452 Pnpla8 12 44,269,154 44,313,437 44,283 + 1

GeneID:217517 Stxbp6 12 44,852,486 45,074,483 221,997 - 1

GeneID:18760 Prkd1 12 50,341,231 50,649,223 307,992 - 1

GeneID:94186 Strn3 12 51,608,541 51,691,914 83,373 - 1

GeneID:11782 Ap4s1 12 51,690,966 51,738,939 47,973 + 1

GeneID:207304 Hectd1 12 51,743,722 51,829,536 85,814 - 2

GeneID:544864 Gm5785 12 51,828,185 51,832,457 4,272 + 2

GeneID:320487 Heatr5a 12 51,875,873 51,971,321 95,448 - 1

GeneID:66266 Eapp 12 54,673,467 54,695,865 22,398 - 1

GeneID:72183 Snx6 12 54,746,357 54,795,662 49,305 - 1

GeneID:217578 Baz1a 12 54,892,989 54,986,336 93,347 - 2

GeneID:26443 Psma6 12 55,398,825 55,418,459 19,634 + 1

GeneID:18035 Nfkbia 12 55,489,409 55,492,647 3,238 - 1

GeneID:56856 Insm2 12 55,598,917 55,602,018 3,101 + 1

GeneID:56784 Ralgapa1 12 55,602,899 55,821,167 218,268 - 2

GeneID:104798 E030019B13Rik 12 56,490,428 56,529,420 38,992 - 1

GeneID:21869 Nkx2-1 12 56,531,935 56,536,908 4,973 - 1

GeneID:18094 Nkx2-9 12 56,611,393 56,613,284 1,891 - 1

GeneID:18511 Pax9 12 56,695,639 56,711,230 15,591 + 1

GeneID:328099 Prps1l3 12 57,230,412 57,242,168 11,756 + 1

GeneID:73490 Mipol1 12 57,230,425 57,457,241 226,816 + 1

GeneID:20334 Sec23a 12 58,958,384 59,012,017 53,633 - 1

GeneID:66603 Gemin2 12 59,013,393 59,027,988 14,595 + 1

GeneID:78232 Trappc6b 12 59,043,092 59,061,461 18,369 - 1

GeneID:18949 Pnn 12 59,066,919 59,074,017 7,098 + 1

GeneID:217615 Ctage5 12 59,129,746 59,190,220 60,474 + 1

GeneID:70611 Fbxo33 12 59,200,655 59,219,483 18,828 - 1

GeneID:328110 Prpf39 12 65,036,334 65,063,386 27,052 + 2

GeneID:30795 Fkbp3 12 65,062,432 65,073,938 11,506 - 2

GeneID:104806 Fancm 12 65,075,606 65,132,058 56,452 + 2

GeneID:217653 Mis18bp1 12 65,132,734 65,172,580 39,846 - 1
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GeneID:20090 Rps29 12 69,157,722 69,159,186 1,464 - 1

GeneID:103948 Rn7s1 12 69,159,295 69,159,593 298 + 1

GeneID:69706 Lrr1 12 69,168,814 69,179,010 10,196 + 2

GeneID:66483 Rpl36al 12 69,182,734 69,184,067 1,333 - 1

GeneID:217664 Mgat2 12 69,184,158 69,186,773 2,615 + 2

GeneID:109065 Dnaaf2 12 69,189,838 69,198,429 8,591 - 2

GeneID:414085 9330151L19Rik 12 69,197,211 69,199,868 2,657 + 1

GeneID:18974 Pole2 12 69,201,779 69,228,190 26,411 - 1

GeneID:271005 Klhdc1 12 69,241,832 69,283,961 42,129 + 1

GeneID:69554 Klhdc2 12 69,296,681 69,310,687 14,006 + 1

GeneID:11845 Arf6 12 69,372,150 69,375,980 3,830 + 1

GeneID:207965 Mettl21d 12 69,577,628 69,583,028 5,400 - 1

GeneID:20663 Sos2 12 69,583,761 69,681,852 98,091 - 2

GeneID:217666 L2hgdh 12 69,690,436 69,724,874 34,438 - 1

GeneID:399510 Map4k5 12 69,803,757 69,893,163 89,406 - 1

GeneID:73991 Atl1 12 69,893,105 69,964,085 70,980 + 1

GeneID:64010 Sav1 12 69,965,012 69,987,002 21,990 - 1

GeneID:18080 Nin 12 70,011,435 70,111,925 100,490 - 1

GeneID:110095 Pygl 12 70,190,815 70,227,683 36,868 - 1

GeneID:414124 F730035M05Rik 12 70,227,841 70,234,165 6,324 + 1

GeneID:94090 Trim9 12 70,244,533 70,347,614 103,081 - 1

GeneID:319710 Frmd6 12 70,825,514 70,902,234 76,720 + 1

GeneID:73204 3110056K07Rik 12 70,991,615 71,015,823 24,208 - 1

GeneID:238247 Arid4a 12 71,015,967 71,099,351 83,384 + 1

GeneID:30056 Timm9 12 71,123,172 71,136,675 13,503 - 1

GeneID:76967 2700049A03Rik 12 71,136,848 71,243,303 106,455 + 1

GeneID:59036 Dact1 12 71,309,884 71,320,107 10,223 + 1

GeneID:101055739LOC101055739 12 71,316,865 71,321,660 4,795 - 1

GeneID:208846 Daam1 12 71,831,078 71,992,367 161,289 + 1

GeneID:238252 Gpr135 12 72,069,618 72,070,991 1,373 - 1

GeneID:67217 L3hypdh 12 72,073,428 72,085,313 11,885 - 3

GeneID:104771 Jkamp 12 72,085,839 72,101,527 15,688 + 2

GeneID:19042 Ppm1a 12 72,761,211 72,794,940 33,729 + 2

GeneID:76357 Trmt5 12 73,280,410 73,286,711 6,301 - 1

GeneID:625098 Slc38a6 12 73,286,848 73,354,045 67,197 + 1

GeneID:238257 Tmem30b 12 73,543,114 73,546,395 3,281 - 1

GeneID:73644 2210039B01Rik 12 73,548,483 73,551,986 3,503 + 1

GeneID:18755 Prkch 12 73,585,041 73,778,185 193,144 + 1

GeneID:15251 Hif1a 12 73,907,867 73,947,530 39,663 + 1

GeneID:100504452Gm20235 12 73,910,555 73,914,501 3,946 + 1

GeneID:277089 Gm5068 12 73,949,004 73,961,447 12,443 + 1

GeneID:75627 Snapc1 12 73,964,530 73,984,820 20,290 + 1

GeneID:26932 Ppp2r5e 12 75,450,881 75,596,200 145,319 - 1

GeneID:81535 Sgpp1 12 75,714,248 75,735,729 21,481 - 1

GeneID:319565 Syne2 12 75,818,318 76,110,928 292,610 + 1

GeneID:109929 Zbtb25 12 76,348,900 76,369,560 20,660 - 1

GeneID:268564 Zbtb1 12 76,370,266 76,388,747 18,481 + 1
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GeneID:1005045124930426I24Rik 12 76,402,738 76,403,982 1,244 - 1

GeneID:15512 Hspa2 12 76,404,176 76,406,938 2,762 + 1

GeneID:100628604Mir5135 12 76,533,134 76,533,212 78 - 1

GeneID:263406 Plekhg3 12 76,533,560 76,579,039 45,479 + 1

GeneID:20741 Sptb 12 76,580,488 76,710,547 130,059 - 1

GeneID:17187 Max 12 76,937,269 76,962,248 24,979 - 1

GeneID:53618 Fut8 12 77,238,104 77,475,996 237,892 + 1

GeneID:268566 Gphn 12 78,226,655 78,684,772 458,117 + 1

GeneID:56217 Mpp5 12 78,748,947 78,840,714 91,767 + 1

GeneID:268567 Tmem229b 12 78,961,795 79,007,277 45,482 - 1

GeneID:211945 Plekhh1 12 79,029,163 79,081,655 52,492 + 2

GeneID:110417 Pigh 12 79,080,669 79,089,670 9,001 - 1

GeneID:53612 Vti1b 12 79,156,017 79,172,458 16,441 - 1

GeneID:17252 Rdh11 12 79,175,551 79,191,819 16,268 - 1

GeneID:12192 Zfp36l1 12 80,107,760 80,113,013 5,253 - 3

GeneID:69548 2310015A10Rik 12 80,120,546 80,132,844 12,298 - 3

GeneID:109711 Actn1 12 80,167,542 80,260,371 92,829 - 1

GeneID:320808 Dcaf5 12 80,335,847 80,436,601 100,754 - 1

GeneID:97827 Exd2 12 80,463,095 80,498,135 35,040 + 1

GeneID:69522 2310002D06Rik 12 80,507,206 80,517,954 10,748 + 2

GeneID:108760 Galnt16 12 80,518,990 80,603,896 84,906 + 2

GeneID:13877 Erh 12 80,634,023 80,643,861 9,838 - 1

GeneID:328133 Slc39a9 12 80,644,215 80,683,342 39,127 + 2

GeneID:68354 0610009B14Rik 12 80,686,375 80,693,952 7,577 - 1

GeneID:217682 Plekhd1 12 80,692,601 80,724,216 31,615 + 1

GeneID:380768 Ccdc177 12 80,755,447 80,760,715 5,268 - 2

GeneID:217684 4933426M11Rik 12 80,790,532 80,880,833 90,301 + 1

GeneID:100504661Gm20337 12 80,942,652 80,945,399 2,747 - 1

GeneID:20384 Srsf5 12 80,945,504 80,950,507 5,003 + 1

GeneID:20493 Slc10a1 12 80,953,185 80,968,079 14,894 - 1

GeneID:64075 Smoc1 12 81,026,808 81,186,414 159,606 + 1

GeneID:54604 Pcnx 12 81,860,030 82,000,924 140,894 + 1

GeneID:217692 Sipa1l1 12 82,170,016 82,451,786 281,770 + 1

GeneID:70127 Dpf3 12 83,213,751 83,487,736 273,985 - 1

GeneID:217695 Zfyve1 12 83,546,941 83,597,147 50,206 - 1

GeneID:67039 Rbm25 12 83,632,234 83,683,123 50,889 + 1

GeneID:19164 Psen1 12 83,688,563 83,735,199 46,636 + 1

GeneID:101055670LOC101055670 12 83,945,213 83,984,852 39,639 - 2

GeneID:101055814LOC101055814 12 83,950,304 83,951,355 1,051 - 1

GeneID:71952 2410016O06Rik 12 83,950,608 83,952,953 2,345 + 1

GeneID:171210 Acot2 12 83,987,861 83,993,877 6,016 + 1

GeneID:217700 Acot6 12 84,100,654 84,109,783 9,129 + 1

GeneID:238317 Elmsan1 12 84,149,168 84,218,881 69,713 - 2

GeneID:100502697Gm19327 12 84,184,465 84,187,806 3,341 - 1

GeneID:217705 Fam161b 12 84,345,317 84,361,821 16,504 - 1

GeneID:217707 Coq6 12 84,361,968 84,373,796 11,828 + 1

GeneID:12499 Entpd5 12 84,373,857 84,409,029 35,172 - 2
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GeneID:72873 Ccdc176 12 84,409,068 84,433,780 24,712 + 2

GeneID:66381 Rnf113a2 12 84,417,200 84,418,578 1,378 + 2

GeneID:627191 Syndig1l 12 84,677,278 84,698,807 21,529 - 1

GeneID:16997 Ltbp2 12 84,783,212 84,876,495 93,283 - 1

GeneID:100303738D030025P21Rik 12 84,875,802 84,879,755 3,953 + 1

GeneID:56531 Ylpm1 12 84,996,321 85,070,515 74,194 + 1

GeneID:73422 Prox2 12 85,086,814 85,106,431 19,617 - 1

GeneID:78920 Dlst 12 85,110,833 85,134,091 23,258 + 1

GeneID:217718 Nek9 12 85,299,514 85,339,362 39,848 - 1

GeneID:68581 Tmed10 12 85,340,614 85,374,717 34,103 - 1

GeneID:14281 Fos 12 85,473,901 85,477,269 3,368 + 1

GeneID:101055678LOC101055678 12 85,597,448 85,599,337 1,889 - 1

GeneID:81703 Jdp2 12 85,599,105 85,639,878 40,773 + 1

GeneID:217721 Mfsd7c 12 85,746,539 85,813,585 67,046 + 1

GeneID:238328 Vash1 12 86,678,700 86,695,681 16,981 + 1

GeneID:238330 Irf2bpl 12 86,880,703 86,884,814 4,111 - 1

GeneID:217734 Pomt2 12 87,106,866 87,147,902 41,036 - 1

GeneID:14874 Gstz1 12 87,147,165 87,164,723 17,558 + 1

GeneID:382620 Tmed8 12 87,166,242 87,200,229 33,987 - 1

GeneID:238333 Samd15 12 87,200,340 87,213,373 13,033 + 1

GeneID:217738 Ism2 12 87,279,682 87,295,072 15,390 - 1

GeneID:20773 Sptlc2 12 87,307,889 87,388,230 80,341 - 2

GeneID:211064 Alkbh1 12 87,428,077 87,443,839 15,762 - 1

GeneID:100526546Mir3068 12 87,437,679 87,437,757 78 - 1

GeneID:654309 Nrp 12 87,442,848 87,444,017 1,169 - 1

GeneID:380773 Slirp 12 87,443,896 87,449,924 6,028 + 1

GeneID:66354 Snw1 12 87,449,910 87,472,299 22,389 - 1

GeneID:75216 Cep128 12 90,998,492 91,384,409 385,917 - 1

GeneID:83602 Gtf2a1 12 91,555,262 91,590,487 35,225 - 1

GeneID:108800 Ston2 12 91,633,009 91,786,436 153,427 - 1

GeneID:399558 Flrt2 12 95,692,226 95,785,215 92,989 + 1

GeneID:14420 Galc 12 98,202,300 98,259,337 57,037 - 1

GeneID:14744 Gpr65 12 98,268,657 98,276,632 7,975 + 1

GeneID:72258 Kcnk10 12 98,433,994 98,577,940 143,946 - 1

GeneID:24000 Ptpn21 12 98,676,741 98,737,405 60,664 - 1

GeneID:75553 Zc3h14 12 98,746,968 98,787,774 40,806 + 1

GeneID:319670 Eml5 12 98,786,604 98,901,484 114,880 - 1

GeneID:71375 Foxn3 12 99,195,094 99,450,074 254,980 - 1

GeneID:73457 1700064M15Rik 12 99,626,053 99,627,974 1,921 - 1

GeneID:78767 Efcab11 12 99,717,531 99,883,442 165,911 - 1

GeneID:104884 Tdp1 12 99,884,515 99,955,219 70,704 + 2

GeneID:217826 Kcnk13 12 99,964,499 100,062,682 98,183 + 1

GeneID:19179 Psmc1 12 100,110,202 100,123,364 13,162 + 1

GeneID:100038378Gm10433 12 100,187,968 100,193,538 5,570 + 2

GeneID:12313 Calm1 12 100,199,541 100,209,806 10,265 + 1

GeneID:73086 Rps6ka5 12 100,549,778 100,725,028 175,250 - 1

GeneID:68339 Ccdc88c 12 100,912,700 101,028,983 116,283 - 1
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GeneID:100316805Mir1190 12 101,021,673 101,021,793 120 - 1

GeneID:68734 Smek1 12 101,039,409 101,083,702 44,293 - 2

GeneID:319760 D130020L05Rik 12 101,082,451 101,088,927 6,476 + 1

GeneID:109181 Trip11 12 101,837,372 101,913,171 75,799 - 1

GeneID:100504056Gm20036 12 101,912,667 101,915,653 2,986 + 1

GeneID:110616 Atxn3 12 101,918,901 101,958,243 39,342 - 2

GeneID:217835 Rin3 12 102,283,074 102,390,854 107,780 + 1

GeneID:217837 Itpk1 12 102,568,583 102,704,869 136,286 - 1

GeneID:100859931Gm20604 12 102,739,830 102,757,810 17,980 - 1

GeneID:100233175AK010878 12 102,753,275 102,757,810 4,535 - 1

GeneID:66622 Ubr7 12 102,757,975 102,777,701 19,726 + 1

GeneID:238386 Btbd7 12 102,784,648 102,878,406 93,758 - 1

GeneID:217843 Unc79 12 102,948,859 103,183,997 235,138 + 1

GeneID:27225 Ddx24 12 103,407,976 103,425,867 17,891 - 1

GeneID:52668 Ifi27l1 12 103,434,189 103,440,245 6,056 + 1

GeneID:14836 Gsc 12 104,471,209 104,473,236 2,027 - 1

GeneID:791311 Gm10000 12 104,474,488 104,477,489 3,001 + 1

GeneID:192119 Dicer1 12 104,687,742 104,751,952 64,210 - 1

GeneID:268595 D430019H16Rik 12 105,453,856 105,493,095 39,239 + 1

GeneID:76559 Atg2b 12 105,613,539 105,685,241 71,702 - 1

GeneID:66787 Gskip 12 105,685,352 105,703,058 17,706 + 1

GeneID:78801 Ak7 12 105,705,982 105,782,447 76,465 + 1

GeneID:18789 Papola 12 105,784,702 105,838,944 54,242 + 1

GeneID:58208 Bcl11b 12 107,910,403 108,003,414 93,011 - 1

GeneID:100503150Gm19576 12 107,984,500 107,989,016 4,516 - 1

GeneID:52690 Setd3 12 108,106,431 108,179,284 72,853 - 1

GeneID:12454 Ccnk 12 108,179,738 108,203,359 23,621 + 1

GeneID:668158 Ccdc85c 12 108,206,345 108,275,417 69,072 - 1

GeneID:68519 Eml1 12 108,410,655 108,539,564 128,909 + 1

GeneID:100504467Gm16596 12 108,536,402 108,555,618 19,216 - 1

GeneID:14026 Evl 12 108,554,720 108,688,516 133,796 + 1

GeneID:22632 Yy1 12 108,793,311 108,816,632 23,321 + 2

GeneID:214663 Slc25a29 12 108,825,878 108,835,876 9,998 - 1

GeneID:723946 Mir345 12 108,836,973 108,837,068 95 + 1

GeneID:212198 Wdr25 12 108,894,272 109,028,452 134,180 + 1

GeneID:380785 Begain 12 109,032,182 109,068,217 36,035 - 1

GeneID:13386 Dlk1 12 109,452,823 109,463,336 10,513 + 1

GeneID:26931 Ppp2r5c 12 110,447,179 110,583,061 135,882 + 1

GeneID:77271 9430024F10Rik 12 110,590,512 110,593,292 2,780 - 1

GeneID:319786 B930059L03Rik 12 110,591,374 110,592,679 1,305 + 1

GeneID:13424 Dync1h1 12 110,601,395 110,666,944 65,549 + 1

GeneID:15519 Hsp90aa1 12 110,691,036 110,696,395 5,359 - 1

GeneID:26448 Stk30 12 110,807,798 110,840,939 33,141 - 1

GeneID:72805 Zfp839 12 110,850,279 110,869,998 19,719 + 1

GeneID:100041649Mpc1-ps 12 110,858,070 110,858,954 884 - 1

GeneID:104859 Tecpr2 12 110,889,264 110,972,394 83,130 + 1

GeneID:74251 Ankrd9 12 110,975,353 110,979,021 3,668 - 1
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GeneID:217864 Rcor1 12 111,039,798 111,113,389 73,591 + 2

GeneID:22031 Traf3 12 111,166,548 111,267,148 100,600 + 2

GeneID:93835 Amn 12 111,271,111 111,276,426 5,315 + 1

GeneID:100503323A230087F16Rik 12 111,284,759 111,293,988 9,229 + 1

GeneID:217866 Cdc42bpb 12 111,292,972 111,377,718 84,746 - 1

GeneID:212539 Gm266 12 111,484,609 111,485,823 1,214 - 1

GeneID:217869 Eif5 12 111,538,101 111,546,753 8,652 + 1

GeneID:100316932Snora28 12 111,540,946 111,541,067 121 + 1

GeneID:1005046872810029C07Rik 12 111,572,317 111,574,402 2,085 - 1

GeneID:17169 Mark3 12 111,574,510 111,656,227 81,717 + 1

GeneID:12709 Ckb 12 111,669,355 111,672,338 2,983 - 2

GeneID:328162 Trmt61a 12 111,678,105 111,683,902 5,797 + 2

GeneID:68020 Apopt1 12 111,713,269 111,755,055 41,786 + 1

GeneID:16593 Klc1 12 111,758,849 111,806,775 47,926 + 2

GeneID:74335 Xrcc3 12 111,803,193 111,813,841 10,648 - 1

GeneID:68520 Zfyve21 12 111,814,170 111,828,388 14,218 + 1

GeneID:21981 Ppp1r13b 12 111,828,458 111,908,055 79,597 - 1

GeneID:668303 Kif26a 12 112,146,208 112,181,747 35,539 + 1

GeneID:70435 Inf2 12 112,588,784 112,615,557 26,773 + 1

GeneID:11565 Adssl1 12 112,620,047 112,641,355 21,308 + 1

GeneID:30954 Siva1 12 112,644,828 112,649,152 4,324 + 2

GeneID:11651 Akt1 12 112,653,821 112,674,276 20,455 - 4

GeneID:382639 Zbtb42 12 112,678,840 112,682,747 3,907 + 2

GeneID:217882 Cep170b 12 112,722,174 112,746,591 24,417 + 2

GeneID:101055828LOC101055828 12 112,772,193 112,802,526 30,333 - 1

GeneID:217887 BC022687 12 112,808,975 112,816,245 7,270 + 1

GeneID:71963 Cdca4 12 112,820,234 112,829,389 9,155 - 1

GeneID:16450 Jag2 12 112,908,590 112,929,495 20,905 - 1

GeneID:66174 Nudt14 12 112,934,733 112,942,118 7,385 - 2

GeneID:72308 Brf1 12 112,959,862 113,000,621 40,759 - 3

GeneID:399566 Btbd6 12 112,976,482 112,978,940 2,458 + 1

GeneID:217893 Pacs2 12 113,014,508 113,074,401 59,893 + 2

GeneID:116870 Mta1 12 113,098,278 113,137,206 38,928 + 1

GeneID:68337 Crip2 12 113,140,236 113,145,506 5,270 + 1

GeneID:69195 Tmem121 12 113,185,903 113,189,523 3,620 + 1

GeneID:56220 Zfp386 12 116,047,724 116,060,597 12,873 + 1

GeneID:217946 Cdca7l 12 117,843,861 117,878,706 34,845 + 1

GeneID:20688 Sp4 12 118,234,933 118,301,440 66,507 - 1

GeneID:320145 Sp8 12 118,846,329 118,852,578 6,249 + 1

GeneID:14569 Gdi2 13 3,538,075 3,566,261 28,186 + 1

GeneID:105203 BC016423 13 3,566,035 3,611,108 45,073 - 1

GeneID:69237 Gtpbp4 13 8,972,464 8,996,012 23,548 - 1

GeneID:217980 Larp4b 13 9,093,905 9,173,109 79,204 + 1

GeneID:66505 Zmynd11 13 9,684,836 9,765,314 80,478 - 2

GeneID:238505 Mtr 13 12,186,538 12,258,113 71,575 - 1

GeneID:100039826Gm2444 13 12,259,448 12,260,839 1,391 - 1

GeneID:17101 Lyst 13 13,590,409 13,777,440 187,031 + 1
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GeneID:94253 Hecw1 13 14,226,438 14,523,226 296,788 - 1

GeneID:75398 Mrpl32 13 14,610,301 14,613,037 2,736 - 1

GeneID:19166 Psma2 13 14,613,242 14,625,673 12,431 + 1

GeneID:14634 Gli3 13 15,463,723 15,730,026 266,303 + 1

GeneID:16323 Inhba 13 16,014,475 16,027,211 12,736 + 2

GeneID:69562 Cdk13 13 17,715,962 17,805,097 89,135 - 1

GeneID:76205 Stard3nl 13 19,357,676 19,395,752 38,076 - 1

GeneID:105298 Epdr1 13 19,591,708 19,619,830 28,122 - 1

GeneID:20379 Sfrp4 13 19,623,175 19,632,825 9,650 + 1

GeneID:140580 Elmo1 13 20,090,507 20,608,353 517,846 + 1

GeneID:19720 Trim27 13 21,179,931 21,194,723 14,792 + 1

GeneID:93681 Zkscan8 13 21,513,221 21,531,114 17,893 - 1

GeneID:258280 Olfr1366 13 21,536,974 21,538,027 1,053 - 1

GeneID:56702 Hist1h1b 13 21,779,883 21,780,554 671 - 1

GeneID:319153 Hist1h3i 13 21,782,915 21,783,397 482 - 1

GeneID:319170 Hist1h2an 13 21,786,826 21,787,218 392 - 1

GeneID:319188 Hist1h2bp 13 21,787,488 21,789,213 1,725 + 1

GeneID:68732 Lrrc16a 13 24,012,484 24,280,790 268,306 - 1

GeneID:79555 BC005537 13 24,801,657 24,812,899 11,242 + 1

GeneID:66834 Acot13 13 24,817,955 24,831,489 13,534 - 1

GeneID:56196 Tdp2 13 24,831,659 24,842,153 10,494 + 1

GeneID:20677 Sox4 13 28,950,716 28,953,682 2,966 - 2

GeneID:13557 E2f3 13 29,906,575 29,986,063 79,488 - 1

GeneID:218121 Mboat1 13 30,136,490 30,246,694 110,204 + 1

GeneID:66694 Uqcrfs1 13 30,540,312 30,545,316 5,004 - 1

GeneID:15220 Foxq1 13 31,558,170 31,560,976 2,806 + 2

GeneID:71307 1700018A04Rik 13 31,565,492 31,582,513 17,021 - 2

GeneID:14238 Foxf2 13 31,625,816 31,631,406 5,590 + 1

GeneID:17300 Foxc1 13 31,806,646 31,810,635 3,989 + 1

GeneID:75300 4930548F15Rik 13 31,811,162 31,812,476 1,314 + 1

GeneID:20719 Serpinb6a 13 33,917,918 34,002,794 84,876 - 1

GeneID:68808 1110046J04Rik 13 33,936,032 33,960,181 24,149 + 1

GeneID:68021 Bphl 13 34,037,641 34,074,074 36,433 + 1

GeneID:22151 Tubb2a 13 34,074,278 34,078,008 3,730 - 1

GeneID:432745 4930447K03Rik 13 34,084,155 34,113,272 29,117 - 1

GeneID:66895 Pxdc1 13 34,627,841 34,652,681 24,840 - 1

GeneID:101056149LOC101056149 13 34,652,923 34,666,774 13,851 + 1

GeneID:19134 Prpf4b 13 34,875,494 34,902,878 27,384 + 1

GeneID:12593 Cdyl 13 35,659,862 35,874,064 214,202 + 2

GeneID:380840 Lyrm4 13 35,978,797 36,117,357 138,560 - 1

GeneID:69955 Fars2 13 36,117,411 36,537,593 420,182 + 1

GeneID:68750 Rreb1 13 37,826,038 37,952,005 125,967 + 2

GeneID:107513 Ssr1 13 37,971,401 37,994,190 22,789 - 1

GeneID:71213 Cage1 13 38,006,052 38,036,937 30,885 - 1

GeneID:71340 Riok1 13 38,036,989 38,061,433 24,444 + 1

GeneID:109620 Dsp 13 38,151,294 38,198,577 47,283 + 1

GeneID:12161 Bmp6 13 38,345,716 38,499,728 154,012 + 2
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GeneID:105245 Txndc5 13 38,500,275 38,528,460 28,185 - 1

GeneID:66143 Eef1e1 13 38,645,691 38,659,028 13,337 - 1

GeneID:108652 Slc35b3 13 38,932,140 38,960,875 28,735 - 1

GeneID:21418 Tfap2a 13 40,715,675 40,733,823 18,148 - 1

GeneID:68083 Pak1ip1 13 41,001,010 41,013,033 12,023 + 1

GeneID:66154 Tmem14c 13 41,016,250 41,022,582 6,332 + 1

GeneID:17152 Mak 13 41,025,120 41,079,706 54,586 - 1

GeneID:54326 Elovl2 13 41,182,382 41,220,403 38,021 - 1

GeneID:110521 Hivep1 13 42,052,021 42,185,026 133,005 + 2

GeneID:328232 Gfod1 13 43,195,519 43,304,172 108,653 - 1

GeneID:68346 Sirt5 13 43,365,535 43,395,203 29,668 + 1

GeneID:70078 Nol7 13 43,398,376 43,402,858 4,482 + 1

GeneID:56705 Ranbp9 13 43,402,673 43,480,973 78,300 - 2

GeneID:94245 Dtnbp1 13 44,922,079 45,002,096 80,017 - 1

GeneID:218203 Mylip 13 45,389,742 45,411,940 22,198 + 1

GeneID:20238 Atxn1 13 45,549,755 45,964,991 415,236 - 1

GeneID:76000 5033430I15Rik 13 45,965,259 45,966,507 1,248 + 1

GeneID:97863 C78339 13 46,669,522 46,675,773 6,251 + 1

GeneID:218210 Nup153 13 46,679,902 46,727,849 47,947 - 2

GeneID:16553 Kif13a 13 46,749,087 46,929,718 180,631 - 1

GeneID:22017 Tpmt 13 47,023,543 47,043,217 19,674 - 1

GeneID:218214 Kdm1b 13 47,043,499 47,085,279 41,780 + 1

GeneID:320614 A330033J07Rik 13 48,044,231 48,262,963 218,732 - 2

GeneID:15904 Id4 13 48,261,427 48,264,036 2,609 + 1

GeneID:320315 A330048O09Rik 13 48,272,418 48,273,884 1,466 - 1

GeneID:218236 Fam120a 13 48,879,216 48,967,828 88,612 - 2

GeneID:68128 Fam120aos 13 48,968,112 48,969,905 1,793 + 2

GeneID:68480 1110007C09Rik 13 49,202,951 49,216,026 13,075 - 1

GeneID:76895 Bicd2 13 49,341,549 49,387,025 45,476 + 1

GeneID:75678 Ippk 13 49,421,311 49,462,990 41,679 + 1

GeneID:66336 Cenpp 13 49,464,059 49,652,731 188,672 - 1

GeneID:70930 Nol8 13 49,653,350 49,679,015 25,665 + 1

GeneID:109082 Fbxw17 13 50,417,877 50,433,769 15,892 + 1

GeneID:77428 9430083A17Rik 13 51,097,738 51,100,727 2,989 - 1

GeneID:20729 Spin1 13 51,100,898 51,152,546 51,648 + 1

GeneID:66197 Cks2 13 51,645,232 51,650,662 5,430 + 2

GeneID:75420 Secisbp2 13 51,651,714 51,683,646 31,932 + 2

GeneID:23882 Gadd45g 13 51,846,675 51,848,475 1,800 + 1

GeneID:11992 Auh 13 52,835,110 52,929,677 94,567 - 1

GeneID:18030 Nfil3 13 52,967,209 52,981,039 13,830 - 2

GeneID:26564 Ror2 13 53,109,317 53,286,109 176,792 - 1

GeneID:17702 Msx2 13 53,466,881 53,472,780 5,899 - 1

GeneID:73666 Thoc3 13 54,458,837 54,468,840 10,003 - 1

GeneID:100040543Gm2830 13 54,499,591 54,500,089 498 - 1

GeneID:319719 Simc1 13 54,503,805 54,551,290 47,485 + 1

GeneID:97820 4833439L19Rik 13 54,551,218 54,565,382 14,164 - 1

GeneID:56795 Arl10 13 54,575,013 54,581,128 6,115 + 1
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GeneID:28126 Nop16 13 54,584,191 54,590,074 5,883 - 1

GeneID:74325 Cltb 13 54,592,939 54,611,272 18,333 - 1

GeneID:105239 Rnf44 13 54,679,399 54,693,960 14,561 - 2

GeneID:268663 Cdhr2 13 54,701,463 54,736,662 35,199 + 1

GeneID:107448 Unc5a 13 54,949,432 55,006,018 56,586 + 1

GeneID:14186 Fgfr4 13 55,152,818 55,168,759 15,941 + 1

GeneID:18193 Nsd1 13 55,209,782 55,318,325 108,543 + 3

GeneID:19336 Rab24 13 55,319,223 55,321,980 2,757 - 3

GeneID:66494 Prelid1 13 55,322,055 55,325,272 3,217 + 3

GeneID:17121 Mxd3 13 55,325,168 55,329,730 4,562 - 3

GeneID:26385 Grk6 13 55,445,334 55,460,927 15,593 + 1

GeneID:432763 Prr7 13 55,464,267 55,473,155 8,888 + 2

GeneID:56320 Dbn1 13 55,473,428 55,488,076 14,648 - 3

GeneID:67399 Pdlim7 13 55,497,487 55,513,439 15,952 - 2

GeneID:27261 Dok3 13 55,523,235 55,528,538 5,303 - 1

GeneID:67511 Tmed9 13 55,593,135 55,597,697 4,562 + 1

GeneID:218271 B4galt7 13 55,600,111 55,609,954 9,843 + 1

GeneID:12328 Caml 13 55,623,005 55,632,416 9,411 + 1

GeneID:212880 Ddx46 13 55,635,027 55,681,256 46,229 + 1

GeneID:78521 B230219D22Rik 13 55,693,124 55,703,500 10,376 + 1

GeneID:69672 Txndc15 13 55,714,650 55,726,227 11,577 + 2

GeneID:72562 Pcbd2 13 55,727,368 55,776,830 49,462 + 1

GeneID:18740 Pitx1 13 55,825,054 55,831,425 6,371 - 2

GeneID:26914 H2afy 13 56,073,622 56,135,550 61,928 - 2

GeneID:77134 Hnrnpa0 13 58,125,879 58,128,556 2,677 - 1

GeneID:56085 Ubqln1 13 58,176,156 58,215,653 39,497 - 1

GeneID:56278 Gkap1 13 58,233,351 58,274,188 40,837 - 1

GeneID:70153 2210016F16Rik 13 58,380,046 58,385,225 5,179 - 1

GeneID:15387 Hnrnpk 13 58,391,951 58,402,516 10,565 - 2

GeneID:723902 Mir7-1 13 58,392,779 58,392,886 107 - 2

GeneID:74386 Rmi1 13 58,402,248 58,411,149 8,901 + 1

GeneID:319469 A230056J06Rik 13 59,580,176 59,585,223 5,047 - 1

GeneID:78689 Naa35 13 59,585,333 59,634,798 49,465 + 1

GeneID:105348 Golm1 13 59,634,996 59,675,784 40,788 - 1

GeneID:214290 Zcchc6 13 59,771,879 59,823,147 51,268 - 1

GeneID:14451 Gas1 13 60,174,405 60,177,535 3,130 - 1

GeneID:19206 Ptch1 13 63,511,533 63,565,520 53,987 - 2

GeneID:238673 Zfp367 13 64,133,057 64,153,199 20,142 - 2

GeneID:56541 Habp4 13 64,161,866 64,186,537 24,671 + 2

GeneID:218294 Cdc14b 13 64,192,545 64,274,988 82,443 - 1

GeneID:66503 1810034E14Rik 13 64,248,700 64,268,145 19,445 + 1

GeneID:66129 Aaed1 13 64,291,836 64,312,710 20,874 - 1

GeneID:13039 Ctsl 13 64,363,214 64,370,306 7,092 - 1

GeneID:66631 Hiatl1 13 65,065,030 65,112,982 47,952 - 1

GeneID:66410 Mterfd1 13 66,912,095 66,933,072 20,977 - 1

GeneID:19210 Ptdss1 13 66,932,830 66,998,401 65,571 + 1

GeneID:210044 Adcy2 13 68,620,043 68,999,541 379,498 - 1
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GeneID:210106 Papd7 13 69,497,959 69,533,864 35,905 - 1

GeneID:210373 A530095I07Rik 13 69,543,046 69,544,017 971 - 1

GeneID:76980 Ube2ql1 13 69,702,832 69,739,897 37,065 - 1

GeneID:28077 Med10 13 69,809,882 69,816,094 6,212 + 1

GeneID:218333 BC018507 13 70,588,689 70,637,634 48,945 - 1

GeneID:100042864Gm10263 13 73,317,828 73,318,145 317 + 1

GeneID:407785 Ndufs6 13 73,319,876 73,328,482 8,606 - 1

GeneID:94066 Mrpl36 13 73,331,009 73,332,178 1,169 + 1

GeneID:210992 Lpcat1 13 73,467,383 73,514,538 47,155 + 1

GeneID:218335 Clptm1l 13 73,604,002 73,620,639 16,637 + 1

GeneID:20499 Slc12a7 13 73,763,697 73,816,743 53,046 + 1

GeneID:69716 Trip13 13 73,912,462 73,937,767 25,305 - 1

GeneID:105246 Brd9 13 73,937,838 73,960,895 23,057 + 1

GeneID:72948 Tppp 13 74,009,419 74,035,753 26,334 + 1

GeneID:66945 Sdha 13 74,322,255 74,350,240 27,985 - 1

GeneID:67433 Ccdc127 13 74,350,317 74,365,783 15,466 + 1

GeneID:432779 Lrrc14b 13 74,359,582 74,364,000 4,418 - 1

GeneID:80898 Erap1 13 74,639,872 74,691,875 52,003 + 1

GeneID:192657 Ell2 13 75,707,484 75,772,361 64,877 + 1

GeneID:73296 Rhobtb3 13 75,869,537 75,943,824 74,287 - 1

GeneID:105377 Ankrd32 13 77,043,088 77,135,468 92,380 - 1

GeneID:72371 2210408I21Rik 13 77,135,536 77,613,679 478,143 + 1

GeneID:68675 Fam172a 13 77,708,690 78,166,240 457,550 + 1

GeneID:105171 Arrdc3 13 80,883,422 80,896,042 12,620 + 1

GeneID:67486 Polr3g 13 81,673,837 81,711,013 37,176 - 1

GeneID:72852 Mblac2 13 81,711,417 81,753,275 41,858 + 1

GeneID:66671 Ccnh 13 85,189,477 85,213,723 24,246 + 1

GeneID:218397 Rasa1 13 85,214,699 85,289,486 74,787 - 1

GeneID:108138 Xrcc4 13 89,848,914 90,089,608 240,694 - 1

GeneID:66074 Tmem167 13 90,089,667 90,114,921 25,254 + 1

GeneID:66970 Ssbp2 13 91,461,097 91,706,175 245,078 + 2

GeneID:69085 Zcchc9 13 91,796,533 91,807,696 11,163 - 1

GeneID:19418 Rasgrf2 13 92,022,789 92,131,494 108,705 - 1

GeneID:218440 Ankrd34b 13 92,425,969 92,441,658 15,689 + 1

GeneID:218441 Zfyve16 13 92,487,749 92,530,810 43,061 - 1

GeneID:218442 Serinc5 13 92,611,138 92,711,947 100,809 + 1

GeneID:382793 Mtx3 13 92,844,787 92,858,230 13,443 + 1

GeneID:26556 Homer1 13 93,304,495 93,404,962 100,467 + 1

GeneID:57748 Jmy 13 93,430,097 93,499,808 69,711 - 1

GeneID:11881 Arsb 13 93,771,679 93,943,016 171,337 + 1

GeneID:107767 Scamp1 13 94,201,433 94,285,281 83,848 - 1

GeneID:328309 Gm9776 13 94,356,747 94,358,923 2,176 - 1

GeneID:11774 Ap3b1 13 94,358,960 94,566,316 207,356 + 1

GeneID:21371 Tbca 13 94,788,943 94,842,899 53,956 + 1

GeneID:218460 Wdr41 13 94,976,344 95,023,316 46,972 + 1

GeneID:72114 Zbed3 13 95,325,237 95,337,841 12,604 + 2

GeneID:100316813Mir1940 13 95,330,580 95,330,683 103 + 2
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GeneID:100217450Snora47 13 95,330,611 95,330,736 125 + 2

GeneID:66549 Aggf1 13 95,350,716 95,375,334 24,618 - 1

GeneID:14062 F2r 13 95,601,789 95,618,433 16,644 - 1

GeneID:544963 Iqgap2 13 95,627,177 95,891,922 264,745 - 2

GeneID:15357 Hmgcr 13 96,648,962 96,670,936 21,974 - 1

GeneID:218476 Gcnt4 13 96,924,689 96,950,914 26,225 + 1

GeneID:13803 Enc1 13 97,241,105 97,253,040 11,935 + 1

GeneID:105372 Utp15 13 98,246,845 98,262,992 16,147 - 1

GeneID:68558 Ankra2 13 98,263,242 98,273,913 10,671 + 1

GeneID:218490 Btf3 13 98,309,897 98,317,006 7,109 - 1

GeneID:100504225Gm9828 13 98,316,426 98,324,415 7,989 + 1

GeneID:238799 Tnpo1 13 98,842,081 98,926,384 84,303 - 1

GeneID:68927 Ptcd2 13 99,319,649 99,344,678 25,029 - 1

GeneID:218506 Mrps27 13 99,344,786 99,415,561 70,775 + 1

GeneID:17755 Map1b 13 99,421,464 99,516,602 95,138 - 2

GeneID:544971 Bdp1 13 100,017,994 100,104,070 86,076 - 1

GeneID:20365 Serf1 13 100,108,019 100,114,233 6,214 + 1

GeneID:20595 Smn1 13 100,123,205 100,137,698 14,493 + 1

GeneID:18260 Ocln 13 100,497,367 100,552,498 55,131 - 1

GeneID:66128 Mrps36 13 100,735,940 100,744,659 8,719 - 1

GeneID:26886 Cenph 13 100,759,686 100,775,899 16,213 - 2

GeneID:268697 Ccnb1 13 100,778,739 100,786,486 7,747 - 2

GeneID:69048 Slc30a5 13 100,802,648 100,833,427 30,779 - 1

GeneID:18708 Pik3r1 13 101,680,761 101,768,217 87,456 - 1

GeneID:328329 Mast4 13 102,732,488 103,334,492 602,004 - 1

GeneID:75805 Nln 13 104,023,439 104,109,614 86,175 - 1

GeneID:218544 Sgtb 13 104,109,790 104,141,452 31,662 + 1

GeneID:76582 Ipo11 13 106,794,439 106,936,915 142,476 - 1

GeneID:66254 Dimt1 13 106,947,129 106,960,224 13,095 + 1

GeneID:16563 Kif2a 13 106,960,585 107,022,114 61,529 - 2

GeneID:1000403223830408C21Rik 13 107,022,570 107,033,518 10,948 + 2

GeneID:67263 Zswim6 13 107,724,617 107,890,064 165,447 - 2

GeneID:70680 3021401N23Rik 13 108,042,121 108,044,412 2,291 - 1

GeneID:75616 Smim15 13 108,044,474 108,049,146 4,672 + 1

GeneID:75597 Ndufaf2 13 108,052,589 108,158,625 106,036 - 2

GeneID:71991 Ercc8 13 108,158,738 108,194,981 36,243 + 1

GeneID:218581 Depdc1b 13 108,316,337 108,389,557 73,220 + 1

GeneID:238871 Pde4d 13 108,654,177 109,955,969 1,301,792 + 1

GeneID:100316683Mir1904 13 109,903,809 109,903,888 79 + 1

GeneID:20620 Plk2 13 110,395,044 110,400,844 5,800 + 1

GeneID:73274 Gpbp1 13 111,425,680 111,490,041 64,361 - 1

GeneID:218613 Mier3 13 111,686,178 111,718,594 32,416 + 2

GeneID:26401 Map3k1 13 111,746,433 111,808,983 62,550 - 2

GeneID:100504675Gm15327 13 111,809,136 111,811,039 1,903 + 2

GeneID:16195 Il6st 13 112,464,070 112,506,860 42,790 + 1

GeneID:19012 Ppap2a 13 112,800,792 112,867,680 66,888 + 1

GeneID:72198 Skiv2l2 13 112,867,780 112,927,380 59,600 - 1
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GeneID:218629 Dhx29 13 112,927,793 112,969,187 41,394 + 1

GeneID:170625 Snx18 13 113,592,179 113,618,564 26,385 - 1

GeneID:14313 Fst 13 114,452,262 114,458,730 6,468 - 1

GeneID:109700 Itga1 13 114,958,079 115,101,964 143,885 - 1

GeneID:105083 Pelo 13 115,088,355 115,090,158 1,803 - 1

GeneID:670198 Gm10734 13 115,089,501 115,090,987 1,486 + 1

GeneID:52552 Parp8 13 116,854,824 117,025,516 170,692 - 1

GeneID:59054 Mrps30 13 118,380,110 118,387,252 7,142 - 1

GeneID:218693 Paip1 13 119,428,600 119,460,320 31,720 + 1

GeneID:101055764LOC101055764 13 119,606,650 119,610,459 3,809 + 1

GeneID:73480 1700074H08Rik 13 119,680,042 119,681,582 1,540 + 1

GeneID:208715 Hmgcs1 13 119,690,462 119,708,077 17,615 + 1

GeneID:72465 Zfp131 13 119,765,187 119,790,805 25,618 - 1

GeneID:19270 Ptprg 14 11,553,553 12,242,039 688,486 + 1

GeneID:246103 Atxn7 14 14,012,491 14,107,302 94,811 + 1

GeneID:66413 Psmd6 14 14,112,185 14,120,904 8,719 - 1

GeneID:218756 Slc4a7 14 14,703,025 14,799,943 96,918 + 1

GeneID:71147 Oxsm 14 16,238,659 16,249,808 11,149 - 1

GeneID:59007 Ngly1 14 16,249,314 16,311,926 62,612 + 1

GeneID:21974 Top2b 14 16,365,206 16,430,787 65,581 + 1

GeneID:21834 Thrb 14 17,660,960 18,038,088 377,128 + 1

GeneID:353187 Nr1d2 14 18,204,056 18,239,106 35,050 - 1

GeneID:68045 2700060E02Rik 14 19,811,402 19,823,823 12,421 - 1

GeneID:70601 Ecd 14 20,319,859 20,348,121 28,262 - 1

GeneID:105428 Fam149b 14 20,348,162 20,383,491 35,329 + 3

GeneID:108671 Dnajc9 14 20,384,638 20,388,910 4,272 - 2

GeneID:66242 Mrps16 14 20,391,231 20,393,555 2,324 - 2

GeneID:76670 Ttc18 14 20,394,190 20,452,225 58,035 - 2

GeneID:19056 Ppp3cb 14 20,499,314 20,546,573 47,259 - 1

GeneID:75602 1810062O18Rik 14 20,546,293 20,570,680 24,387 + 1

GeneID:78787 Usp54 14 20,548,912 20,618,354 69,442 - 1

GeneID:1005042782810402E24Rik 14 20,641,009 20,641,853 844 + 1

GeneID:59011 Myoz1 14 20,649,102 20,656,540 7,438 - 2

GeneID:68760 Synpo2l 14 20,659,418 20,668,306 8,888 - 2

GeneID:218811 Sec24c 14 20,674,321 20,694,850 20,529 + 3

GeneID:73068 Fut11 14 20,694,968 20,700,197 5,229 + 3

GeneID:76133 6230400D17Rik 14 20,702,012 20,703,099 1,087 - 3

GeneID:66121 Chchd1 14 20,703,027 20,704,425 1,398 + 3

GeneID:268721 Zswim8 14 20,707,552 20,723,619 16,067 + 3

GeneID:17423 Ndst2 14 20,723,730 20,734,562 10,832 - 1

GeneID:12325 Camk2g 14 20,734,875 20,794,088 59,213 - 2

GeneID:22330 Vcl 14 20,929,433 21,033,673 104,240 + 1

GeneID:11534 Adk 14 21,052,574 21,448,569 395,995 + 1

GeneID:54169 Kat6b 14 21,499,770 21,672,478 172,708 + 1

GeneID:27389 Dusp13 14 21,733,395 21,748,622 15,227 - 1

GeneID:67630 Samd8 14 21,750,531 21,798,725 48,194 + 1

GeneID:22334 Vdac2 14 21,831,561 21,845,879 14,318 + 1
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GeneID:69156 Comtd1 14 21,845,861 21,848,910 3,049 - 1

GeneID:319486 A430057M04Rik 14 21,847,578 21,856,926 9,348 + 1

GeneID:218820 Zfp503 14 21,983,962 21,989,601 5,639 - 2

GeneID:16531 Kcnma1 14 23,298,694 24,004,205 705,511 - 1

GeneID:71228 Dlg5 14 24,133,953 24,245,920 111,967 - 1

GeneID:432830 Gm17747 14 25,441,641 25,453,227 11,586 + 1

GeneID:328365 Zmiz1 14 25,459,185 25,666,747 207,562 + 2

GeneID:100188919Israa 14 25,603,547 25,603,924 377 + 1

GeneID:105675 Ppif 14 25,694,170 25,700,468 6,298 + 1

GeneID:68173 Ppifos 14 25,696,356 25,701,282 4,926 - 1

GeneID:71918 Zcchc24 14 25,711,640 25,768,856 57,216 - 1

GeneID:11744 Anxa11 14 25,842,155 25,886,804 44,649 + 1

GeneID:83997 Slmap 14 26,413,175 26,533,740 120,565 - 1

GeneID:211922 Dennd6a 14 26,579,550 26,632,100 52,550 + 1

GeneID:211948 Pde12 14 26,664,117 26,669,846 5,729 - 1

GeneID:171463 Il17rd 14 27,039,001 27,107,286 68,285 + 2

GeneID:218850 D14Abb1e 14 27,428,847 27,483,555 54,708 + 1

GeneID:22418 Wnt5a 14 28,505,473 28,525,515 20,042 + 2

GeneID:80795 Selk 14 29,968,380 29,975,074 6,694 + 1

GeneID:56249 Actr8 14 29,978,337 29,993,221 14,884 + 1

GeneID:18753 Prkcd 14 30,595,354 30,626,208 30,854 - 1

GeneID:328370 Rft1 14 30,654,375 30,691,317 36,942 + 1

GeneID:54650 Sfmbt1 14 30,714,849 30,822,721 107,872 + 3

GeneID:69179 Tmem110 14 30,825,594 30,877,210 51,616 + 1

GeneID:69019 Spcs1 14 30,999,826 31,001,666 1,840 - 1

GeneID:76485 Glt8d1 14 31,001,393 31,012,441 11,048 + 2

GeneID:30877 Gnl3 14 31,012,433 31,019,089 6,656 - 1

GeneID:100217431Snord69 14 31,014,293 31,014,351 58 - 1

GeneID:100217423Snord19 14 31,016,219 31,016,272 53 - 1

GeneID:66923 Pbrm1 14 31,019,138 31,121,592 102,454 + 2

GeneID:66487 Smim4 14 31,124,505 31,128,930 4,425 - 1

GeneID:70021 Nt5dc2 14 31,134,853 31,139,124 4,271 + 1

GeneID:192187 Stab1 14 31,139,017 31,168,641 29,624 - 1

GeneID:71838 Phf7 14 31,237,696 31,251,218 13,522 - 1

GeneID:104416 Bap1 14 31,251,489 31,259,929 8,440 + 1

GeneID:110084 Dnahc1 14 31,260,375 31,323,896 63,521 - 1

GeneID:12339 Capn7 14 31,336,724 31,371,984 35,260 + 1

GeneID:24056 Sh3bp5 14 31,373,955 31,436,033 62,078 - 1

GeneID:67011 Mettl6 14 31,478,798 31,494,977 16,179 - 1

GeneID:74427 Eaf1 14 31,495,079 31,509,858 14,779 + 1

GeneID:105522 Ankrd28 14 31,700,015 31,830,415 130,400 - 1

GeneID:17695 Msmb 14 32,142,023 32,158,327 16,304 + 1

GeneID:27057 Ncoa4 14 32,159,892 32,179,363 19,471 + 1

GeneID:53600 Timm23 14 32,180,166 32,201,891 21,725 - 1

GeneID:26430 Parg 14 32,201,971 32,297,550 95,579 + 1

GeneID:320736 Vstm4 14 32,856,756 32,939,489 82,733 + 1

GeneID:239027 Arhgap22 14 33,216,823 33,369,936 153,113 + 1
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GeneID:26419 Mapk8 14 33,377,898 33,447,158 69,260 - 1

GeneID:75698 Fam35a 14 34,237,033 34,310,503 73,470 - 1

GeneID:14661 Glud1 14 34,310,727 34,345,033 34,306 + 1

GeneID:69134 Fam25c 14 34,351,882 34,355,393 3,511 - 1

GeneID:20618 Sncg 14 34,370,274 34,374,669 4,395 - 1

GeneID:12166 Bmpr1a 14 34,411,068 34,502,546 91,478 - 1

GeneID:78243 9230112D13Rik 14 34,511,621 34,522,801 11,180 - 1

GeneID:24131 Ldb3 14 34,526,699 34,588,681 61,982 - 1

GeneID:218914 Wapal 14 34,673,928 34,746,217 72,289 + 1

GeneID:18183 Nrg3 14 38,368,951 39,473,088 1,104,137 - 1

GeneID:70561 Txndc16 14 45,134,448 45,219,394 84,946 - 1

GeneID:70713 Gpr137c 14 45,219,717 45,280,976 61,259 + 1

GeneID:50527 Ero1l 14 45,283,087 45,318,572 35,485 - 1

GeneID:67089 Psmc6 14 45,329,824 45,349,071 19,247 + 1

GeneID:114874 Ddhd1 14 45,593,174 45,658,143 64,969 - 1

GeneID:100628600Mir5131 14 45,657,961 45,658,053 92 - 1

GeneID:320367 A530076I17Rik 14 45,665,806 45,668,498 2,692 - 1

GeneID:12793 Cnih 14 46,775,567 46,788,357 12,790 - 1

GeneID:63985 Gmfb 14 46,808,149 46,822,242 14,093 - 2

GeneID:328388 Gm10101 14 46,829,109 46,832,027 2,918 - 2

GeneID:68755 Cgrrf1 14 46,832,244 46,854,190 21,946 + 2

GeneID:74480 Samd4 14 46,882,965 47,105,817 222,852 + 2

GeneID:14528 Gch1 14 47,153,895 47,189,402 35,507 - 1

GeneID:100504663Atg14 14 47,540,893 47,568,434 27,541 - 1

GeneID:625730 Gm6616 14 47,569,409 47,569,836 427 + 1

GeneID:93834 Peli2 14 48,120,869 48,260,883 140,014 + 1

GeneID:218989 Tmem260 14 48,446,352 48,515,159 68,807 + 1

GeneID:105504 Exoc5 14 49,012,144 49,066,667 54,523 - 1

GeneID:74385 Ap5m1 14 49,066,495 49,087,723 21,228 + 1

GeneID:70646 Naa30 14 49,172,227 49,191,031 18,804 + 1

GeneID:66246 Osgep 14 50,915,374 50,924,893 9,519 - 1

GeneID:11792 Apex1 14 50,924,949 50,927,188 2,239 + 1

GeneID:219024 Tmem55b 14 50,926,070 50,930,849 4,779 - 1

GeneID:268739 Arhgef40 14 51,984,833 52,006,247 21,414 + 2

GeneID:100502764Gm16617 14 51,986,389 51,988,829 2,440 - 2

GeneID:114741 Supt16 14 52,160,419 52,197,239 36,820 - 1

GeneID:67772 Chd8 14 52,198,151 52,237,572 39,421 - 1

GeneID:268741 Tox4 14 52,279,146 52,295,509 16,363 + 1

GeneID:56335 Mettl3 14 52,294,841 52,305,124 10,283 - 1

GeneID:50524 Sall2 14 52,311,177 52,328,670 17,493 - 1

GeneID:68836 Mrpl52 14 54,426,909 54,429,750 2,841 + 1

GeneID:17387 Mmp14 14 54,431,604 54,441,258 9,654 + 1

GeneID:65107 Lrp10 14 54,464,147 54,470,292 6,145 + 1

GeneID:219072 Haus4 14 54,541,785 54,554,361 12,576 - 1

GeneID:16475 Ajuba 14 54,567,469 54,577,661 10,192 - 2

GeneID:74359 4931414P19Rik 14 54,583,663 54,605,908 22,245 - 2

GeneID:56215 Acin1 14 54,642,161 54,686,931 44,770 - 1
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GeneID:58248 1700123O20Rik 14 54,686,171 54,690,742 4,571 + 1

GeneID:101056084LOC101056084 14 54,693,691 54,698,827 5,136 - 1

GeneID:105651 Ppp1r3e 14 54,875,597 54,877,538 1,941 - 1

GeneID:12050 Bcl2l2 14 54,883,425 54,888,234 4,809 + 2

GeneID:54196 Pabpn1 14 54,894,143 54,898,927 4,784 + 1

GeneID:59049 Slc22a17 14 54,906,727 54,913,132 6,405 - 1

GeneID:13644 Efs 14 54,916,543 54,926,788 10,245 - 2

GeneID:140806 Il25 14 54,932,695 54,935,837 3,142 + 1

GeneID:67272 Cmtm5 14 54,936,470 54,939,277 2,807 + 1

GeneID:239102 Zfhx2 14 55,061,658 55,092,048 30,390 - 1

GeneID:432855 Zfhx2as 14 55,073,091 55,075,874 2,783 + 1

GeneID:105663 Thtpa 14 55,094,784 55,098,995 4,211 + 1

GeneID:11766 Ap1g2 14 55,098,850 55,106,593 7,743 - 2

GeneID:319984 Jph4 14 55,106,826 55,116,935 10,109 - 2

GeneID:28200 Dhrs4 14 55,478,758 55,490,340 11,582 + 1

GeneID:268747 Lrrc16b 14 55,491,093 55,508,264 17,171 + 1

GeneID:19186 Psme1 14 55,578,494 55,581,527 3,033 + 1

GeneID:85308 Emc9 14 55,581,524 55,585,254 3,730 - 1

GeneID:19188 Psme2 14 55,587,440 55,591,101 3,661 - 1

GeneID:268749 Rnf31 14 55,591,790 55,603,671 11,881 + 1

GeneID:56739 Rec8 14 55,618,166 55,625,395 7,229 + 1

GeneID:75751 Ipo4 14 55,625,629 55,635,678 10,049 - 2

GeneID:74140 Tm9sf1 14 55,635,966 55,643,806 7,840 - 2

GeneID:71099 Tssk4 14 55,650,184 55,652,539 2,355 + 1

GeneID:18002 Nedd8 14 55,662,267 55,671,906 9,639 - 1

GeneID:105446 Gmpr2 14 55,672,235 55,678,751 6,516 + 1

GeneID:28113 Tinf2 14 55,679,080 55,681,817 2,737 - 1

GeneID:21816 Tgm1 14 55,700,009 55,713,492 13,483 - 1

GeneID:56187 Rabggta 14 55,715,877 55,722,176 6,299 - 1

GeneID:52585 Dhrs1 14 55,739,020 55,745,684 6,664 - 1

GeneID:67842 Nop9 14 55,745,693 55,755,634 9,941 + 1

GeneID:12684 Cideb 14 55,754,052 55,758,424 4,372 - 1

GeneID:277154 Nynrin 14 55,854,115 55,874,736 20,621 + 1

GeneID:219103 Cenpj 14 56,526,761 56,571,846 45,085 - 1

GeneID:328417 Parp4 14 56,575,619 56,659,798 84,179 + 1

GeneID:66645 Pspc1 14 56,722,449 56,778,316 55,867 - 1

GeneID:76007 Zmym2 14 56,887,795 56,962,579 74,784 + 2

GeneID:14619 Gjb2 14 57,098,602 57,104,702 6,100 - 1

GeneID:21821 Ift88 14 57,424,071 57,517,936 93,865 + 1

GeneID:50523 Lats2 14 57,689,662 57,746,123 56,461 - 1

GeneID:219114 Ska3 14 57,806,561 57,826,163 19,602 - 1

GeneID:67840 Mrp63 14 57,826,239 57,828,745 2,506 + 1

GeneID:75965 Zdhhc20 14 57,832,702 57,890,262 57,560 - 2

GeneID:71330 Rcbtb1 14 59,201,228 59,237,265 36,037 + 1

GeneID:71891 Cdadc1 14 59,559,388 59,597,959 38,571 - 1

GeneID:219134 Shisa2 14 59,625,281 59,631,660 6,379 + 1

GeneID:71844 Nupl1 14 60,219,468 60,251,378 31,910 - 1
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GeneID:219140 Spata13 14 60,634,729 60,764,556 129,827 + 1

GeneID:50720 Sacs 14 61,138,457 61,240,693 102,236 + 1

GeneID:16648 Kpna3 14 61,365,186 61,439,947 74,761 - 1

GeneID:66597 Trim13 14 61,598,226 61,605,946 7,720 + 1

GeneID:668253 Dleu2 14 61,602,836 61,682,373 79,537 - 4

GeneID:328424 Kcnrg 14 61,607,457 61,612,833 5,376 + 1

GeneID:239133 Dleu7 14 62,276,229 62,292,979 16,750 - 1

GeneID:67153 Rnaseh2b 14 62,332,105 62,372,992 40,887 + 1

GeneID:629059 Fam124a 14 62,555,737 62,608,485 52,748 + 1

GeneID:18130 Ints6 14 62,676,325 62,761,112 84,787 - 1

GeneID:71000 4931440J10Rik 14 62,760,501 62,830,126 69,625 + 2

GeneID:268752 Wdfy2 14 62,837,690 62,956,886 119,196 + 1

GeneID:14463 Gata4 14 63,198,915 63,245,260 46,345 - 2

GeneID:210376 Mtmr9 14 63,523,610 63,543,953 20,343 - 1

GeneID:219149 Xkr6 14 63,606,530 63,820,411 213,881 + 2

GeneID:72400 Pinx1 14 63,860,312 63,919,859 59,547 + 1

GeneID:54616 Extl3 14 65,052,059 65,098,106 46,047 - 1

GeneID:380912 Zfp395 14 65,358,676 65,398,930 40,254 + 1

GeneID:71988 Esco2 14 65,819,027 65,833,969 14,942 - 2

GeneID:67179 Ccdc25 14 65,837,302 65,866,604 29,302 + 2

GeneID:69303 1700001G11Rik 14 66,295,327 66,297,129 1,802 - 1

GeneID:66854 Trim35 14 66,297,025 66,311,424 14,399 + 1

GeneID:12177 Bnip3l 14 66,985,240 67,008,877 23,637 - 1

GeneID:71978 Ppp2r2a 14 67,014,056 67,072,471 58,415 - 2

GeneID:13592 Ebf2 14 67,233,292 67,429,767 196,475 + 1

GeneID:68813 Dock5 14 67,751,928 67,933,572 181,644 - 1

GeneID:73554 1700092C10Rik 14 69,164,799 69,171,843 7,044 - 1

GeneID:18092 Nkx2-6 14 69,171,802 69,175,540 3,738 + 1

GeneID:71843 R3hcc1 14 69,697,304 69,707,580 10,276 - 1

GeneID:105513 Chmp7 14 69,716,979 69,732,570 15,591 - 2

GeneID:13655 Egr3 14 70,077,445 70,080,157 2,712 + 1

GeneID:219158 2610301G19Rik 14 70,138,168 70,153,791 15,623 - 2

GeneID:268759 9930012K11Rik 14 70,154,405 70,159,502 5,097 - 2

GeneID:213019 Pdlim2 14 70,164,218 70,177,672 13,454 - 1

GeneID:19057 Ppp3cc 14 70,217,898 70,289,449 71,551 - 1

GeneID:67065 Polr3d 14 70,438,748 70,443,471 4,723 - 1

GeneID:723838 Mir320 14 70,443,510 70,443,591 81 + 1

GeneID:213469 Lgi3 14 70,530,821 70,538,324 7,503 + 1

GeneID:72549 Reep4 14 70,545,251 70,548,935 3,684 + 1

GeneID:15460 Hr 14 70,554,056 70,573,543 19,487 + 1

GeneID:239170 Fam160b2 14 70,583,295 70,599,835 16,540 - 1

GeneID:13829 Epb4.9 14 70,602,184 70,636,048 33,864 - 1

GeneID:65246 Xpo7 14 70,654,246 70,766,628 112,382 - 1

GeneID:13449 Dok2 14 70,774,381 70,778,494 4,113 + 1

GeneID:319448 Fndc3a 14 72,537,953 72,710,003 172,050 - 1

GeneID:105670 Rcbtb2 14 73,142,510 73,184,055 41,545 + 1

GeneID:19645 Rb1 14 73,195,502 73,325,791 130,289 - 1
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GeneID:16432 Itm2b 14 73,362,231 73,385,271 23,040 - 1

GeneID:100504566Gm20290 14 73,372,861 73,375,780 2,919 - 1

GeneID:13885 Esd 14 74,732,345 74,750,443 18,098 + 1

GeneID:380916 Lrch1 14 74,754,673 74,947,877 193,204 - 1

GeneID:56373 Cpb2 14 75,242,287 75,283,555 41,268 + 1

GeneID:67302 Zc3h13 14 75,284,373 75,344,426 60,053 + 1

GeneID:338337 Cog3 14 75,702,351 75,754,493 52,142 - 1

GeneID:67554 Slc25a30 14 75,761,999 75,787,037 25,038 - 1

GeneID:100043189Gm4285 14 75,842,918 75,844,964 2,046 - 1

GeneID:22070 Tpt1 14 75,845,256 75,848,303 3,047 + 1

GeneID:100303751Snora31 14 75,847,923 75,848,034 111 + 1

GeneID:68705 Gtf2f2 14 75,896,937 76,010,865 113,928 - 1

GeneID:67467 1200011I18Rik 14 76,086,232 76,110,815 24,583 - 1

GeneID:27275 Nufip1 14 76,110,891 76,137,379 26,488 + 1

GeneID:21807 Tsc22d1 14 76,415,821 76,507,766 91,945 + 4

GeneID:75789 4930444M15Rik 14 76,514,558 76,520,855 6,297 - 3

GeneID:72661 Serp2 14 76,532,812 76,556,889 24,077 - 1

GeneID:210808 Lacc1 14 77,024,201 77,036,617 12,416 - 1

GeneID:108811 Ccdc122 14 77,036,772 77,112,204 75,432 + 1

GeneID:239188 Enox1 14 77,156,763 77,721,763 565,000 + 1

GeneID:380921 Dgkh 14 78,569,609 78,725,089 155,480 - 2

GeneID:66214 Rgcc 14 79,288,750 79,301,635 12,885 - 1

GeneID:66897 Naa16 14 79,334,507 79,390,668 56,161 - 1

GeneID:211253 Mtrf1 14 79,397,772 79,423,650 25,878 + 1

GeneID:432879 Zbtbd6 14 79,451,835 79,454,816 2,981 + 1

GeneID:22380 Wbp4 14 79,459,937 79,481,268 21,331 - 2

GeneID:13709 Elf1 14 79,481,194 79,582,476 101,282 + 1

GeneID:18530 Pcdh8 14 79,766,772 79,771,312 4,540 - 1

GeneID:219249 Tdrd3 14 87,416,583 87,545,508 128,925 + 1

GeneID:76789 Mzt1 14 99,034,544 99,046,136 11,592 - 1

GeneID:77744 Bora 14 99,046,377 99,074,107 27,730 + 1

GeneID:72662 Dis3 14 99,076,634 99,099,770 23,136 - 1

GeneID:52023 Pibf1 14 99,099,433 99,254,493 155,060 + 1

GeneID:12224 Klf5 14 99,298,691 99,313,412 14,721 + 1

GeneID:210789 Tbc1d4 14 101,442,360 101,609,191 166,831 - 1

GeneID:50933 Uchl3 14 101,653,967 101,696,125 42,158 + 1

GeneID:239217 Kctd12 14 102,976,581 102,982,637 6,056 - 1

GeneID:100628599Mir5130 14 102,982,549 102,982,632 83 - 1

GeneID:71264 4933432I03Rik 14 102,987,412 103,033,803 46,391 - 1

GeneID:211286 Cln5 14 103,070,216 103,077,630 7,414 + 1

GeneID:50789 Fbxl3 14 103,080,239 103,099,509 19,270 - 1

GeneID:105689 Mycbp2 14 103,113,411 103,346,800 233,389 - 1

GeneID:74213 Rbm26 14 105,114,519 105,177,327 62,808 - 1

GeneID:24064 Spry2 14 105,891,947 105,896,819 4,872 - 1

GeneID:212085 Trim52 14 106,106,198 106,109,280 3,082 + 1

GeneID:23888 Gpc6 14 116,925,315 117,979,529 1,054,214 + 1

GeneID:100503703Gm19845 14 116,934,884 116,937,613 2,729 + 1
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GeneID:76355 Tgds 14 118,111,911 118,132,765 20,854 - 1

GeneID:58245 Gpr180 14 118,137,127 118,164,232 27,105 + 1

GeneID:239273 Abcc4 14 118,482,692 118,706,219 223,527 - 1

GeneID:100037258Dnajc3 14 118,937,932 118,981,702 43,770 + 1

GeneID:66435 Uggt2 14 118,984,985 119,099,434 114,449 - 1

GeneID:50787 Hs6st3 14 119,138,265 119,869,815 731,550 + 1

GeneID:76108 Rap2a 14 120,478,461 120,507,194 28,733 + 1

GeneID:223254 Farp1 14 121,035,574 121,283,726 248,152 + 2

GeneID:223255 Stk24 14 121,286,341 121,379,230 92,889 - 2

GeneID:68889 Ubac2 14 121,878,606 122,021,035 142,429 + 1

GeneID:319727 A330035P11Rik 14 122,097,939 122,106,974 9,035 - 1

GeneID:68059 Tm9sf2 14 122,107,082 122,159,603 52,521 + 1

GeneID:65100 Zic5 14 122,459,160 122,465,658 6,498 - 1

GeneID:69248 2610035F20Rik 14 122,470,377 122,475,199 4,822 - 1

GeneID:22772 Zic2 14 122,475,384 122,480,328 4,944 + 1

GeneID:70551 Tmtc4 14 122,918,975 122,983,261 64,286 - 1

GeneID:338370 Nalcn 14 123,276,641 123,627,144 350,503 - 1

GeneID:14169 Fgf14 14 123,978,291 124,677,127 698,836 - 1

GeneID:106052 Fbxo4 15 3,963,564 3,979,573 16,009 - 1

GeneID:106064 AW549877 15 3,982,035 3,995,752 13,717 - 2

GeneID:328489 A630020A06 15 3,996,039 4,015,858 19,819 + 1

GeneID:239319 Card6 15 5,097,439 5,108,533 11,094 - 1

GeneID:67281 Rpl37 15 5,116,613 5,119,140 2,527 + 1

GeneID:100302529Snord72 15 5,118,421 5,118,480 59 + 1

GeneID:105787 Prkaa1 15 5,143,861 5,181,899 38,038 + 1

GeneID:268780 Egflam 15 7,206,120 7,398,304 192,184 - 1

GeneID:14573 Gdnf 15 7,811,011 7,837,575 26,564 + 1

GeneID:71175 Nipbl 15 8,291,225 8,444,463 153,238 - 2

GeneID:27401 Skp2 15 9,111,985 9,140,451 28,466 - 1

GeneID:320506 Lmbrd2 15 9,140,570 9,197,450 56,880 + 1

GeneID:75646 Rai14 15 10,568,978 10,714,631 145,653 - 1

GeneID:75259 4930556M19Rik 15 10,714,836 10,790,123 75,287 + 1

GeneID:22293 Slc45a2 15 11,000,721 11,029,233 28,512 + 1

GeneID:239336 Rxfp3 15 11,033,717 11,037,968 4,251 - 1

GeneID:18162 Npr3 15 11,839,896 11,905,674 65,778 - 1

GeneID:381002 Gm5144 15 11,906,519 11,907,395 876 + 1

GeneID:20024 Sub1 15 11,981,339 11,996,007 14,668 - 1

GeneID:22763 Zfr 15 12,117,851 12,185,449 67,598 + 1

GeneID:66629 Golph3 15 12,321,496 12,351,267 29,771 + 1

GeneID:12563 Cdh6 15 13,034,200 13,173,639 139,439 - 1

GeneID:70350 Basp1 15 25,363,277 25,413,764 50,487 - 1

GeneID:432939 Gm5468 15 25,414,192 25,452,418 38,226 + 1

GeneID:17909 Myo10 15 25,622,550 25,813,671 191,121 + 2

GeneID:52521 Zfp622 15 25,984,366 25,998,482 14,116 + 1

GeneID:448987 Fbxl7 15 26,540,459 26,895,564 355,105 - 2

GeneID:223435 Trio 15 27,730,649 28,025,848 295,199 - 1

GeneID:67434 Ankrd33b 15 31,291,479 31,367,759 76,280 - 1
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GeneID:223455 March6 15 31,455,899 31,531,037 75,138 - 1

GeneID:12465 Cct5 15 31,590,884 31,601,804 10,920 - 1

GeneID:68073 Fam173b 15 31,602,116 31,617,535 15,419 + 1

GeneID:1006160950610007N19Rik 15 32,240,568 32,244,662 4,094 - 1

GeneID:66835 Snord123 15 32,241,845 32,241,932 87 - 1

GeneID:20356 Sema5a 15 32,244,813 32,696,341 451,528 + 1

GeneID:239364 Tspyl5 15 33,683,875 33,687,883 4,008 - 1

GeneID:67154 Mtdh 15 34,082,719 34,142,385 59,666 + 1

GeneID:17181 Matn2 15 34,306,681 34,436,242 129,561 + 2

GeneID:19946 Rpl30 15 34,440,505 34,443,276 2,771 - 1

GeneID:239368 BC030476 15 34,453,312 34,473,892 20,580 + 1

GeneID:15473 Hrsp12 15 34,484,022 34,495,246 11,224 - 1

GeneID:67724 Pop1 15 34,495,311 34,530,653 35,342 + 1

GeneID:223473 Nipal2 15 34,572,799 34,678,706 105,907 - 1

GeneID:71637 4930413F20Rik 15 34,675,073 34,679,204 4,131 + 1

GeneID:16539 Kcns2 15 34,837,381 34,842,337 4,956 + 1

GeneID:56274 Stk3 15 34,875,499 35,155,806 280,307 - 1

GeneID:107587 Osr2 15 35,296,112 35,303,305 7,193 + 3

GeneID:100126269BC048602 15 35,307,010 35,328,535 21,525 - 2

GeneID:666173 Vps13b 15 35,371,546 35,931,229 559,683 + 2

GeneID:12864 Cox6c 15 35,931,976 35,938,246 6,270 - 1

GeneID:26942 Spag1 15 36,179,530 36,235,177 55,647 + 1

GeneID:30945 Rnf19a 15 36,239,934 36,283,147 43,213 - 1

GeneID:18458 Pabpc1 15 36,595,658 36,608,973 13,315 - 1

GeneID:22631 Ywhaz 15 36,770,261 36,802,984 32,723 - 1

GeneID:52589 Ncald 15 37,366,175 37,792,428 426,253 - 1

GeneID:70790 Ubr5 15 37,967,328 38,078,853 111,525 - 1

GeneID:54375 Azin1 15 38,487,430 38,519,266 31,836 - 1

GeneID:66335 Atp6v1c1 15 38,661,904 38,692,444 30,540 + 1

GeneID:69906 Slc25a32 15 39,094,191 39,112,716 18,525 - 1

GeneID:223499 Dcaf13 15 39,112,874 39,146,856 33,982 + 1

GeneID:116838 Rims2 15 39,198,286 39,684,372 486,086 + 2

GeneID:239393 Lrp12 15 39,870,603 39,943,757 73,154 - 1

GeneID:22762 Zfpm2 15 40,655,042 41,104,592 449,550 + 1

GeneID:170719 Oxr1 15 41,447,482 41,861,048 413,566 + 1

GeneID:67429 Nudcd1 15 44,375,227 44,428,307 53,080 - 1

GeneID:223527 Eny2 15 44,428,111 44,437,685 9,574 + 1

GeneID:55960 Ebag9 15 44,619,641 44,641,027 21,386 + 1

GeneID:19357 Rad21 15 51,962,604 51,991,760 29,156 - 1

GeneID:14042 Ext1 15 53,068,261 53,346,183 277,922 - 1

GeneID:72107 Dscc1 15 55,076,101 55,090,478 14,377 - 1

GeneID:100503794Gm9920 15 55,099,917 55,113,582 13,665 - 2

GeneID:97998 Deptor 15 55,112,483 55,254,202 141,719 + 1

GeneID:68537 Mrpl13 15 55,534,095 55,557,312 23,217 - 1

GeneID:105837 Mtbp 15 55,557,408 55,626,423 69,015 + 1

GeneID:20649 Sntb1 15 55,639,154 55,906,949 267,795 - 1

GeneID:387609 Zhx2 15 57,694,667 57,839,832 145,165 + 1
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GeneID:75758 9130401M01Rik 15 58,022,270 58,034,294 12,024 - 1

GeneID:22770 Zhx1 15 58,047,003 58,076,489 29,486 - 1

GeneID:70472 Atad2 15 58,094,047 58,135,082 41,035 - 1

GeneID:76773 Wdyhv1 15 58,141,436 58,158,654 17,218 + 1

GeneID:67731 Fbxo32 15 58,175,879 58,214,892 39,013 - 1

GeneID:74868 Tmem65 15 58,782,269 58,823,427 41,158 - 1

GeneID:546638 Ube2d4 15 58,823,827 58,847,321 23,494 - 1

GeneID:75841 Rnf139 15 58,889,229 58,902,390 13,161 + 1

GeneID:69694 Tatdn1 15 58,890,153 58,933,730 43,577 - 2

GeneID:66218 Ndufb9 15 58,933,810 58,939,489 5,679 + 1

GeneID:211401 Mtss1 15 58,941,234 59,082,026 140,792 - 2

GeneID:20775 Sqle 15 59,315,092 59,331,193 16,101 + 1

GeneID:223593 E430025E21Rik 15 59,331,997 59,374,152 42,155 - 1

GeneID:68501 Nsmce2 15 59,374,198 59,601,684 227,486 + 1

GeneID:211770 Trib1 15 59,648,654 59,657,099 8,445 + 1

GeneID:399603 Fam84b 15 60,818,996 60,825,080 6,084 - 2

GeneID:320469 9930014A18Rik 15 60,822,965 60,831,400 8,435 + 2

GeneID:17869 Myc 15 61,985,341 61,990,361 5,020 + 2

GeneID:13196 Asap1 15 64,088,539 64,382,919 294,380 - 2

GeneID:76740 Efr3a 15 65,787,041 65,873,812 86,771 + 1

GeneID:239510 Phf20l1 15 66,577,572 66,645,255 67,683 + 1

GeneID:17988 Ndrg1 15 66,929,318 66,969,641 40,323 - 1

GeneID:76510 Trappc9 15 72,589,620 73,061,204 471,584 - 1

GeneID:353342 Peg13 15 72,805,604 72,810,324 4,720 - 1

GeneID:239528 Ago2 15 73,101,625 73,184,947 83,322 - 2

GeneID:1005036611700010B13Rik 15 73,645,852 73,652,347 6,495 + 1

GeneID:16469 Jrk 15 74,702,412 74,709,322 6,910 - 1

GeneID:66769 4933427E11Rik 15 74,709,161 74,710,374 1,213 + 1

GeneID:72373 Psca 15 74,714,839 74,717,065 2,226 + 1

GeneID:22701 Zfp41 15 75,616,685 75,625,295 8,610 + 1

GeneID:378435 Mafa 15 75,746,843 75,747,922 1,079 - 1

GeneID:223642 Zc3h3 15 75,754,447 75,841,908 87,461 - 1

GeneID:78834 Zfp623 15 75,940,952 75,949,400 8,448 + 1

GeneID:105782 Scrib 15 76,047,186 76,069,730 22,544 - 1

GeneID:67959 Puf60 15 76,070,182 76,080,946 10,764 - 3

GeneID:223649 Nrbp2 15 76,085,594 76,090,013 4,419 - 2

GeneID:223650 Eppk1 15 76,101,488 76,120,195 18,707 - 2

GeneID:18810 Plec 15 76,170,974 76,231,378 60,404 - 5

GeneID:100316774Mir1942 15 76,215,611 76,215,673 62 - 1

GeneID:671535 Parp10 15 76,232,995 76,243,440 10,445 - 3

GeneID:66168 Grina 15 76,246,807 76,249,904 3,097 + 1

GeneID:109075 Exosc4 15 76,327,397 76,330,670 3,273 + 1

GeneID:14731 Gpaa1 15 76,331,294 76,334,899 3,605 + 2

GeneID:66445 Cyc1 15 76,343,523 76,345,934 2,411 + 1

GeneID:106025 Sharpin 15 76,347,040 76,351,110 4,070 - 1

GeneID:68877 Maf1 15 76,351,294 76,354,378 3,084 + 1

GeneID:59053 Fam203a 15 76,368,898 76,371,411 2,513 + 2
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GeneID:73542 Tssk5 15 76,371,958 76,374,938 2,980 - 2

GeneID:223658 Mroh1 15 76,380,513 76,453,039 72,526 + 3

GeneID:12181 Bop1 15 76,452,996 76,477,269 24,273 - 3

GeneID:20289 Scx 15 76,457,438 76,459,468 2,030 + 2

GeneID:15499 Hsf1 15 76,477,445 76,500,972 23,527 + 1

GeneID:13350 Dgat1 15 76,502,015 76,511,818 9,803 - 1

GeneID:170729 Scrt1 15 76,516,203 76,522,129 5,926 - 2

GeneID:666504 Gm8140 15 76,533,211 76,535,366 2,155 - 2

GeneID:30840 Fbxl6 15 76,535,723 76,538,746 3,023 - 1

GeneID:52710 Slc52a2 15 76,538,943 76,542,130 3,187 + 1

GeneID:54151 Cyhr1 15 76,645,767 76,660,108 14,341 - 1

GeneID:16581 Kifc2 15 76,660,641 76,668,196 7,555 + 2

GeneID:14106 Foxh1 15 76,668,307 76,669,873 1,566 - 1

GeneID:73062 Ppp1r16a 15 76,671,680 76,694,915 23,235 + 1

GeneID:69572 Mfsd3 15 76,701,542 76,704,239 2,697 + 1

GeneID:79456 Recql4 15 76,703,553 76,710,559 7,006 - 1

GeneID:223664 Lrrc14 15 76,710,740 76,715,091 4,351 + 2

GeneID:378937 Lrrc24 15 76,715,276 76,722,173 6,897 - 2

GeneID:223665 C030006K11Rik 15 76,721,465 76,723,845 2,380 - 1

GeneID:223666 Arhgap39 15 76,723,985 76,818,170 94,185 - 2

GeneID:223669 Zfp7 15 76,879,276 76,892,395 13,119 + 1

GeneID:66398 Commd5 15 76,899,941 76,901,297 1,356 + 2

GeneID:26961 Rpl8 15 76,904,071 76,906,318 2,247 + 2

GeneID:239546 Zfp647 15 76,910,370 76,925,448 15,078 - 2

GeneID:93686 Rbfox2 15 77,078,990 77,307,053 228,063 - 1

GeneID:239552 Apol8 15 77,748,613 77,755,229 6,616 - 1

GeneID:17886 Myh9 15 77,760,589 77,842,115 81,526 - 2

GeneID:239554 Foxred2 15 77,940,522 77,956,722 16,200 - 1

GeneID:55944 Eif3d 15 77,958,998 77,970,824 11,826 - 2

GeneID:12300 Cacng2 15 77,993,623 78,119,280 125,657 - 1

GeneID:73376 Tex33 15 78,378,400 78,395,912 17,512 - 1

GeneID:22117 Tst 15 78,399,556 78,405,859 6,303 - 2

GeneID:246221 Mpst 15 78,406,712 78,414,015 7,303 + 2

GeneID:72844 Kctd17 15 78,428,628 78,439,303 10,675 + 2

GeneID:71753 Tmprss6 15 78,439,667 78,468,634 28,967 - 1

GeneID:207393 Elfn2 15 78,670,003 78,718,113 48,110 - 2

GeneID:104445 Cdc42ep1 15 78,842,647 78,850,902 8,255 + 1

GeneID:107753 Lgals2 15 78,850,860 78,855,529 4,669 - 1

GeneID:106039 Gga1 15 78,877,190 78,894,585 17,395 + 2

GeneID:100038696Gm10866 15 78,898,207 78,899,712 1,505 - 1

GeneID:20401 Sh3bp1 15 78,899,786 78,912,052 12,266 + 2

GeneID:57028 Pdxp 15 78,913,919 78,919,517 5,598 + 2

GeneID:16852 Lgals1 15 78,926,725 78,930,465 3,740 + 1

GeneID:97961 Nol12 15 78,934,933 78,941,910 6,977 + 1

GeneID:110253 Triobp 15 78,947,724 79,005,869 58,145 + 1

GeneID:654469 Gm17753 15 79,015,329 79,025,954 10,625 - 2

GeneID:14958 H1f0 15 79,028,212 79,030,504 2,292 + 2
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GeneID:26912 Gcat 15 79,030,874 79,042,531 11,657 + 2

GeneID:223691 Eif3l 15 79,075,223 79,094,400 19,177 + 1

GeneID:27008 Micall1 15 79,108,983 79,136,900 27,917 + 1

GeneID:20665 Sox10 15 79,154,913 79,164,490 9,577 - 1

GeneID:100041655Gm10863 15 79,166,066 79,216,401 50,335 + 1

GeneID:17133 Maff 15 79,347,678 79,359,076 11,398 + 2

GeneID:223693 Tmem184b 15 79,360,684 79,403,303 42,619 - 2

GeneID:16520 Kcnj4 15 79,483,714 79,505,241 21,527 - 1

GeneID:105785 Kdelr3 15 79,516,408 79,527,739 11,331 + 1

GeneID:75729 Fam227a 15 79,609,576 79,658,956 49,380 - 1

GeneID:73739 Cby1 15 79,659,227 79,667,660 8,433 + 1

GeneID:74158 Josd1 15 79,674,250 79,687,872 13,622 - 2

GeneID:101055940LOC101055940 15 79,689,125 79,692,385 3,260 - 2

GeneID:14904 Gtpbp1 15 79,690,896 79,721,479 30,583 + 2

GeneID:223697 Sun2 15 79,724,068 79,742,536 18,468 - 1

GeneID:100504191Gm16576 15 79,742,698 79,757,394 14,696 + 1

GeneID:504193 Npcd 15 79,786,351 79,834,333 47,982 - 3

GeneID:73340 Nptxr 15 79,786,351 79,804,709 18,358 - 1

GeneID:494448 Cbx6 15 79,823,898 79,834,333 10,435 - 2

GeneID:100038357Gm10856 15 79,843,163 79,846,763 3,600 + 1

GeneID:18591 Pdgfb 15 79,995,874 80,014,808 18,934 - 1

GeneID:213956 Fam83f 15 80,671,847 80,700,425 28,578 + 1

GeneID:213988 Tnrc6b 15 80,711,313 80,941,086 229,773 + 1

GeneID:11564 Adsl 15 80,948,519 80,969,373 20,854 + 1

GeneID:105835 Sgsm3 15 80,977,765 81,012,290 34,525 + 1

GeneID:223701 Mkl1 15 81,012,281 81,190,757 178,476 - 1

GeneID:67638 4930483J18Rik 15 81,190,853 81,192,757 1,904 + 1

GeneID:70356 St13 15 81,365,044 81,399,694 34,650 - 1

GeneID:321003 Xpnpep3 15 81,400,188 81,454,888 54,700 + 1

GeneID:57755 Dnajb7 15 81,407,088 81,408,273 1,185 - 1

GeneID:328572 Ep300 15 81,586,214 81,652,077 65,863 + 1

GeneID:214669 L3mbtl2 15 81,663,936 81,688,305 24,369 + 1

GeneID:214685 Chadl 15 81,686,166 81,697,287 11,121 - 1

GeneID:19387 Rangap1 15 81,704,248 81,729,919 25,671 - 2

GeneID:20286 Zc3h7b 15 81,744,848 81,796,269 51,421 + 2

GeneID:100504312Gm17597 15 81,800,790 81,802,613 1,823 - 1

GeneID:21685 Tef 15 81,802,673 81,826,863 24,190 + 1

GeneID:57259 Tob2 15 81,848,270 81,858,326 10,056 - 1

GeneID:68479 Phf5a 15 81,864,516 81,871,892 7,376 - 1

GeneID:78929 Polr3h 15 81,915,030 81,926,213 11,183 - 1

GeneID:105859 Csdc2 15 81,936,759 81,950,941 14,182 + 1

GeneID:29858 Pmm1 15 81,951,106 81,960,867 9,761 - 1

GeneID:14375 Xrcc6 15 82,016,369 82,040,084 23,715 + 1

GeneID:20826 Nhp2l1 15 82,041,345 82,047,598 6,253 - 1

GeneID:74369 Mei1 15 82,070,117 82,126,814 56,697 + 1

GeneID:76457 Ccdc134 15 82,127,922 82,142,203 14,281 + 2

GeneID:20788 Srebf2 15 82,147,269 82,204,960 57,691 + 1
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GeneID:66570 Cenpm 15 82,233,762 82,244,747 10,985 - 2

GeneID:76505 1500009C09Rik 15 82,252,397 82,260,753 8,356 + 1

GeneID:21411 Tcf20 15 82,808,622 82,912,134 103,512 - 1

GeneID:21378 Tbrg3 15 82,890,483 82,898,461 7,978 - 1

GeneID:100504637Gm20324 15 82,899,080 82,905,816 6,736 + 1

GeneID:68607 Serhl 15 83,100,205 83,116,671 16,466 + 1

GeneID:74778 Rrp7a 15 83,115,846 83,122,801 6,955 - 1

GeneID:73826 Poldip3 15 83,125,978 83,149,336 23,358 - 1

GeneID:66251 Arfgap3 15 83,299,740 83,350,247 50,507 - 1

GeneID:69291 1700001L05Rik 15 83,353,847 83,367,297 13,450 - 1

GeneID:23970 Pacsin2 15 83,375,607 83,464,606 88,999 - 1

GeneID:223722 Mcat 15 83,546,797 83,555,711 8,914 - 1

GeneID:12257 Tspo 15 83,563,573 83,574,203 10,630 + 1

GeneID:223723 Ttll12 15 83,575,094 83,595,157 20,063 - 1

GeneID:64706 Scube1 15 83,602,583 83,725,021 122,438 - 2

GeneID:223732 Ldoc1l 15 84,553,398 84,557,823 4,425 - 1

GeneID:271305 Phf21b 15 84,785,376 84,856,129 70,753 - 1

GeneID:18141 Nup50 15 84,923,428 84,942,963 19,535 + 1

GeneID:223739 5031439G07Rik 15 84,945,720 84,987,971 42,251 - 1

GeneID:14114 Fbln1 15 85,206,008 85,286,294 80,286 + 1

GeneID:54138 Atxn10 15 85,336,381 85,463,836 127,455 + 1

GeneID:22422 Wnt7b 15 85,535,437 85,581,821 46,384 - 1

GeneID:105975 AU022754 15 85,581,142 85,593,708 12,566 + 1

GeneID:19013 Ppara 15 85,735,564 85,806,851 71,287 + 1

GeneID:29870 Gtse1 15 85,859,707 85,876,573 16,866 + 1

GeneID:72026 Trmu 15 85,879,327 85,897,393 18,066 + 1

GeneID:12614 Celsr1 15 85,898,758 86,033,777 135,019 - 1

GeneID:223752 Gramd4 15 86,057,695 86,137,636 79,941 + 1

GeneID:223753 Cerk 15 86,139,101 86,186,141 47,040 - 1

GeneID:223754 Tbc1d22a 15 86,214,459 86,498,503 284,044 + 1

GeneID:106014 Fam19a5 15 87,544,299 87,759,364 215,065 + 1

GeneID:223770 Brd1 15 88,687,035 88,734,219 47,184 - 2

GeneID:223773 Zbed4 15 88,751,711 88,784,516 32,805 + 1

GeneID:223774 Alg12 15 88,805,243 88,819,318 14,075 - 1

GeneID:76737 Creld2 15 88,819,646 88,826,681 7,035 + 1

GeneID:223775 Pim3 15 88,862,194 88,865,726 3,532 + 1

GeneID:406218 Panx2 15 89,059,726 89,070,907 11,181 + 2

GeneID:69120 1810021B22Rik 15 89,071,198 89,075,854 4,656 - 2

GeneID:67976 Trabd 15 89,076,064 89,087,075 11,011 + 3

GeneID:223776 1300018J18Rik 15 89,089,107 89,100,340 11,233 + 1

GeneID:328580 Tubgcp6 15 89,099,098 89,123,150 24,052 - 1

GeneID:19094 Mapk11 15 89,142,482 89,149,606 7,124 - 1

GeneID:140570 Plxnb2 15 89,155,549 89,180,788 25,239 - 3

GeneID:69440 Dennd6b 15 89,182,213 89,196,474 14,261 - 3

GeneID:71474 Ppp6r2 15 89,211,559 89,286,261 74,702 + 1

GeneID:58234 Shank3 15 89,499,857 89,560,261 60,404 + 1

GeneID:68708 Rabl2 15 89,582,527 89,591,923 9,396 - 1
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GeneID:16564 Kif21a 15 90,933,276 91,049,948 116,672 - 1

GeneID:239606 Slc2a13 15 91,267,691 91,573,261 305,570 - 1

GeneID:67197 Zcrb1 15 93,386,113 93,398,290 12,177 - 1

GeneID:223828 Pphln1 15 93,398,350 93,491,913 93,563 + 1

GeneID:106042 Prickle1 15 93,499,114 93,595,891 96,777 - 2

GeneID:223838 Adamts20 15 94,270,163 94,404,350 134,187 - 1

GeneID:19230 Twf1 15 94,577,948 94,589,824 11,876 - 1

GeneID:54003 Nell2 15 95,219,450 95,528,706 309,256 - 1

GeneID:791370 A130051J06Rik 15 95,787,856 95,791,642 3,786 - 1

GeneID:105722 Ano6 15 95,790,843 95,975,472 184,629 + 1

GeneID:319722 E330033B04Rik 15 96,268,564 96,275,275 6,711 - 1

GeneID:77044 Arid2 15 96,287,522 96,405,463 117,941 + 2

GeneID:72193 Scaf11 15 96,411,698 96,460,843 49,145 - 1

GeneID:105727 Slc38a1 15 96,571,418 96,642,913 71,495 - 1

GeneID:67760 Slc38a2 15 96,687,392 96,699,698 12,306 - 1

GeneID:71919 Rpap3 15 97,675,105 97,705,822 30,717 - 1

GeneID:19011 Endou 15 97,711,019 97,731,405 20,386 - 1

GeneID:380967 Tmem106c 15 97,964,229 97,970,286 6,057 + 1

GeneID:78541 Asb8 15 98,134,640 98,165,578 30,938 - 1

GeneID:239650 AI836003 15 98,167,806 98,170,134 2,328 + 1

GeneID:69612 Kansl2 15 98,519,101 98,534,221 15,120 - 1

GeneID:100217416Snora2b 15 98,526,348 98,526,459 111 - 1

GeneID:12455 Ccnt1 15 98,543,211 98,567,636 24,425 - 2

GeneID:1000488959330020H09Rik 15 98,567,324 98,570,864 3,540 + 1

GeneID:73863 4930415O20Rik 15 98,571,004 98,589,588 18,584 + 1

GeneID:11512 Adcy6 15 98,589,978 98,607,633 17,655 - 1

GeneID:12297 Cacnb3 15 98,632,220 98,644,530 12,310 + 1

GeneID:74351 Ddx23 15 98,645,507 98,662,889 17,382 - 1

GeneID:223881 Rnd1 15 98,669,205 98,677,461 8,256 - 1

GeneID:11842 Arf3 15 98,737,626 98,763,118 25,492 - 1

GeneID:22410 Wnt10b 15 98,771,752 98,778,150 6,398 - 1

GeneID:13199 Ddn 15 98,803,782 98,807,925 4,143 - 1

GeneID:100049164B130046B21Rik 15 98,807,024 98,816,320 9,296 + 1

GeneID:19082 Prkag1 15 98,812,797 98,831,508 18,711 - 2

GeneID:381022 Mll2 15 98,831,669 98,871,205 39,536 - 4

GeneID:69159 Rhebl1 15 98,877,760 98,881,414 3,654 - 1

GeneID:13363 Dhh 15 98,893,027 98,898,540 5,513 - 2

GeneID:74775 Lmbr1l 15 98,903,921 98,918,098 14,177 - 3

GeneID:22143 Tuba1b 15 98,931,429 98,934,390 2,961 - 1

GeneID:22142 Tuba1a 15 98,949,847 98,953,501 3,654 - 1

GeneID:22146 Tuba1c 15 99,029,891 99,038,105 8,214 + 1

GeneID:19132 Prph 15 99,055,174 99,058,978 3,804 + 1

GeneID:78733 Troap 15 99,074,973 99,083,409 8,436 + 1

GeneID:239659 C1ql4 15 99,084,754 99,087,728 2,974 - 1

GeneID:72778 Dnajc22 15 99,099,484 99,104,709 5,225 + 1

GeneID:16512 Kcnh3 15 99,224,976 99,242,817 17,841 + 1

GeneID:51812 Mcrs1 15 99,242,817 99,251,961 9,144 - 1
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GeneID:73600 1700120C14Rik 15 99,251,788 99,262,041 10,253 + 1

GeneID:380969 Nckap5l 15 99,422,034 99,457,748 35,714 - 1

GeneID:75284 Bcdin3d 15 99,470,084 99,474,730 4,646 - 1

GeneID:26934 Racgap1 15 99,620,496 99,651,656 31,160 - 1

GeneID:71949 Cers5 15 99,735,592 99,772,515 36,923 - 1

GeneID:65970 Lima1 15 99,778,468 99,875,456 96,988 - 1

GeneID:207214 Larp4 15 99,970,074 100,016,358 46,284 + 1

GeneID:70281 2310068J16Rik 15 99,972,167 99,973,287 1,120 - 1

GeneID:239667 Dip2b 15 100,038,664 100,219,473 180,809 + 1

GeneID:18174 Slc11a2 15 100,387,898 100,423,055 35,157 - 1

GeneID:432982 Gm5475 15 100,423,193 100,428,150 4,957 + 1

GeneID:68614 Letmd1 15 100,469,034 100,479,252 10,218 + 1

GeneID:207785 Csrnp2 15 100,479,570 100,495,239 15,669 - 2

GeneID:21422 Tfcp2 15 100,502,796 100,551,947 49,151 - 1

GeneID:78445 C330013E15Rik 15 100,614,140 100,615,110 970 - 1

GeneID:23994 Dazap2 15 100,615,662 100,620,761 5,099 + 1

GeneID:207818 Smagp 15 100,621,339 100,636,865 15,526 - 1

GeneID:20273 Scn8a 15 100,870,683 101,045,929 175,246 + 3

GeneID:668225 Fignl2 15 101,050,194 101,054,399 4,205 - 3

GeneID:208258 Ankrd33 15 101,115,755 101,120,028 4,273 + 1

GeneID:11482 Acvrl1 15 101,128,537 101,145,336 16,799 + 1

GeneID:380977 A330009N23Rik 15 101,221,191 101,225,186 3,995 - 1

GeneID:105968 AU021063 15 101,221,247 101,222,155 908 + 1

GeneID:56149 Grasp 15 101,224,207 101,232,756 8,549 + 1

GeneID:15370 Nr4a1 15 101,266,846 101,274,795 7,949 + 2

GeneID:68118 9430023L20Rik 15 101,284,301 101,290,934 6,633 + 2

GeneID:77717 6030408B16Rik 15 101,293,212 101,297,426 4,214 + 2

GeneID:75705 Eif4b 15 102,073,773 102,097,173 23,400 + 2

GeneID:109237 A030007N12Rik 15 102,077,424 102,080,224 2,800 + 1

GeneID:209039 Tenc1 15 102,102,988 102,116,401 13,413 + 1

GeneID:223918 Spryd3 15 102,116,528 102,136,215 19,687 - 2

GeneID:16012 Igfbp6 15 102,144,186 102,149,512 5,326 + 2

GeneID:223920 Soat2 15 102,150,575 102,163,436 12,861 + 1

GeneID:19411 Rarg 15 102,234,940 102,257,483 22,543 - 1

GeneID:432988 Gm9918 15 102,270,569 102,274,128 3,559 + 2

GeneID:106073 Mfsd5 15 102,279,456 102,281,744 2,288 + 2

GeneID:105988 Espl1 15 102,296,293 102,324,356 28,063 + 2

GeneID:223921 Aaas 15 102,338,247 102,350,759 12,512 - 1

GeneID:170574 Sp7 15 102,357,177 102,366,271 9,094 - 1

GeneID:66151 Prr13 15 102,459,170 102,462,806 3,636 + 1

GeneID:18521 Pcbp2 15 102,470,632 102,500,059 29,427 + 1

GeneID:15422 Hoxc13 15 102,921,131 102,928,814 7,683 + 1

GeneID:209448 Hoxc10 15 102,966,796 102,971,898 5,102 + 1

GeneID:723958 Mir196a-2 15 102,973,350 102,973,434 84 + 1

GeneID:15427 Hoxc9 15 102,977,032 102,984,444 7,412 + 1

GeneID:15426 Hoxc8 15 102,990,539 102,994,254 3,715 + 1

GeneID:12419 Cbx5 15 103,191,546 103,239,816 48,270 - 1
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GeneID:16402 Itga5 15 103,344,286 103,366,748 22,462 - 1

GeneID:74763 Naa60 16 3,884,619 3,904,781 20,162 + 1

GeneID:68015 Trap1 16 4,039,977 4,077,810 37,833 - 1

GeneID:12914 Crebbp 16 4,084,048 4,213,404 129,356 - 2

GeneID:76397 4930455F16Rik 16 4,219,912 4,229,116 9,204 - 1

GeneID:11515 Adcy9 16 4,287,545 4,419,587 132,042 - 1

GeneID:83383 Tfap4 16 4,544,661 4,559,720 15,059 - 1

GeneID:83396 Glis2 16 4,594,713 4,615,957 21,244 + 1

GeneID:78885 Coro7 16 4,626,884 4,679,720 52,836 - 2

GeneID:246154 Vasn 16 4,639,945 4,651,166 11,221 + 2

GeneID:67824 Nmral1 16 4,711,317 4,719,059 7,742 - 1

GeneID:15369 Hmox2 16 4,726,361 4,766,249 39,888 + 1

GeneID:66626 Cdip1 16 4,765,461 4,789,935 24,474 - 1

GeneID:100169865Gm10914 16 4,868,829 4,870,724 1,895 - 1

GeneID:207740 Ubald1 16 4,874,779 4,879,851 5,072 - 1

GeneID:17237 Mgrn1 16 4,886,100 4,938,296 52,196 + 1

GeneID:72615 Anks3 16 4,941,415 4,964,237 22,822 - 1

GeneID:74684 4930451G09Rik 16 4,964,289 4,978,963 14,674 + 1

GeneID:74022 Glyr1 16 5,013,902 5,049,910 36,008 - 1

GeneID:170644 Ubn1 16 5,050,068 5,086,285 36,217 + 1

GeneID:27426 Nagpa 16 5,195,280 5,204,012 8,732 - 1

GeneID:239691 AU021092 16 5,211,819 5,222,299 10,480 - 1

GeneID:208211 Alg1 16 5,233,621 5,244,907 11,286 + 1

GeneID:70511 Fam86 16 5,244,155 5,255,956 11,801 - 1

GeneID:66690 Tmem186 16 8,633,731 8,637,701 3,970 - 1

GeneID:54128 Pmm2 16 8,637,707 8,657,524 19,817 + 1

GeneID:52502 Carhsp1 16 8,658,587 8,672,153 13,566 - 1

GeneID:436336 Gm5767 16 8,680,770 8,683,905 3,135 + 1

GeneID:252870 Usp7 16 8,688,722 8,738,342 49,620 - 1

GeneID:69053 1810013L24Rik 16 8,830,100 8,858,924 28,824 + 1

GeneID:75329 Atf7ip2 16 10,192,906 10,243,051 50,145 + 1

GeneID:12703 Socs1 16 10,783,808 10,785,536 1,728 - 1

GeneID:21959 Tnp2 16 10,787,935 10,788,655 720 - 1

GeneID:19120 Prm3 16 10,790,508 10,790,914 406 - 1

GeneID:19119 Prm2 16 10,791,381 10,792,097 716 - 1

GeneID:223970 Rmi2 16 10,835,059 10,843,235 8,176 + 1

GeneID:56722 Litaf 16 10,959,273 10,993,121 33,848 - 1

GeneID:20621 Snn 16 11,066,298 11,074,985 8,687 + 1

GeneID:106200 Txndc11 16 11,074,911 11,134,532 59,621 - 1

GeneID:66409 Rsl1d1 16 11,193,037 11,203,292 10,255 - 1

GeneID:69918 2610020C07Rik 16 11,203,383 11,225,796 22,413 + 1

GeneID:14852 Gspt1 16 11,216,240 11,254,325 38,085 - 1

GeneID:100316833Mir1945 16 11,254,368 11,254,445 77 - 1

GeneID:239719 Mkl2 16 13,256,481 13,417,529 161,048 + 1

GeneID:100124432Mir193b 16 13,449,523 13,449,601 78 + 1

GeneID:723899 Mir365-1 16 13,453,840 13,453,926 86 + 1

GeneID:74108 Parn 16 13,537,964 13,668,170 130,206 - 1
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GeneID:67118 Bfar 16 13,671,858 13,703,612 31,754 + 1

GeneID:66598 3110001I22Rik 16 13,672,020 13,678,385 6,365 + 1

GeneID:106298 Rrn3 16 13,780,699 13,814,841 34,142 + 2

GeneID:18203 Ntan1 16 13,819,277 13,835,450 16,173 + 1

GeneID:94184 Pdxdc1 16 13,833,930 13,903,135 69,205 - 1

GeneID:12609 Cebpd 16 15,887,286 15,889,545 2,259 + 1

GeneID:224008 2310008H04Rik 16 15,889,227 16,146,833 257,606 - 1

GeneID:70120 Yars2 16 16,302,965 16,309,640 6,675 + 1

GeneID:74006 Dnm1l 16 16,312,233 16,359,030 46,797 - 2

GeneID:16136 Igll1 16 16,860,671 16,863,985 3,314 - 1

GeneID:22362 Vpreb1 16 16,868,401 16,869,255 854 - 1

GeneID:21976 Top3b 16 16,870,891 16,892,986 22,095 + 1

GeneID:26413 Mapk1 16 16,983,382 17,047,453 64,071 + 1

GeneID:70458 2610318N02Rik 16 17,113,398 17,125,106 11,708 - 1

GeneID:723816 Mir130b 16 17,124,061 17,124,142 81 - 1

GeneID:791069 Mir301b 16 17,124,400 17,124,496 96 - 1

GeneID:64136 Sdf2l1 16 17,130,138 17,132,383 2,245 - 1

GeneID:623568 Gm6440 16 17,137,288 17,137,708 420 + 1

GeneID:76872 Ccdc116 16 17,139,064 17,144,423 5,359 - 1

GeneID:22195 Ube2l3 16 17,152,015 17,201,492 49,477 - 2

GeneID:239731 Rimbp3 16 17,208,135 17,213,982 5,847 + 2

GeneID:58180 Hic2 16 17,233,587 17,263,430 29,843 + 1

GeneID:224020 Pi4ka 16 17,280,351 17,406,314 125,963 - 1

GeneID:67474 Snap29 16 17,406,000 17,430,826 24,826 + 1

GeneID:12929 Crkl 16 17,451,987 17,486,255 34,268 + 1

GeneID:66863 Lztr1 16 17,508,971 17,526,330 17,359 + 1

GeneID:69009 Thap7 16 17,527,982 17,531,052 3,070 - 1

GeneID:77626 Smpd4 16 17,619,354 17,644,830 25,476 + 1

GeneID:94112 Med15 16 17,651,221 17,722,930 71,709 - 1

GeneID:224023 Klhl22 16 17,759,621 17,793,382 33,761 + 3

GeneID:224024 Scarf2 16 17,797,282 17,808,287 11,005 + 3

GeneID:433004 B830017H08Rik 16 17,833,119 17,835,019 1,900 + 1

GeneID:80733 Car15 16 17,835,276 17,838,186 2,910 - 1

GeneID:13356 Dgcr2 16 17,840,355 17,891,728 51,373 - 2

GeneID:22114 Tssk1 16 17,894,203 17,895,653 1,450 + 1

GeneID:22115 Tssk2 16 17,898,637 17,900,024 1,387 + 1

GeneID:27886 Dgcr14 16 17,900,709 17,911,348 10,639 - 1

GeneID:13358 Slc25a1 16 17,925,211 17,928,219 3,008 - 1

GeneID:27801 Zdhhc8 16 18,220,753 18,235,136 14,383 - 1

GeneID:19385 Ranbp1 16 18,239,979 18,248,694 8,715 - 2

GeneID:15547 Trmt2a 16 18,248,883 18,254,772 5,889 + 1

GeneID:94223 Dgcr8 16 18,253,964 18,289,168 35,204 - 2

GeneID:100316814Mir1306 16 18,284,239 18,284,317 78 - 1

GeneID:11877 Arvcf 16 18,348,274 18,407,076 58,802 + 1

GeneID:13972 Gnb1l 16 18,498,768 18,566,679 67,911 + 1

GeneID:21380 Tbx1 16 18,581,713 18,586,969 5,256 - 3

GeneID:619305 4930588K23Rik 16 18,591,992 18,609,751 17,759 + 3
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GeneID:12741 Cldn5 16 18,776,847 18,778,262 1,415 + 1

GeneID:12544 Cdc45 16 18,780,447 18,811,972 31,525 - 1

GeneID:18100 Mrpl40 16 18,872,018 18,876,637 4,619 - 1

GeneID:15260 Hira 16 18,876,750 18,970,309 93,559 + 1

GeneID:108105 B3gnt5 16 19,760,234 19,772,753 12,519 + 1

GeneID:75785 Klhl24 16 20,097,554 20,127,744 30,190 + 1

GeneID:208146 Yeats2 16 20,141,063 20,232,573 91,510 + 1

GeneID:381038 Parl 16 20,279,820 20,302,362 22,542 - 1

GeneID:224044 Cyp2ab1 16 20,308,387 20,325,404 17,017 - 1

GeneID:27416 Abcc5 16 20,331,303 20,426,394 95,091 - 1

GeneID:224045 Eif2b5 16 20,498,817 20,509,325 10,508 + 1

GeneID:100504291Gm16618 16 20,510,763 20,517,766 7,003 - 1

GeneID:13544 Dvl3 16 20,517,064 20,532,187 15,123 + 1

GeneID:208624 Alg3 16 20,605,458 20,610,749 5,291 - 1

GeneID:107522 Ece2 16 20,611,601 20,645,915 34,314 + 1

GeneID:73047 Camk2n2 16 20,619,215 20,621,278 2,063 - 1

GeneID:21762 Psmd2 16 20,651,652 20,663,414 11,762 + 1

GeneID:208643 Eif4g1 16 20,672,749 20,692,883 20,134 + 2

GeneID:78408 Fam131a 16 20,695,057 20,703,036 7,979 + 1

GeneID:12724 Clcn2 16 20,702,966 20,716,636 13,670 - 3

GeneID:245841 Polr2h 16 20,717,826 20,722,265 4,439 + 2

GeneID:21832 Thpo 16 20,724,454 20,734,511 10,057 - 3

GeneID:12667 Chrd 16 20,733,127 20,742,384 9,257 + 1

GeneID:72190 2510009E07Rik 16 21,649,045 21,694,665 45,620 - 1

GeneID:66664 Tmem41a 16 21,934,327 21,947,552 13,225 - 1

GeneID:239759 Liph 16 21,953,817 21,995,542 41,725 - 1

GeneID:319765 Igf2bp2 16 22,059,009 22,163,299 104,290 - 2

GeneID:20462 Tra2b 16 22,245,741 22,265,929 20,188 - 1

GeneID:104156 Etv5 16 22,381,313 22,439,570 58,257 - 1

GeneID:13682 Eif4a2 16 23,107,479 23,114,132 6,653 + 1

GeneID:100216532Snord2 16 23,108,953 23,109,020 67 + 1

GeneID:100217420Snora81 16 23,110,770 23,110,933 163 + 1

GeneID:106344 Rfc4 16 23,113,948 23,127,730 13,782 - 1

GeneID:12053 Bcl6 16 23,965,052 23,988,612 23,560 - 1

GeneID:210530 Leprel1 16 25,960,323 26,105,784 145,461 - 1

GeneID:67501 Ccdc50 16 27,388,977 27,452,218 63,241 + 1

GeneID:14167 Fgf12 16 28,160,098 28,753,202 593,104 - 1

GeneID:239796 Mb21d2 16 28,826,176 28,929,698 103,522 - 2

GeneID:1000431024632428C04Rik 16 30,008,667 30,021,430 12,763 + 1

GeneID:15205 Hes1 16 30,065,357 30,067,796 2,439 + 2

GeneID:224088 Atp13a3 16 30,312,423 30,388,530 76,107 - 1

GeneID:224093 Fam43a 16 30,599,723 30,602,797 3,074 + 1

GeneID:78618 Acap2 16 31,092,413 31,201,238 108,825 - 1

GeneID:66849 Ppp1r2 16 31,251,541 31,275,277 23,736 - 1

GeneID:71911 Bdh1 16 31,422,297 31,458,901 36,604 + 1

GeneID:239827 Pigz 16 31,933,851 31,946,046 12,195 + 1

GeneID:106264 0610012G03Rik 16 31,947,051 31,948,521 1,470 - 1
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GeneID:68092 Ncbp2 16 31,948,546 31,958,472 9,926 + 1

GeneID:320213 Senp5 16 31,959,670 32,003,287 43,617 - 1

GeneID:224111 Ubxn7 16 32,332,252 32,393,747 61,495 + 1

GeneID:66061 Tctex1d2 16 32,419,702 32,428,892 9,190 + 1

GeneID:13026 Pcyt1a 16 32,430,921 32,475,065 44,144 + 1

GeneID:22042 Tfrc 16 32,608,896 32,632,794 23,898 + 1

GeneID:51789 Tnk2 16 32,644,643 32,683,493 38,850 + 1

GeneID:1005026981700021K19Rik 16 32,821,702 32,868,366 46,664 - 1

GeneID:69823 Fyttd1 16 32,877,784 32,908,963 31,179 + 2

GeneID:70144 Lrch3 16 32,914,100 33,016,029 101,929 + 1

GeneID:625660 Gm6611 16 32,922,987 32,924,486 1,499 + 1

GeneID:69707 Iqcg 16 33,014,270 33,056,186 41,916 - 2

GeneID:57808 Rpl35a 16 33,056,453 33,060,189 3,736 + 2

GeneID:239833 Lmln 16 33,062,521 33,125,659 63,138 + 2

GeneID:106326 Osbpl11 16 33,185,071 33,243,312 58,241 + 2

GeneID:69150 Snx4 16 33,251,456 33,299,562 48,106 + 1

GeneID:1005027421700007L15Rik 16 33,379,854 33,380,736 882 - 1

GeneID:22661 Zfp148 16 33,380,775 33,503,903 123,128 + 1

GeneID:77446 Heg1 16 33,684,466 33,768,195 83,729 + 1

GeneID:22247 Umps 16 33,955,012 33,967,003 11,991 - 1

GeneID:545156 Kalrn 16 33,969,073 34,514,027 544,954 - 1

GeneID:107589 Mylk 16 34,784,950 35,002,434 217,484 + 1

GeneID:70757 Ptplb 16 35,022,421 35,109,175 86,754 + 1

GeneID:224129 Adcy5 16 35,155,636 35,304,549 148,913 + 1

GeneID:317717 Sec22a 16 35,311,131 35,363,918 52,787 - 1

GeneID:72599 Pdia5 16 35,397,312 35,490,873 93,561 - 1

GeneID:20357 Sema5b 16 35,541,362 35,664,258 122,896 + 2

GeneID:224132 Dirc2 16 35,694,903 35,769,356 74,453 - 2

GeneID:66667 Hspbap1 16 35,770,386 35,828,462 58,076 + 2

GeneID:70186 Fam162a 16 36,043,844 36,071,515 27,671 - 1

GeneID:381045 Ccdc58 16 36,071,660 36,092,118 20,458 + 1

GeneID:14314 Fstl1 16 37,777,055 37,836,516 59,461 + 1

GeneID:320184 Lrrc58 16 37,868,400 37,888,857 20,457 + 1

GeneID:414072 BC031361 16 38,085,064 38,089,260 4,196 - 1

GeneID:56637 Gsk3b 16 38,089,001 38,246,079 157,078 + 1

GeneID:11544 Adprh 16 38,445,399 38,452,689 7,290 - 1

GeneID:12519 Cd80 16 38,458,933 38,486,933 28,000 + 1

GeneID:224143 Poglut1 16 38,525,180 38,550,184 25,004 - 1

GeneID:67846 Tmem39a 16 38,558,698 38,592,162 33,464 + 1

GeneID:12549 Arhgap31 16 38,598,343 38,713,035 114,692 - 1

GeneID:56375 B4galt4 16 38,742,264 38,769,045 26,781 + 1

GeneID:332175 Zdhhc23 16 43,969,146 43,979,050 9,904 - 1

GeneID:207798 Gramd1c 16 43,980,350 44,027,945 47,595 - 1

GeneID:11964 Atp6v1a 16 44,085,404 44,139,019 53,615 - 1

GeneID:72117 Naa50 16 44,139,809 44,163,364 23,555 + 2

GeneID:207806 Gm608 16 44,173,397 44,227,465 54,068 + 1

GeneID:212514 Spice1 16 44,347,401 44,388,492 41,091 + 1
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GeneID:117606 Boc 16 44,485,045 44,558,870 73,825 - 1

GeneID:100526478Mir3081 16 44,558,046 44,558,129 83 - 1

GeneID:212547 BC027231 16 44,724,301 44,737,284 12,983 + 1

GeneID:74102 Slc35a5 16 45,139,573 45,158,673 19,100 - 1

GeneID:67841 Atg3 16 45,158,829 45,188,538 29,709 + 1

GeneID:17470 Cd200 16 45,382,135 45,409,053 26,918 - 1

GeneID:208166 Gm609 16 45,416,755 45,492,969 76,214 - 1

GeneID:58998 Pvrl3 16 46,394,858 46,496,967 102,109 - 1

GeneID:224170 Dzip3 16 48,924,228 48,994,112 69,884 - 1

GeneID:224171 C330027C09Rik 16 48,994,188 49,019,705 25,517 + 1

GeneID:73916 Ift57 16 49,699,294 49,765,126 65,832 + 1

GeneID:16423 Cd47 16 49,855,654 49,911,688 56,034 + 2

GeneID:70508 Bbx 16 50,191,844 50,432,389 240,545 - 1

GeneID:619312 G730013B05Rik 16 50,526,245 50,559,459 33,214 + 1

GeneID:208650 Cblb 16 52,031,549 52,208,047 176,498 + 1

GeneID:80859 Nfkbiz 16 55,811,377 55,838,641 27,264 - 1

GeneID:629242 Gm6958 16 55,961,315 55,965,054 3,739 + 2

GeneID:68193 Rpl24 16 55,966,275 55,971,437 5,162 + 2

GeneID:66391 2310061J03Rik 16 55,973,268 55,974,617 1,349 - 2

GeneID:271377 Zbtb11 16 55,973,804 56,008,913 35,109 + 2

GeneID:76302 Pcnp 16 56,015,508 56,029,717 14,209 - 2

GeneID:52575 Trmt10c 16 56,033,720 56,037,774 4,054 - 2

GeneID:28185 Tomm70a 16 57,121,714 57,154,530 32,816 + 1

GeneID:52633 Nit2 16 57,156,665 57,167,332 10,667 - 1

GeneID:100503632Gm16892 16 57,167,401 57,174,421 7,020 + 1

GeneID:67581 Tbc1d23 16 57,168,862 57,231,466 62,604 - 1

GeneID:73379 Dcbld2 16 58,408,535 58,469,745 61,210 + 1

GeneID:54613 St3gal6 16 58,470,541 58,523,312 52,771 - 1

GeneID:12892 Cpox 16 58,670,208 58,680,391 10,183 + 1

GeneID:67609 4930453N24Rik 16 64,766,105 64,770,939 4,834 - 1

GeneID:72020 Zfp654 16 64,780,347 64,786,321 5,974 - 1

GeneID:100861916LOC100861916 16 64,786,675 64,851,652 64,977 - 2

GeneID:106143 Cggbp1 16 64,852,085 64,859,491 7,406 + 2

GeneID:68942 Chmp2b 16 65,539,133 65,562,697 23,564 - 1

GeneID:73569 Vgll3 16 65,815,633 65,863,066 47,433 + 1

GeneID:74185 Gbe1 16 70,314,087 70,569,716 255,629 + 1

GeneID:19876 Robo1 16 72,663,149 73,046,100 382,951 + 1

GeneID:268903 Nrip1 16 76,290,862 76,373,049 82,187 - 1

GeneID:13052 Cxadr 16 78,301,691 78,359,785 58,094 + 1

GeneID:12228 Btg3 16 78,359,860 78,376,785 16,925 - 1

GeneID:67102 D16Ertd472e 16 78,540,336 78,576,688 36,352 - 1

GeneID:27393 Mrpl39 16 84,717,580 84,735,302 17,722 - 1

GeneID:67374 Jam2 16 84,774,123 84,826,380 52,257 + 2

GeneID:11957 Atp5j 16 84,827,871 84,835,574 7,703 - 1

GeneID:14390 Gabpa 16 84,835,124 84,863,779 28,655 + 1

GeneID:11820 App 16 84,954,436 85,173,707 219,271 - 1

GeneID:11504 Adamts1 16 85,793,827 85,803,115 9,288 - 1
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GeneID:23794 Adamts5 16 85,858,157 85,901,125 42,968 - 2

GeneID:74112 Usp16 16 87,454,985 87,483,515 28,530 + 1

GeneID:12469 Cct8 16 87,483,325 87,495,869 12,544 - 1

GeneID:414095 B130034C11Rik 16 87,496,073 87,504,038 7,965 + 1

GeneID:12013 Bach1 16 87,698,954 87,733,346 34,392 + 1

GeneID:100038709Gm10789 16 90,142,237 90,146,827 4,590 + 1

GeneID:20655 Sod1 16 90,220,742 90,226,324 5,582 + 1

GeneID:224432 Scaf4 16 90,229,139 90,284,425 55,286 - 2

GeneID:26559 Hunk 16 90,386,397 90,499,553 113,156 + 1

GeneID:207932 Urb1 16 90,751,527 90,810,413 58,886 - 1

GeneID:68001 1110004E09Rik 16 90,925,811 90,934,849 9,038 - 1

GeneID:104015 Synj1 16 90,936,097 91,011,308 75,211 - 2

GeneID:67394 4930404I05Rik 16 91,011,249 91,016,503 5,254 + 1

GeneID:67367 Paxbp1 16 91,014,037 91,044,379 30,342 - 1

GeneID:50913 Olig2 16 91,225,550 91,228,677 3,127 + 1

GeneID:15976 Ifnar2 16 91,372,783 91,405,587 32,804 + 2

GeneID:16155 Il10rb 16 91,406,235 91,425,834 19,599 + 1

GeneID:15980 Ifngr2 16 91,547,094 91,564,007 16,913 + 1

GeneID:77975 Tmem50b 16 91,574,508 91,597,680 23,172 - 1

GeneID:14450 Gart 16 91,621,395 91,646,972 25,577 - 1

GeneID:20658 Son 16 91,647,824 91,679,192 31,368 + 2

GeneID:60364 Donson 16 91,679,265 91,688,728 9,463 - 1

GeneID:100038392Gm10785 16 91,688,898 91,715,755 26,857 + 1

GeneID:66609 Cryzl1 16 91,689,322 91,728,802 39,480 - 1

GeneID:53881 Slc5a3 16 92,058,322 92,087,473 29,151 + 1

GeneID:121022 Mrps6 16 92,058,336 92,112,227 53,891 + 1

GeneID:54720 Rcan1 16 92,391,953 92,466,146 74,193 - 1

GeneID:12394 Runx1 16 92,601,466 92,826,066 224,600 - 1

GeneID:70028 Dopey2 16 93,711,907 93,810,588 98,681 + 1

GeneID:338467 Morc3 16 93,832,121 93,876,073 43,952 + 2

GeneID:110749 Chaf1b 16 93,883,901 93,906,106 22,205 + 1

GeneID:20465 Sim2 16 94,085,260 94,127,032 41,772 + 1

GeneID:56176 Pigp 16 94,358,763 94,371,015 12,252 - 1

GeneID:22129 Ttc3 16 94,370,739 94,469,221 98,482 + 1

GeneID:13548 Dyrk1a 16 94,570,206 94,695,519 125,313 + 2

GeneID:23872 Ets2 16 95,702,407 95,721,049 18,642 + 1

GeneID:93871 Brwd1 16 95,992,092 96,082,428 90,336 - 1

GeneID:74296 1700093J21Rik 16 96,082,676 96,089,070 6,394 + 1

GeneID:15312 Hmgn1 16 96,121,588 96,127,725 6,137 - 1

GeneID:71446 Wrb 16 96,145,419 96,157,852 12,433 + 1

GeneID:385668 Lca5l 16 96,158,406 96,192,257 33,851 - 2

GeneID:50795 Sh3bgr 16 96,200,470 96,228,933 28,463 + 1

GeneID:56175 Bace2 16 97,356,728 97,439,012 82,284 + 1

GeneID:114604 Prdm15 16 97,791,467 97,851,227 59,760 - 1

GeneID:207781 C2cd2 16 97,855,209 97,922,633 67,424 - 2

GeneID:624086 A230045G11Rik 17 3,113,293 3,114,829 1,536 - 2

GeneID:106583 Scaf8 17 3,114,972 3,198,859 83,887 + 2
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GeneID:239985 Arid1b 17 4,995,074 5,347,656 352,582 + 1

GeneID:101055715LOC101055715 17 5,490,232 5,493,226 2,994 - 1

GeneID:224454 Zdhhc14 17 5,492,600 5,753,891 261,291 + 1

GeneID:66616 Snx9 17 5,841,380 5,930,711 89,331 + 1

GeneID:20975 Synj2 17 5,941,280 6,044,290 103,010 + 1

GeneID:321007 Serac1 17 6,040,571 6,079,739 39,168 - 1

GeneID:66467 Gtf2h5 17 6,079,828 6,085,488 5,660 + 1

GeneID:22350 Ezr 17 6,738,131 6,782,780 44,649 - 1

GeneID:55951 Mpc1 17 8,283,813 8,297,661 13,848 + 1

GeneID:75060 4930506C21Rik 17 8,297,270 8,311,118 13,848 - 1

GeneID:106489 Sft2d1 17 8,311,103 8,327,442 16,339 + 1

GeneID:320111 Prr18 17 8,340,406 8,344,113 3,707 + 1

GeneID:19317 Qk 17 10,206,471 10,319,361 112,890 - 1

GeneID:101055707LOC101055707 17 10,319,370 10,321,142 1,772 - 1

GeneID:100526796B930003M22Rik 17 10,319,919 10,321,141 1,222 + 1

GeneID:76634 1700110C19Rik 17 10,324,602 10,329,312 4,710 + 1

GeneID:16004 Igf2r 17 12,682,406 12,769,706 87,300 - 1

GeneID:104103 Airn 17 12,741,311 12,859,884 118,573 + 1

GeneID:240023 Pnldc1 17 12,888,902 12,910,000 21,098 - 1

GeneID:67681 Mrpl18 17 12,911,355 12,916,091 4,736 - 1

GeneID:21454 Tcp1 17 12,916,465 12,925,067 8,602 + 1

GeneID:100303746Snora20 17 12,922,857 12,922,917 60 + 1

GeneID:224530 Acat3 17 12,923,959 12,940,396 16,437 - 1

GeneID:110460 Acat2 17 12,943,042 12,960,725 17,683 - 1

GeneID:100502686Gm15946 17 12,960,963 12,963,193 2,230 + 1

GeneID:60532 Wtap 17 12,966,799 12,992,539 25,740 - 3

GeneID:20656 Sod2 17 13,007,839 13,018,119 10,280 + 1

GeneID:21646 Tcte2 17 13,716,436 13,761,394 44,958 - 2

GeneID:17356 Mllt4 17 13,760,541 13,905,794 145,253 + 2

GeneID:64074 Smoc2 17 14,279,506 14,404,790 125,284 + 1

GeneID:71682 Wdr27 17 14,818,672 14,943,124 124,452 - 1

GeneID:67912 1600012H06Rik 17 14,943,184 14,945,939 2,755 + 1

GeneID:72057 Phf10 17 14,944,994 14,961,260 16,266 - 1

GeneID:106740 LOC106740 17 14,947,736 14,948,823 1,087 - 1

GeneID:13388 Dll1 17 15,367,354 15,375,823 8,469 - 1

GeneID:19170 Psmb1 17 15,475,721 15,498,276 22,555 - 1

GeneID:21374 Tbp 17 15,499,888 15,517,427 17,539 + 2

GeneID:18567 Pdcd2 17 15,521,575 15,527,301 5,726 - 1

GeneID:76030 5830433I10Rik 17 15,704,434 15,705,263 829 - 1

GeneID:12648 Chd1 17 15,704,967 15,772,612 67,645 + 1

GeneID:68799 Rgmb 17 15,806,253 15,826,586 20,333 - 2

GeneID:240028 Lnpep 17 17,527,723 17,624,489 96,766 - 1

GeneID:381070 Casp16 17 23,551,073 23,555,981 4,908 - 1

GeneID:449521 Zfp213 17 23,556,767 23,564,226 7,459 - 1

GeneID:320309 1520401A03Rik 17 23,704,488 23,722,783 18,295 - 2

GeneID:268930 Pkmyt1 17 23,726,336 23,736,729 10,393 + 2

GeneID:76498 Paqr4 17 23,736,186 23,740,330 4,144 - 2

Page 205 of 1163



GeneID:73016 Kremen2 17 23,741,199 23,745,829 4,630 - 1

GeneID:638247 9530082P21Rik 17 23,749,236 23,754,065 4,829 + 1

GeneID:224613 Flywch1 17 23,755,423 23,771,591 16,168 - 1

GeneID:76917 Flywch2 17 23,776,918 23,786,077 9,159 - 1

GeneID:75956 Srrm2 17 23,803,187 23,824,741 21,554 + 1

GeneID:100628593Mir5125 17 23,823,291 23,823,369 78 + 1

GeneID:67673 Tceb2 17 23,824,740 23,829,109 4,369 - 1

GeneID:353130 Prss33 17 23,833,360 23,835,767 2,407 - 1

GeneID:71003 Prss41 17 23,836,785 23,844,156 7,371 - 1

GeneID:69259 Kctd5 17 24,047,720 24,073,485 25,765 - 1

GeneID:18607 Pdpk1 17 24,073,680 24,141,594 67,914 - 2

GeneID:245847 Amdhd2 17 24,155,833 24,163,733 7,900 - 1

GeneID:11984 Atp6v0c 17 24,163,866 24,169,429 5,563 - 1

GeneID:224617 Tbc1d24 17 24,175,431 24,205,562 30,131 - 2

GeneID:18209 Ntn3 17 24,203,831 24,209,387 5,556 - 1

GeneID:72016 1600002H07Rik 17 24,215,054 24,220,769 5,715 - 1

GeneID:12449 Ccnf 17 24,223,232 24,251,409 28,177 - 1

GeneID:381072 Abca17 17 24,264,279 24,347,252 82,973 - 1

GeneID:27410 Abca3 17 24,352,046 24,410,201 58,155 + 2

GeneID:654822 D330041H03Rik 17 24,409,481 24,414,513 5,032 - 1

GeneID:19826 Rnps1 17 24,414,675 24,425,898 11,223 + 1

GeneID:67078 Pgp 17 24,470,473 24,471,602 1,129 + 1

GeneID:56716 Mlst8 17 24,473,550 24,479,078 5,528 - 2

GeneID:319259 Bricd5 17 24,473,884 24,475,469 1,585 + 1

GeneID:268932 Caskin1 17 24,488,783 24,508,909 20,126 + 1

GeneID:18763 Pkd1 17 24,549,950 24,596,514 46,564 + 1

GeneID:22084 Tsc2 17 24,595,937 24,632,629 36,692 - 1

GeneID:18207 Nthl1 17 24,632,682 24,638,838 6,156 + 1

GeneID:65962 Slc9a3r2 17 24,639,282 24,650,305 11,023 - 2

GeneID:381073 Npw 17 24,657,330 24,658,425 1,095 - 1

GeneID:213753 Zfp598 17 24,669,752 24,682,016 12,264 + 1

GeneID:20974 Syngr3 17 24,685,092 24,689,949 4,857 - 1

GeneID:11692 Gfer 17 24,693,191 24,696,156 2,965 - 1

GeneID:71893 Noxo1 17 24,696,234 24,700,530 4,296 + 1

GeneID:213773 Tbl3 17 24,700,653 24,707,653 7,000 - 1

GeneID:67504 Rnf151 17 24,715,839 24,718,057 2,218 - 1

GeneID:73474 Snhg9 17 24,719,531 24,719,965 434 - 1

GeneID:100306952Snora78 17 24,719,676 24,719,832 156 - 1

GeneID:16898 Rps2 17 24,720,063 24,721,927 1,864 + 1

GeneID:104366 Snora64 17 24,720,789 24,720,905 116 + 1

GeneID:68342 Ndufb10 17 24,722,067 24,724,388 2,321 - 1

GeneID:66211 Rpl3l 17 24,727,829 24,736,149 8,320 + 1

GeneID:16005 Igfals 17 24,878,770 24,882,008 3,238 + 1

GeneID:26426 Nubp2 17 24,882,611 24,886,350 3,739 - 2

GeneID:79043 Spsb3 17 24,886,674 24,892,147 5,473 + 2

GeneID:193838 Eme2 17 24,892,152 24,895,087 2,935 - 2

GeneID:79044 Mrps34 17 24,895,120 24,896,274 1,154 + 2
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GeneID:79059 Nme3 17 24,896,500 24,897,531 1,031 + 2

GeneID:30957 Mapk8ip3 17 24,897,506 24,936,977 39,471 - 1

GeneID:52009 Hn1l 17 24,942,470 24,960,623 18,153 - 1

GeneID:57354 Cramp1l 17 24,961,226 25,015,230 54,004 - 3

GeneID:106633 Ift140 17 25,016,086 25,099,499 83,413 + 2

GeneID:68509 Ptx4 17 25,120,760 25,125,268 4,508 + 1

GeneID:26373 Clcn7 17 25,133,394 25,162,099 28,705 + 1

GeneID:214489 BC003965 17 25,184,561 25,187,662 3,101 + 1

GeneID:74154 Unkl 17 25,188,400 25,234,442 46,042 + 2

GeneID:214505 Gnptg 17 25,234,317 25,240,116 5,799 - 1

GeneID:68327 Tsr3 17 25,240,170 25,242,799 2,629 + 1

GeneID:545192 Baiap3 17 25,242,659 25,256,364 13,705 - 1

GeneID:22196 Ube2i 17 25,260,511 25,274,310 13,799 - 1

GeneID:100272221Gm17801 17 25,274,124 25,275,528 1,404 + 1

GeneID:58226 Cacna1h 17 25,374,287 25,433,783 59,496 - 1

GeneID:20681 Sox8 17 25,565,893 25,570,686 4,793 - 1

GeneID:72834 2810468N07Rik 17 25,570,811 25,575,043 4,232 + 1

GeneID:76483 Lmf1 17 25,579,174 25,662,826 83,652 + 1

GeneID:214931 Fbxl16 17 25,809,085 25,821,265 12,180 + 3

GeneID:268933 Wdr24 17 25,823,627 25,828,730 5,103 + 3

GeneID:72106 Jmjd8 17 25,829,043 25,831,843 2,800 + 4

GeneID:56424 Stub1 17 25,830,636 25,833,361 2,725 - 4

GeneID:214951 Rhbdl1 17 25,834,465 25,837,127 2,662 - 5

GeneID:214952 Rhot2 17 25,838,838 25,844,851 6,013 - 5

GeneID:106618 Wdr90 17 25,844,734 25,861,515 16,781 - 5

GeneID:68241 Fam195a 17 25,863,698 25,868,738 5,040 - 3

GeneID:68347 0610011F06Rik 17 25,875,500 25,877,163 1,663 + 2

GeneID:215001 Wfikkn1 17 25,877,628 25,880,858 3,230 - 2

GeneID:224624 Rab40c 17 25,882,114 25,919,714 37,600 - 2

GeneID:14755 Pigq 17 25,926,424 25,941,962 15,538 - 1

GeneID:69431 1700022N22Rik 17 25,985,815 25,988,572 2,757 + 1

GeneID:215445 Rab11fip3 17 25,989,036 26,069,177 80,141 - 2

GeneID:26378 Decr2 17 26,081,211 26,090,164 8,953 - 1

GeneID:56520 Nme4 17 26,091,745 26,095,470 3,725 - 1

GeneID:666609 Gm8186 17 26,098,872 26,099,257 385 - 1

GeneID:106581 Itfg3 17 26,212,692 26,244,242 31,550 - 2

GeneID:66978 Luc7l 17 26,252,910 26,285,506 32,596 + 2

GeneID:240055 Neurl1b 17 26,414,965 26,446,349 31,384 + 2

GeneID:19252 Dusp1 17 26,505,591 26,508,472 2,881 - 1

GeneID:67458 Ergic1 17 26,561,512 26,656,934 95,422 + 1

GeneID:11974 Atp6v0e 17 26,676,396 26,699,647 23,251 + 1

GeneID:77128 Crebrf 17 26,715,650 26,776,628 60,978 + 1

GeneID:18091 Nkx2-5 17 26,838,665 26,841,565 2,900 - 1

GeneID:16580 Kifc5b 17 26,917,091 26,932,579 15,488 + 1

GeneID:21652 Phf1 17 26,933,127 26,937,890 4,763 + 1

GeneID:67675 Cuta 17 26,937,972 26,939,478 1,506 - 1

GeneID:240057 Syngap1 17 26,941,452 26,970,645 29,193 + 2
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GeneID:474156 Zbtb9 17 26,973,179 26,976,203 3,024 + 1

GeneID:268934 Grm4 17 27,422,387 27,503,304 80,917 - 1

GeneID:15361 Hmga1 17 27,556,574 27,563,672 7,098 + 3

GeneID:106672 AI413582 17 27,563,769 27,565,727 1,958 - 3

GeneID:56409 Nudt3 17 27,579,391 27,623,452 44,061 - 1

GeneID:67097 Rps10 17 27,630,429 27,635,242 4,813 - 2

GeneID:224647 D17Wsu92e 17 27,751,235 27,820,542 69,307 - 1

GeneID:20630 Snrpc 17 27,840,087 27,851,968 11,881 + 1

GeneID:224648 Uhrf1bp1 17 27,856,507 27,900,040 43,533 + 2

GeneID:68776 Taf11 17 27,901,128 27,907,724 6,596 - 1

GeneID:224650 Anks1 17 27,909,340 28,062,637 153,297 + 1

GeneID:268935 Scube3 17 28,142,526 28,171,345 28,819 + 1

GeneID:100504186C230013L11Rik 17 28,174,178 28,177,105 2,927 - 1

GeneID:224656 Zfp523 17 28,177,418 28,205,886 28,468 + 1

GeneID:72775 Fance 17 28,313,530 28,326,574 13,044 + 2

GeneID:19896 Rpl10a 17 28,328,471 28,331,033 2,562 + 2

GeneID:21678 Tead3 17 28,331,671 28,350,805 19,134 - 4

GeneID:22157 Tulp1 17 28,351,519 28,365,143 13,624 - 2

GeneID:14229 Fkbp5 17 28,399,095 28,486,112 87,017 - 1

GeneID:100862287LOC100862287 17 28,497,335 28,517,524 20,189 - 1

GeneID:320187 E230001N04Rik 17 28,523,281 28,525,370 2,089 + 1

GeneID:67645 Armc12 17 28,530,861 28,538,975 8,114 + 1

GeneID:20815 Srpk1 17 28,589,592 28,622,454 32,862 - 1

GeneID:224661 Slc26a8 17 28,636,992 28,689,987 52,995 - 1

GeneID:26416 Mapk14 17 28,691,342 28,748,405 57,063 + 1

GeneID:268936 Brpf3 17 28,801,126 28,838,789 37,663 + 2

GeneID:69307 Pxt1 17 28,933,986 28,942,262 8,276 - 1

GeneID:66989 Kctd20 17 28,953,216 28,967,937 14,721 + 1

GeneID:106504 Stk38 17 28,970,885 29,007,937 37,052 - 1

GeneID:20383 Srsf3 17 29,032,660 29,043,372 10,712 + 1

GeneID:12575 Cdkn1a 17 29,090,986 29,100,722 9,736 + 1

GeneID:240058 Cpne5 17 29,156,521 29,237,790 81,269 - 1

GeneID:68816 Ppil1 17 29,250,835 29,263,971 13,136 - 1

GeneID:80748 BC004004 17 29,268,788 29,302,887 34,099 + 1

GeneID:18712 Pim1 17 29,491,045 29,495,465 4,420 + 1

GeneID:71138 Tmem217 17 29,526,009 29,549,593 23,584 - 1

GeneID:381085 Tbc1d22b 17 29,549,802 29,606,808 57,006 + 2

GeneID:58230 Rnf8 17 29,614,831 29,641,659 26,828 + 1

GeneID:100504304Gm20161 17 29,652,231 29,658,313 6,082 - 1

GeneID:74157 Ftsjd2 17 29,660,601 29,703,359 42,758 + 1

GeneID:74762 Mdga1 17 29,827,958 29,887,882 59,924 - 1

GeneID:21769 Zfand3 17 30,005,087 30,210,020 204,933 + 1

GeneID:224674 Slc37a1 17 31,295,483 31,350,709 55,226 + 1

GeneID:18585 Pde9a 17 31,386,234 31,476,309 90,075 + 1

GeneID:57773 Wdr4 17 31,494,322 31,512,487 18,165 - 1

GeneID:78330 Ndufv3 17 31,520,115 31,531,326 11,211 + 1

GeneID:18771 Pknox1 17 31,564,773 31,607,693 42,920 + 1
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GeneID:12411 Cbs 17 31,612,644 31,637,141 24,497 - 1

GeneID:108121 U2af1 17 31,647,082 31,658,754 11,672 - 1

GeneID:17691 Sik1 17 31,844,250 31,855,792 11,542 - 1

GeneID:74377 Hsf2bp 17 31,944,769 32,034,508 89,739 - 1

GeneID:72462 Rrp1b 17 32,036,162 32,062,862 26,700 + 1

GeneID:18131 Notch3 17 32,120,893 32,166,852 45,959 - 1

GeneID:71932 Ephx3 17 32,183,770 32,189,463 5,693 - 1

GeneID:57261 Brd4 17 32,196,274 32,284,123 87,849 - 2

GeneID:56399 Akap8 17 32,303,676 32,321,153 17,477 - 1

GeneID:54194 Akap8l 17 32,321,424 32,350,577 29,153 - 1

GeneID:320997 Cyp4f39 17 32,452,723 32,493,320 40,597 + 1

GeneID:240064 Zfp799 17 32,817,204 32,830,248 13,044 - 1

GeneID:224691 Zfp472 17 32,965,831 32,979,211 13,380 + 1

GeneID:22643 Zfp101 17 33,380,179 33,394,637 14,458 - 1

GeneID:76936 Hnrnpm 17 33,646,233 33,685,458 39,225 - 1

GeneID:224703 March2 17 33,685,692 33,718,677 32,985 - 2

GeneID:57875 Angptl4 17 33,774,900 33,781,575 6,675 - 1

GeneID:80880 Kank3 17 33,810,523 33,822,914 12,391 + 1

GeneID:54127 Rps28 17 33,823,036 33,824,498 1,462 - 1

GeneID:66416 Ndufa7 17 33,824,614 33,838,313 13,699 + 1

GeneID:100502766Kifc1 17 33,875,666 33,890,633 14,967 - 1

GeneID:474160 BC033916 17 33,905,135 33,906,675 1,540 + 1

GeneID:407803 BC051226 17 33,908,182 33,909,178 996 - 2

GeneID:13163 Daxx 17 33,909,445 33,915,590 6,145 + 3

GeneID:81630 Zbtb22 17 33,916,176 33,919,325 3,149 + 4

GeneID:100502849Gm19412 17 33,919,279 33,920,485 1,206 - 4

GeneID:21356 Tapbp 17 33,919,478 33,929,290 9,812 + 5

GeneID:19732 Rgl2 17 33,929,894 33,937,687 7,793 + 4

GeneID:14976 H2-Ke2 17 33,938,909 33,940,343 1,434 - 3

GeneID:57315 Wdr46 17 33,940,723 33,949,695 8,972 + 3

GeneID:54218 B3galt4 17 33,949,912 33,951,488 1,576 - 2

GeneID:20084 Rps18 17 33,951,999 33,955,641 3,642 - 1

GeneID:224705 Vps52 17 33,955,882 33,966,488 10,606 + 1

GeneID:14972 H2-K1 17 33,996,012 34,000,333 4,321 - 1

GeneID:19763 Ring1 17 34,020,792 34,024,680 3,888 - 3

GeneID:723823 Mir219-1 17 34,024,983 34,025,092 109 - 3

GeneID:14979 H2-Ke6 17 34,026,033 34,028,055 2,022 - 3

GeneID:14977 Slc39a7 17 34,028,266 34,031,690 3,424 - 3

GeneID:20182 Rxrb 17 34,031,812 34,038,403 6,591 + 3

GeneID:12815 Col11a2 17 34,039,437 34,066,242 26,805 + 1

GeneID:100502911Gm19450 17 34,099,929 34,109,826 9,897 + 1

GeneID:14312 Brd2 17 34,112,019 34,122,607 10,588 - 1

GeneID:18132 Notch4 17 34,564,295 34,588,543 24,248 + 1

GeneID:106512 Gpsm3 17 34,589,806 34,591,754 1,948 + 1

GeneID:18515 Pbx2 17 34,592,471 34,597,341 4,870 + 1

GeneID:11596 Ager 17 34,597,862 34,600,932 3,070 + 1

GeneID:54397 Ppt2 17 34,616,662 34,627,097 10,435 - 1

Page 209 of 1163



GeneID:260297 Prrt1 17 34,629,686 34,632,260 2,574 + 1

GeneID:81877 Tnxb 17 34,670,535 34,719,815 49,280 + 1

GeneID:54402 Stk19 17 34,823,993 34,836,903 12,910 - 1

GeneID:112403 Dom3z 17 34,837,019 34,839,186 2,167 + 1

GeneID:108077 Skiv2l 17 34,839,226 34,850,204 10,978 - 2

GeneID:27632 Nelfe 17 34,850,391 34,856,372 5,981 + 1

GeneID:14962 Cfb 17 34,856,374 34,862,514 6,140 - 1

GeneID:193736 Zbtb12 17 34,894,559 34,896,844 2,285 + 2

GeneID:110147 Ehmt2 17 34,898,499 34,914,047 15,548 + 2

GeneID:68763 1110038B12Rik 17 34,950,235 34,952,471 2,236 - 1

GeneID:100217427Snord52 17 34,950,950 34,951,008 58 - 1

GeneID:15511 Hspa1b 17 34,956,429 34,959,238 2,809 - 1

GeneID:193740 Hspa1a 17 34,969,359 34,972,156 2,797 - 1

GeneID:15482 Hspa1l 17 34,972,703 34,979,228 6,525 + 1

GeneID:101055816LOC101055816 17 34,976,899 34,981,788 4,889 - 1

GeneID:27756 Lsm2 17 34,981,854 34,985,891 4,037 + 1

GeneID:22321 Vars 17 35,000,907 35,016,329 15,422 + 1

GeneID:114652 Ly6g5c 17 35,108,300 35,111,953 3,653 + 1

GeneID:266614 Ly6g5b 17 35,113,944 35,115,400 1,456 - 1

GeneID:13001 Csnk2b 17 35,116,195 35,121,447 5,252 - 2

GeneID:81845 Gpank1 17 35,121,496 35,124,815 3,319 + 2

GeneID:114585 D17H6S53E 17 35,126,402 35,128,855 2,453 + 3

GeneID:55938 Apom 17 35,128,997 35,131,752 2,755 - 3

GeneID:224727 Bag6 17 35,135,178 35,147,322 12,144 + 3

GeneID:53761 Prrc2a 17 35,149,076 35,164,877 15,801 - 3

GeneID:11629 Aif1 17 35,170,992 35,176,001 5,009 - 2

GeneID:16988 Lst1 17 35,185,095 35,188,440 3,345 - 1

GeneID:16994 Ltb 17 35,194,507 35,196,305 1,798 + 1

GeneID:21926 Tnf 17 35,199,390 35,201,996 2,606 - 1

GeneID:16992 Lta 17 35,203,165 35,205,351 2,186 - 1

GeneID:18038 Nfkbil1 17 35,220,175 35,235,815 15,640 - 2

GeneID:66237 Atp6v1g2 17 35,236,596 35,238,767 2,171 + 2

GeneID:53817 Ddx39b 17 35,241,746 35,253,707 11,961 + 3

GeneID:14964 H2-D1 17 35,263,094 35,267,497 4,403 + 1

GeneID:110557 H2-Q6 17 35,424,877 35,428,361 3,484 + 1

GeneID:68915 Vars2 17 35,655,634 35,667,592 11,958 - 1

GeneID:14885 Gtf2h4 17 35,667,739 35,673,682 5,943 - 1

GeneID:12305 Ddr1 17 35,681,567 35,704,139 22,572 - 1

GeneID:14251 Flot1 17 35,823,357 35,832,787 9,430 + 2

GeneID:22154 Tubb5 17 35,833,920 35,838,301 4,381 - 2

GeneID:240087 Mdc1 17 35,841,498 35,859,670 18,172 + 3

GeneID:1005033595530401N12Rik 17 35,859,653 35,866,886 7,233 - 1

GeneID:106582 Nrm 17 35,861,318 35,865,400 4,082 + 1

GeneID:76448 Ppp1r18 17 35,865,595 35,875,596 10,001 + 2

GeneID:69192 Dhx16 17 35,879,778 35,892,670 12,892 + 2

GeneID:69662 2310061I04Rik 17 35,892,677 35,897,378 4,701 - 1

GeneID:73242 Atat1 17 35,897,595 35,910,068 12,473 - 1
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GeneID:224742 Abcf1 17 35,956,819 35,969,750 12,931 - 2

GeneID:100124459Mir877 17 35,960,730 35,960,814 84 - 1

GeneID:75210 Prr3 17 35,972,539 35,979,825 7,286 - 2

GeneID:14670 Gnl1 17 35,979,955 35,989,462 9,507 + 2

GeneID:79263 Trim39 17 36,258,873 36,272,004 13,131 - 1

GeneID:54393 Gabbr1 17 37,045,966 37,074,305 28,339 + 1

GeneID:12488 Cd2ap 17 42,792,951 42,876,424 83,473 - 1

GeneID:94185 Tnfrsf21 17 43,016,555 43,089,188 72,633 + 1

GeneID:210510 Tdrd6 17 43,615,335 43,630,299 14,964 - 1

GeneID:74011 Slc25a27 17 43,641,900 43,667,015 25,115 - 1

GeneID:56050 Cyp39a1 17 43,667,425 43,751,431 84,006 + 1

GeneID:12393 Runx2 17 44,604,001 44,814,797 210,796 - 2

GeneID:109115 Supt3 17 44,777,171 45,119,284 342,113 + 1

GeneID:71702 Cdc5l 17 45,391,887 45,433,707 41,820 - 1

GeneID:21645 Tcte1 17 45,523,434 45,542,679 19,245 + 1

GeneID:210573 Tmem151b 17 45,541,940 45,549,677 7,737 - 1

GeneID:18037 Nfkbie 17 45,555,716 45,563,169 7,453 + 3

GeneID:73836 Slc35b2 17 45,564,152 45,567,669 3,517 + 2

GeneID:15516 Hsp90ab1 17 45,567,778 45,573,261 5,483 - 2

GeneID:63959 Slc29a1 17 45,585,200 45,599,603 14,403 - 1

GeneID:653016 Gm7325 17 45,600,967 45,602,102 1,135 - 1

GeneID:224807 Tmem63b 17 45,660,177 45,686,218 26,041 - 1

GeneID:100038605E030047D23Rik 17 45,682,592 45,685,646 3,054 - 1

GeneID:68463 Mrpl14 17 45,686,372 45,698,495 12,123 + 1

GeneID:22339 Vegfa 17 46,016,993 46,032,377 15,384 - 1

GeneID:80905 Polh 17 46,171,993 46,202,625 30,632 - 1

GeneID:72322 Xpo5 17 46,202,855 46,242,299 39,444 + 2

GeneID:20016 Polr1c 17 46,243,920 46,248,045 4,125 - 2

GeneID:28064 Yipf3 17 46,248,080 46,252,537 4,457 + 2

GeneID:224813 Lrrc73 17 46,254,165 46,257,316 3,151 + 2

GeneID:74094 Tjap1 17 46,257,851 46,283,026 25,175 - 2

GeneID:106565 Dlk2 17 46,297,421 46,303,271 5,850 + 1

GeneID:224814 Abcc10 17 46,303,230 46,328,023 24,793 - 1

GeneID:78309 Cul9 17 46,500,609 46,546,388 45,779 - 2

GeneID:20807 Srf 17 46,546,839 46,556,162 9,323 - 2

GeneID:71461 Ptk7 17 46,564,451 46,629,504 65,053 - 2

GeneID:74764 Klc4 17 46,630,631 46,645,144 14,513 - 3

GeneID:27398 Mrpl2 17 46,646,248 46,650,132 3,884 + 2

GeneID:66515 Cul7 17 46,650,338 46,664,364 14,026 + 2

GeneID:21770 Ppp2r5d 17 46,682,991 46,705,002 22,011 - 1

GeneID:224824 Pex6 17 46,711,463 46,725,541 14,078 + 1

GeneID:19208 Ptcra 17 46,755,663 46,763,712 8,049 - 1

GeneID:67101 2310039H08Rik 17 46,772,635 46,773,407 772 + 1

GeneID:66229 Rpl7l1 17 46,773,907 46,782,656 8,749 - 1

GeneID:442840 A330017A19Rik 17 46,888,999 46,890,399 1,400 - 2

GeneID:72726 Tbcc 17 46,890,621 46,892,463 1,842 + 2

GeneID:224826 Ubr2 17 46,928,291 47,010,532 82,241 - 1
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GeneID:224829 Trerf1 17 47,140,942 47,359,458 218,516 + 1

GeneID:12445 Ccnd3 17 47,505,051 47,599,689 94,638 + 1

GeneID:53414 Bysl 17 47,599,331 47,611,492 12,161 - 2

GeneID:56771 Med20 17 47,611,596 47,624,418 12,822 + 1

GeneID:224836 Usp49 17 47,630,690 47,684,067 53,377 + 2

GeneID:66119 Tomm6 17 47,686,645 47,688,386 1,741 - 1

GeneID:100415787Gm14872 17 47,687,610 47,691,092 3,482 + 1

GeneID:381104 Prickle4 17 47,688,468 47,695,658 7,190 - 1

GeneID:107971 Frs3 17 47,695,207 47,704,286 9,079 + 1

GeneID:109820 Pgc 17 47,726,842 47,734,478 7,636 + 2

GeneID:21425 Tfeb 17 47,737,037 47,792,416 55,379 + 2

GeneID:17240 Mdfi 17 47,815,332 47,834,691 19,359 - 1

GeneID:74123 Foxp4 17 47,867,133 47,924,632 57,499 - 2

GeneID:18044 Nfya 17 48,386,885 48,409,820 22,935 - 1

GeneID:106821 Oard1 17 48,410,080 48,417,266 7,186 + 1

GeneID:11811 Apobec2 17 48,419,231 48,432,728 13,497 - 1

GeneID:76438 Rftn1 17 49,993,307 50,190,497 197,190 - 1

GeneID:13164 Dazl 17 50,279,394 50,293,599 14,205 - 1

GeneID:224860 Plcl2 17 50,509,547 50,688,494 178,947 + 2

GeneID:72238 Tbc1d5 17 50,733,127 51,179,349 446,222 - 1

GeneID:271457 Rab5a 17 53,479,234 53,507,678 28,444 + 1

GeneID:18519 Kat2b 17 53,566,971 53,672,721 105,750 + 1

GeneID:106766 Stap2 17 55,997,077 56,005,568 8,491 - 1

GeneID:68047 Mpnd 17 56,009,201 56,016,790 7,589 + 1

GeneID:20405 Sh3gl1 17 56,016,750 56,036,637 19,887 - 3

GeneID:27221 Chaf1a 17 56,040,416 56,068,026 27,610 + 2

GeneID:66530 Ubxn6 17 56,068,253 56,074,989 6,736 - 1

GeneID:15193 Hdgfrp2 17 56,079,657 56,100,596 20,939 + 1

GeneID:66968 Plin5 17 56,111,601 56,117,548 5,947 - 1

GeneID:76905 Lrg1 17 56,119,678 56,121,946 2,268 - 1

GeneID:20359 Sema6b 17 56,123,085 56,140,343 17,258 - 1

GeneID:14154 Fem1a 17 56,256,793 56,263,608 6,815 + 1

GeneID:76920 Arrdc5 17 56,294,111 56,300,286 6,175 - 1

GeneID:18140 Uhrf1 17 56,303,337 56,323,486 20,149 + 1

GeneID:19280 Ptprs 17 56,412,426 56,476,480 64,054 - 4

GeneID:668592 Gm9258 17 56,475,357 56,476,279 922 - 1

GeneID:224902 Safb2 17 56,562,942 56,584,583 21,641 - 1

GeneID:224903 Safb 17 56,584,982 56,606,294 21,312 + 2

GeneID:224904 2410015M20Rik 17 56,607,452 56,609,771 2,319 - 1

GeneID:54217 Rpl36 17 56,613,395 56,614,246 851 + 1

GeneID:74142 Lonp1 17 56,614,297 56,626,903 12,606 - 2

GeneID:106757 Catsperd 17 56,628,143 56,664,456 36,313 + 1

GeneID:71810 Ranbp3 17 56,673,225 56,711,769 38,544 + 1

GeneID:106639 Vmac 17 56,713,932 56,717,699 3,767 - 1

GeneID:69875 Ndufa11 17 56,717,762 56,724,248 6,486 + 1

GeneID:18188 Nrtn 17 56,751,325 56,757,530 6,205 - 2

GeneID:224907 Dus3l 17 56,764,751 56,770,093 5,342 + 1
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GeneID:64144 Mllt1 17 56,892,611 56,935,388 42,777 - 1

GeneID:13640 Efna5 17 62,602,957 62,881,317 278,360 - 2

GeneID:50758 Fbxl17 17 63,045,949 63,500,580 454,631 - 1

GeneID:320004 A930002H24Rik 17 63,862,068 63,867,181 5,113 - 1

GeneID:224938 Pja2 17 64,281,006 64,331,883 50,877 - 1

GeneID:17158 Man2a1 17 64,601,649 64,755,110 153,461 + 1

GeneID:30960 Vapa 17 65,580,053 65,613,555 33,502 - 2

GeneID:106572 Rab31 17 65,651,726 65,772,752 121,026 - 2

GeneID:70351 Ppp4r1 17 65,783,355 65,841,926 58,571 + 2

GeneID:19765 Ralbp1 17 65,848,415 65,885,755 37,340 - 1

GeneID:65960 Twsg1 17 65,923,065 65,951,187 28,122 - 1

GeneID:106585 Ankrd12 17 65,967,501 66,077,046 109,545 - 1

GeneID:71331 5430411C19Rik 17 66,076,639 66,077,968 1,329 + 1

GeneID:72900 Ndufv2 17 66,078,795 66,101,491 22,696 - 3

GeneID:68767 Wash 17 66,111,546 66,120,503 8,957 + 2

GeneID:68617 Soga2 17 66,336,982 66,449,750 112,768 - 1

GeneID:19328 Rab12 17 66,494,512 66,519,670 25,158 - 1

GeneID:19274 Ptprm 17 66,666,848 67,354,459 687,611 - 1

GeneID:16772 Lama1 17 67,697,265 67,822,645 125,380 + 1

GeneID:622645 Tmem200c 17 68,837,136 68,843,138 6,002 + 1

GeneID:13823 Epb4.1l3 17 69,156,810 69,289,989 133,179 + 1

GeneID:77533 C030034I22Rik 17 69,416,447 69,419,193 2,746 + 1

GeneID:21815 Tgif1 17 70,844,205 70,853,532 9,327 - 2

GeneID:100316676Mir1195 17 70,860,478 70,860,600 122 - 2

GeneID:67938 Myl12b 17 70,973,963 70,990,516 16,553 - 1

GeneID:67268 Myl12a 17 70,993,793 71,002,533 8,740 - 2

GeneID:74355 Smchd1 17 71,344,489 71,475,343 130,854 - 1

GeneID:67052 Ndc80 17 71,496,100 71,526,857 30,757 - 1

GeneID:70891 Spdya 17 71,552,061 71,589,533 37,472 + 1

GeneID:68789 Trmt61b 17 71,557,027 71,598,761 41,734 - 1

GeneID:72515 Wdr43 17 71,616,215 71,659,031 42,816 + 1

GeneID:11682 Alk 17 71,868,988 72,604,307 735,319 - 1

GeneID:383295 Ypel5 17 72,836,704 72,851,195 14,491 + 1

GeneID:77889 Lbh 17 72,918,305 72,941,946 23,641 + 1

GeneID:225010 Lclat1 17 73,107,985 73,243,368 135,383 + 1

GeneID:76890 Memo1 17 74,200,700 74,294,863 94,163 - 1

GeneID:66310 Dpy30 17 74,299,474 74,323,944 24,470 - 2

GeneID:50850 Spast 17 74,338,987 74,391,113 52,126 + 1

GeneID:67864 Yipf4 17 74,489,493 74,500,277 10,784 + 1

GeneID:12211 Birc6 17 74,528,295 74,703,773 175,478 + 1

GeneID:268977 Ltbp1 17 75,005,529 75,392,967 387,438 + 1

GeneID:50766 Crim1 17 78,200,248 78,376,592 176,344 + 1

GeneID:268980 Strn 17 78,653,964 78,736,560 82,596 - 1

GeneID:260409 Cdc42ep3 17 79,334,025 79,355,091 21,066 - 1

GeneID:101055649LOC101055649 17 79,578,593 79,612,476 33,883 + 1

GeneID:381110 Rmdn2 17 79,614,900 79,682,152 67,252 + 1

GeneID:13078 Cyp1b1 17 79,706,953 79,715,041 8,088 - 1
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GeneID:56298 Atl2 17 79,848,392 79,896,123 47,731 - 2

GeneID:72692 Hnrpll 17 80,029,487 80,062,334 32,847 - 1

GeneID:225027 Srsf7 17 80,200,080 80,207,305 7,225 - 1

GeneID:67737 Ttc39d 17 80,215,914 80,217,936 2,022 + 1

GeneID:381112 Arhgef33 17 80,307,407 80,388,689 81,282 + 1

GeneID:791338 Gm10190 17 80,371,857 80,373,542 1,685 - 1

GeneID:20662 Sos1 17 80,393,752 80,480,453 86,701 - 2

GeneID:225028 Map4k3 17 80,580,512 80,728,093 147,581 - 1

GeneID:72167 Thumpd2 17 81,026,327 81,065,085 38,758 - 1

GeneID:106522 Pkdcc 17 83,215,283 83,225,069 9,786 + 1

GeneID:225030 Kcng3 17 83,585,957 83,631,895 45,938 - 1

GeneID:12193 Zfp36l2 17 84,183,924 84,187,947 4,023 - 2

GeneID:240174 Thada 17 84,190,056 84,466,208 276,152 - 2

GeneID:72416 Lrpprc 17 84,705,247 84,790,786 85,539 - 1

GeneID:213760 Prepl 17 85,063,477 85,090,274 26,797 - 1

GeneID:73582 Camkmt 17 85,090,700 85,458,580 367,880 + 1

GeneID:100043902Six3os1 17 85,601,932 85,618,396 16,464 - 2

GeneID:20473 Six3 17 85,620,834 85,626,191 5,357 + 2

GeneID:20472 Six2 17 85,684,268 85,688,254 3,986 - 1

GeneID:78586 Srbd1 17 85,984,665 86,145,175 160,510 - 1

GeneID:545228 Gm5817 17 86,165,461 86,168,023 2,562 - 1

GeneID:18754 Prkce 17 86,167,785 86,657,919 490,134 + 1

GeneID:13819 Epas1 17 86,753,864 86,833,410 79,546 + 1

GeneID:56468 Socs5 17 87,107,679 87,137,585 29,906 + 1

GeneID:193813 Mcfd2 17 87,254,443 87,265,947 11,504 - 1

GeneID:74597 4833418N02Rik 17 87,274,886 87,282,814 7,928 - 2

GeneID:225049 Ttc7 17 87,282,886 87,381,770 98,884 + 1

GeneID:12314 Calm2 17 87,433,401 87,446,935 13,534 - 1

GeneID:210741 Kcnk12 17 87,745,821 87,797,994 52,173 - 2

GeneID:101055631LOC101055631 17 87,968,658 87,974,955 6,297 - 1

GeneID:17688 Msh6 17 87,975,050 87,990,892 15,842 + 1

GeneID:225055 Fbxo11 17 87,990,859 88,065,285 74,426 - 2

GeneID:14236 Foxn2 17 88,440,712 88,490,533 49,821 + 1

GeneID:18189 Nrxn1 17 90,033,644 91,092,802 1,059,158 - 1

GeneID:12916 Crem 18 3,266,354 3,337,589 71,235 - 1

GeneID:633947 Gm6225 18 3,336,416 3,366,863 30,447 + 1

GeneID:71745 Cul2 18 3,383,225 3,436,700 53,475 + 1

GeneID:68010 Bambi 18 3,507,957 3,516,404 8,447 + 1

GeneID:73915 4833419F23Rik 18 4,353,547 4,368,945 15,398 + 1

GeneID:67440 Mtpap 18 4,375,592 4,397,330 21,738 + 1

GeneID:240185 9430020K01Rik 18 4,634,929 4,682,869 47,940 + 1

GeneID:240186 Zfp438 18 5,210,031 5,334,439 124,408 - 1

GeneID:791318 Gm10125 18 5,491,501 5,592,437 100,936 - 2

GeneID:21417 Zeb1 18 5,591,860 5,775,468 183,608 + 2

GeneID:75415 Arhgap12 18 6,024,448 6,136,098 111,650 - 1

GeneID:16573 Kif5b 18 6,201,005 6,241,524 40,519 - 1

GeneID:13831 Epc1 18 6,435,951 6,516,087 80,136 - 2
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GeneID:100316773Mir1893 18 6,490,564 6,490,646 82 - 1

GeneID:210719 Mkx 18 6,934,966 7,004,779 69,813 - 1

GeneID:225131 Wac 18 7,868,858 7,929,027 60,169 + 2

GeneID:14370 Fzd8 18 9,212,856 9,216,201 3,345 + 1

GeneID:67974 Ccny 18 9,314,044 9,450,150 136,106 - 1

GeneID:225160 Thoc1 18 9,958,180 9,995,484 37,304 + 1

GeneID:19877 Rock1 18 10,064,401 10,181,792 117,391 - 1

GeneID:381157 Greb1l 18 10,325,179 10,562,941 237,762 + 1

GeneID:77805 Esco1 18 10,566,512 10,610,352 43,840 - 1

GeneID:20641 Snrpd1 18 10,617,796 10,628,230 10,434 + 1

GeneID:106861 Abhd3 18 10,644,411 10,706,696 62,285 - 1

GeneID:75370 4930563E18Rik 18 10,706,860 10,711,832 4,972 + 1

GeneID:68434 1010001N08Rik 18 11,049,087 11,051,481 2,394 - 1

GeneID:14465 Gata6 18 11,052,510 11,085,635 33,125 + 1

GeneID:225182 Rbbp8 18 11,633,276 11,743,207 109,931 + 1

GeneID:621998 Gm6277 18 11,821,088 11,839,377 18,289 - 1

GeneID:63955 Cables1 18 11,839,274 11,945,627 106,353 + 1

GeneID:100316686Mir1901 18 11,840,361 11,840,438 77 - 1

GeneID:18145 Npc1 18 12,189,694 12,236,386 46,692 - 1

GeneID:72747 Ttc39c 18 12,643,533 12,737,052 93,519 + 1

GeneID:64291 Osbpl1a 18 12,755,312 12,941,841 186,529 - 1

GeneID:268996 Ss18 18 14,625,629 14,682,914 57,285 - 1

GeneID:72504 Taf4b 18 14,783,245 14,900,359 117,114 + 1

GeneID:106931 Kctd1 18 14,968,685 15,151,446 182,761 - 2

GeneID:12558 Cdh2 18 16,588,877 16,809,049 220,172 - 2

GeneID:328906 Gm15328 18 16,816,407 16,822,783 6,376 + 2

GeneID:75964 Trappc8 18 20,817,224 20,896,078 78,854 - 1

GeneID:56515 Rnf138 18 21,001,341 21,028,223 26,882 + 1

GeneID:381126 Garem 18 21,127,342 21,300,139 172,797 - 1

GeneID:211961 Asxl3 18 22,345,089 22,530,227 185,138 + 1

GeneID:69256 Zfp397 18 23,954,688 23,964,671 9,983 + 1

GeneID:59057 Zfp191 18 24,012,267 24,020,771 8,504 - 1

GeneID:14423 Galnt1 18 24,205,344 24,286,816 81,472 + 1

GeneID:68046 2700062C07Rik 18 24,470,871 24,477,767 6,896 + 1

GeneID:225283 Rprd1a 18 24,484,962 24,530,204 45,242 - 1

GeneID:106957 Slc39a6 18 24,579,881 24,603,817 23,936 - 1

GeneID:58523 Elp2 18 24,603,961 24,638,830 34,869 + 1

GeneID:68591 Mocos 18 24,653,691 24,701,556 47,865 + 1

GeneID:225288 Fhod3 18 24,709,445 25,133,501 424,056 + 1

GeneID:67453 Slc25a46 18 31,580,168 31,609,902 29,734 - 1

GeneID:69241 Polr2d 18 31,789,159 31,796,701 7,542 + 1

GeneID:74320 Wdr33 18 31,804,057 31,908,987 104,930 + 1

GeneID:73473 Iws1 18 32,067,734 32,104,331 36,597 + 1

GeneID:26405 Map3k2 18 32,163,089 32,236,751 73,662 + 1

GeneID:402767 A830052D11Rik 18 32,359,057 32,378,284 19,227 - 1

GeneID:30948 Bin1 18 32,377,217 32,435,740 58,523 + 1

GeneID:75795 4930455D15Rik 18 32,663,642 32,837,287 173,645 - 1
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GeneID:225348 Wdr36 18 32,837,225 32,866,420 29,195 + 1

GeneID:27528 Nrep 18 33,437,019 33,464,029 27,010 - 1

GeneID:433171 Gm10549 18 33,464,163 33,474,710 10,547 + 1

GeneID:69749 2410004N09Rik 18 33,794,892 33,795,989 1,097 + 1

GeneID:13824 Epb4.1l4a 18 33,796,327 34,007,206 210,879 - 2

GeneID:633395 Gm10548 18 34,207,775 34,221,772 13,997 - 1

GeneID:11789 Apc 18 34,220,984 34,322,190 101,206 + 2

GeneID:66384 Srp19 18 34,331,145 34,336,599 5,454 + 1

GeneID:13476 Reep5 18 34,344,885 34,373,415 28,530 - 1

GeneID:225358 Fam13b 18 34,442,351 34,506,823 64,472 - 1

GeneID:78656 Brd8 18 34,598,615 34,624,810 26,195 - 1

GeneID:19348 Kif20a 18 34,624,624 34,633,277 8,653 + 1

GeneID:52563 Cdc23 18 34,631,683 34,651,736 20,053 - 1

GeneID:12532 Cdc25c 18 34,732,997 34,751,533 18,536 - 1

GeneID:1005030822010110K18Rik 18 34,753,443 34,758,297 4,854 + 1

GeneID:66306 Fam53c 18 34,758,906 34,773,760 14,854 + 2

GeneID:277250 Kdm3b 18 34,777,008 34,839,370 62,362 + 1

GeneID:13653 Egr1 18 34,861,207 34,864,956 3,749 + 2

GeneID:225363 Etf1 18 34,902,785 34,932,003 29,218 - 1

GeneID:15526 Hspa9 18 34,937,414 34,954,351 16,937 - 1

GeneID:100503380Snhg4 18 35,553,410 35,558,316 4,906 + 1

GeneID:100316700Mir1949 18 35,554,567 35,554,636 69 + 1

GeneID:436583 Snora74a 18 35,557,030 35,557,227 197 + 1

GeneID:17184 Matr3 18 35,562,158 35,592,045 29,887 + 2

GeneID:67869 Paip2 18 35,598,667 35,617,185 18,518 + 1

GeneID:67393 Cxxc5 18 35,829,818 35,861,688 31,870 + 3

GeneID:100042150Nrg2 18 36,017,649 36,197,160 179,511 - 2

GeneID:19290 Pura 18 36,281,162 36,288,245 7,083 + 2

GeneID:93709 Pcdhga1 18 37,661,945 37,841,870 179,925 + 1

GeneID:93710 Pcdhga2 18 37,669,105 37,841,870 172,765 + 1

GeneID:93711 Pcdhga3 18 37,674,335 37,841,873 167,538 + 1

GeneID:93699 Pcdhgb1 18 37,680,458 37,841,870 161,412 + 1

GeneID:93712 Pcdhga4 18 37,685,400 37,841,870 156,470 + 1

GeneID:93700 Pcdhgb2 18 37,689,859 37,841,872 152,013 + 1

GeneID:93713 Pcdhga5 18 37,694,501 37,841,870 147,369 + 1

GeneID:93714 Pcdhga6 18 37,707,229 37,841,870 134,641 + 1

GeneID:93715 Pcdhga7 18 37,714,834 37,841,873 127,039 + 1

GeneID:93701 Pcdhgb4 18 37,720,554 37,841,870 121,316 + 1

GeneID:93716 Pcdhga8 18 37,725,706 37,841,873 116,167 + 1

GeneID:93702 Pcdhgb5 18 37,731,154 37,841,870 110,716 + 1

GeneID:93717 Pcdhga9 18 37,736,936 37,841,863 104,927 + 1

GeneID:93703 Pcdhgb6 18 37,742,094 37,841,873 99,779 + 1

GeneID:93722 Pcdhga10 18 37,747,188 37,841,870 94,682 + 1

GeneID:93704 Pcdhgb7 18 37,751,779 37,841,870 90,091 + 1

GeneID:93723 Pcdhga11 18 37,755,773 37,841,873 86,100 + 1

GeneID:93705 Pcdhgb8 18 37,761,801 37,841,873 80,072 + 1

GeneID:93724 Pcdhga12 18 37,765,580 37,841,873 76,293 + 1
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GeneID:93706 Pcdhgc3 18 37,806,410 37,841,873 35,463 + 1

GeneID:93707 Pcdhgc4 18 37,815,079 37,841,873 26,794 + 1

GeneID:13367 Diap1 18 37,844,824 37,935,411 90,587 - 1

GeneID:15183 Hdac3 18 37,936,971 37,954,988 18,017 - 2

GeneID:225392 Rell2 18 37,955,559 37,959,179 3,620 + 1

GeneID:319262 Fchsd1 18 37,957,434 37,969,731 12,297 - 1

GeneID:56736 Rnf14 18 38,296,635 38,317,849 21,214 + 1

GeneID:26384 Gnpda1 18 38,327,537 38,338,993 11,456 - 1

GeneID:65113 Ndfip1 18 38,418,975 38,464,406 45,431 + 1

GeneID:24066 Spry4 18 38,586,265 38,601,268 15,003 - 1

GeneID:381155 9630014M24Rik 18 38,601,534 38,645,922 44,388 + 1

GeneID:71302 Arhgap26 18 38,993,145 39,376,285 383,140 + 1

GeneID:14815 Nr3c1 18 39,410,545 39,487,245 76,700 - 3

GeneID:56070 Tcerg1 18 42,511,487 42,575,785 64,298 + 1

GeneID:22240 Dpysl3 18 43,324,227 43,393,331 69,104 - 1

GeneID:100862305LOC100862305 18 43,437,584 43,438,377 793 - 1

GeneID:100042074Gm3650 18 43,445,110 43,475,271 30,161 + 1

GeneID:240255 Ythdc2 18 44,828,665 44,889,720 61,055 + 1

GeneID:140492 Kcnn2 18 45,560,154 45,685,883 125,729 + 1

GeneID:240263 Fem1c 18 46,504,606 46,525,971 21,365 - 1

GeneID:66676 Tmed7 18 46,585,928 46,597,535 11,607 - 1

GeneID:13664 Eif1a 18 46,597,704 46,610,225 12,521 + 1

GeneID:67526 Atg12 18 46,732,417 46,741,579 9,162 - 1

GeneID:11777 Ap3s1 18 46,741,917 46,790,826 48,909 + 1

GeneID:74574 4833403I15Rik 18 46,850,039 46,905,446 55,407 + 1

GeneID:20358 Sema6a 18 47,245,254 47,368,868 123,614 - 1

GeneID:240283 Dmxl1 18 49,832,997 49,965,473 132,476 + 1

GeneID:16948 Lox 18 52,517,238 52,529,708 12,470 - 1

GeneID:67847 Sncaip 18 52,767,811 52,915,931 148,120 + 1

GeneID:67804 Snx2 18 53,176,365 53,220,860 44,495 + 1

GeneID:225518 Prdm6 18 53,464,546 53,575,857 111,311 + 1

GeneID:70425 Csnk1g3 18 53,862,113 53,955,684 93,571 + 1

GeneID:16906 Lmnb1 18 56,707,813 56,753,424 45,611 + 1

GeneID:320253 March3 18 56,761,716 56,925,548 163,832 - 1

GeneID:20496 Slc12a2 18 57,878,678 57,946,821 68,143 + 1

GeneID:14119 Fbn2 18 58,008,623 58,209,926 201,303 - 1

GeneID:240322 Adamts19 18 58,836,764 59,053,678 216,914 + 1

GeneID:78923 Chsy3 18 59,175,340 59,411,336 235,996 + 1

GeneID:67665 Dctn4 18 60,526,221 60,558,762 32,541 + 1

GeneID:66810 Rbm22 18 60,560,786 60,572,729 11,943 + 1

GeneID:170947 Myoz3 18 60,573,717 60,591,716 17,999 - 1

GeneID:104027 Synpo 18 60,593,990 60,624,305 30,315 - 3

GeneID:101055835LOC101055835 18 60,605,866 60,660,142 54,276 - 3

GeneID:20044 Rps14 18 60,774,596 60,778,546 3,950 + 1

GeneID:21453 Tcof1 18 60,813,755 60,848,964 35,209 - 1

GeneID:12590 Cdx1 18 61,018,862 61,036,199 17,337 - 1

GeneID:18596 Pdgfrb 18 61,045,150 61,085,067 39,917 + 1
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GeneID:106894 Hmgxb3 18 61,131,277 61,177,050 45,773 - 1

GeneID:170826 Ppargc1b 18 61,298,136 61,400,431 102,295 - 2

GeneID:723889 Mir378 18 61,397,835 61,397,900 65 - 2

GeneID:93687 Csnk1a1 18 61,555,582 61,588,299 32,717 + 1

GeneID:15562 Htr4 18 62,324,204 62,467,802 143,598 + 1

GeneID:108123 Napg 18 62,977,916 62,999,450 21,534 + 1

GeneID:667742 Piezo2 18 63,010,213 63,387,183 376,970 - 1

GeneID:53382 Txnl1 18 63,662,801 63,692,359 29,558 - 1

GeneID:54670 Atp8b1 18 64,528,979 64,661,000 132,021 - 1

GeneID:83814 Nedd4l 18 64,887,756 65,217,826 330,070 + 1

GeneID:100503467AA667203 18 64,894,744 64,901,218 6,474 + 1

GeneID:66286 Sec11c 18 65,800,578 65,817,657 17,079 + 1

GeneID:19434 Rax 18 65,934,639 65,939,089 4,450 - 1

GeneID:360222 Raxos1 18 65,937,538 65,940,447 2,909 + 1

GeneID:70361 Lman1 18 65,980,739 66,002,635 21,896 - 1

GeneID:320924 Ccbe1 18 66,056,856 66,291,838 234,982 - 1

GeneID:100503546Gm15958 18 66,291,274 66,319,607 28,333 + 1

GeneID:14680 Gnal 18 67,088,336 67,226,792 138,456 + 2

GeneID:67064 Chmp1b 18 67,205,359 67,207,887 2,528 + 1

GeneID:225651 Mppe1 18 67,225,530 67,245,830 20,300 - 1

GeneID:114663 Impa2 18 67,289,223 67,318,841 29,618 + 1

GeneID:67951 Tubb6 18 67,390,731 67,402,749 12,018 + 1

GeneID:69597 Afg3l2 18 67,404,764 67,449,136 44,372 - 1

GeneID:225655 Slmo1 18 67,464,849 67,480,581 15,732 + 1

GeneID:225659 Cep76 18 67,617,397 67,641,336 23,939 - 1

GeneID:107047 Psmg2 18 67,641,599 67,654,162 12,563 + 1

GeneID:19255 Ptpn2 18 67,665,501 67,724,621 59,120 - 1

GeneID:72124 Seh1l 18 67,774,876 67,795,487 20,611 + 1

GeneID:75286 4930549G23Rik 18 67,776,033 67,799,943 23,910 - 1

GeneID:52662 Ldlrad4 18 67,933,257 68,255,549 322,292 + 1

GeneID:269033 4930503L19Rik 18 70,453,140 70,472,480 19,340 - 1

GeneID:170461 Stard6 18 70,472,545 70,501,063 28,518 + 1

GeneID:240396 Mex3c 18 73,572,705 73,592,578 19,873 + 1

GeneID:114615 Elac1 18 73,735,038 73,754,479 19,441 - 1

GeneID:107029 Me2 18 73,770,040 73,815,392 45,352 - 1

GeneID:225724 Mapk4 18 73,928,486 74,064,949 136,463 - 1

GeneID:66468 Ska1 18 74,195,299 74,207,818 12,519 - 1

GeneID:74322 Cxxc1 18 74,216,212 74,221,491 5,279 + 1

GeneID:17919 Myo5b 18 74,442,619 74,771,477 328,858 + 1

GeneID:319195 Rpl17 18 75,000,477 75,003,381 2,904 + 1

GeneID:100217457Snord58b 18 75,001,068 75,001,122 54 + 1

GeneID:407819 BC031181 18 75,005,900 75,009,933 4,033 + 2

GeneID:69190 Dym 18 75,018,772 75,286,966 268,194 + 1

GeneID:17131 Smad7 18 75,367,365 75,395,934 28,569 + 6

GeneID:269037 Ctif 18 75,431,205 75,697,696 266,491 - 1

GeneID:207259 Zbtb7c 18 75,820,178 76,148,564 328,386 + 3

GeneID:66191 Ier3ip1 18 76,930,027 76,941,614 11,587 + 1
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GeneID:225742 St8sia5 18 77,185,847 77,255,450 69,603 + 1

GeneID:212163 8030462N17Rik 18 77,633,281 77,714,010 80,729 - 2

GeneID:67640 4930465K10Rik 18 77,714,184 77,715,445 1,261 + 2

GeneID:225745 Haus1 18 77,757,567 77,767,780 10,213 - 1

GeneID:11946 Atp5a1 18 77,773,768 77,782,869 9,101 + 1

GeneID:619308 F830208F22Rik 18 77,793,257 77,796,743 3,486 - 1

GeneID:19201 Pstpip2 18 77,794,550 77,882,879 88,329 + 1

GeneID:240427 Setbp1 18 78,750,378 79,109,391 359,013 - 1

GeneID:93737 Pard6g 18 80,046,895 80,119,640 72,745 + 1

GeneID:66255 Hsbp1l1 18 80,229,751 80,247,102 17,351 - 1

GeneID:66943 Pqlc1 18 80,255,245 80,292,724 37,479 + 1

GeneID:18018 Nfatc1 18 80,606,205 80,713,071 106,866 - 2

GeneID:50771 Atp9b 18 80,734,141 80,934,058 199,917 - 1

GeneID:20689 Sall3 18 80,966,359 80,986,578 20,219 - 1

GeneID:17196 Mbp 18 82,475,123 82,585,637 110,514 + 1

GeneID:329002 Zfp236 18 82,593,597 82,692,734 99,137 - 1

GeneID:110796 Tshz1 18 84,011,627 84,086,562 74,935 - 2

GeneID:225791 Zadh2 18 84,088,158 84,097,514 9,356 + 2

GeneID:66054 Cndp2 18 84,667,469 84,685,633 18,164 - 1

GeneID:54607 Socs6 18 88,867,880 88,894,207 26,327 - 1

GeneID:12894 Cpt1a 19 3,323,301 3,385,733 62,432 + 3

GeneID:17771 Mtl5 19 3,388,869 3,407,785 18,916 + 1

GeneID:52036 Ppp6r3 19 3,454,928 3,575,749 120,821 - 1

GeneID:16973 Lrp5 19 3,584,825 3,686,564 101,739 - 2

GeneID:225888 Suv420h1 19 3,767,421 3,818,303 50,882 + 1

GeneID:12660 Chka 19 3,851,773 3,894,367 42,594 + 1

GeneID:73660 Cabp4 19 4,135,423 4,139,609 4,186 - 1

GeneID:269053 Gpr152 19 4,139,799 4,145,741 5,942 + 1

GeneID:23789 Coro1b 19 4,148,663 4,154,035 5,372 + 1

GeneID:19265 Ptprcap 19 4,154,646 4,156,710 2,064 + 1

GeneID:58988 Rps6kb2 19 4,156,977 4,163,245 6,268 - 1

GeneID:108995 Tbc1d10c 19 4,184,357 4,191,047 6,690 - 2

GeneID:19045 Ppp1ca 19 4,192,174 4,195,419 3,245 + 2

GeneID:19367 Rad9a 19 4,195,198 4,201,603 6,405 - 2

GeneID:56708 Clcf1 19 4,214,392 4,222,615 8,223 + 1

GeneID:225876 Kdm2a 19 4,316,144 4,397,077 80,933 - 1

GeneID:18563 Pcx 19 4,510,472 4,621,752 111,280 + 4

GeneID:225875 Lrfn4 19 4,611,784 4,615,667 3,883 - 3

GeneID:19671 Rce1 19 4,622,551 4,625,617 3,066 - 3

GeneID:381196 Gm960 19 4,625,841 4,698,668 72,827 - 2

GeneID:20743 Sptbn2 19 4,711,223 4,752,352 41,129 + 1

GeneID:66704 Rbm4b 19 4,756,525 4,765,940 9,415 + 1

GeneID:11474 Actn3 19 4,861,223 4,877,884 16,661 - 1

GeneID:70605 Zdhhc24 19 4,878,668 4,885,397 6,729 + 1

GeneID:52028 Bbs1 19 4,886,882 4,906,627 19,745 - 1

GeneID:240518 Peli3 19 4,931,855 4,943,092 11,237 - 1

GeneID:13340 Slc29a2 19 5,024,006 5,031,972 7,966 + 1
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GeneID:108902 B3gnt1 19 5,038,826 5,041,134 2,308 + 1

GeneID:107392 Brms1 19 5,041,404 5,049,917 8,513 + 1

GeneID:70445 Cd248 19 5,068,078 5,070,640 2,562 + 2

GeneID:381199 Tmem151a 19 5,079,337 5,085,477 6,140 - 2

GeneID:12794 Cnih2 19 5,092,871 5,098,418 5,547 - 1

GeneID:76308 Rab1b 19 5,099,207 5,106,996 7,789 - 1

GeneID:16594 Klc2 19 5,107,746 5,118,408 10,662 - 2

GeneID:107975 Pacs1 19 5,133,685 5,273,119 139,434 - 1

GeneID:319322 Sf3b2 19 5,273,921 5,295,455 21,534 - 1

GeneID:545276 Gal3st3 19 5,298,331 5,308,739 10,408 + 1

GeneID:23825 Banf1 19 5,364,640 5,366,645 2,005 - 1

GeneID:69860 Eif1ad 19 5,366,813 5,371,511 4,698 + 1

GeneID:20227 Sart1 19 5,377,523 5,388,703 11,180 - 2

GeneID:414115 D330050I16Rik 19 5,388,336 5,390,069 1,733 + 1

GeneID:78306 Tsga10ip 19 5,390,047 5,402,460 12,413 - 1

GeneID:74931 4930481A15Rik 19 5,406,874 5,422,847 15,973 + 2

GeneID:66556 Drap1 19 5,422,811 5,424,916 2,105 - 2

GeneID:107242 AI837181 19 5,425,144 5,427,317 2,173 + 2

GeneID:14283 Fosl1 19 5,447,698 5,455,938 8,240 + 2

GeneID:240514 Ccdc85b 19 5,453,163 5,457,563 4,400 - 2

GeneID:58249 Fibp 19 5,460,607 5,465,052 4,445 + 3

GeneID:13041 Ctsw 19 5,465,240 5,468,498 3,258 - 3

GeneID:58859 Efemp2 19 5,474,690 5,481,854 7,164 + 3

GeneID:71711 Mus81 19 5,482,840 5,488,336 5,496 - 3

GeneID:12631 Cfl1 19 5,490,455 5,494,031 3,576 + 2

GeneID:225861 Snx32 19 5,495,278 5,510,489 15,211 - 2

GeneID:18426 Ovol1 19 5,549,137 5,560,575 11,438 - 2

GeneID:381201 Ap5b1 19 5,568,074 5,571,261 3,187 + 2

GeneID:68209 Rnaseh2c 19 5,601,873 5,602,959 1,086 + 2

GeneID:81601 Kat5 19 5,603,014 5,610,094 7,080 - 2

GeneID:19697 Rela 19 5,637,490 5,648,130 10,640 + 1

GeneID:20469 Sipa1 19 5,651,185 5,663,707 12,522 - 1

GeneID:104401 Pcnxl3 19 5,664,635 5,688,908 24,273 - 4

GeneID:26403 Map3k11 19 5,689,131 5,702,865 13,734 + 3

GeneID:114601 Ehbp1l1 19 5,707,369 5,726,317 18,948 - 2

GeneID:17826 Fam89b 19 5,728,087 5,729,666 1,579 - 2

GeneID:56390 Sssca1 19 5,730,306 5,731,721 1,415 - 3

GeneID:100038547Gm10815 19 5,738,405 5,740,762 2,357 - 4

GeneID:16998 Ltbp3 19 5,740,904 5,758,532 17,628 + 3

GeneID:78891 Scyl1 19 5,758,427 5,771,401 12,974 - 1

GeneID:72289 Malat1 19 5,795,690 5,802,671 6,981 - 2

GeneID:104252 Cdc42ep2 19 5,917,556 5,924,816 7,260 - 1

GeneID:12333 Capn1 19 5,988,545 6,015,825 27,280 - 1

GeneID:100502985Gm10814 19 6,012,620 6,018,459 5,839 + 1

GeneID:666300 Gm8034 19 6,044,442 6,044,897 455 - 1

GeneID:74126 Syvn1 19 6,046,576 6,053,718 7,142 + 2

GeneID:18120 Mrpl49 19 6,053,630 6,057,751 4,121 - 2
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GeneID:14109 Fau 19 6,057,888 6,059,524 1,636 + 2

GeneID:29805 Znhit2 19 6,061,207 6,062,468 1,261 + 2

GeneID:73166 Tm7sf2 19 6,062,821 6,067,850 5,029 - 2

GeneID:68505 Vps51 19 6,067,842 6,077,187 9,345 - 3

GeneID:433215 BC048609 19 6,080,038 6,080,785 747 + 2

GeneID:81909 Zfpl1 19 6,080,762 6,084,891 4,129 - 2

GeneID:67849 Cdca5 19 6,085,097 6,091,773 6,676 + 1

GeneID:56327 Arl2 19 6,134,389 6,141,137 6,748 - 1

GeneID:170458 Gpha2 19 6,226,401 6,227,768 1,367 + 1

GeneID:225849 Ppp2r5b 19 6,227,767 6,235,840 8,073 - 2

GeneID:329015 Atg2a 19 6,241,668 6,262,304 20,636 + 2

GeneID:13660 Ehd1 19 6,276,896 6,300,096 23,200 + 1

GeneID:240505 Cdc42bpg 19 6,306,457 6,325,652 19,195 + 1

GeneID:17283 Men1 19 6,334,979 6,340,894 5,915 + 1

GeneID:26412 Map4k2 19 6,341,250 6,353,527 12,277 + 1

GeneID:22668 Sf1 19 6,363,690 6,378,038 14,348 + 1

GeneID:18190 Nrxn2 19 6,418,738 6,533,217 114,479 + 1

GeneID:56613 Rps6ka4 19 6,829,084 6,840,601 11,517 - 1

GeneID:100628576Mir5046 19 6,829,886 6,829,944 58 - 1

GeneID:78317 Ccdc88b 19 6,844,623 6,858,211 13,588 - 1

GeneID:67077 Tex40 19 6,922,426 6,925,380 2,954 - 1

GeneID:16528 Kcnk4 19 6,925,690 6,934,515 8,825 - 2

GeneID:107173 Gpr137 19 6,938,070 6,942,450 4,380 - 3

GeneID:12015 Bad 19 6,941,855 6,951,893 10,038 + 3

GeneID:18797 Plcb3 19 6,953,713 6,969,752 16,039 - 3

GeneID:18938 Ppp1r14b 19 6,975,048 6,977,324 2,276 + 3

GeneID:14227 Fkbp2 19 6,977,739 6,980,461 2,722 - 3

GeneID:22340 Vegfb 19 6,982,472 6,987,651 5,179 - 3

GeneID:57431 Dnajc4 19 6,987,911 6,992,272 4,361 - 1

GeneID:68323 Nudt22 19 6,993,019 6,996,037 3,018 - 1

GeneID:107328 Trpt1 19 6,996,131 6,999,046 2,915 + 1

GeneID:107227 Macrod1 19 7,056,768 7,198,062 141,294 + 3

GeneID:107260 Otub1 19 7,198,206 7,206,284 8,078 - 1

GeneID:12868 Cox8a 19 7,215,158 7,217,616 2,458 - 1

GeneID:70999 Naa40 19 7,225,668 7,241,222 15,554 - 1

GeneID:104383 Rcor2 19 7,269,765 7,275,225 5,460 + 1

GeneID:13728 Mark2 19 7,275,396 7,341,844 66,448 - 2

GeneID:68229 AI846148 19 7,356,464 7,383,026 26,562 - 1

GeneID:654802 1700105P06Rik 19 7,383,003 7,383,561 558 + 1

GeneID:108899 2700081O15Rik 19 7,417,625 7,425,904 8,279 + 3

GeneID:20168 Rtn3 19 7,425,901 7,483,289 57,388 - 3

GeneID:17254 Slc3a2 19 8,706,882 8,723,369 16,487 - 1

GeneID:83673 Snhg1 19 8,723,487 8,726,326 2,839 + 2

GeneID:100127111Snord22 19 8,725,866 8,725,991 125 + 1

GeneID:107071 Wdr74 19 8,735,839 8,740,624 4,785 + 2

GeneID:74307 1700092M07Rik 19 8,740,718 8,741,225 507 + 2

GeneID:56389 Stx5a 19 8,741,424 8,755,642 14,218 + 3
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GeneID:53319 Nxf1 19 8,757,103 8,770,910 13,807 + 2

GeneID:66836 Tmem223 19 8,770,996 8,772,475 1,479 + 1

GeneID:67706 Tmem179b 19 8,772,522 8,774,467 1,945 - 1

GeneID:225895 Taf6l 19 8,774,354 8,786,417 12,063 - 1

GeneID:67531 5730408K05Rik 19 8,888,387 8,888,770 383 - 2

GeneID:100628605Mir5136 19 8,888,699 8,888,774 75 - 2

GeneID:66276 1810009A15Rik 19 8,888,903 8,890,740 1,837 + 2

GeneID:109077 Ints5 19 8,892,987 8,897,890 4,903 + 2

GeneID:14376 Ganab 19 8,898,111 8,916,666 18,555 + 2

GeneID:72727 B3gat3 19 8,920,393 8,927,236 6,843 + 1

GeneID:19881 Rom1 19 8,927,382 8,929,356 1,974 - 1

GeneID:225898 Eml3 19 8,929,694 8,941,582 11,888 + 2

GeneID:23942 Mta2 19 8,941,920 8,952,300 10,380 + 1

GeneID:70044 Tut1 19 8,953,850 8,966,210 12,360 + 1

GeneID:67160 Eef1g 19 8,967,041 8,978,180 11,139 + 1

GeneID:66395 Ahnak 19 8,989,284 9,076,919 87,635 + 1

GeneID:16319 Incenp 19 9,872,297 9,899,533 27,236 - 1

GeneID:14319 Fth1 19 9,982,703 9,985,092 2,389 + 1

GeneID:24115 Best1 19 9,985,172 10,001,633 16,461 - 1

GeneID:74760 Rab3il1 19 10,018,228 10,035,586 17,358 + 1

GeneID:60527 Fads3 19 10,041,548 10,059,671 18,123 + 1

GeneID:56473 Fads2 19 10,064,164 10,101,503 37,339 - 1

GeneID:76267 Fads1 19 10,182,888 10,196,874 13,986 + 1

GeneID:269060 Dagla 19 10,245,265 10,304,877 59,612 - 1

GeneID:54525 Syt7 19 10,389,090 10,453,181 64,091 + 1

GeneID:278795 Lrrc10b 19 10,455,371 10,457,447 2,076 - 1

GeneID:66072 Sdhaf2 19 10,500,512 10,525,209 24,697 - 1

GeneID:269061 Cpsf7 19 10,525,244 10,547,735 22,491 + 2

GeneID:68642 Tmem216 19 10,550,466 10,556,238 5,772 - 1

GeneID:72982 Tmem138 19 10,570,885 10,577,097 6,212 - 1

GeneID:225912 Cyb561a3 19 10,577,723 10,589,830 12,107 + 1

GeneID:225913 Dak 19 10,592,197 10,604,258 12,061 - 1

GeneID:13194 Ddb1 19 10,605,625 10,629,822 24,197 + 1

GeneID:107305 Vps37c 19 10,688,815 10,714,419 25,604 + 1

GeneID:68539 Tmem109 19 10,870,660 10,881,743 11,083 - 1

GeneID:28000 Prpf19 19 10,895,231 10,909,559 14,328 + 1

GeneID:14764 Gpr44 19 10,937,160 10,942,511 5,351 + 1

GeneID:108673 Ccdc86 19 10,941,481 10,949,266 7,785 - 1

GeneID:207521 Dtx4 19 12,466,336 12,501,996 35,660 - 1

GeneID:107373 Fam111a 19 12,573,525 12,589,696 16,171 + 1

GeneID:74333 A330040F15Rik 19 12,585,868 12,596,566 10,698 - 1

GeneID:240549 Gm4952 19 12,599,984 12,627,616 27,632 + 1

GeneID:21888 Tle4 19 14,448,072 14,597,983 149,911 - 2

GeneID:107272 Psat1 19 15,905,123 15,925,059 19,936 - 1

GeneID:208518 Cep78 19 15,955,773 15,984,989 29,216 - 1

GeneID:100502653C130060C02Rik 19 15,985,075 16,010,912 25,837 + 1

GeneID:14682 Gnaq 19 16,132,831 16,387,453 254,622 + 1
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GeneID:14675 Gna14 19 16,435,667 16,610,818 175,151 + 1

GeneID:271564 Vps13a 19 16,615,366 16,780,933 165,567 - 1

GeneID:54391 Rfk 19 17,394,043 17,401,349 7,306 + 1

GeneID:18552 Pcsk5 19 17,432,832 17,837,632 404,800 - 1

GeneID:20409 Ostf1 19 18,580,364 18,631,813 51,449 - 1

GeneID:225994 Nmrk1 19 18,632,016 18,652,191 20,175 + 1

GeneID:67383 2410127L17Rik 19 18,670,780 18,704,792 34,012 + 2

GeneID:225995 D030056L22Rik 19 18,713,236 18,718,428 5,192 + 1

GeneID:101056249LOC101056249 19 21,271,125 21,272,971 1,846 - 1

GeneID:22682 Zfand5 19 21,272,278 21,286,840 14,562 + 1

GeneID:66206 1110059E24Rik 19 21,597,313 21,652,791 55,478 - 1

GeneID:226016 Abhd17b 19 21,653,309 21,685,637 32,328 + 1

GeneID:83921 Tmem2 19 21,778,342 21,858,327 79,985 + 1

GeneID:16601 Klf9 19 23,141,226 23,166,911 25,685 + 1

GeneID:100316672Mir1192 19 23,149,431 23,149,551 120 + 1

GeneID:226026 Smc5 19 23,206,441 23,273,897 67,456 - 1

GeneID:72351 Ptar1 19 23,687,400 23,721,129 33,729 + 1

GeneID:319924 Apba1 19 23,758,876 23,949,597 190,721 + 2

GeneID:18719 Pip5k1b 19 24,294,796 24,555,827 261,031 - 2

GeneID:68034 Fam122a 19 24,475,779 24,477,474 1,695 - 1

GeneID:107351 Kank1 19 25,237,202 25,434,496 197,294 + 1

GeneID:50796 Dmrt1 19 25,505,706 25,604,328 98,622 + 2

GeneID:240590 Dmrt3 19 25,610,537 25,623,921 13,384 + 1

GeneID:67155 Smarca2 19 26,605,160 26,778,321 173,161 + 1

GeneID:19726 Rfx3 19 27,761,721 28,011,166 249,445 - 1

GeneID:226075 Glis3 19 28,262,448 28,680,077 417,629 - 1

GeneID:320176 D930032P07Rik 19 28,678,224 28,720,027 41,803 + 1

GeneID:67072 Cdc37l1 19 28,990,494 29,017,569 27,075 + 1

GeneID:59028 Rcl1 19 29,101,375 29,143,843 42,468 + 1

GeneID:77779 A930007I19Rik 19 29,503,663 29,521,987 18,324 - 1

GeneID:226089 C030046E11Rik 19 29,522,282 29,605,921 83,639 + 1

GeneID:240613 9930021J03Rik 19 29,714,402 29,806,009 91,607 - 1

GeneID:240614 Ranbp6 19 29,808,108 29,812,974 4,866 - 1

GeneID:109113 Uhrf2 19 30,030,513 30,093,726 63,213 + 1

GeneID:208449 Sgms1 19 32,122,727 32,388,454 265,727 - 2

GeneID:67188 2700046G09Rik 19 32,389,216 32,391,184 1,968 + 2

GeneID:17330 Minpp1 19 32,485,769 32,515,370 29,601 + 1

GeneID:67979 Atad1 19 32,672,563 32,712,298 39,735 - 1

GeneID:19211 Pten 19 32,757,577 32,826,160 68,583 + 1

GeneID:76630 Stambpl1 19 34,192,270 34,240,328 48,058 + 1

GeneID:75735 Pank1 19 34,810,894 34,879,455 68,561 - 1

GeneID:226098 Hectd2 19 36,554,639 36,621,135 66,496 + 1

GeneID:74493 Tnks2 19 36,834,232 36,893,477 59,245 + 1

GeneID:72514 Fgfbp3 19 36,917,550 36,919,599 2,049 - 2

GeneID:107182 Btaf1 19 36,926,079 37,014,057 87,978 + 2

GeneID:208922 Cpeb3 19 37,021,291 37,207,293 186,002 - 2

GeneID:319931 A330032B11Rik 19 37,173,843 37,196,541 22,698 + 1
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GeneID:69104 March5 19 37,207,545 37,224,457 16,912 + 1

GeneID:16551 Kif11 19 37,376,403 37,421,859 45,456 + 1

GeneID:107371 Exoc6 19 37,550,418 37,683,253 132,835 + 1

GeneID:619304 I830134H01Rik 19 38,051,774 38,054,528 2,754 - 1

GeneID:74107 Cep55 19 38,055,025 38,074,425 19,400 + 1

GeneID:209478 Tbc1d12 19 38,836,579 38,919,923 83,344 + 1

GeneID:15201 Hells 19 38,930,990 38,968,277 37,287 + 1

GeneID:668310 Cc2d2b 19 40,765,434 40,827,358 61,924 + 1

GeneID:240665 Ccnj 19 40,831,279 40,848,572 17,293 + 1

GeneID:72672 Zfp518a 19 40,894,705 40,917,947 23,242 + 1

GeneID:107358 Tm9sf3 19 41,210,842 41,264,004 53,162 - 1

GeneID:83490 Pik3ap1 19 41,274,218 41,385,070 110,852 - 1

GeneID:14296 Frat1 19 41,829,970 41,832,583 2,613 + 1

GeneID:212398 Frat2 19 41,845,972 41,848,132 2,160 - 1

GeneID:107094 Rrp12 19 41,862,851 41,896,153 33,302 - 1

GeneID:18648 Pgam1 19 41,911,871 41,918,665 6,794 + 1

GeneID:66583 Exosc1 19 41,922,980 41,933,314 10,334 - 1

GeneID:74168 Zdhhc16 19 41,933,472 41,944,103 10,631 + 1

GeneID:72199 Mms19 19 41,943,707 41,981,136 37,429 - 2

GeneID:226122 Ubtd1 19 41,981,763 42,034,641 52,878 + 1

GeneID:277010 Marveld1 19 42,147,389 42,151,703 4,314 + 1

GeneID:71146 Golga7b 19 42,247,578 42,270,348 22,770 + 1

GeneID:52013 R3hcc1l 19 42,518,805 42,592,256 73,451 + 1

GeneID:18089 Nkx2-3 19 43,612,325 43,615,892 3,567 + 1

GeneID:93685 Entpd7 19 43,689,689 43,733,853 44,164 + 1

GeneID:226139 Cox15 19 43,733,254 43,753,000 19,746 - 1

GeneID:66388 Cutc 19 43,753,023 43,768,638 15,615 + 1

GeneID:71972 Dnmbp 19 43,846,819 43,940,198 93,379 - 2

GeneID:226144 Erlin1 19 44,034,943 44,069,785 34,842 - 1

GeneID:12675 Chuk 19 44,073,334 44,107,477 34,143 - 2

GeneID:72502 Cwf19l1 19 44,108,637 44,135,876 27,239 - 1

GeneID:18504 Pax2 19 44,757,394 44,837,871 80,477 + 2

GeneID:73322 1700039E22Rik 19 44,828,493 44,835,938 7,445 - 1

GeneID:226151 Fam178a 19 44,931,119 44,983,787 52,668 + 1

GeneID:26456 Sema4g 19 44,989,344 45,003,395 14,051 + 1

GeneID:94067 Mrpl43 19 45,005,014 45,006,442 1,428 - 2

GeneID:226153 Peo1 19 45,006,558 45,012,762 6,204 + 2

GeneID:226154 Lzts2 19 45,015,176 45,027,104 11,928 + 2

GeneID:107250 Kazald1 19 45,076,139 45,079,289 3,150 + 4

GeneID:16814 Lbx1 19 45,233,728 45,235,236 1,508 - 1

GeneID:30838 Fbxw4 19 45,578,257 45,660,193 81,936 - 1

GeneID:14179 Fgf8 19 45,736,798 45,742,884 6,086 - 2

GeneID:18150 Npm3 19 45,747,734 45,749,563 1,829 - 2

GeneID:76055 Mgea5 19 45,750,259 45,783,291 33,032 - 3

GeneID:80906 Kcnip2 19 45,793,670 45,815,803 22,133 - 1

GeneID:71617 9130011E15Rik 19 45,818,144 45,998,488 180,344 - 1

GeneID:20170 Hps6 19 46,003,478 46,006,173 2,695 + 1
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GeneID:16825 Ldb1 19 46,032,594 46,045,211 12,617 - 1

GeneID:226169 Pprc1 19 46,056,539 46,072,909 16,370 + 2

GeneID:70769 Nolc1 19 46,075,863 46,085,530 9,667 + 1

GeneID:12686 Elovl3 19 46,131,899 46,135,694 3,795 + 1

GeneID:18742 Pitx3 19 46,135,685 46,148,325 12,640 - 2

GeneID:107338 Gbf1 19 46,152,558 46,286,510 133,952 + 1

GeneID:1005033924833438C02Rik 19 46,303,585 46,305,629 2,044 - 2

GeneID:18034 Nfkb2 19 46,304,737 46,312,090 7,353 + 2

GeneID:73728 Psd 19 46,312,087 46,327,156 15,069 - 3

GeneID:68431 Fbxl15 19 46,328,184 46,330,446 2,262 + 1

GeneID:67116 Cuedc2 19 46,329,812 46,338,660 8,848 - 2

GeneID:751550 Mir146b 19 46,342,762 46,342,870 108 + 1

GeneID:75579 2310034G01Rik 19 46,348,201 46,348,988 787 - 1

GeneID:75146 Tmem180 19 46,356,880 46,375,254 18,374 + 1

GeneID:93679 Trim8 19 46,501,648 46,516,455 14,807 + 2

GeneID:56350 Arl3 19 46,531,109 46,573,085 41,976 - 1

GeneID:94279 Sfxn2 19 46,573,365 46,596,901 23,536 + 1

GeneID:76952 Nt5c2 19 46,886,831 47,015,189 128,358 - 1

GeneID:226180 Ina 19 47,014,698 47,024,358 9,660 + 1

GeneID:226182 Taf5 19 47,067,748 47,083,479 15,731 + 1

GeneID:629389 Gm6970 19 47,170,469 47,171,130 661 - 1

GeneID:18011 Neurl1a 19 47,178,820 47,259,441 80,621 + 2

GeneID:14218 Sh3pxd2a 19 47,260,174 47,464,411 204,237 - 1

GeneID:67788 Sfr1 19 47,731,756 47,735,588 3,832 + 1

GeneID:100048534Wdr96 19 47,736,857 47,837,361 100,504 - 1

GeneID:14873 Gsto1 19 47,854,989 47,864,790 9,801 + 1

GeneID:68214 Gsto2 19 47,865,545 47,886,305 20,760 + 1

GeneID:414801 Itprip 19 47,894,596 47,919,299 24,703 - 1

GeneID:170750 Xpnpep1 19 52,991,183 53,038,542 47,359 - 1

GeneID:27360 Add3 19 53,140,445 53,247,399 106,954 + 1

GeneID:17859 Mxi1 19 53,310,506 53,375,810 65,304 + 2

GeneID:76479 Smndc1 19 53,379,214 53,390,573 11,359 - 1

GeneID:240672 Dusp5 19 53,529,318 53,541,322 12,004 + 1

GeneID:13006 Smc3 19 53,600,396 53,645,831 45,435 + 1

GeneID:73713 Rbm20 19 53,677,306 53,867,080 189,774 + 1

GeneID:18569 Pdcd4 19 53,892,231 53,929,861 37,630 + 1

GeneID:100503593Gm19788 19 53,893,830 53,896,554 2,724 + 1

GeneID:11551 Adra2a 19 54,045,182 54,048,982 3,800 + 1

GeneID:14732 Gpam 19 55,069,734 55,099,447 29,713 - 1

GeneID:66980 Zdhhc6 19 55,298,296 55,316,032 17,736 - 1

GeneID:53611 Vti1a 19 55,316,351 55,626,561 310,210 + 1

GeneID:21416 Tcf7l2 19 55,741,810 55,933,655 191,845 + 2

GeneID:55947 Dclre1a 19 56,529,161 56,548,222 19,061 - 1

GeneID:66866 Nhlrc2 19 56,548,261 56,598,846 50,585 + 1

GeneID:213993 A630007B06Rik 19 56,790,963 56,813,683 22,720 - 1

GeneID:83561 Tdrd1 19 56,826,209 56,870,012 43,803 + 1

GeneID:226250 Afap1l2 19 56,912,354 57,008,575 96,221 - 1
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GeneID:320879 B230217O12Rik 19 57,323,197 57,360,899 37,702 - 1

GeneID:226252 Fam160b1 19 57,361,009 57,389,594 28,585 + 1

GeneID:226255 Atrnl1 19 57,611,034 58,133,343 522,309 + 1

GeneID:73442 Hspa12a 19 58,795,751 58,860,984 65,233 - 1

GeneID:107368 Pdzd8 19 59,296,084 59,345,780 49,696 - 1

GeneID:329078 Emx2os 19 59,425,104 59,458,635 33,531 - 2

GeneID:13797 Emx2 19 59,458,690 59,465,357 6,667 + 2

GeneID:74998 Rab11fip2 19 59,902,884 59,943,654 40,770 - 1

GeneID:74963 4930470F04Rik 19 59,943,625 59,944,658 1,033 + 1

GeneID:76539 D19Ertd737e 19 60,198,586 60,226,697 28,111 - 1

GeneID:226278 Prlhr 19 60,466,733 60,468,304 1,571 - 1

GeneID:78832 Cacul1 19 60,524,696 60,581,023 56,327 - 1

GeneID:332397 Nanos1 19 60,755,987 60,759,914 3,927 + 1

GeneID:13669 Eif3a 19 60,761,116 60,790,693 29,577 - 2

GeneID:269233 Fam171a1 2 3,118,388 3,227,809 109,421 + 1

GeneID:18108 Nmt2 2 3,284,288 3,326,369 42,081 + 1

GeneID:64707 Suv39h2 2 3,455,815 3,474,986 19,171 - 1

GeneID:50497 Hspa14 2 3,488,854 3,512,814 23,960 - 1

GeneID:100861945LOC100861945 2 3,506,804 3,509,102 2,298 - 1

GeneID:227526 Cdnf 2 3,513,065 3,526,376 13,311 + 1

GeneID:227541 Camk1d 2 5,293,457 5,714,664 421,207 - 1

GeneID:209361 Taf3 2 9,914,552 10,048,609 134,057 - 1

GeneID:11949 Atp5c1 2 10,056,030 10,080,510 24,480 - 2

GeneID:16588 Kin 2 10,080,612 10,092,701 12,089 + 1

GeneID:170768 Pfkfb3 2 11,471,430 11,553,929 82,499 - 2

GeneID:76938 Rbm17 2 11,585,439 11,603,199 17,760 - 1

GeneID:50755 Fbxo18 2 11,742,573 11,777,527 34,954 - 1

GeneID:320816 Ankrd16 2 11,777,753 11,790,325 12,572 + 1

GeneID:22352 Vim 2 13,574,311 13,582,826 8,515 + 1

GeneID:241230 St8sia6 2 13,654,934 13,793,520 138,586 - 1

GeneID:30963 Ptpla 2 14,026,831 14,056,035 29,204 - 1

GeneID:70957 4921530L18Rik 2 14,070,333 14,073,934 3,601 - 1

GeneID:20844 Stam 2 14,074,112 14,148,338 74,226 + 1

GeneID:12296 Cacnb2 2 14,604,306 14,987,908 383,602 + 1

GeneID:74455 Nsun6 2 14,995,131 15,054,872 59,741 - 1

GeneID:75869 Arl5b 2 15,055,362 15,079,191 23,829 + 1

GeneID:67448 Plxdc2 2 16,356,322 16,752,115 395,793 + 1

GeneID:77940 A930004D18Rik 2 18,025,187 18,037,741 12,554 - 4

GeneID:100034739Gm17762 2 18,027,249 18,030,577 3,328 + 3

GeneID:72668 Skida1 2 18,044,087 18,048,449 4,362 - 2

GeneID:17354 Mllt10 2 18,055,237 18,212,390 157,153 + 2

GeneID:101055966LOC101055966 2 18,063,038 18,064,815 1,777 - 1

GeneID:13418 Dnajc1 2 18,206,333 18,392,830 186,497 - 1

GeneID:12238 Commd3 2 18,672,462 18,676,216 3,754 + 1

GeneID:12151 Bmi1 2 18,677,018 18,686,629 9,611 + 3

GeneID:101055977LOC101055977 2 18,687,516 18,690,731 3,215 - 2

GeneID:381350 BC061194 2 18,699,022 18,749,605 50,583 + 2
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GeneID:100041479Gm3363 2 18,766,485 18,767,455 970 - 1

GeneID:18718 Pip4k2a 2 18,842,256 18,998,121 155,865 - 1

GeneID:74629 4930426L09Rik 2 18,998,319 18,999,804 1,485 + 1

GeneID:100041244Gm3230 2 19,655,806 19,657,897 2,091 - 1

GeneID:71198 Otud1 2 19,658,062 19,660,590 2,528 + 1

GeneID:71435 Arhgap21 2 20,847,919 20,967,721 119,802 - 2

GeneID:433408 Gm13375 2 20,968,874 20,970,348 1,474 + 2

GeneID:11308 Abi1 2 22,939,989 23,040,240 100,251 - 1

GeneID:77683 Ehmt1 2 24,790,773 24,919,590 128,817 - 1

GeneID:215705 Arrdc1 2 24,925,352 24,935,281 9,929 - 1

GeneID:67187 Zmynd19 2 24,949,802 24,959,413 9,611 + 1

GeneID:67228 Wdr85 2 24,962,422 24,973,471 11,049 + 1

GeneID:107733 Mrpl41 2 24,972,470 24,975,098 2,628 - 1

GeneID:241274 Pnpla7 2 24,976,033 25,054,072 78,039 + 2

GeneID:56876 Nsmf 2 25,054,379 25,062,881 8,502 + 1

GeneID:67122 Nrarp 2 25,180,758 25,183,339 2,581 + 1

GeneID:78797 Ndor1 2 25,244,813 25,255,414 10,601 - 2

GeneID:227615 Tmem203 2 25,255,439 25,256,352 913 + 2

GeneID:97031 Tprn 2 25,262,598 25,269,886 7,288 + 3

GeneID:68475 Ssna1 2 25,271,039 25,272,418 1,379 - 2

GeneID:99152 Anapc2 2 25,272,466 25,285,916 13,450 + 2

GeneID:83768 Dpp7 2 25,352,290 25,356,332 4,042 - 1

GeneID:227620 Uap1l1 2 25,361,492 25,365,626 4,134 - 2

GeneID:72080 Sapcd2 2 25,372,321 25,378,213 5,892 + 2

GeneID:12496 Entpd2 2 25,395,874 25,401,323 5,449 + 2

GeneID:18146 Npdc1 2 25,403,083 25,409,494 6,411 + 2

GeneID:77701 Lcn12 2 25,490,845 25,493,911 3,066 - 1

GeneID:69379 C8g 2 25,498,656 25,500,506 1,850 - 1

GeneID:30839 Fbxw5 2 25,500,778 25,505,470 4,692 + 1

GeneID:22030 Traf2 2 25,517,982 25,546,894 28,912 - 1

GeneID:59022 Edf1 2 25,557,900 25,562,082 4,182 + 1

GeneID:381352 Mamdc4 2 25,563,115 25,571,316 8,201 - 2

GeneID:75454 Phpt1 2 25,573,431 25,574,871 1,440 - 1

GeneID:381353 Gm996 2 25,575,416 25,580,099 4,683 - 1

GeneID:227624 Rabl6 2 25,583,018 25,608,446 25,428 - 2

GeneID:77058 4921530D09Rik 2 25,608,629 25,617,678 9,049 - 1

GeneID:227634 Camsap1 2 25,926,838 25,983,282 56,444 - 1

GeneID:109299 C330006A16Rik 2 26,136,807 26,140,506 3,699 - 1

GeneID:227638 Qsox2 2 26,209,130 26,237,420 28,290 - 1

GeneID:77481 C030048H21Rik 2 26,243,463 26,247,414 3,951 - 1

GeneID:67839 Gpsm1 2 26,315,533 26,348,237 32,704 + 2

GeneID:52838 Dnlz 2 26,348,118 26,352,110 3,992 - 1

GeneID:332579 Card9 2 26,352,312 26,359,547 7,235 - 1

GeneID:227644 Snapc4 2 26,362,765 26,380,653 17,888 - 2

GeneID:68112 Sdccag3 2 26,382,800 26,389,316 6,516 - 1

GeneID:66865 Pmpca 2 26,389,348 26,397,121 7,773 + 1

GeneID:64436 Inpp5e 2 26,396,249 26,409,188 12,939 - 1
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GeneID:227648 Sec16a 2 26,409,431 26,445,216 35,785 - 1

GeneID:1001259290610009E02Rik 2 26,445,696 26,459,417 13,721 + 1

GeneID:18128 Notch1 2 26,457,902 26,503,822 45,920 - 1

GeneID:67512 Agpat2 2 26,593,587 26,604,210 10,623 - 1

GeneID:56279 Fam69b 2 26,628,457 26,636,497 8,040 + 2

GeneID:72091 Snhg7 2 26,637,176 26,640,244 3,068 - 2

GeneID:100306955Snora43 2 26,637,847 26,637,985 138 - 2

GeneID:100306954Snora17 2 26,639,190 26,639,321 131 - 2

GeneID:329369 5730588L14Rik 2 26,640,372 26,645,944 5,572 + 1

GeneID:100039446Gm2240 2 26,646,594 26,651,820 5,226 + 1

GeneID:20935 Surf6 2 26,890,772 26,902,813 12,041 - 1

GeneID:20933 Med22 2 26,905,267 26,910,642 5,375 - 1

GeneID:27176 Rpl7a 2 26,910,807 26,913,311 2,504 + 1

GeneID:20930 Surf1 2 26,913,378 26,916,530 3,152 - 1

GeneID:20931 Surf2 2 26,916,421 26,920,172 3,751 + 1

GeneID:20932 Surf4 2 26,920,041 26,933,511 13,470 - 2

GeneID:279029 Gm711 2 26,934,069 26,953,496 19,427 + 1

GeneID:279028 Adamts13 2 26,973,416 27,009,625 36,209 + 1

GeneID:381356 Cacfd1 2 27,009,926 27,021,089 11,163 + 1

GeneID:22325 Vav2 2 27,263,635 27,426,825 163,190 - 1

GeneID:67382 Brd3 2 27,445,581 27,475,673 30,092 - 1

GeneID:140858 Wdr5 2 27,515,147 27,536,535 21,388 + 1

GeneID:20181 Rxra 2 27,677,201 27,763,319 86,118 + 2

GeneID:12831 Col5a1 2 27,886,425 28,039,510 153,085 + 2

GeneID:69327 1700007K13Rik 2 28,462,001 28,466,324 4,323 - 1

GeneID:118451 Mrps2 2 28,468,066 28,471,177 3,111 + 1

GeneID:227671 Gbgt1 2 28,496,891 28,505,415 8,524 + 1

GeneID:19730 Ralgds 2 28,513,167 28,553,082 39,915 + 1

GeneID:64930 Tsc1 2 28,641,243 28,691,167 49,924 + 1

GeneID:269252 Gtf3c4 2 28,822,299 28,840,360 18,061 - 1

GeneID:227674 Ddx31 2 28,840,406 28,905,575 65,169 + 1

GeneID:54422 Barhl1 2 28,907,680 28,916,440 8,760 - 1

GeneID:329375 1700101E01Rik 2 28,955,481 29,055,066 99,585 - 2

GeneID:22130 Ttf1 2 29,060,263 29,087,650 27,387 + 2

GeneID:171171 Ntng2 2 29,194,821 29,248,040 53,219 - 1

GeneID:76220 6530402F18Rik 2 29,245,116 29,252,993 7,877 - 1

GeneID:68975 Med27 2 29,346,836 29,524,788 177,952 + 1

GeneID:70319 2600006K01Rik 2 29,868,726 29,869,785 1,059 - 1

GeneID:99151 Cercam 2 29,869,494 29,882,840 13,346 + 2

GeneID:18286 Odf2 2 29,889,720 29,931,746 42,026 + 2

GeneID:74412 Gle1 2 29,935,409 29,959,432 24,023 + 2

GeneID:20740 Sptan1 2 29,965,560 30,031,451 65,891 + 1

GeneID:71820 Wdr34 2 30,031,551 30,048,879 17,328 - 1

GeneID:56086 Set 2 30,061,996 30,072,577 10,581 + 3

GeneID:263803 Pkn3 2 30,078,766 30,091,019 12,253 + 1

GeneID:67350 1700084E18Rik 2 30,237,197 30,237,631 434 - 1

GeneID:241296 Lrrc8a 2 30,237,769 30,263,790 26,021 + 1
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GeneID:227696 Phyhd1 2 30,266,529 30,282,149 15,620 + 1

GeneID:227697 Dolk 2 30,284,229 30,286,354 2,125 - 1

GeneID:227699 Nup188 2 30,286,433 30,344,262 57,829 + 1

GeneID:12908 Crat 2 30,400,476 30,415,748 15,272 - 1

GeneID:110854 Ppp2r4 2 30,416,050 30,447,807 31,757 + 1

GeneID:72500 Ier5l 2 30,472,631 30,474,199 1,568 - 2

GeneID:665635 Gm14486 2 30,658,164 30,669,902 11,738 - 1

GeneID:100038700Gm14488 2 30,713,150 30,717,043 3,893 - 1

GeneID:100526499Mir3089 2 30,721,210 30,721,293 83 + 1

GeneID:101055740LOC101055740 2 30,772,644 30,783,406 10,762 + 1

GeneID:30934 Tor1b 2 30,953,001 30,959,015 6,014 + 2

GeneID:30931 Tor1a 2 30,960,561 30,967,918 7,357 - 2

GeneID:227707 BC005624 2 30,972,833 30,981,941 9,108 - 1

GeneID:14269 Fnbp1 2 31,026,206 31,142,008 115,802 - 2

GeneID:320973 D330023K18Rik 2 31,151,049 31,152,291 1,242 - 2

GeneID:277463 Gpr107 2 31,152,316 31,216,567 64,251 + 2

GeneID:14299 Ncs1 2 31,245,923 31,295,472 49,549 + 1

GeneID:665700 Hmcn2 2 31,314,415 31,460,738 146,323 + 2

GeneID:11898 Ass1 2 31,470,270 31,520,670 50,400 + 1

GeneID:320267 Fubp3 2 31,572,725 31,617,519 44,794 + 1

GeneID:227715 Exosc2 2 31,670,737 31,681,320 10,583 + 1

GeneID:11350 Abl1 2 31,688,556 31,804,227 115,671 + 1

GeneID:241303 Fam78a 2 32,066,885 32,083,705 16,820 - 1

GeneID:227723 Prrc2b 2 32,151,148 32,234,537 83,389 + 1

GeneID:13429 Dnm1 2 32,308,471 32,353,304 44,833 - 2

GeneID:68379 Ciz1 2 32,363,010 32,378,313 15,303 + 3

GeneID:73737 1110008P14Rik 2 32,379,101 32,381,915 2,814 - 1

GeneID:16819 Lcn2 2 32,384,637 32,387,739 3,102 - 1

GeneID:98952 Fam102a 2 32,535,359 32,569,750 34,391 + 1

GeneID:20448 St6galnac4 2 32,587,490 32,600,482 12,992 + 1

GeneID:50935 St6galnac6 2 32,599,709 32,620,804 21,095 + 1

GeneID:13805 Eng 2 32,646,595 32,682,669 36,074 + 1

GeneID:14287 Fpgs 2 32,682,609 32,694,175 11,566 - 2

GeneID:107951 Cdk9 2 32,705,782 32,712,784 7,002 - 2

GeneID:100499514Mir2861 2 32,712,807 32,712,888 81 - 2

GeneID:100628606Mir3960 2 32,712,900 32,712,972 72 - 2

GeneID:27387 Sh2d3c 2 32,721,055 32,755,007 33,952 + 2

GeneID:30933 Tor2a 2 32,757,234 32,762,244 5,010 + 1

GeneID:338348 Ttc16 2 32,762,177 32,775,383 13,206 - 1

GeneID:20910 Stxbp1 2 32,787,607 32,847,237 59,630 - 1

GeneID:227737 Fam129b 2 32,876,134 32,925,253 49,119 + 1

GeneID:227738 Lrsam1 2 32,925,215 32,961,255 36,040 - 1

GeneID:269261 Rpl12 2 32,961,712 32,964,045 2,333 + 1

GeneID:104367 Snora65 2 32,963,301 32,963,418 117 + 1

GeneID:56017 Slc2a8 2 32,972,989 32,982,056 9,067 - 2

GeneID:99326 Garnl3 2 32,986,366 33,087,204 100,838 - 1

GeneID:241311 Zbtb34 2 33,406,108 33,431,324 25,216 - 1

Page 229 of 1163



GeneID:71834 Zbtb43 2 33,450,287 33,468,532 18,245 - 1

GeneID:72543 Mvb12b 2 33,729,956 33,887,946 157,990 - 2

GeneID:18516 Pbx3 2 34,171,909 34,372,036 200,127 - 2

GeneID:30050 Fbxw2 2 34,804,364 34,826,235 21,871 - 1

GeneID:66998 Psmd5 2 34,852,089 34,870,962 18,873 - 1

GeneID:77996 D730039F16Rik 2 34,874,436 34,892,133 17,697 + 1

GeneID:68365 Rab14 2 35,180,205 35,201,120 20,915 - 1

GeneID:69601 Dab2ip 2 35,558,458 35,730,994 172,536 + 2

GeneID:74410 Ttll11 2 35,751,240 35,979,624 228,384 - 1

GeneID:68375 Ndufa8 2 36,036,334 36,049,292 12,958 - 1

GeneID:75495 Morn5 2 36,049,473 36,079,709 30,236 + 1

GeneID:319817 Rc3h2 2 37,370,069 37,422,903 52,834 - 1

GeneID:241322 Zbtb6 2 37,425,500 37,430,919 5,419 - 1

GeneID:320633 Zbtb26 2 37,432,168 37,443,121 10,953 - 2

GeneID:227800 Rabgap1 2 37,443,285 37,566,437 123,152 + 1

GeneID:227801 Dennd1a 2 37,798,990 38,287,384 488,394 - 1

GeneID:59126 Nek6 2 38,511,697 38,587,490 75,793 + 1

GeneID:26423 Nr5a1 2 38,692,660 38,714,542 21,882 - 1

GeneID:14536 Nr6a1 2 38,723,374 38,926,461 203,087 - 2

GeneID:241327 Olfml2a 2 38,931,980 38,960,585 28,605 + 2

GeneID:76646 Wdr38 2 38,998,309 39,001,584 3,275 + 2

GeneID:66489 Rpl35 2 39,001,581 39,005,131 3,550 - 2

GeneID:74192 Arpc5l 2 39,008,139 39,015,872 7,733 + 2

GeneID:76899 Golga1 2 39,016,503 39,065,406 48,903 - 2

GeneID:320271 Scai 2 39,066,214 39,190,730 124,516 - 2

GeneID:67857 Ppp6c 2 39,196,798 39,226,338 29,540 - 2

GeneID:11480 Acvr2a 2 48,814,109 48,903,264 89,155 + 1

GeneID:227867 Epc2 2 49,451,486 49,551,609 100,123 + 1

GeneID:16574 Kif5c 2 49,619,314 49,774,778 155,464 + 1

GeneID:320343 Lypd6 2 50,066,429 50,193,569 127,140 + 1

GeneID:109129 Mmadhc 2 50,279,881 50,296,677 16,796 - 1

GeneID:100502624Gm13483 2 50,296,810 50,433,967 137,157 + 1

GeneID:74194 Rnd3 2 51,130,439 51,149,111 18,672 - 1

GeneID:51869 Rif1 2 52,072,837 52,122,381 49,544 + 1

GeneID:75423 Arl5a 2 52,397,951 52,424,874 26,923 - 1

GeneID:414078 A430018G15Rik 2 52,424,978 52,434,890 9,912 + 1

GeneID:12298 Cacnb4 2 52,428,320 52,676,582 248,262 - 2

GeneID:56324 Stam2 2 52,692,206 52,742,149 49,943 - 1

GeneID:71409 Fmnl2 2 52,857,868 53,134,202 276,334 + 1

GeneID:56194 Prpf40a 2 53,138,475 53,191,187 52,712 - 1

GeneID:65103 Arl6ip6 2 53,192,084 53,219,221 27,137 + 1

GeneID:18227 Nr4a2 2 57,107,226 57,124,003 16,777 - 2

GeneID:767815 BB557941 2 57,127,477 57,181,754 54,277 - 1

GeneID:227923 A930012O16Rik 2 57,236,227 57,238,502 2,275 - 1

GeneID:14571 Gpd2 2 57,237,678 57,370,719 133,041 + 1

GeneID:269275 Acvr1c 2 58,267,453 58,357,758 90,305 - 1

GeneID:11477 Acvr1 2 58,446,438 58,566,828 120,390 - 1
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GeneID:227937 Pkp4 2 59,160,850 59,355,205 194,355 + 1

GeneID:66860 Tanc1 2 59,612,044 59,846,149 234,105 + 1

GeneID:72137 Wdsub1 2 59,852,364 59,882,606 30,242 - 1

GeneID:407823 Baz2b 2 59,899,363 60,125,740 226,377 - 1

GeneID:100505179LOC100505179 2 60,206,593 60,209,364 2,771 - 1

GeneID:57438 March7 2 60,209,936 60,248,385 38,449 + 1

GeneID:56878 Rbms1 2 60,751,953 60,963,204 211,251 - 2

GeneID:100038493Gm13582 2 60,964,376 60,975,151 10,775 - 1

GeneID:21353 Tank 2 61,578,586 61,654,171 75,585 + 1

GeneID:59029 Psmd14 2 61,711,694 61,800,376 88,682 + 1

GeneID:21375 Tbr1 2 61,804,453 61,814,114 9,661 + 1

GeneID:319876 Cobll1 2 65,088,339 65,238,626 150,287 - 1

GeneID:14425 Galnt3 2 66,082,766 66,124,793 42,027 - 1

GeneID:53416 Stk39 2 68,210,447 68,471,981 261,534 - 1

GeneID:241447 Cers6 2 68,861,557 69,111,290 249,733 + 1

GeneID:14725 Lrp2 2 69,424,335 69,586,067 161,732 - 1

GeneID:72569 Bbs5 2 69,647,255 69,667,569 20,314 + 1

GeneID:320720 Fastkd1 2 69,686,820 69,712,606 25,786 - 1

GeneID:228005 Ppig 2 69,723,088 69,754,059 30,971 + 1

GeneID:73373 Phospho2 2 69,789,737 69,797,168 7,431 + 1

GeneID:20823 Ssb 2 69,861,562 69,871,846 10,284 + 1

GeneID:75422 Mettl5 2 69,871,195 69,885,604 14,409 - 1

GeneID:1003291404930550G17Rik 2 69,885,679 69,888,162 2,483 + 1

GeneID:68795 Ubr3 2 69,897,246 70,024,013 126,767 + 1

GeneID:70231 Gorasp2 2 70,661,509 70,691,725 30,216 + 1

GeneID:228012 Tlk1 2 70,712,407 70,825,480 113,073 - 1

GeneID:228019 Mettl8 2 70,964,561 71,055,606 91,045 - 1

GeneID:75763 Dcaf17 2 71,055,744 71,099,142 43,398 + 1

GeneID:13427 Dync1i2 2 71,211,706 71,263,303 51,597 + 1

GeneID:107435 Hat1 2 71,389,260 71,441,622 52,362 + 1

GeneID:66559 Metap1d 2 71,453,338 71,525,191 71,853 + 1

GeneID:16403 Itga6 2 71,787,083 71,856,758 69,675 + 1

GeneID:228026 Pdk1 2 71,873,272 71,903,858 30,586 + 1

GeneID:65964 B230120H23Rik 2 72,285,637 72,442,610 156,973 + 1

GeneID:66953 Cdca7 2 72,476,219 72,486,890 10,671 + 1

GeneID:20687 Sp3 2 72,936,430 72,980,446 44,016 - 2

GeneID:1005038491700011J10Rik 2 72,979,432 72,989,249 9,817 + 2

GeneID:67059 Ola1 2 73,092,801 73,214,447 121,646 - 1

GeneID:381373 Sp9 2 73,271,926 73,275,771 3,845 + 1

GeneID:66935 Cir1 2 73,283,872 73,312,592 28,720 - 1

GeneID:108699 Chn1 2 73,610,660 73,775,346 164,686 - 1

GeneID:100038532Gm10822 2 73,892,996 73,900,850 7,854 + 1

GeneID:228033 Atp5g3 2 73,908,450 73,911,294 2,844 - 1

GeneID:69605 Lnp 2 74,514,837 74,578,948 64,111 - 1

GeneID:14029 Evx2 2 74,655,616 74,659,419 3,803 - 2

GeneID:15433 Hoxd13 2 74,668,310 74,671,599 3,289 + 2

GeneID:15432 Hoxd12 2 74,675,013 74,677,705 2,692 + 1
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GeneID:15431 Hoxd11 2 74,679,558 74,687,016 7,458 + 1

GeneID:15430 Hoxd10 2 74,691,891 74,695,106 3,215 + 2

GeneID:15438 Hoxd9 2 74,697,763 74,700,208 2,445 + 2

GeneID:15437 Hoxd8 2 74,705,489 74,707,307 1,818 + 1

GeneID:73429 1700109F18Rik 2 74,710,044 74,716,130 6,086 - 1

GeneID:15434 Hoxd3 2 74,711,993 74,748,271 36,278 + 2

GeneID:15436 Hoxd4 2 74,721,978 74,729,160 7,182 + 1

GeneID:387144 Mir10b 2 74,726,070 74,726,137 67 + 1

GeneID:399588 6720416L17Rik 2 74,748,334 74,750,500 2,166 - 1

GeneID:15429 Hoxd1 2 74,762,980 74,765,142 2,162 + 1

GeneID:53375 Mtx2 2 74,825,812 74,876,748 50,936 + 1

GeneID:229279 Hnrnpa3 2 75,659,259 75,669,407 10,148 + 1

GeneID:18024 Nfe2l2 2 75,675,519 75,704,641 29,122 - 1

GeneID:320474 E030042O20Rik 2 75,704,735 75,710,025 5,290 + 1

GeneID:13067 Cyct 2 76,353,943 76,360,448 6,505 - 1

GeneID:241490 Rbm45 2 76,369,984 76,383,768 13,784 + 1

GeneID:99031 Osbpl6 2 76,406,538 76,600,647 194,109 + 1

GeneID:70599 Ssfa2 2 79,635,425 79,672,966 37,541 + 1

GeneID:66861 Dnajc10 2 80,315,466 80,354,055 38,589 + 1

GeneID:50884 Nckap1 2 80,501,295 80,580,965 79,670 - 1

GeneID:68082 Dusp19 2 80,617,214 80,631,661 14,447 + 1

GeneID:672381 Gm13690 2 80,628,683 80,629,638 955 - 1

GeneID:735274 Mir684-1 2 80,628,705 80,628,790 85 - 1

GeneID:69482 Nup35 2 80,638,812 80,660,071 21,259 + 1

GeneID:69082 Zc3h15 2 83,644,578 83,664,617 20,039 + 1

GeneID:16410 Itgav 2 83,724,397 83,806,916 82,519 + 1

GeneID:228136 Zdhhc5 2 84,687,920 84,715,164 27,244 - 1

GeneID:98985 Clp1 2 84,723,122 84,727,268 4,146 - 1

GeneID:241525 Ypel4 2 84,734,204 84,737,877 3,673 + 1

GeneID:387149 Mir130a 2 84,741,115 84,741,178 63 - 1

GeneID:100502874Gm19426 2 84,742,169 84,743,655 1,486 - 1

GeneID:30059 Timm10 2 84,827,021 84,830,213 3,192 + 1

GeneID:72401 Slc43a1 2 84,839,408 84,863,586 24,178 + 1

GeneID:269295 Rtn4rl2 2 84,871,946 84,886,692 14,746 - 1

GeneID:228139 P2rx3 2 84,996,552 85,035,834 39,282 - 1

GeneID:100862344LOC100862344 2 85,030,204 85,033,586 3,382 - 1

GeneID:20833 Ssrp1 2 85,037,201 85,047,111 9,910 + 2

GeneID:228140 Tnks1bp1 2 85,050,460 85,073,048 22,588 + 1

GeneID:67445 C1qtnf4 2 90,885,786 90,890,526 4,740 + 1

GeneID:68349 Ndufs3 2 90,894,636 90,904,721 10,085 - 2

GeneID:67136 Kbtbd4 2 90,904,786 90,910,560 5,774 + 2

GeneID:66461 Ptpmt1 2 90,910,713 90,918,050 7,337 - 2

GeneID:13046 Celf1 2 90,940,397 91,019,497 79,100 + 1

GeneID:68427 Slc39a13 2 91,061,791 91,070,221 8,430 - 1

GeneID:228355 Madd 2 91,137,360 91,183,047 45,687 - 1

GeneID:22259 Nr1h3 2 91,184,061 91,195,116 11,055 - 1

GeneID:228357 Lrp4 2 91,457,531 91,513,901 56,370 + 1
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GeneID:619941 Gm13770 2 91,523,573 91,523,884 311 - 1

GeneID:51897 Atg13 2 91,674,612 91,710,592 35,980 - 1

GeneID:241547 Harbi1 2 91,710,950 91,721,566 10,616 + 2

GeneID:228361 Ambra1 2 91,730,138 91,918,849 188,711 + 2

GeneID:12672 Chrm4 2 91,922,189 91,929,829 7,640 + 2

GeneID:17242 Mdk 2 91,929,821 91,932,282 2,461 - 2

GeneID:104418 Dgkz 2 91,932,822 91,963,563 30,741 - 1

GeneID:26427 Creb3l1 2 91,982,328 92,024,170 41,842 - 1

GeneID:192285 Phf21a 2 92,184,182 92,364,666 180,484 + 1

GeneID:228366 Gyltl1b 2 92,365,046 92,371,036 5,990 - 1

GeneID:18633 Pex16 2 92,374,676 92,381,220 6,544 + 1

GeneID:12953 Cry2 2 92,403,646 92,434,069 30,423 - 1

GeneID:320507 D930015M05Rik 2 92,408,892 92,432,308 23,416 + 1

GeneID:228368 Slc35c1 2 92,452,764 92,460,518 7,754 - 1

GeneID:277414 Trp53i11 2 93,187,584 93,201,757 14,173 + 1

GeneID:241556 Tspan18 2 93,201,760 93,334,487 132,727 - 1

GeneID:620695 Gm13889 2 93,955,810 93,957,100 1,290 - 1

GeneID:74569 Ttc17 2 94,300,766 94,406,689 105,923 - 1

GeneID:66457 2810002D19Rik 2 94,406,707 94,411,682 4,975 + 1

GeneID:11800 Api5 2 94,411,727 94,438,147 26,420 - 2

GeneID:22034 Traf6 2 101,678,440 101,700,976 22,536 + 1

GeneID:80985 Trim44 2 102,300,119 102,400,900 100,781 - 1

GeneID:14221 Fjx1 2 102,449,366 102,451,792 2,426 - 1

GeneID:99382 Abtb2 2 103,566,310 103,718,423 152,113 + 1

GeneID:98956 Nat10 2 103,721,259 103,761,250 39,991 - 1

GeneID:53872 Caprin1 2 103,762,945 103,797,640 34,695 - 3

GeneID:78031 4930547E08Rik 2 103,804,452 103,810,622 6,170 - 2

GeneID:241589 D430041D05Rik 2 104,143,073 104,410,334 267,261 - 1

GeneID:15259 Hipk3 2 104,426,481 104,494,489 68,008 - 1

GeneID:228410 Cstf3 2 104,590,484 104,665,425 74,941 + 1

GeneID:99003 Qser1 2 104,754,795 104,816,696 61,901 - 1

GeneID:71928 2310047K21Rik 2 104,810,764 104,818,683 7,919 + 1

GeneID:98221 Eif3m 2 104,999,656 105,017,027 17,371 - 1

GeneID:329480 AI314831 2 105,076,538 105,126,510 49,972 - 3

GeneID:22431 Wt1 2 105,126,529 105,173,614 47,085 + 3

GeneID:19672 Rcn1 2 105,385,948 105,399,319 13,371 - 1

GeneID:12064 Bdnf 2 109,674,700 109,727,043 52,343 + 1

GeneID:100038454Gm13939 2 109,902,396 109,913,319 10,923 - 1

GeneID:107515 Lgr4 2 109,917,647 110,014,257 96,610 + 1

GeneID:213765 Nutm1 2 112,247,948 112,259,291 11,343 - 1

GeneID:66181 Nop10 2 112,261,969 112,262,898 929 + 1

GeneID:107723 Slc12a6 2 112,266,314 112,363,163 96,849 + 1

GeneID:320870 E330013P08Rik 2 112,268,981 112,272,586 3,605 + 1

GeneID:72425 Katnbl1 2 112,379,211 112,414,237 35,026 + 1

GeneID:23892 Grem1 2 113,748,675 113,758,648 9,973 - 2

GeneID:17536 Meis2 2 115,861,264 116,065,058 203,794 - 1

GeneID:72603 2700033N17Rik 2 116,066,216 116,067,444 1,228 - 1
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GeneID:114715 Spred1 2 117,121,450 117,179,337 57,887 + 1

GeneID:68215 Fam98b 2 117,249,739 117,271,540 21,801 + 1

GeneID:27103 Eif2ak4 2 118,388,617 118,475,234 86,617 + 2

GeneID:20813 Srp14 2 118,475,843 118,479,696 3,853 - 1

GeneID:12236 Bub1b 2 118,598,211 118,641,592 43,381 + 1

GeneID:214230 Pak6 2 118,663,577 118,698,020 34,443 + 3

GeneID:383787 Ankrd63 2 118,699,103 118,703,963 4,860 - 2

GeneID:18796 Plcb2 2 118,707,517 118,728,438 20,921 - 1

GeneID:1000432725430417L22Rik 2 118,745,762 118,748,807 3,045 + 1

GeneID:214239 A430105I19Rik 2 118,754,145 118,762,661 8,516 - 2

GeneID:228536 Bahd1 2 118,901,615 118,924,524 22,909 + 1

GeneID:269336 Ccdc32 2 119,017,779 119,029,393 11,614 - 1

GeneID:271842 Rpusd2 2 119,034,790 119,042,198 7,408 + 2

GeneID:76464 Casc5 2 119,047,119 119,104,121 57,002 + 2

GeneID:19361 Rad51 2 119,112,817 119,136,070 23,253 + 1

GeneID:67809 Rmdn3 2 119,136,998 119,157,034 20,036 - 1

GeneID:320415 Gchfr 2 119,167,788 119,172,389 4,601 + 1

GeneID:69408 Dnajc17 2 119,172,500 119,208,795 36,295 - 1

GeneID:623781 Gm14137 2 119,174,509 119,177,575 3,066 + 1

GeneID:72112 Ppp1r14d 2 119,218,123 119,229,865 11,742 - 1

GeneID:20732 Spint1 2 119,237,360 119,249,514 12,154 + 1

GeneID:100043609Gm14207 2 119,321,199 119,326,197 4,998 - 1

GeneID:54485 Dll4 2 119,325,784 119,335,666 9,882 + 1

GeneID:68142 Ino80 2 119,373,042 119,477,629 104,587 - 1

GeneID:56398 Chp1 2 119,547,707 119,587,024 39,317 + 1

GeneID:66602 1700020I14Rik 2 119,594,296 119,600,746 6,450 + 1

GeneID:625328 H3f3c 2 119,665,491 119,666,152 661 - 1

GeneID:76246 Rtf1 2 119,675,068 119,735,407 60,339 + 3

GeneID:228550 Itpka 2 119,742,337 119,751,253 8,916 + 2

GeneID:17005 Ltk 2 119,751,326 119,760,431 9,105 - 2

GeneID:22174 Tyro3 2 119,799,514 119,818,104 18,590 + 2

GeneID:70715 6330405D24Rik 2 119,870,361 119,878,403 8,042 - 1

GeneID:29808 Mga 2 119,897,228 119,969,581 72,353 + 1

GeneID:20402 Zfp106 2 120,506,830 120,563,831 57,001 - 1

GeneID:20619 Snap23 2 120,567,671 120,600,722 33,051 + 1

GeneID:68968 Cdan1 2 120,716,154 120,731,517 15,363 - 1

GeneID:140810 Ttbk2 2 120,732,816 120,850,584 117,768 - 2

GeneID:100502700AV039307 2 120,850,656 120,866,690 16,034 + 1

GeneID:22222 Ubr1 2 120,860,272 120,970,715 110,443 - 1

GeneID:329504 Lcmt2 2 121,137,292 121,140,698 3,406 - 1

GeneID:75894 Adal 2 121,142,141 121,156,678 14,537 + 1

GeneID:99334 Zscan29 2 121,157,427 121,171,149 13,722 - 1

GeneID:51885 Tubgcp4 2 121,171,206 121,197,118 25,912 + 1

GeneID:212670 Catsper2 2 121,394,355 121,413,792 19,437 - 1

GeneID:14827 Pdia3 2 121,413,902 121,438,687 24,785 + 1

GeneID:269344 Ell3 2 121,439,027 121,442,601 3,574 - 1

GeneID:378702 Serf2 2 121,449,228 121,453,426 4,198 + 1
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GeneID:574418 Serinc4 2 121,451,177 121,456,764 5,587 - 1

GeneID:67693 Hypk 2 121,457,088 121,458,440 1,352 + 1

GeneID:319996 Casc4 2 121,866,970 121,936,220 69,250 + 1

GeneID:17147 Mageb3 2 121,953,771 121,956,092 2,321 - 1

GeneID:329506 Ctdspl2 2 121,956,453 122,013,586 57,133 + 1

GeneID:78655 Eif3j1 2 122,028,623 122,053,629 25,006 + 1

GeneID:214585 Spg11 2 122,053,526 122,118,386 64,860 - 1

GeneID:67578 Patl2 2 122,120,108 122,186,189 66,081 - 1

GeneID:99439 Duox1 2 122,315,672 122,347,972 32,300 + 1

GeneID:435684 Shf 2 122,348,892 122,368,918 20,026 - 1

GeneID:214616 Spata5l1 2 122,630,625 122,636,477 5,852 + 1

GeneID:433470 AA467197 2 122,637,887 122,641,076 3,189 + 1

GeneID:387165 Mir147 2 122,640,803 122,640,881 78 + 1

GeneID:22785 Slc30a4 2 122,681,239 122,702,663 21,424 - 1

GeneID:18457 Bloc1s6 2 122,738,505 122,749,487 10,982 + 1

GeneID:214968 Sema6d 2 124,610,296 124,667,770 57,474 + 1

GeneID:110074 Dut 2 125,247,248 125,259,049 11,801 + 1

GeneID:14118 Fbn1 2 125,300,594 125,506,438 205,844 - 2

GeneID:70354 Secisbp2l 2 125,736,986 125,782,870 45,884 - 1

GeneID:12848 Cops2 2 125,830,304 125,859,018 28,714 - 1

GeneID:69976 Galk2 2 125,859,218 125,984,298 125,080 + 1

GeneID:75823 Fam227b 2 125,983,628 126,146,251 162,623 - 1

GeneID:69185 Dtwd1 2 126,152,141 126,165,277 13,136 + 1

GeneID:26458 Slc27a2 2 126,553,024 126,588,243 35,219 + 1

GeneID:14391 Gabpb1 2 126,628,913 126,675,487 46,574 - 1

GeneID:58800 Trpm7 2 126,791,558 126,876,261 84,703 - 1

GeneID:320632 Snrnp200 2 127,208,404 127,240,451 32,047 + 1

GeneID:26371 Ciao1 2 127,240,938 127,247,816 6,878 - 1

GeneID:69470 Tmem127 2 127,247,975 127,260,764 12,789 + 2

GeneID:545459 Gm10766 2 127,269,458 127,270,438 980 - 1

GeneID:99138 Stard7 2 127,270,229 127,298,934 28,705 + 1

GeneID:56461 Kcnip3 2 127,456,498 127,521,370 64,872 - 1

GeneID:72180 Zfp661 2 127,575,533 127,584,677 9,144 - 1

GeneID:77721 Mrps5 2 127,587,426 127,603,986 16,560 + 1

GeneID:12235 Bub1 2 127,800,200 127,831,859 31,659 - 1

GeneID:74121 Acoxl 2 127,854,628 128,123,893 269,265 + 1

GeneID:12125 Bcl2l11 2 128,126,038 128,162,547 36,509 + 1

GeneID:17222 Anapc1 2 128,610,083 128,687,395 77,312 - 1

GeneID:17289 Mertk 2 128,698,997 128,802,187 103,190 + 1

GeneID:72477 Tmem87b 2 128,818,303 128,854,261 35,958 + 1

GeneID:57432 Zc3h8 2 128,926,268 128,944,020 17,752 - 1

GeneID:668894 Gm14025 2 129,025,073 129,048,166 23,093 - 1

GeneID:100503381Gm14022 2 129,058,887 129,065,911 7,024 - 1

GeneID:69737 Ttl 2 129,065,947 129,096,283 30,336 + 1

GeneID:20515 Slc20a1 2 129,198,773 129,211,615 12,842 + 1

GeneID:70466 Ckap2l 2 129,268,210 129,297,212 29,002 - 1

GeneID:100503468Gm14023 2 129,297,370 129,307,826 10,456 + 1
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GeneID:16175 Il1a 2 129,299,610 129,309,972 10,362 - 1

GeneID:654409 4932416H05Rik 2 129,798,369 129,801,459 3,090 - 1

GeneID:67333 Stk35 2 129,800,517 129,832,287 31,770 + 1

GeneID:20638 Snrpb 2 130,171,636 130,179,364 7,728 - 1

GeneID:192140 Tmc2 2 130,195,194 130,264,445 69,251 + 1

GeneID:67134 Nop56 2 130,274,412 130,279,313 4,901 + 1

GeneID:100217452Snord110 2 130,275,515 130,275,573 58 + 1

GeneID:100217428Snord57 2 130,278,026 130,278,088 62 + 1

GeneID:170718 Idh3b 2 130,279,309 130,284,451 5,142 - 1

GeneID:228598 Ebf4 2 130,295,939 130,370,481 74,542 + 2

GeneID:19262 Ptpra 2 130,450,278 130,554,300 104,022 + 1

GeneID:321014 4930473A02Rik 2 130,543,791 130,563,749 19,958 - 1

GeneID:99045 Mrps26 2 130,563,757 130,565,394 1,637 + 1

GeneID:140629 Ubox5 2 130,589,996 130,630,038 40,042 - 2

GeneID:380601 Fastkd5 2 130,613,838 130,630,027 16,189 - 2

GeneID:241638 Lzts3 2 130,632,839 130,642,803 9,964 - 2

GeneID:269356 Slc4a11 2 130,684,108 130,697,519 13,411 - 1

GeneID:613258 A730017L22Rik 2 130,872,541 130,906,396 33,855 - 1

GeneID:11990 Atrn 2 130,906,496 131,030,329 123,833 + 1

GeneID:72630 Hspa12b 2 131,127,412 131,145,985 18,573 + 1

GeneID:67326 1700037H04Rik 2 131,146,325 131,160,020 13,695 - 1

GeneID:70997 Spef1 2 131,170,261 131,174,810 4,549 - 1

GeneID:12616 Cenpb 2 131,177,289 131,180,012 2,723 - 1

GeneID:12531 Cdc25b 2 131,186,948 131,198,511 11,563 + 1

GeneID:74450 Pank2 2 131,262,500 131,299,188 36,688 + 1

GeneID:51902 Rnf24 2 131,298,488 131,352,892 54,404 - 1

GeneID:228608 Smox 2 131,491,862 131,525,183 33,321 + 1

GeneID:19122 Prnp 2 131,909,928 131,938,431 28,503 + 1

GeneID:215653 Rassf2 2 131,992,850 132,029,988 37,138 - 1

GeneID:54338 Slc23a2 2 132,052,496 132,145,108 92,612 - 1

GeneID:18538 Pcna 2 132,249,286 132,253,180 3,894 - 1

GeneID:110911 Cds2 2 132,263,257 132,312,041 48,784 + 1

GeneID:74182 Gpcpd1 2 132,529,083 132,578,248 49,165 - 1

GeneID:66926 Trmt6 2 132,804,215 132,816,054 11,839 - 1

GeneID:66634 Mcm8 2 132,816,335 132,844,197 27,862 + 1

GeneID:320974 Lrrn4 2 132,868,516 132,880,862 12,346 - 1

GeneID:12156 Bmp2 2 133,553,199 133,562,885 9,686 + 1

GeneID:18795 Plcb1 2 134,786,164 135,475,258 689,094 + 1

GeneID:16449 Jag1 2 137,081,451 137,116,520 35,069 - 2

GeneID:319909 Ism1 2 139,678,178 139,758,581 80,403 + 1

GeneID:12075 Bfsp1 2 143,826,528 143,863,173 36,645 - 1

GeneID:56431 Dstn 2 143,915,331 143,943,324 27,993 + 1

GeneID:81910 Rrbp1 2 143,947,395 144,011,263 63,868 - 1

GeneID:69178 Snx5 2 144,250,123 144,270,902 20,779 - 1

GeneID:100313519Snord17 2 144,265,982 144,266,202 220 - 1

GeneID:74528 Mgme1 2 144,271,035 144,281,229 10,194 + 1

GeneID:27054 Sec23b 2 144,556,229 144,590,753 34,524 + 1
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GeneID:228715 Gm561 2 144,594,065 144,595,365 1,300 + 1

GeneID:66044 Dtd1 2 144,599,953 144,768,747 168,794 + 1

GeneID:67877 Naa20 2 145,903,241 145,916,425 13,184 + 1

GeneID:66877 Crnkl1 2 145,917,482 145,934,700 17,218 - 1

GeneID:78774 4930529M08Rik 2 145,934,784 145,964,226 29,442 + 1

GeneID:53626 Insm1 2 146,221,997 146,225,020 3,023 + 3

GeneID:24128 Xrn2 2 147,013,060 147,078,000 64,940 + 1

GeneID:15376 Foxa2 2 148,042,878 148,046,969 4,091 - 1

GeneID:20608 Sstr4 2 148,395,377 148,396,764 1,387 + 1

GeneID:21824 Thbd 2 148,404,471 148,408,188 3,717 - 1

GeneID:56488 Nxt1 2 148,672,615 148,676,026 3,411 + 1

GeneID:74533 Gzf1 2 148,681,120 148,692,949 11,829 + 1

GeneID:13010 Cst3 2 148,871,732 148,875,468 3,736 - 1

GeneID:433485 Syndig1 2 149,830,783 150,004,392 173,609 + 1

GeneID:71881 Apmap 2 150,583,081 150,608,523 25,442 - 1

GeneID:68738 Acss1 2 150,618,111 150,668,240 50,129 - 2

GeneID:109344 E130215H24Rik 2 150,667,494 150,668,932 1,438 + 1

GeneID:110078 Pygb 2 150,786,796 150,831,748 44,952 + 1

GeneID:78177 Ninl 2 150,934,519 151,009,398 74,879 - 1

GeneID:14225 Fkbp1a 2 151,542,499 151,561,691 19,192 + 1

GeneID:228769 Psmf1 2 151,716,062 151,741,293 25,231 - 1

GeneID:75283 4930556L07Rik 2 151,747,578 151,751,425 3,847 - 1

GeneID:545474 Scrt2 2 152,081,529 152,095,802 14,273 + 2

GeneID:76650 Srxn1 2 152,105,524 152,111,376 5,852 + 1

GeneID:12995 Csnk2a1 2 152,226,840 152,281,852 55,012 + 1

GeneID:67231 Tbc1d20 2 152,293,872 152,312,590 18,718 + 1

GeneID:24105 Rbck1 2 152,316,334 152,332,639 16,305 - 1

GeneID:228775 Trib3 2 152,337,425 152,344,060 6,635 - 1

GeneID:20667 Sox12 2 152,393,611 152,398,046 4,435 - 1

GeneID:67917 Zcchc3 2 152,411,956 152,415,044 3,088 - 1

GeneID:228778 6820408C15Rik 2 152,415,587 152,444,328 28,741 + 1

GeneID:654459 Defb25 2 152,622,356 152,623,053 697 - 1

GeneID:19700 Rem1 2 152,627,008 152,635,191 8,183 + 2

GeneID:14950 H13 2 152,669,461 152,708,668 39,207 + 3

GeneID:15901 Id1 2 152,736,274 152,737,410 1,136 + 1

GeneID:12048 Bcl2l1 2 152,780,668 152,831,682 51,014 - 2

GeneID:72119 Tpx2 2 152,847,964 152,895,321 47,357 + 1

GeneID:228785 Mylk2 2 152,911,352 152,923,065 11,713 + 1

GeneID:14239 Foxs1 2 152,931,898 152,933,208 1,310 - 2

GeneID:252864 Dusp15 2 152,940,995 152,951,582 10,587 - 2

GeneID:74711 Ttll9 2 152,962,485 153,008,482 45,997 + 1

GeneID:68559 Pdrg1 2 153,008,890 153,015,383 6,493 - 1

GeneID:228787 Xkr7 2 153,031,852 153,055,775 23,923 + 1

GeneID:16569 Kif3b 2 153,291,416 153,333,390 41,974 + 1

GeneID:72326 2500004C02Rik 2 153,341,157 153,345,810 4,653 - 1

GeneID:228790 Asxl1 2 153,346,139 153,404,007 57,868 + 1

GeneID:329540 8430427H17Rik 2 153,407,461 153,529,971 122,510 - 3
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GeneID:228792 7530422B04Rik 2 153,648,690 153,650,635 1,945 - 1

GeneID:13436 Dnmt3b 2 153,649,454 153,687,730 38,276 + 1

GeneID:20648 Snta1 2 154,376,314 154,408,084 31,770 - 1

GeneID:12396 Cbfa2t2 2 154,436,484 154,539,356 102,872 + 1

GeneID:56846 Necab3 2 154,544,405 154,558,853 14,448 - 1

GeneID:13555 E2f1 2 154,559,639 154,569,852 10,213 - 1

GeneID:59038 Pxmp4 2 154,587,044 154,603,673 16,629 - 1

GeneID:228807 Zfp341 2 154,613,368 154,646,817 33,449 + 1

GeneID:75608 Chmp4b 2 154,657,026 154,694,783 37,757 + 1

GeneID:19383 Raly 2 154,791,110 154,867,261 76,151 + 1

GeneID:67204 Eif2s2 2 154,871,410 154,892,906 21,496 - 1

GeneID:16396 Itch 2 155,133,481 155,226,855 93,374 + 1

GeneID:68728 Trp53inp2 2 155,381,856 155,389,847 7,991 + 1

GeneID:56406 Ncoa6 2 155,390,656 155,440,783 50,127 - 1

GeneID:56407 Trpc4ap 2 155,634,277 155,692,384 58,107 - 1

GeneID:108687 Edem2 2 155,701,673 155,729,475 27,802 - 1

GeneID:17391 Mmp24 2 155,775,344 155,818,366 43,022 + 1

GeneID:613262 BC029722 2 155,817,730 155,819,203 1,473 - 1

GeneID:16418 Eif6 2 155,819,837 155,826,925 7,088 - 1

GeneID:71405 Fam83c 2 155,829,183 155,834,854 5,671 - 1

GeneID:16328 Cep250 2 155,956,558 155,998,900 42,342 + 1

GeneID:245865 Spag4 2 156,065,213 156,069,499 4,286 + 1

GeneID:266692 Cpne1 2 156,071,841 156,111,965 40,124 - 2

GeneID:75710 Rbm12 2 156,094,882 156,111,965 17,083 - 1

GeneID:18041 Nfs1 2 156,123,637 156,144,186 20,549 - 1

GeneID:67067 Romo1 2 156,144,153 156,145,794 1,641 + 1

GeneID:170791 Rbm39 2 156,147,239 156,180,240 33,001 - 2

GeneID:101055858LOC101055858 2 156,180,330 156,180,750 420 + 1

GeneID:228829 Phf20 2 156,196,647 156,309,953 113,306 + 2

GeneID:19018 Scand1 2 156,311,846 156,312,704 858 - 1

GeneID:70873 Cnbd2 2 156,312,473 156,375,638 63,165 + 1

GeneID:632394 Gm14251 2 156,322,402 156,322,680 278 + 1

GeneID:668941 Gm14173 2 156,410,842 156,411,180 338 - 1

GeneID:13821 Epb4.1l1 2 156,421,052 156,543,214 122,162 + 1

GeneID:100504350Gm14169 2 156,609,198 156,613,422 4,224 - 1

GeneID:228836 Dlgap4 2 156,613,705 156,764,363 150,658 + 2

GeneID:74846 4930405A21Rik 2 156,714,539 156,720,909 6,370 - 1

GeneID:100504361Gm14230 2 156,829,851 156,839,919 10,068 - 1

GeneID:228839 Tgif2 2 156,840,077 156,855,532 15,455 + 2

GeneID:74487 5430405H02Rik 2 156,852,403 156,862,945 10,542 - 1

GeneID:74704 4930518I15Rik 2 156,856,615 156,858,069 1,454 - 1

GeneID:67388 1110008F13Rik 2 156,863,122 156,873,563 10,441 + 1

GeneID:77799 Sla2 2 156,872,922 156,887,078 14,156 - 1

GeneID:66934 Dsn1 2 156,995,062 157,007,075 12,013 - 1

GeneID:320706 Soga1 2 157,010,442 157,079,265 68,823 - 2

GeneID:383766 Tldc2 2 157,087,055 157,096,481 9,426 + 1

GeneID:56045 Samhd1 2 157,097,529 157,135,222 37,693 - 1
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GeneID:19650 Rbl1 2 157,145,893 157,204,534 58,641 - 1

GeneID:629499 Mroh8 2 157,208,550 157,279,549 70,999 - 2

GeneID:20014 Rpn2 2 157,279,098 157,326,318 47,220 + 1

GeneID:69161 Manbal 2 157,367,594 157,396,763 29,169 + 1

GeneID:53619 Blcap 2 157,556,362 157,566,361 9,999 - 2

GeneID:18111 Nnat 2 157,560,110 157,562,522 2,412 + 2

GeneID:68108 9430008C03Rik 2 158,353,700 158,361,522 7,822 - 1

GeneID:228850 Ralgapb 2 158,409,853 158,499,253 89,400 + 1

GeneID:228852 Ppp1r16b 2 158,666,733 158,766,334 99,601 + 2

GeneID:71878 Fam83d 2 158,768,099 158,786,637 18,538 + 1

GeneID:16658 Mafb 2 160,363,677 160,367,065 3,388 - 1

GeneID:21969 Top1 2 160,645,897 160,722,764 76,867 + 2

GeneID:18803 Plcg1 2 160,731,310 160,775,760 44,450 + 1

GeneID:320799 Zhx3 2 160,770,447 160,872,990 102,543 - 1

GeneID:64899 Lpin3 2 160,880,670 160,906,000 25,330 + 2

GeneID:280635 Emilin3 2 160,906,438 160,912,328 5,890 - 1

GeneID:67996 Srsf6 2 162,931,508 162,937,121 5,613 + 1

GeneID:27219 Sgk2 2 162,987,481 163,014,127 26,646 + 1

GeneID:245866 Ift52 2 163,017,472 163,046,135 28,663 + 2

GeneID:17865 Mybl2 2 163,054,635 163,084,687 30,052 + 1

GeneID:66680 3230401D17Rik 2 163,405,822 163,419,470 13,648 - 1

GeneID:228859 Fitm2 2 163,468,703 163,472,629 3,926 - 1

GeneID:69517 2310001K24Rik 2 163,472,545 163,473,003 458 + 1

GeneID:26943 Serinc3 2 163,623,273 163,645,143 21,870 - 1

GeneID:68386 0610039K10Rik 2 163,644,850 163,645,800 950 + 1

GeneID:54401 Ywhab 2 163,995,197 164,018,587 23,390 + 1

GeneID:67145 Tomm34 2 164,053,541 164,071,102 17,561 - 1

GeneID:58231 Stk4 2 164,074,178 164,155,521 81,343 + 1

GeneID:16538 Kcns1 2 164,163,619 164,171,113 7,494 - 1

GeneID:209232 Wfdc5 2 164,176,325 164,182,742 6,417 - 1

GeneID:20971 Sdc4 2 164,424,247 164,443,188 18,941 - 1

GeneID:66460 Sys1 2 164,460,971 164,465,510 4,539 + 1

GeneID:73603 Trp53tg5 2 164,470,301 164,473,718 3,417 - 1

GeneID:52840 Dbndd2 2 164,486,140 164,493,323 7,183 + 2

GeneID:78928 Pigt 2 164,497,525 164,508,301 10,776 + 1

GeneID:71856 Wfdc3 2 164,731,226 164,743,267 12,041 - 1

GeneID:101055924LOC101055924 2 164,743,565 164,745,931 2,366 - 1

GeneID:76233 Dnttip1 2 164,746,015 164,768,220 22,205 + 1

GeneID:21925 Tnnc2 2 164,777,161 164,779,734 2,573 - 1

GeneID:101113 Snx21 2 164,786,021 164,792,770 6,749 + 1

GeneID:170789 Acot8 2 164,792,768 164,804,881 12,113 - 1

GeneID:71971 Zswim1 2 164,822,686 164,826,867 4,181 + 2

GeneID:75642 Spata25 2 164,827,382 164,828,534 1,152 - 2

GeneID:415115 Neurl2 2 164,830,730 164,833,596 2,866 - 2

GeneID:19025 Ctsa 2 164,832,873 164,841,032 8,159 + 2

GeneID:18830 Pltp 2 164,839,518 164,857,708 18,190 - 3

GeneID:228866 Pcif1 2 164,879,368 164,891,437 12,069 + 1
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GeneID:329559 Zfp335 2 164,891,892 164,911,750 19,858 - 1

GeneID:629777 Gm11458 2 164,911,360 164,919,953 8,593 + 1

GeneID:57138 Slc12a5 2 164,967,988 164,999,731 31,743 + 1

GeneID:228869 Ncoa5 2 165,000,357 165,034,779 34,422 - 1

GeneID:228875 Slc35c2 2 165,276,522 165,287,838 11,316 - 1

GeneID:140579 Elmo2 2 165,288,031 165,326,479 38,448 - 2

GeneID:114644 Slc13a3 2 165,405,295 165,473,197 67,902 - 1

GeneID:17979 Ncoa3 2 165,992,637 166,073,242 80,605 + 1

GeneID:72043 Sulf2 2 166,073,899 166,155,683 81,784 - 1

GeneID:277360 Prex1 2 166,566,345 166,713,832 147,487 - 1

GeneID:76367 Trp53rk 2 166,793,767 166,799,492 5,725 + 1

GeneID:99371 Arfgef2 2 166,805,581 166,898,052 92,471 + 2

GeneID:110750 Cse1l 2 166,906,096 166,946,389 40,293 + 1

GeneID:20853 Stau1 2 166,948,141 166,996,278 48,137 - 1

GeneID:228889 Ddx27 2 167,015,313 167,034,945 19,632 + 1

GeneID:98999 Znfx1 2 167,035,793 167,063,015 27,222 - 1

GeneID:68949 1500012F01Rik 2 167,062,934 167,065,862 2,928 + 1

GeneID:100217443Snord12 2 167,065,293 167,065,358 65 + 1

GeneID:16500 Kcnb1 2 167,095,969 167,188,818 92,849 - 1

GeneID:19223 Ptgis 2 167,203,196 167,240,537 37,341 - 1

GeneID:263876 Spata2 2 167,481,136 167,492,874 11,738 - 1

GeneID:81018 Rnf114 2 167,492,645 167,516,166 23,521 + 2

GeneID:20613 Snai1 2 167,538,227 167,542,814 4,587 + 2

GeneID:66589 Ube2v1 2 167,607,639 167,632,005 24,366 - 1

GeneID:407243 Tmem189 2 167,643,225 167,661,544 18,319 - 1

GeneID:12608 Cebpb 2 167,688,915 167,690,418 1,503 + 1

GeneID:329562 A530013C23Rik 2 167,691,208 167,697,413 6,205 + 1

GeneID:19246 Ptpn1 2 167,932,327 167,979,385 47,058 + 1

GeneID:58220 Pard6b 2 168,081,004 168,101,203 20,199 + 1

GeneID:11538 Adnp 2 168,180,965 168,207,062 26,097 - 1

GeneID:13480 Dpm1 2 168,209,048 168,230,379 21,331 - 2

GeneID:69372 Mocs3 2 168,230,622 168,232,303 1,681 + 1

GeneID:22722 Zfp64 2 168,925,361 168,955,587 30,226 - 1

GeneID:228911 Tshz2 2 169,633,646 169,888,504 254,858 + 1

GeneID:109054 Pfdn4 2 170,496,428 170,519,070 22,642 + 1

GeneID:100502946Gm16796 2 170,499,357 170,511,927 12,570 - 1

GeneID:228942 Cbln4 2 172,036,336 172,043,466 7,130 - 1

GeneID:67017 Fam210b 2 172,345,577 172,355,749 10,172 + 1

GeneID:12162 Bmp7 2 172,869,686 172,940,293 70,607 - 1

GeneID:26972 Spo11 2 172,979,842 172,993,576 13,734 + 1

GeneID:66679 Rae1 2 173,000,117 173,015,739 15,622 + 2

GeneID:56190 Rbm38 2 173,021,902 173,034,734 12,832 + 1

GeneID:19334 Rab22a 2 173,659,845 173,702,182 42,337 + 1

GeneID:56491 Vapb 2 173,737,571 173,784,336 46,765 + 1

GeneID:228960 Stx16 2 174,077,051 174,099,771 22,720 + 1

GeneID:14683 Gnas 2 174,284,320 174,346,744 62,424 + 2

GeneID:64138 Ctsz 2 174,427,494 174,438,992 11,498 - 1
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GeneID:320558 Sycp2 2 178,345,295 178,407,658 62,363 - 1

GeneID:228966 Ppp1r3d 2 178,411,206 178,414,472 3,266 - 1

GeneID:71532 Fam217b 2 178,414,534 178,422,177 7,643 + 1

GeneID:228980 Taf4a 2 179,912,146 179,976,646 64,500 - 2

GeneID:66730 4921531C22Rik 2 179,976,853 179,979,013 2,160 + 2

GeneID:241846 Lsm14b 2 180,024,987 180,035,461 10,474 + 2

GeneID:26444 Psma7 2 180,036,376 180,042,402 6,026 - 1

GeneID:269397 Ss18l1 2 180,042,483 180,070,201 27,718 + 1

GeneID:228983 Osbpl2 2 180,119,366 180,162,680 43,314 + 2

GeneID:56436 Adrm1 2 180,171,588 180,176,283 4,695 + 1

GeneID:16776 Lama5 2 180,176,373 180,225,859 49,486 - 2

GeneID:73247 Mrgbp 2 180,581,304 180,585,634 4,330 + 1

GeneID:72075 Ogfr 2 180,589,407 180,595,837 6,430 + 1

GeneID:23856 Dido1 2 180,657,964 180,709,999 52,035 - 2

GeneID:76425 Gid8 2 180,712,546 180,718,517 5,971 + 2

GeneID:140489 Bhlhe23 2 180,774,381 180,776,900 2,519 - 1

GeneID:228994 Ythdf1 2 180,904,377 180,920,936 16,559 - 1

GeneID:329581 Birc7 2 180,929,023 180,934,010 4,987 + 1

GeneID:228998 Arfgap1 2 180,967,225 180,982,524 15,299 + 1

GeneID:66496 Ppdpf 2 181,187,343 181,188,504 1,161 + 1

GeneID:20459 Ptk6 2 181,195,124 181,202,789 7,665 - 1

GeneID:269400 Rtel1 2 181,319,724 181,356,616 36,892 + 1

GeneID:76688 Arfrp1 2 181,357,690 181,365,404 7,714 - 1

GeneID:229007 Zgpat 2 181,364,931 181,380,793 15,862 + 1

GeneID:72147 Zbtb46 2 181,390,886 181,459,426 68,540 - 2

GeneID:241850 Abhd16b 2 181,493,206 181,494,980 1,774 + 1

GeneID:66314 Tpd52l2 2 181,497,253 181,516,757 19,504 + 2

GeneID:13002 Dnajc5 2 181,520,505 181,552,249 31,744 + 1

GeneID:68556 Uckl1 2 181,569,152 181,581,973 12,821 - 1

GeneID:100271841Gm16119 2 181,578,480 181,585,115 6,635 + 1

GeneID:269401 Znf512b 2 181,582,103 181,592,461 10,358 - 1

GeneID:20672 Sox18 2 181,669,837 181,671,640 1,803 - 2

GeneID:21400 Tcea2 2 181,680,310 181,688,051 7,741 + 3

GeneID:56470 Rgs19 2 181,688,423 181,693,924 5,501 - 2

GeneID:277496 4930526D03Rik 2 181,696,795 181,698,442 1,647 - 1

GeneID:19302 Pex2 3 5,560,188 5,576,248 16,060 - 1

GeneID:18767 Pkia 3 7,366,604 7,445,366 78,762 + 1

GeneID:21985 Tpd52 3 8,929,436 9,004,515 75,079 - 1

GeneID:229055 Zbtb10 3 9,250,567 9,285,333 34,766 + 1

GeneID:94212 Pag1 3 9,687,479 9,833,679 146,200 - 1

GeneID:55980 Impa1 3 10,313,540 10,331,439 17,899 - 1

GeneID:241877 Slc10a5 3 10,331,734 10,335,656 3,922 - 1

GeneID:66361 Zfand1 3 10,339,956 10,351,301 11,345 - 1

GeneID:76897 Ralyl 3 13,471,655 14,182,287 710,632 + 1

GeneID:71710 Lrrcc1 3 14,533,788 14,572,658 38,870 + 1

GeneID:13559 E2f5 3 14,578,671 14,606,309 27,638 + 1

GeneID:229096 Ythdf3 3 16,183,183 16,217,037 33,854 + 1

Page 241 of 1163



GeneID:18583 Pde7a 3 19,225,918 19,311,322 85,404 - 1

GeneID:12807 Hps3 3 19,995,945 20,035,310 39,365 - 1

GeneID:27357 Gyg 3 20,122,084 20,155,096 33,012 - 1

GeneID:1000403532810416G20Rik 3 22,074,411 22,078,707 4,296 - 1

GeneID:81004 Tbl1xr1 3 22,076,652 22,216,594 139,942 + 1

GeneID:13605 Ect2 3 27,097,222 27,153,878 56,656 - 1

GeneID:76657 1700125G22Rik 3 27,154,026 27,157,019 2,993 + 1

GeneID:72007 Fndc3b 3 27,416,162 27,710,439 294,277 - 1

GeneID:665113 Tnik 3 28,263,214 28,670,585 407,371 + 1

GeneID:208691 Eif5a2 3 28,781,311 28,798,846 17,535 + 1

GeneID:69276 Sec62 3 30,792,876 30,821,263 28,387 + 1

GeneID:71862 Gpr160 3 30,855,950 30,897,192 41,242 + 1

GeneID:241915 Phc3 3 30,899,295 30,969,415 70,120 - 1

GeneID:18759 Prkci 3 30,995,771 31,052,740 56,969 + 1

GeneID:20482 Skil 3 31,095,061 31,122,577 27,516 + 1

GeneID:67778 Zfp639 3 32,510,550 32,520,833 10,283 + 2

GeneID:67414 Mfn1 3 32,529,482 32,579,225 49,743 + 1

GeneID:56456 Actl6a 3 32,708,546 32,726,971 18,425 + 1

GeneID:72607 Usp13 3 32,817,626 32,935,257 117,631 + 1

GeneID:67120 Ttc14 3 33,800,195 33,816,634 16,439 + 1

GeneID:320478 Sox2ot 3 34,560,381 34,677,993 117,612 + 1

GeneID:20674 Sox2 3 34,650,005 34,652,461 2,456 + 1

GeneID:72039 Mccc1 3 35,959,296 36,000,678 41,382 - 1

GeneID:654424 A330050B17Rik 3 35,999,913 36,008,828 8,915 + 1

GeneID:241943 Ccdc144b 3 36,007,247 36,053,547 46,300 - 1

GeneID:229211 Acad9 3 36,066,000 36,092,857 26,857 + 1

GeneID:50911 Exosc9 3 36,552,606 36,565,727 13,121 + 1

GeneID:12428 Ccna2 3 36,564,865 36,571,996 7,131 - 1

GeneID:71492 Bbs7 3 36,573,143 36,613,389 40,246 - 1

GeneID:229228 Nudt6 3 37,404,984 37,419,590 14,606 - 1

GeneID:57815 Spata5 3 37,420,280 37,579,095 158,815 + 1

GeneID:24063 Spry1 3 37,639,950 37,644,599 4,649 + 1

GeneID:99696 Ankrd50 3 38,449,261 38,484,816 35,555 - 1

GeneID:329628 Fat4 3 38,886,940 39,011,985 125,045 + 2

GeneID:18415 Hspa4l 3 40,745,613 40,790,365 44,752 + 1

GeneID:20873 Plk4 3 40,799,951 40,816,883 16,932 + 1

GeneID:214048 Larp1b 3 40,950,631 40,977,793 27,162 + 1

GeneID:70804 Pgrmc2 3 41,066,326 41,083,046 16,720 - 1

GeneID:269424 Phf17 3 41,555,734 41,616,864 61,130 + 1

GeneID:12457 Ccrn4l 3 51,224,447 51,251,654 27,207 + 1

GeneID:69257 Elf2 3 51,255,665 51,325,987 70,322 - 1

GeneID:67746 4930577N17Rik 3 51,276,761 51,278,292 1,531 + 1

GeneID:66377 Ndufc1 3 51,405,479 51,408,955 3,476 - 1

GeneID:74838 Naa15 3 51,416,016 51,475,985 59,969 + 1

GeneID:73251 Setd7 3 51,515,318 51,560,823 45,505 - 1

GeneID:1000396845031434O11Rik 3 51,559,757 51,567,117 7,360 + 1

GeneID:433586 Maml3 3 51,687,611 52,105,006 417,395 - 2
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GeneID:56458 Foxo1 3 52,268,337 52,350,109 81,772 + 1

GeneID:108927 Lhfp 3 53,041,547 53,261,679 220,132 + 1

GeneID:212114 Nhlrc3 3 53,451,996 53,463,258 11,262 - 2

GeneID:212127 Proser1 3 53,463,817 53,481,755 17,938 + 2

GeneID:242022 Frem2 3 53,513,938 53,657,355 143,417 - 1

GeneID:67890 Ufm1 3 53,853,376 53,863,807 10,431 - 1

GeneID:69639 Exosc8 3 54,728,679 54,735,364 6,685 - 1

GeneID:66248 Alg5 3 54,735,539 54,749,795 14,256 + 1

GeneID:12427 Ccna1 3 55,045,469 55,055,055 9,586 - 1

GeneID:70970 4931419H13Rik 3 55,055,242 55,084,002 28,760 + 1

GeneID:26422 Nbea 3 55,625,198 56,183,701 558,503 - 2

GeneID:17116 Mab21l1 3 55,782,510 55,785,287 2,777 + 1

GeneID:97064 Wwtr1 3 57,455,644 57,575,910 120,266 - 1

GeneID:18645 Pfn2 3 57,841,895 57,847,757 5,862 - 1

GeneID:72033 Tsc22d2 3 58,415,689 58,466,787 51,098 + 1

GeneID:28146 Serp1 3 58,521,969 58,525,884 3,915 - 1

GeneID:229317 Eif2a 3 58,525,821 58,557,501 31,680 + 1

GeneID:69227 2810407C02Rik 3 58,576,658 58,593,544 16,886 + 1

GeneID:20439 Siah2 3 58,674,949 58,692,388 17,439 - 1

GeneID:71301 4930593A02Rik 3 58,692,589 58,788,524 95,935 + 1

GeneID:329650 Med12l 3 59,006,978 59,318,416 311,438 + 1

GeneID:56758 Mbnl1 3 60,472,830 60,629,748 156,918 + 1

GeneID:18441 P2ry1 3 61,002,795 61,008,979 6,184 + 1

GeneID:74012 Rap2b 3 61,364,507 61,368,703 4,196 + 1

GeneID:622434 Arhgef26 3 62,338,777 62,462,221 123,444 + 1

GeneID:17380 Mme 3 63,295,872 63,382,231 86,359 + 1

GeneID:329659 E130311K13Rik 3 63,914,696 63,929,385 14,689 - 1

GeneID:229363 Gmps 3 63,976,143 64,019,078 42,935 + 1

GeneID:67437 Ssr3 3 65,379,657 65,392,553 12,896 - 1

GeneID:71004 4931440P22Rik 3 65,527,483 65,529,414 1,931 - 1

GeneID:99929 Tiparp 3 65,528,447 65,555,518 27,071 + 1

GeneID:624866 Lekr1 3 65,666,228 65,831,162 164,934 + 2

GeneID:56706 Ccnl1 3 65,946,151 65,958,225 12,074 - 1

GeneID:109222 Rarres1 3 67,478,886 67,515,523 36,637 - 1

GeneID:100505386Gm21949 3 67,892,220 68,626,482 734,262 + 1

GeneID:30953 Schip1 3 68,064,802 68,626,482 561,680 + 1

GeneID:68725 1110032F04Rik 3 68,869,586 68,872,163 2,577 + 1

GeneID:68259 Ift80 3 68,892,499 69,004,570 112,071 - 1

GeneID:70099 Smc4 3 69,004,972 69,034,623 29,651 + 2

GeneID:387175 Mir15b 3 69,009,772 69,009,835 63 + 1

GeneID:723949 Mir16-2 3 69,009,902 69,009,996 94 + 1

GeneID:66949 Trim59 3 69,035,294 69,044,742 9,448 - 1

GeneID:16649 Kpna4 3 69,072,221 69,127,092 54,871 - 1

GeneID:381452 Gm1647 3 69,131,233 69,157,177 25,944 + 1

GeneID:242083 Ppm1l 3 69,316,918 69,555,404 238,486 + 1

GeneID:97112 Nmd3 3 69,722,055 69,749,047 26,992 + 1

GeneID:73124 Golim4 3 75,876,383 75,956,831 80,448 - 1
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GeneID:329679 Fnip2 3 79,455,971 79,567,679 111,708 - 1

GeneID:75879 4930589L23Rik 3 79,568,192 79,572,580 4,388 + 1

GeneID:67738 Ppid 3 79,591,389 79,603,650 12,261 + 1

GeneID:54635 Pdgfc 3 81,036,416 81,214,031 177,615 + 1

GeneID:20319 Sfrp2 3 83,766,321 83,774,314 7,993 + 1

GeneID:229473 D930015E06Rik 3 83,898,287 84,040,161 141,874 - 1

GeneID:229474 Fhdc1 3 84,442,196 84,480,439 38,243 - 1

GeneID:99889 Arfip1 3 84,496,063 84,586,143 90,080 - 1

GeneID:50754 Fbxw7 3 84,815,577 84,979,198 163,621 + 1

GeneID:20091 Rps3a1 3 86,137,940 86,142,668 4,728 - 1

GeneID:19870 Snord73a 3 86,138,791 86,138,858 67 - 1

GeneID:19871 Rnu73b 3 86,140,617 86,140,687 70 - 1

GeneID:80877 Lrba 3 86,224,690 86,782,694 558,004 + 1

GeneID:70762 Dclk2 3 86,786,150 86,920,884 134,734 - 1

GeneID:27049 Etv3 3 87,525,578 87,540,156 14,578 + 1

GeneID:213498 Arhgef11 3 87,618,751 87,738,033 119,282 + 1

GeneID:94315 Prcc 3 87,858,903 87,885,562 26,659 - 1

GeneID:15191 Hdgf 3 87,906,321 87,916,132 9,811 + 1

GeneID:67707 Mrpl24 3 87,919,544 87,923,433 3,889 + 1

GeneID:229503 Rrnad1 3 87,922,601 87,930,195 7,594 - 1

GeneID:229504 Isg20l2 3 87,930,314 87,940,686 10,372 + 1

GeneID:18008 Nes 3 87,971,093 87,980,451 9,358 + 1

GeneID:12032 Bcan 3 87,987,531 88,000,356 12,825 - 1

GeneID:73940 Hapln2 3 88,021,750 88,027,511 5,761 - 1

GeneID:100502895Gm19439 3 88,030,785 88,033,152 2,367 + 2

GeneID:66614 Gpatch4 3 88,043,108 88,055,993 12,885 + 2

GeneID:246703 Apoa1bp 3 88,056,523 88,058,495 1,972 - 1

GeneID:214191 Ttc24 3 88,069,410 88,078,304 8,894 - 1

GeneID:404710 Iqgap3 3 88,082,051 88,121,048 38,997 + 1

GeneID:100502914Gm19451 3 88,138,135 88,139,398 1,263 - 1

GeneID:17261 Mef2d 3 88,142,395 88,169,167 26,772 + 1

GeneID:100042277Gm3764 3 88,214,452 88,222,132 7,680 + 1

GeneID:67037 Pmf1 3 88,394,143 88,410,316 16,173 - 1

GeneID:229517 Slc25a44 3 88,410,495 88,425,139 14,644 - 1

GeneID:16905 Lmna 3 88,481,149 88,503,332 22,183 - 2

GeneID:72640 Mex3a 3 88,532,395 88,541,394 8,999 + 3

GeneID:100316808Mir1905 3 88,536,301 88,536,382 81 - 3

GeneID:53868 Rab25 3 88,542,029 88,548,279 6,250 - 4

GeneID:83409 Lamtor2 3 88,549,819 88,552,927 3,108 - 1

GeneID:94232 Ubqln4 3 88,553,716 88,569,725 16,009 + 1

GeneID:16800 Arhgef2 3 88,616,207 88,648,052 31,845 + 1

GeneID:74200 2810403A07Rik 3 88,685,794 88,712,933 27,139 + 1

GeneID:65111 Dap3 3 88,920,803 88,950,282 29,479 - 1

GeneID:192195 Ash1l 3 88,965,812 89,079,375 113,563 + 1

GeneID:72296 Rusc1 3 89,083,977 89,093,363 9,386 - 1

GeneID:110196 Fdps 3 89,093,588 89,101,967 8,379 - 1

GeneID:12748 Clk2 3 89,164,805 89,177,087 12,282 + 2
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GeneID:24045 Scamp3 3 89,177,485 89,182,770 5,285 + 2

GeneID:68521 Fam189b 3 89,183,225 89,189,289 6,064 + 2

GeneID:14466 Gba 3 89,202,928 89,208,681 5,753 + 1

GeneID:17827 Mtx1 3 89,209,081 89,214,335 5,254 - 1

GeneID:21827 Thbs3 3 89,215,187 89,226,837 11,650 + 1

GeneID:68563 Dpm3 3 89,266,552 89,267,077 525 + 1

GeneID:19729 Slc50a1 3 89,268,246 89,270,570 2,324 - 1

GeneID:13636 Efna1 3 89,271,730 89,280,951 9,221 - 2

GeneID:13638 Efna3 3 89,314,951 89,322,879 7,928 - 1

GeneID:100038411Gm15998 3 89,315,439 89,318,907 3,468 + 1

GeneID:13639 Efna4 3 89,333,393 89,338,028 4,635 - 1

GeneID:1000488974731419I09Rik 3 89,337,850 89,347,831 9,981 + 1

GeneID:11490 Adam15 3 89,339,640 89,350,010 10,370 - 1

GeneID:22724 Zbtb7b 3 89,377,646 89,393,203 15,557 - 1

GeneID:545539 Gm15417 3 89,391,864 89,398,779 6,915 + 1

GeneID:57275 Lenep 3 89,401,896 89,402,650 754 - 1

GeneID:20416 Shc1 3 89,418,551 89,430,029 11,478 + 1

GeneID:68911 Pygo2 3 89,430,837 89,435,128 4,291 + 1

GeneID:229534 Pbxip1 3 89,436,704 89,450,952 14,248 + 1

GeneID:140493 Kcnn3 3 89,520,164 89,672,494 152,330 + 1

GeneID:56417 Adar 3 89,715,022 89,753,455 38,433 + 1

GeneID:11444 Chrnb2 3 89,753,448 89,764,632 11,184 - 3

GeneID:70093 Ube2q1 3 89,773,609 89,783,997 10,388 + 3

GeneID:214547 She 3 89,831,370 89,858,846 27,476 + 1

GeneID:16194 Il6ra 3 89,869,324 89,913,162 43,838 - 1

GeneID:54667 Atp8b2 3 89,939,481 89,963,332 23,851 - 1

GeneID:100124481Mir190b 3 90,070,020 90,070,099 79 + 1

GeneID:59069 Tpm3 3 90,072,651 90,100,902 28,251 + 1

GeneID:74343 Crtc2 3 90,254,281 90,264,125 9,844 + 1

GeneID:229541 Dennd4b 3 90,266,534 90,280,665 14,131 + 1

GeneID:26568 Slc27a3 3 90,385,233 90,389,927 4,694 - 1

GeneID:229543 Ints3 3 90,391,380 90,433,636 42,256 - 1

GeneID:18160 Npr1 3 90,450,592 90,465,866 15,274 - 1

GeneID:67781 Ilf2 3 90,476,201 90,488,379 12,178 + 1

GeneID:20615 Snapin 3 90,488,026 90,491,013 2,987 - 1

GeneID:66511 Chtop 3 90,498,958 90,509,443 10,485 - 2

GeneID:20193 S100a1 3 90,511,034 90,514,330 3,296 - 1

GeneID:20196 S100a13 3 90,514,435 90,524,581 10,146 + 1

GeneID:271944 C2cd4d 3 94,362,444 94,364,567 2,123 + 1

GeneID:19885 Rorc 3 94,372,826 94,398,239 25,413 + 1

GeneID:76742 Snx27 3 94,497,544 94,582,702 85,158 - 1

GeneID:229584 Pogz 3 94,837,567 94,883,569 46,002 + 1

GeneID:19172 Psmb4 3 94,884,324 94,886,958 2,634 - 1

GeneID:107650 Pi4kb 3 94,974,731 95,006,843 32,112 + 1

GeneID:18720 Pip5k1a 3 95,059,595 95,106,858 47,263 - 2

GeneID:21427 Vps72 3 95,111,042 95,123,051 12,009 + 2

GeneID:20360 Sema6c 3 95,164,374 95,173,316 8,942 + 3
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GeneID:213054 Gabpb2 3 95,181,766 95,217,942 36,176 - 1

GeneID:56772 Mllt11 3 95,218,544 95,228,677 10,133 - 1

GeneID:57912 Cdc42se1 3 95,228,780 95,236,409 7,629 + 1

GeneID:229588 Gm128 3 95,236,920 95,241,109 4,189 - 1

GeneID:71790 Anxa9 3 95,296,093 95,307,176 11,083 - 1

GeneID:76193 6330562C20Rik 3 95,307,672 95,315,117 7,445 - 1

GeneID:76893 Cers2 3 95,315,252 95,323,570 8,318 + 1

GeneID:84505 Setdb1 3 95,323,525 95,357,202 33,677 - 1

GeneID:100043305Gm4349 3 95,427,349 95,431,085 3,736 + 1

GeneID:11863 Arnt 3 95,434,390 95,497,240 62,850 + 1

GeneID:17210 Mcl1 3 95,658,721 95,663,179 4,458 + 1

GeneID:66471 Anp32e 3 95,929,257 95,947,387 18,130 + 1

GeneID:668224 Gm9054 3 95,985,510 95,986,967 1,457 + 1

GeneID:67220 Plekho1 3 95,988,828 95,995,839 7,011 - 1

GeneID:22365 Vps45 3 95,999,832 96,058,455 58,623 - 1

GeneID:229603 Otud7b 3 96,104,527 96,161,129 56,602 + 1

GeneID:621893 Hist2h2ab 3 96,219,916 96,220,308 392 + 1

GeneID:319176 Hist2h2ac 3 96,220,455 96,220,844 389 - 1

GeneID:319190 Hist2h2be 3 96,221,121 96,223,738 2,617 + 1

GeneID:100038464Gm15441 3 96,555,768 96,566,801 11,033 - 1

GeneID:56338 Txnip 3 96,557,957 96,561,857 3,900 + 1

GeneID:280411 Lix1l 3 96,601,133 96,625,352 24,219 + 1

GeneID:60365 Rbm8a 3 96,629,928 96,633,791 3,863 + 1

GeneID:18632 Pex11b 3 96,635,357 96,645,381 10,024 + 1

GeneID:213119 Itga10 3 96,645,584 96,664,519 18,935 + 1

GeneID:213121 Ankrd35 3 96,670,131 96,691,034 20,903 + 1

GeneID:229615 Pias3 3 96,696,375 96,706,070 9,695 + 1

GeneID:78373 Nudt17 3 96,705,892 96,708,560 2,668 - 1

GeneID:74414 Polr3c 3 96,711,895 96,727,439 15,544 - 1

GeneID:67845 Rnf115 3 96,727,611 96,791,155 63,544 + 1

GeneID:67549 Gpr89 3 96,871,066 96,905,298 34,232 - 1

GeneID:66659 Acp6 3 97,158,777 97,176,576 17,799 + 1

GeneID:68058 Chd1l 3 97,560,748 97,610,190 49,442 - 1

GeneID:83679 Pde4dip 3 97,689,828 97,888,707 198,879 - 1

GeneID:20333 Sec22b 3 97,901,227 97,922,318 21,091 + 1

GeneID:18129 Notch2 3 98,013,538 98,150,367 136,829 + 1

GeneID:242109 Zfp697 3 98,382,481 98,431,949 49,468 + 3

GeneID:70560 Wars2 3 99,141,090 99,220,203 79,113 + 1

GeneID:269470 Wdr3 3 100,138,180 100,162,403 24,223 - 1

GeneID:14547 Gdap2 3 100,162,518 100,206,981 44,463 + 1

GeneID:74645 Fam46c 3 100,471,536 100,489,192 17,656 - 1

GeneID:545557 Gm12474 3 100,489,397 100,523,918 34,521 + 1

GeneID:17156 Man1a2 3 100,562,203 100,685,473 123,270 - 1

GeneID:19221 Ptgfrn 3 101,040,236 101,110,166 69,930 - 1

GeneID:11928 Atp1a1 3 101,576,219 101,604,707 28,488 - 1

GeneID:242126 Slc22a15 3 101,855,768 101,924,453 68,685 - 1

GeneID:229658 Vangl1 3 102,156,695 102,204,693 47,998 - 1
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GeneID:66641 Sike1 3 102,995,740 103,003,914 8,174 + 1

GeneID:229665 Ampd1 3 103,074,014 103,099,720 25,706 + 1

GeneID:94093 Trim33 3 103,279,293 103,358,768 79,475 + 1

GeneID:15257 Hipk1 3 103,739,815 103,791,275 51,460 - 1

GeneID:140917 Dclre1b 3 103,800,605 103,809,387 8,782 - 2

GeneID:100503157Gm15471 3 103,803,129 103,808,440 5,311 + 1

GeneID:67489 Ap4b1 3 103,809,517 103,822,025 12,508 + 1

GeneID:19260 Ptpn22 3 103,860,292 103,912,247 51,955 + 1

GeneID:229675 Rsbn1 3 103,914,120 103,966,620 52,500 + 2

GeneID:100125931A130049A11Rik 3 103,964,536 103,968,316 3,780 - 1

GeneID:18685 Phtf1 3 103,968,110 104,007,490 39,380 + 1

GeneID:99470 Magi3 3 104,013,259 104,220,406 207,147 - 1

GeneID:269473 Lrig2 3 104,453,983 104,511,856 57,873 - 1

GeneID:20501 Slc16a1 3 104,638,668 104,658,462 19,794 + 1

GeneID:71887 Ppm1j 3 104,781,056 104,786,018 4,962 + 1

GeneID:11853 Rhoc 3 104,789,034 104,794,459 5,425 + 1

GeneID:17454 Mov10 3 104,794,832 104,818,563 23,731 - 2

GeneID:12340 Capza1 3 104,822,785 104,864,505 41,720 - 2

GeneID:229681 St7l 3 104,864,506 104,930,064 65,558 + 1

GeneID:22414 Wnt2b 3 104,944,805 104,961,709 16,904 - 1

GeneID:78635 1700095B22Rik 3 105,448,190 105,452,955 4,765 - 1

GeneID:56543 Kcnd3 3 105,452,330 105,674,002 221,672 + 1

GeneID:53975 Ddx20 3 105,678,462 105,687,571 9,109 - 1

GeneID:99712 Cept1 3 106,502,260 106,547,761 45,501 - 1

GeneID:67171 Dram2 3 106,547,827 106,574,845 27,018 + 1

GeneID:16491 Kcna3 3 107,036,162 107,038,129 1,967 + 1

GeneID:229694 AI504432 3 107,039,504 107,054,322 14,818 + 1

GeneID:68576 Lamtor5 3 107,278,858 107,284,082 5,224 + 1

GeneID:99738 Kcnc4 3 107,438,303 107,458,898 20,595 - 1

GeneID:229706 Slc6a17 3 107,467,548 107,518,018 50,470 - 1

GeneID:229707 Strip1 3 107,612,532 107,631,710 19,178 - 1

GeneID:12977 Csf1 3 107,741,048 107,760,469 19,421 - 1

GeneID:109674 Ampd2 3 108,074,062 108,086,627 12,565 - 1

GeneID:14686 Gnat2 3 108,093,068 108,101,286 8,218 + 1

GeneID:75504 1700013F07Rik 3 108,537,584 108,544,697 7,113 + 1

GeneID:100217438Scarna2 3 108,554,342 108,554,402 60 - 1

GeneID:67495 Tmem167b 3 108,556,425 108,562,466 6,041 - 1

GeneID:99730 Taf13 3 108,571,699 108,582,068 10,369 + 1

GeneID:99512 Wdr47 3 108,591,278 108,645,719 54,441 + 2

GeneID:229725 Clcc1 3 108,653,913 108,678,840 24,927 + 1

GeneID:20912 Stxbp3a 3 108,793,180 108,840,502 47,322 - 1

GeneID:66921 Prpf38b 3 108,902,807 108,911,704 8,897 - 1

GeneID:101055747LOC101055747 3 108,939,873 108,941,256 1,383 - 1

GeneID:66715 Henmt1 3 108,940,084 108,960,776 20,692 + 1

GeneID:329739 Fam102b 3 108,970,997 109,027,607 56,610 - 1

GeneID:57257 Vav3 3 109,340,683 109,685,694 345,011 + 1

GeneID:99890 Prmt6 3 110,246,109 110,250,998 4,889 - 1
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GeneID:66500 Slc30a7 3 115,938,973 116,007,406 68,433 - 1

GeneID:58193 Extl2 3 116,007,449 116,029,016 21,567 + 1

GeneID:64378 Gpr88 3 116,249,654 116,253,484 3,830 - 1

GeneID:229776 Cdc14a 3 116,272,553 116,424,032 151,479 - 1

GeneID:229780 Trmt13 3 116,581,336 116,614,587 33,251 - 1

GeneID:72776 Sass6 3 116,595,008 116,630,984 35,976 + 1

GeneID:15247 Hiat1 3 116,631,164 116,662,677 31,513 - 1

GeneID:229782 Slc35a3 3 116,670,798 116,712,280 41,482 - 2

GeneID:71994 Cnn3 3 121,426,541 121,458,205 31,664 + 1

GeneID:14066 F3 3 121,723,537 121,735,052 11,515 + 1

GeneID:19299 Abcd3 3 121,758,910 121,815,215 56,305 - 1

GeneID:214137 Arhgap29 3 121,953,326 122,016,154 62,828 + 1

GeneID:14630 Gclm 3 122,245,592 122,266,648 21,056 + 2

GeneID:99480 Dnttip2 3 122,274,414 122,285,271 10,857 + 2

GeneID:791077 Mir760 3 122,293,585 122,293,703 118 - 1

GeneID:214459 Fnbp1l 3 122,538,719 122,619,667 80,948 - 1

GeneID:242202 Pde5a 3 122,729,158 122,859,374 130,216 + 1

GeneID:99526 Usp53 3 122,933,601 122,984,447 50,846 - 1

GeneID:19142 Prss12 3 123,446,913 123,506,602 59,689 + 1

GeneID:229801 Tram1l1 3 124,321,037 124,323,260 2,223 + 1

GeneID:108058 Camk2d 3 126,596,973 126,845,054 248,081 + 1

GeneID:28036 Larp7 3 127,536,714 127,553,349 16,635 - 1

GeneID:723948 Mir302b 3 127,545,228 127,545,301 73 + 1

GeneID:723835 Mir302c 3 127,545,363 127,545,430 67 + 1

GeneID:723920 Mir302a 3 127,545,496 127,545,564 68 + 1

GeneID:723928 Mir302d 3 127,545,624 127,545,689 65 + 1

GeneID:723911 Mir367 3 127,545,733 127,545,807 74 + 1

GeneID:71643 4930422G04Rik 3 127,553,489 127,618,023 64,534 + 1

GeneID:211556 Ap1ar 3 127,807,264 127,837,492 30,228 - 1

GeneID:18741 Pitx2 3 129,199,918 129,219,591 19,673 + 1

GeneID:170439 Elovl6 3 129,532,386 129,638,495 106,109 + 1

GeneID:20132 Rrh 3 129,808,575 129,822,505 13,930 - 1

GeneID:68147 Gar1 3 129,824,912 129,831,396 6,484 - 1

GeneID:12630 Cfi 3 129,836,739 129,875,328 38,589 + 1

GeneID:68436 Rpl34 3 130,726,831 130,730,308 3,477 - 1

GeneID:16842 Lef1 3 131,110,471 131,223,334 112,863 + 1

GeneID:15107 Hadh 3 131,233,424 131,272,037 38,613 - 1

GeneID:56811 Dkk2 3 132,085,292 132,180,304 95,012 + 1

GeneID:13722 Aimp1 3 132,660,498 132,683,879 23,381 - 1

GeneID:271981 Tbck 3 132,684,144 132,838,506 154,362 + 1

GeneID:67553 Gstcd 3 132,982,550 133,091,740 109,190 - 1

GeneID:71793 Ints12 3 133,091,953 133,110,988 19,035 + 1

GeneID:229841 Cenpe 3 135,212,563 135,273,540 60,977 + 1

GeneID:319587 4930539J05Rik 3 135,436,220 135,438,665 2,445 - 2

GeneID:66105 Ube2d3 3 135,438,759 135,467,178 28,419 + 2

GeneID:110173 Manba 3 135,485,611 135,571,404 85,793 + 1

GeneID:18033 Nfkb1 3 135,584,655 135,691,547 106,892 - 1

Page 248 of 1163



GeneID:19055 Ppp3ca 3 136,670,770 136,935,779 265,009 + 1

GeneID:101055801LOC101055801 3 137,862,589 137,864,510 1,921 - 1

GeneID:51788 H2afz 3 137,864,599 137,866,922 2,323 + 1

GeneID:70604 Dnajb14 3 137,867,675 137,908,931 41,256 + 1

GeneID:75624 Metap1 3 138,458,960 138,489,382 30,422 - 1

GeneID:13684 Eif4e 3 138,526,191 138,557,599 31,408 + 1

GeneID:100316706Mir1956 3 138,526,421 138,526,485 64 + 1

GeneID:56224 Tspan5 3 138,742,195 138,904,424 162,229 + 1

GeneID:229877 Rap1gds1 3 138,925,906 139,075,199 149,293 - 1

GeneID:433658 Gm15688 3 141,457,976 141,465,470 7,494 - 1

GeneID:22253 Unc5c 3 141,465,564 141,834,922 369,358 + 1

GeneID:229906 Gtf2b 3 142,765,247 142,783,606 18,359 + 1

GeneID:109333 Pkn2 3 142,790,902 142,882,004 91,102 - 1

GeneID:320229 9530052C20Rik 3 142,882,495 142,895,070 12,575 + 1

GeneID:16911 Lmo4 3 144,188,530 144,205,255 16,725 - 2

GeneID:23908 Hs2st1 3 144,431,107 144,570,216 139,109 - 1

GeneID:93684 Sep15 3 144,570,427 144,597,677 27,250 + 1

GeneID:229937 Znhit6 3 145,576,208 145,605,245 29,037 + 1

GeneID:16007 Cyr61 3 145,646,971 145,649,985 3,014 - 1

GeneID:100216343Gm17501 3 145,650,312 145,652,473 2,161 + 1

GeneID:69219 Ddah1 3 145,758,692 145,894,277 135,585 + 1

GeneID:12042 Bcl10 3 145,924,378 145,934,283 9,905 + 2

GeneID:66421 2410004B18Rik 3 145,938,032 145,944,275 6,243 + 1

GeneID:214804 Syde2 3 145,987,870 146,021,720 33,850 + 1

GeneID:70951 Spata1 3 146,457,203 146,499,753 42,550 - 1

GeneID:14707 Gng5 3 146,499,836 146,505,543 5,707 + 1

GeneID:70285 Rpf1 3 146,506,344 146,521,423 15,079 - 1

GeneID:70892 Ttll7 3 146,852,367 146,982,750 130,383 + 1

GeneID:67035 Dnajb4 3 152,183,955 152,210,299 26,344 - 1

GeneID:51886 Fubp1 3 152,210,458 152,236,830 26,372 + 1

GeneID:215708 Fam73a 3 152,273,459 152,340,407 66,948 - 2

GeneID:170822 Usp33 3 152,346,478 152,393,617 47,139 + 3

GeneID:108946 Zzz3 3 152,396,010 152,462,826 66,816 + 1

GeneID:209584 Tyw3 3 154,576,520 154,597,098 20,578 - 1

GeneID:12972 Cryz 3 154,596,711 154,623,182 26,471 + 1

GeneID:19218 Ptger3 3 157,566,892 157,644,758 77,866 + 1

GeneID:433667 Ankrd13c 3 157,947,466 158,006,837 59,371 + 1

GeneID:69207 Srsf11 3 158,010,493 158,036,639 26,146 - 1

GeneID:67144 Lrrc40 3 158,036,703 158,068,478 31,775 + 1

GeneID:67427 Rps20 4 3,834,473 3,835,600 1,127 - 1

GeneID:56711 Plag1 4 3,901,158 3,938,405 37,247 - 1

GeneID:66433 Chchd7 4 3,938,888 3,943,526 4,638 + 1

GeneID:242291 Impad1 4 4,764,342 4,793,306 28,964 - 1

GeneID:53378 Sdcbp 4 6,365,680 6,396,122 30,442 + 1

GeneID:59021 Rab2a 4 8,535,644 8,607,702 72,058 + 1

GeneID:65973 Asph 4 9,449,085 9,669,162 220,077 - 1

GeneID:242316 Gdf6 4 9,844,372 9,862,345 17,973 + 1
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GeneID:67157 2610301B20Rik 4 10,874,498 10,899,425 24,927 + 1

GeneID:71801 Plekhf2 4 10,988,662 11,007,619 18,957 - 1

GeneID:76947 Ndufaf6 4 11,051,045 11,076,204 25,159 - 1

GeneID:60599 Trp53inp1 4 11,156,441 11,174,377 17,936 + 1

GeneID:12448 Ccne2 4 11,191,354 11,204,779 13,425 + 1

GeneID:72656 Ints8 4 11,199,158 11,254,259 55,101 - 2

GeneID:381510 Dpy19l4 4 11,265,079 11,322,131 57,052 - 1

GeneID:207920 Esrp1 4 11,332,038 11,386,783 54,745 - 1

GeneID:381511 Pdp1 4 11,958,185 11,966,450 8,265 - 1

GeneID:1005036361700123M08Rik 4 11,966,574 11,994,295 27,721 + 1

GeneID:68099 Fam92a 4 12,153,722 12,172,015 18,293 - 1

GeneID:12395 Runx1t1 4 13,743,302 13,893,649 150,347 + 1

GeneID:100201 Tmem64 4 15,265,820 15,286,753 20,933 + 1

GeneID:27354 Nbn 4 15,957,967 15,992,589 34,622 + 1

GeneID:209212 Osgin2 4 15,997,121 16,013,877 16,756 - 1

GeneID:192656 Ripk2 4 16,123,375 16,163,498 40,123 - 1

GeneID:100415915A530072M11Rik 4 16,164,110 16,266,225 102,115 + 1

GeneID:107568 Wwp1 4 19,607,248 19,709,000 101,752 - 1

GeneID:74988 4930480G23Rik 4 19,979,445 20,005,739 26,294 - 1

GeneID:50500 Ttpa 4 20,008,428 20,030,785 22,357 + 1

GeneID:269513 Nkain3 4 20,243,847 20,778,668 534,821 - 1

GeneID:230025 Prdm13 4 21,677,480 21,685,963 8,483 - 1

GeneID:51813 Ccnc 4 21,727,703 21,750,546 22,843 + 1

GeneID:269514 Fbxl4 4 22,357,565 22,434,046 76,481 + 1

GeneID:212377 Mms22l 4 24,496,462 24,602,950 106,488 + 1

GeneID:68493 Ndufaf4 4 24,898,083 24,905,001 6,918 + 1

GeneID:14348 Fut9 4 25,609,333 25,800,003 190,670 - 1

GeneID:242362 Manea 4 26,324,506 26,346,652 22,146 - 1

GeneID:13841 Epha7 4 28,813,145 28,967,499 154,354 + 2

GeneID:26409 Map3k7 4 31,964,107 32,023,467 59,360 + 1

GeneID:101056168LOC101056168 4 32,239,435 32,240,600 1,165 + 1

GeneID:100038651D130062J21Rik 4 32,243,733 32,246,476 2,743 + 1

GeneID:26885 Casp8ap2 4 32,615,473 32,653,265 37,792 + 1

GeneID:100019 Mdn1 4 32,657,119 32,775,217 118,098 + 1

GeneID:52187 Rragd 4 32,982,998 33,022,180 39,182 + 2

GeneID:1005041664933421O10Rik 4 33,027,139 33,031,323 4,184 - 1

GeneID:56228 Ube2j1 4 33,031,425 33,052,364 20,939 + 1

GeneID:272009 Srsf12 4 33,208,991 33,233,340 24,349 + 1

GeneID:108767 Pnrc1 4 33,245,423 33,248,787 3,364 - 1

GeneID:12801 Cnr1 4 33,924,632 33,948,831 24,199 + 1

GeneID:50793 Orc3 4 34,566,781 34,614,942 48,161 - 1

GeneID:109093 Rars2 4 34,614,958 34,660,167 45,209 + 1

GeneID:24060 Slc35a1 4 34,663,257 34,687,438 24,181 - 1

GeneID:30046 Zfp292 4 34,803,110 34,882,948 79,838 - 1

GeneID:106021 Topors 4 40,259,606 40,269,841 10,235 - 1

GeneID:1005043092010003O02Rik 4 40,269,579 40,270,221 642 + 1

GeneID:230075 Ndufb6 4 40,270,663 40,279,368 8,705 - 1
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GeneID:622208 Gm6297 4 40,720,156 40,722,413 2,257 - 1

GeneID:15502 Dnaja1 4 40,722,468 40,737,153 14,685 + 1

GeneID:387203 Mir207 4 40,722,917 40,722,995 78 + 1

GeneID:74255 Smu1 4 40,735,649 40,757,885 22,236 - 1

GeneID:14595 B4galt1 4 40,804,602 40,853,998 49,396 - 1

GeneID:100628614Mir5123 4 40,850,056 40,850,138 82 - 1

GeneID:76959 Chmp5 4 40,948,553 40,965,302 16,749 + 1

GeneID:74164 Nfx1 4 40,970,943 41,025,992 55,049 + 1

GeneID:68970 Dcaf12 4 41,291,300 41,314,901 23,601 - 1

GeneID:109242 Kif24 4 41,390,748 41,464,848 74,100 - 1

GeneID:66401 Nudt2 4 41,465,148 41,480,926 15,778 + 1

GeneID:329828 AI464131 4 41,495,601 41,503,075 7,474 - 1

GeneID:73721 1110017D15Rik 4 41,505,009 41,517,333 12,324 - 1

GeneID:71901 Fam219a 4 41,518,929 41,569,527 50,598 - 1

GeneID:68922 Dnaic1 4 41,569,794 41,638,158 68,364 + 1

GeneID:69961 Rpp25l 4 41,712,033 41,713,517 1,484 - 1

GeneID:53598 Dctn3 4 41,714,798 41,723,163 8,365 - 1

GeneID:550619 Arid3c 4 41,723,836 41,731,142 7,306 - 1

GeneID:14430 Galt 4 41,755,253 41,759,125 3,872 + 1

GeneID:16157 Il11ra1 4 41,760,443 41,769,473 9,030 + 1

GeneID:269523 Vcp 4 42,979,964 43,000,507 20,543 - 1

GeneID:60534 Fancg 4 43,002,337 43,010,301 7,964 - 1

GeneID:22249 Unc13b 4 43,058,984 43,264,887 205,903 + 1

GeneID:320571 Atp8b5 4 43,267,159 43,373,831 106,672 + 1

GeneID:100213 Rusc2 4 43,381,982 43,427,086 45,104 + 3

GeneID:329831 Fam166b 4 43,427,020 43,429,134 2,114 - 2

GeneID:230099 Car9 4 43,507,026 43,513,725 6,699 + 2

GeneID:22004 Tpm2 4 43,514,712 43,523,388 8,676 - 2

GeneID:21894 Tln1 4 43,531,513 43,562,583 31,070 - 2

GeneID:12913 Creb3 4 43,562,634 43,567,060 4,426 + 1

GeneID:230101 Gba2 4 43,566,928 43,578,864 11,936 - 2

GeneID:242406 Rgp1 4 43,578,735 43,587,487 8,752 + 1

GeneID:100039672Msmp 4 43,583,216 43,584,494 1,278 - 1

GeneID:100038450Gm12472 4 43,587,504 43,589,141 1,637 + 1

GeneID:230103 Npr2 4 43,631,935 43,651,244 19,309 + 2

GeneID:433700 Spag8 4 43,651,729 43,653,552 1,823 - 1

GeneID:68917 Hint2 4 43,654,227 43,656,445 2,218 - 1

GeneID:242408 Fam221b 4 43,659,622 43,668,859 9,237 - 1

GeneID:100503839Gm12481 4 43,663,916 43,664,413 497 + 1

GeneID:53614 Reck 4 43,875,530 43,944,806 69,276 + 1

GeneID:12757 Clta 4 44,012,643 44,032,846 20,203 + 1

GeneID:50798 Gne 4 44,034,075 44,084,177 50,102 - 1

GeneID:73469 Rnf38 4 44,126,212 44,168,283 42,071 - 1

GeneID:18507 Pax5 4 44,531,506 44,710,440 178,934 - 1

GeneID:70602 5730488B01Rik 4 44,702,800 44,705,110 2,310 + 1

GeneID:545618 Gm12463 4 44,752,132 44,753,182 1,050 - 1

GeneID:319885 Zcchc7 4 44,756,559 44,932,215 175,656 + 1
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GeneID:76238 Grhpr 4 44,981,411 44,990,696 9,285 + 1

GeneID:230119 Zbtb5 4 44,991,242 45,012,412 21,170 - 3

GeneID:73405 1700055D18Rik 4 45,012,822 45,014,399 1,577 + 2

GeneID:64424 Polr1e 4 45,018,625 45,033,692 15,067 + 2

GeneID:269529 Fbxo10 4 45,034,248 45,084,604 50,356 - 1

GeneID:68512 Tomm5 4 45,105,209 45,108,113 2,904 - 1

GeneID:69934 Trmt10b 4 45,297,168 45,316,131 18,963 + 1

GeneID:66362 Exosc3 4 45,316,629 45,320,603 3,974 - 1

GeneID:242418 Dcaf10 4 45,342,101 45,379,722 37,621 + 1

GeneID:230126 Shb 4 45,423,276 45,530,828 107,552 - 1

GeneID:272027 Tstd2 4 46,114,746 46,138,475 23,729 - 1

GeneID:433702 Ncbp1 4 46,138,511 46,172,403 33,892 + 1

GeneID:22590 Xpa 4 46,175,222 46,196,311 21,089 - 1

GeneID:67628 Anp32b 4 46,451,117 46,472,523 21,406 + 2

GeneID:94181 Nans 4 46,489,329 46,503,438 14,109 + 1

GeneID:74735 Trim14 4 46,506,847 46,536,144 29,297 - 1

GeneID:381605 Tbc1d2 4 46,604,390 46,650,199 45,809 - 1

GeneID:12819 Col15a1 4 47,208,012 47,313,165 105,153 + 1

GeneID:21812 Tgfbr1 4 47,353,305 47,414,924 61,619 + 1

GeneID:56737 Alg2 4 47,469,833 47,474,367 4,534 - 1

GeneID:66212 Sec61b 4 47,474,661 47,483,233 8,572 + 1

GeneID:101055654LOC101055654 4 48,041,257 48,045,089 3,832 - 2

GeneID:18124 Nr4a3 4 48,051,248 48,083,352 32,104 + 2

GeneID:269536 Tex10 4 48,430,956 48,473,422 42,466 - 1

GeneID:230157 Tmeff1 4 48,585,193 48,663,131 77,938 + 1

GeneID:67063 Tmem246 4 49,584,506 49,597,870 13,364 - 1

GeneID:72648 2700081L22Rik 4 52,430,284 52,438,964 8,680 - 1

GeneID:14211 Smc2 4 52,439,249 52,488,260 49,011 + 1

GeneID:11303 Abca1 4 53,030,789 53,159,895 129,106 - 1

GeneID:100434 Slc44a1 4 53,440,413 53,622,478 182,065 + 1

GeneID:319636 Fsd1l 4 53,631,471 53,707,009 75,538 + 2

GeneID:246179 Fktn 4 53,714,182 53,763,271 49,089 + 1

GeneID:52076 Tmem38b 4 53,826,045 53,862,018 35,973 + 1

GeneID:666920 Gm8364 4 54,944,474 54,945,859 1,385 - 1

GeneID:242466 Zfp462 4 54,947,945 55,083,563 135,618 + 1

GeneID:19359 Rad23b 4 55,350,042 55,392,237 42,195 + 1

GeneID:16600 Klf4 4 55,527,137 55,532,475 5,338 - 1

GeneID:230233 Ikbkap 4 56,749,680 56,802,331 52,651 - 1

GeneID:230234 BC026590 4 56,802,329 56,809,605 7,276 + 1

GeneID:54366 Ctnnal1 4 56,810,935 56,865,211 54,276 - 2

GeneID:242474 Tmem245 4 56,876,013 56,947,429 71,416 - 1

GeneID:545622 Ptpn3 4 57,190,841 57,301,837 110,996 - 2

GeneID:619973 Gm12538 4 57,413,711 57,426,153 12,442 - 1

GeneID:14745 Lpar1 4 58,435,252 58,553,491 118,239 - 1

GeneID:230249 AI314180 4 58,800,030 58,912,725 112,695 - 1

GeneID:72429 Dnajc25 4 59,003,193 59,023,398 20,205 + 1

GeneID:230257 Ptbp3 4 59,471,868 59,549,364 77,496 - 1
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GeneID:72479 Hsdl2 4 59,581,563 59,618,694 37,131 + 1

GeneID:230259 E130308A19Rik 4 59,626,221 59,754,303 128,082 + 1

GeneID:209131 Snx30 4 59,805,650 59,904,740 99,090 + 1

GeneID:17025 Alad 4 62,509,170 62,520,063 10,893 - 1

GeneID:59001 Pole3 4 62,523,798 62,525,014 1,216 - 1

GeneID:214106 4933430I17Rik 4 62,525,369 62,547,993 22,624 + 1

GeneID:50780 Rgs3 4 62,559,847 62,703,019 143,172 + 1

GeneID:373864 Col27a1 4 63,215,412 63,334,991 119,579 + 2

GeneID:73750 Whrn 4 63,414,910 63,495,951 81,041 - 1

GeneID:66290 Atp6v1g1 4 63,544,765 63,550,701 5,936 + 1

GeneID:18491 Pappa 4 65,124,174 65,357,509 233,335 + 1

GeneID:230316 Megf9 4 70,431,927 70,534,928 103,001 - 1

GeneID:21885 Tle1 4 72,117,142 72,200,919 83,777 - 1

GeneID:68285 C630043F03Rik 4 72,201,244 72,203,930 2,686 + 1

GeneID:76804 Kdm4c 4 74,242,497 74,405,864 163,367 + 1

GeneID:19266 Ptprd 4 75,941,239 76,594,299 653,060 - 1

GeneID:52829 Lurap1l 4 80,910,686 80,954,301 43,615 + 1

GeneID:18028 Nfib 4 82,290,173 82,505,308 215,135 - 1

GeneID:77634 Snapc3 4 83,417,744 83,453,340 35,596 + 1

GeneID:101739 Psip1 4 83,455,680 83,486,390 30,710 - 1

GeneID:320226 Ccdc171 4 83,525,545 83,864,670 339,125 + 1

GeneID:242509 Bnc2 4 84,272,542 84,675,086 402,544 - 2

GeneID:338349 Cntln 4 84,884,327 85,131,918 247,591 + 1

GeneID:68441 Rraga 4 86,575,673 86,577,285 1,612 + 1

GeneID:230376 Haus6 4 86,581,284 86,612,022 30,738 - 2

GeneID:329877 Dennd4c 4 86,748,555 86,850,603 102,048 + 2

GeneID:20104 Rps6 4 86,854,099 86,857,367 3,268 - 1

GeneID:230379 Acer2 4 86,874,414 86,920,881 46,467 + 1

GeneID:76376 Slc24a2 4 86,983,124 87,230,540 247,416 - 1

GeneID:70122 Mllt3 4 87,769,925 88,033,407 263,482 - 1

GeneID:242521 Klhl9 4 88,718,292 88,722,508 4,216 - 1

GeneID:66902 Mtap 4 89,137,370 89,181,090 43,720 + 1

GeneID:12578 Cdkn2a 4 89,274,473 89,294,619 20,146 - 1

GeneID:15569 Elavl2 4 91,250,766 91,399,984 149,218 - 1

GeneID:69136 Tusc1 4 93,334,148 93,335,511 1,363 - 1

GeneID:67770 Caap1 4 94,500,079 94,556,796 56,717 - 1

GeneID:18786 Plaa 4 94,565,139 94,603,247 38,108 - 2

GeneID:667250 Gm12657 4 94,593,650 94,600,319 6,669 + 1

GeneID:320713 Mysm1 4 94,942,041 94,979,100 37,059 - 1

GeneID:100039265Gm12703 4 95,029,963 95,048,370 18,407 - 1

GeneID:16476 Jun 4 95,049,036 95,052,222 3,186 - 1

GeneID:18027 Nfia 4 97,581,943 98,118,876 536,933 + 1

GeneID:12695 Inadl 4 98,395,826 98,719,603 323,777 + 1

GeneID:230484 Usp1 4 98,923,810 98,935,533 11,723 + 1

GeneID:242557 Atg4c 4 99,193,934 99,259,787 65,853 + 1

GeneID:67733 Itgb3bp 4 99,765,402 99,829,118 63,716 - 1

GeneID:230500 Efcab7 4 99,829,500 99,912,785 83,285 + 1
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GeneID:26563 Ror1 4 100,095,791 100,442,545 346,754 + 1

GeneID:320508 Cachd1 4 100,776,679 101,003,749 227,070 + 1

GeneID:242570 Raver2 4 101,069,038 101,152,370 83,332 + 1

GeneID:16451 Jak1 4 101,151,974 101,265,282 113,308 - 1

GeneID:77866 E130102H24Rik 4 101,346,524 101,356,248 9,724 - 1

GeneID:387143 Mir101a 4 101,346,945 101,347,027 82 - 1

GeneID:68400 0610043K17Rik 4 101,353,783 101,399,185 45,402 + 1

GeneID:72685 Dnajc6 4 101,496,648 101,642,799 146,151 + 1

GeneID:230514 Leprot 4 101,647,783 101,659,358 11,575 + 1

GeneID:242584 Wdr78 4 103,038,065 103,114,299 76,234 - 2

GeneID:71148 Mier1 4 103,114,465 103,165,749 51,284 + 2

GeneID:242585 Slc35d1 4 103,171,718 103,214,884 43,166 - 1

GeneID:67916 Ppap2b 4 105,157,347 105,232,767 75,420 + 1

GeneID:329908 Usp24 4 106,316,213 106,441,327 125,114 + 1

GeneID:74754 Dhcr24 4 106,561,038 106,589,113 28,075 + 1

GeneID:72475 Ssbp3 4 106,911,470 107,049,694 138,224 + 2

GeneID:66526 Tceanc2 4 107,134,162 107,178,366 44,204 - 1

GeneID:56374 Tmem59 4 107,178,630 107,200,996 22,366 + 1

GeneID:230584 Yipf1 4 107,314,363 107,359,823 45,460 + 1

GeneID:72787 Tmem48 4 107,367,784 107,414,338 46,554 + 1

GeneID:230587 Glis1 4 107,434,719 107,635,059 200,340 + 1

GeneID:16975 Lrp8 4 107,802,259 107,876,840 74,581 + 1

GeneID:619295 B230314M03Rik 4 107,806,033 107,823,022 16,989 - 1

GeneID:230590 Zyg11a 4 108,181,934 108,217,922 35,988 - 1

GeneID:414872 Zyg11b 4 108,227,755 108,301,090 73,335 - 2

GeneID:18392 Orc1 4 108,579,454 108,614,833 35,379 + 1

GeneID:319965 Cc2d1b 4 108,619,956 108,634,122 14,166 + 1

GeneID:73133 3110021N24Rik 4 108,719,649 108,781,904 62,255 + 1

GeneID:66073 Txndc12 4 108,834,678 108,862,120 27,442 + 1

GeneID:100087 Kti12 4 108,847,857 108,849,412 1,555 + 1

GeneID:100273 Osbpl9 4 109,061,145 109,202,272 141,127 - 1

GeneID:13858 Eps15 4 109,280,275 109,387,817 107,542 + 1

GeneID:319743 9630013D21Rik 4 109,651,529 109,657,853 6,324 - 2

GeneID:12580 Cdkn2c 4 109,660,876 109,665,372 4,496 - 2

GeneID:14084 Faf1 4 109,676,627 109,963,960 287,333 + 2

GeneID:15572 Elavl4 4 110,203,737 110,351,911 148,174 - 1

GeneID:67946 Spata6 4 111,720,010 111,829,137 109,127 + 1

GeneID:666048 Trabd2b 4 114,406,724 114,615,098 208,374 + 1

GeneID:17301 Foxd2 4 114,906,280 114,908,898 2,618 - 1

GeneID:1000407369130206I24Rik 4 114,909,289 114,921,118 11,829 + 2

GeneID:30923 Foxe3 4 114,925,147 114,926,013 866 - 1

GeneID:66588 Cmpk1 4 114,960,613 114,987,228 26,615 - 1

GeneID:20460 Stil 4 115,000,118 115,043,203 43,085 + 1

GeneID:21349 Tal1 4 115,059,527 115,071,755 12,228 + 1

GeneID:230648 Efcab14 4 115,738,073 115,777,327 39,254 + 1

GeneID:14073 Faah 4 115,996,656 116,017,902 21,246 - 1

GeneID:66576 Uqcrh 4 116,066,965 116,075,070 8,105 - 1
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GeneID:230654 Lrrc41 4 116,075,465 116,097,043 21,578 + 1

GeneID:68075 Lurap1 4 116,136,728 116,144,616 7,888 - 1

GeneID:68273 Pomgnt1 4 116,150,518 116,159,844 9,326 + 1

GeneID:230657 Tmem69 4 116,551,528 116,555,943 4,415 - 1

GeneID:77110 Gpbp1l1 4 116,557,727 116,593,882 36,155 + 1

GeneID:50927 Nasp 4 116,601,052 116,627,951 26,899 - 1

GeneID:58810 Akr1a1 4 116,636,510 116,651,674 15,164 - 1

GeneID:100502959AV051173 4 116,684,962 116,686,022 1,060 - 1

GeneID:18477 Prdx1 4 116,685,599 116,700,000 14,401 + 1

GeneID:74464 Zswim5 4 116,877,402 116,989,105 111,703 + 1

GeneID:22275 Urod 4 116,990,217 116,994,375 4,158 - 1

GeneID:76608 Hectd3 4 116,995,348 117,005,277 9,929 + 1

GeneID:108067 Eif2b3 4 117,019,408 117,086,852 67,444 + 2

GeneID:19207 Ptch2 4 117,096,356 117,114,831 18,475 + 1

GeneID:78611 Btbd19 4 117,119,218 117,125,725 6,507 - 1

GeneID:242646 Tctex1d4 4 117,126,813 117,128,730 1,917 + 1

GeneID:12795 Plk3 4 117,128,655 117,133,952 5,297 - 1

GeneID:625405 Gm13015 4 117,148,902 117,149,303 401 + 1

GeneID:20116 Rps8 4 117,153,836 117,156,132 2,296 - 1

GeneID:100217424Snord38a 4 117,154,516 117,154,574 58 - 1

GeneID:100216533Snord55 4 117,155,771 117,155,848 77 - 1

GeneID:73804 Kif2c 4 117,159,634 117,182,624 22,990 - 2

GeneID:66743 Rnf220 4 117,271,464 117,496,915 225,451 - 1

GeneID:140546 Eri3 4 117,550,494 117,674,281 123,787 + 1

GeneID:14664 Slc6a9 4 117,835,258 117,869,305 34,047 + 1

GeneID:53418 B4galt2 4 117,873,000 117,883,476 10,476 - 1

GeneID:114143 Atp6v0b 4 117,884,330 117,887,329 2,999 - 1

GeneID:67728 Dph2 4 117,888,643 117,892,003 3,360 - 1

GeneID:230673 Ipo13 4 117,894,493 117,914,999 20,506 - 1

GeneID:20441 St3gal3 4 117,932,153 118,134,914 202,761 - 1

GeneID:230674 Kdm4a 4 118,137,004 118,180,043 43,039 - 1

GeneID:19268 Ptprf 4 118,208,213 118,291,397 83,184 - 1

GeneID:230676 Szt2 4 118,362,740 118,409,263 46,523 - 1

GeneID:80509 Med8 4 118,409,337 118,415,782 6,445 + 1

GeneID:54325 Elovl1 4 118,428,093 118,432,916 4,823 + 1

GeneID:107995 Cdc20 4 118,432,901 118,437,343 4,442 - 1

GeneID:17480 Mpl 4 118,442,417 118,457,495 15,078 - 1

GeneID:20525 Slc2a1 4 119,108,745 119,137,330 28,585 + 1

GeneID:27028 Ermap 4 119,175,457 119,190,011 14,554 - 1

GeneID:69216 Ccdc23 4 119,195,310 119,201,298 5,988 + 1

GeneID:75180 4930538K18Rik 4 119,205,055 119,218,217 13,162 - 1

GeneID:230696 AU022252 4 119,225,138 119,232,724 7,586 - 1

GeneID:56401 Lepre1 4 119,232,915 119,248,977 16,062 + 2

GeneID:242653 Cldn19 4 119,255,441 119,262,438 6,997 + 1

GeneID:22608 Ybx1 4 119,277,327 119,294,513 17,186 - 2

GeneID:66101 Ppih 4 119,300,010 119,320,523 20,513 - 3

GeneID:73332 Ccdc30 4 119,322,893 119,415,521 92,628 - 3
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GeneID:106564 Ppcs 4 119,418,533 119,422,420 3,887 - 2

GeneID:332934 Zmynd12 4 119,422,684 119,453,899 31,215 + 2

GeneID:433752 AA415398 4 119,530,308 119,538,769 8,461 - 2

GeneID:230700 Foxj3 4 119,539,688 119,629,119 89,431 + 2

GeneID:101055647LOC101055647 4 119,712,286 119,736,766 24,480 + 1

GeneID:329934 Foxo6 4 120,267,078 120,287,261 20,183 - 1

GeneID:29871 Scmh1 4 120,405,281 120,530,199 124,918 + 1

GeneID:51797 Ctps 4 120,539,868 120,570,276 30,408 - 1

GeneID:56222 Cited4 4 120,666,563 120,667,820 1,257 + 1

GeneID:18046 Nfyc 4 120,757,435 120,831,575 74,140 - 1

GeneID:73172 Exo5 4 120,921,202 120,925,005 3,803 - 1

GeneID:381549 Zfp69 4 120,930,137 120,951,701 21,564 - 1

GeneID:69780 Smap2 4 120,968,317 121,017,247 48,930 - 1

GeneID:16918 Mycl1 4 122,996,099 123,002,485 6,386 + 1

GeneID:66966 Trit1 4 123,016,597 123,054,934 38,337 + 1

GeneID:11426 Macf1 4 123,349,633 123,684,360 334,727 - 3

GeneID:442834 D830031N03Rik 4 123,403,601 123,411,911 8,310 - 1

GeneID:68050 Akirin1 4 123,735,195 123,750,299 15,104 - 1

GeneID:100038647Gm10572 4 123,895,291 123,896,618 1,327 - 1

GeneID:56309 Mycbp 4 123,905,013 123,912,250 7,237 + 2

GeneID:54170 Rragc 4 123,917,433 123,936,997 19,564 + 1

GeneID:18991 Pou3f1 4 124,657,646 124,660,655 3,009 + 1

GeneID:67205 Utp11l 4 124,678,764 124,693,554 14,790 - 1

GeneID:14201 Fhl3 4 124,700,699 124,708,611 7,912 + 2

GeneID:75062 Sf3a3 4 124,714,861 124,732,423 17,562 + 1

GeneID:16330 Inpp5b 4 124,741,878 124,801,511 59,633 + 1

GeneID:17764 Mtf1 4 124,802,549 124,849,800 47,251 + 2

GeneID:68920 1110065P20Rik 4 124,849,485 124,850,730 1,245 - 1

GeneID:230734 Yrdc 4 124,850,759 124,855,242 4,483 + 1

GeneID:215090 Maneal 4 124,855,239 124,862,171 6,932 - 1

GeneID:52276 Cdca8 4 124,918,465 124,936,917 18,452 - 1

GeneID:194268 9930104L06Rik 4 124,937,048 124,944,661 7,613 + 1

GeneID:75563 Dnali1 4 125,055,339 125,065,657 10,318 - 1

GeneID:76793 Snip1 4 125,066,693 125,074,043 7,350 + 1

GeneID:12986 Csf3r 4 126,024,659 126,044,975 20,316 + 1

GeneID:66407 Mrps15 4 126,046,928 126,055,536 8,608 + 1

GeneID:230751 Oscp1 4 126,058,565 126,089,334 30,769 + 1

GeneID:116748 Lsm10 4 126,096,653 126,098,584 1,931 + 2

GeneID:74178 Stk40 4 126,103,957 126,141,029 37,072 + 4

GeneID:230752 Eva1b 4 126,148,003 126,149,874 1,871 + 2

GeneID:66938 Sh3d21 4 126,150,602 126,163,341 12,739 - 1

GeneID:230753 Thrap3 4 126,164,082 126,202,710 38,628 - 1

GeneID:245877 Map7d1 4 126,232,167 126,256,319 24,152 - 1

GeneID:27096 Trappc3 4 126,262,405 126,275,883 13,478 + 1

GeneID:329941 Col8a2 4 126,286,794 126,314,330 27,536 + 1

GeneID:100206 Adprhl2 4 126,316,351 126,321,703 5,352 - 1

GeneID:24084 Tekt2 4 126,322,121 126,325,199 3,078 - 1
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GeneID:100048926Gm12945 4 126,323,599 126,325,237 1,638 + 1

GeneID:214150 Ago3 4 126,340,678 126,429,542 88,864 - 1

GeneID:236511 Ago1 4 126,435,012 126,468,421 33,409 - 2

GeneID:230757 5730409E04Rik 4 126,609,854 126,614,371 4,517 + 1

GeneID:332937 Tfap2e 4 126,716,003 126,736,269 20,266 - 1

GeneID:26562 Ncdn 4 126,743,750 126,753,429 9,679 - 2

GeneID:100317 AU040320 4 126,753,555 126,869,694 116,139 + 1

GeneID:71514 Sfpq 4 127,021,301 127,037,014 15,713 + 1

GeneID:242667 Dlgap3 4 127,169,271 127,237,022 67,751 + 4

GeneID:80284 Smim12 4 127,243,784 127,247,809 4,025 + 2

GeneID:54383 Phc2 4 128,654,702 128,752,881 98,179 + 1

GeneID:67525 Trim62 4 128,884,140 128,911,326 27,186 + 1

GeneID:242669 Adc 4 128,932,146 128,962,417 30,271 - 1

GeneID:67349 1700086P04Rik 4 129,050,088 129,057,983 7,895 - 1

GeneID:75234 Rnf19b 4 129,058,271 129,084,526 26,255 + 1

GeneID:74648 S100pbp 4 129,150,825 129,189,482 38,657 - 1

GeneID:107271 Yars 4 129,189,795 129,219,607 29,812 + 1

GeneID:19646 Rbbp4 4 129,307,100 129,335,370 28,270 - 1

GeneID:67106 Zbtb8os 4 129,336,026 129,347,029 11,003 + 1

GeneID:17357 Marcksl1 4 129,513,581 129,515,981 2,400 + 1

GeneID:433759 Hdac1 4 129,516,104 129,542,646 26,542 - 1

GeneID:54709 Eif3i 4 129,591,974 129,600,648 8,674 - 1

GeneID:76799 Tmem234 4 129,600,707 129,607,890 7,183 + 1

GeneID:100504491Dcdc2b 4 129,608,331 129,614,257 5,926 - 1

GeneID:16650 Kpna6 4 129,643,979 129,672,767 28,788 - 1

GeneID:230770 Tmem39b 4 129,676,355 129,696,838 20,483 - 1

GeneID:20218 Khdrbs1 4 129,703,169 129,742,303 39,134 - 1

GeneID:19244 Ptp4a2 4 129,820,479 129,850,003 29,524 + 1

GeneID:622480 Spocd1 4 129,920,709 129,956,993 36,284 + 1

GeneID:72225 1700003M07Rik 4 129,960,374 129,965,138 4,764 + 1

GeneID:230775 Bai2 4 129,985,078 130,022,633 37,555 + 1

GeneID:107581 Col16a1 4 130,047,840 130,099,277 51,437 + 1

GeneID:80912 Pum1 4 130,663,359 130,781,564 118,205 + 1

GeneID:19273 Ptpru 4 131,768,457 131,838,278 69,821 - 1

GeneID:26922 Mecr 4 131,843,471 131,867,787 24,316 + 1

GeneID:545681 Gm12992 4 131,912,416 131,915,516 3,100 - 2

GeneID:623230 Tmem200b 4 131,921,771 131,923,140 1,369 + 2

GeneID:269587 Epb4.1 4 131,923,413 132,075,313 151,900 - 4

GeneID:101056016LOC101056016 4 132,073,075 132,076,992 3,917 + 1

GeneID:213541 Ythdf2 4 132,184,916 132,212,256 27,340 - 1

GeneID:664903 Rps15a-ps4 4 132,219,893 132,220,589 696 - 1

GeneID:56809 Gmeb1 4 132,221,025 132,261,549 40,524 - 1

GeneID:100088 Rcc1 4 132,331,919 132,345,750 13,831 - 2

GeneID:399101 Snhg3 4 132,351,933 132,353,686 1,753 - 1

GeneID:100306945Snora73b 4 132,352,322 132,352,526 204 - 1

GeneID:100306944Snora73a 4 132,352,775 132,352,979 204 - 1

GeneID:100169 Phactr4 4 132,355,923 132,422,446 66,523 - 2
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GeneID:67219 Med18 4 132,458,729 132,463,921 5,192 - 1

GeneID:230784 Sesn2 4 132,492,804 132,510,456 17,652 - 1

GeneID:11983 Atpif1 4 132,530,555 132,533,659 3,104 - 2

GeneID:68598 Dnajc8 4 132,535,559 132,553,742 18,183 + 2

GeneID:14050 Eya3 4 132,639,046 132,724,763 85,717 + 1

GeneID:381560 Xkr8 4 132,724,904 132,732,546 7,642 - 1

GeneID:100340 Smpdl3b 4 132,732,966 132,757,171 24,205 - 1

GeneID:19891 Rpa2 4 132,768,360 132,778,746 10,386 + 1

GeneID:230789 Fam76a 4 132,899,213 132,922,551 23,338 - 1

GeneID:14191 Fgr 4 132,974,095 133,001,893 27,798 + 1

GeneID:230793 Ahdc1 4 133,011,506 133,078,110 66,604 + 4

GeneID:242687 Wasf2 4 133,130,633 133,198,330 67,697 + 1

GeneID:53608 Map3k6 4 133,240,818 133,252,928 12,110 + 2

GeneID:269589 Sytl1 4 133,253,090 133,263,087 9,997 - 1

GeneID:52174 Tmem222 4 133,266,045 133,277,790 11,745 - 1

GeneID:18221 Nudc 4 133,532,542 133,546,027 13,485 - 1

GeneID:23957 Nr0b2 4 133,553,390 133,556,536 3,146 + 1

GeneID:242691 Gpatch3 4 133,574,745 133,584,242 9,497 + 2

GeneID:100210 Gpn2 4 133,584,373 133,591,735 7,362 + 2

GeneID:230801 Pigv 4 133,661,425 133,672,647 11,222 - 1

GeneID:93760 Arid1a 4 133,679,008 133,753,611 74,603 - 3

GeneID:15331 Hmgn2 4 133,964,739 133,967,991 3,252 - 1

GeneID:67422 Dhdds 4 133,969,057 134,000,864 31,807 - 1

GeneID:194231 Cnksr1 4 134,228,042 134,238,399 10,357 - 1

GeneID:68040 Zfp593 4 134,243,306 134,245,591 2,285 - 2

GeneID:77490 E130218I03Rik 4 134,243,763 134,245,873 2,110 + 2

GeneID:72690 Grrp1 4 134,251,110 134,254,106 2,996 - 2

GeneID:230809 Pdik1l 4 134,275,002 134,287,846 12,844 - 1

GeneID:16765 Stmn1 4 134,468,320 134,473,843 5,523 + 1

GeneID:76824 Mtfr1l 4 134,525,555 134,535,387 9,832 - 1

GeneID:74777 Sepn1 4 134,537,892 134,552,166 14,274 - 1

GeneID:230815 Man1c1 4 134,561,690 134,704,290 142,600 - 1

GeneID:100017 Ldlrap1 4 134,745,412 134,768,004 22,592 - 1

GeneID:66146 Tmem57 4 134,802,759 134,853,345 50,586 - 1

GeneID:71817 Tmem50a 4 134,897,849 134,914,916 17,067 - 2

GeneID:27981 D4Wsu53e 4 134,923,625 134,927,370 3,745 + 3

GeneID:68592 Syf2 4 134,930,980 134,937,537 6,557 + 2

GeneID:29876 Clic4 4 135,213,969 135,272,760 58,791 - 1

GeneID:51796 Srrm1 4 135,320,484 135,353,214 32,730 - 1

GeneID:14105 Srsf10 4 135,856,092 135,869,908 13,816 + 1

GeneID:12802 Cnr2 4 135,895,404 135,920,215 24,811 + 1

GeneID:71665 Fuca1 4 135,920,726 135,940,300 19,574 + 2

GeneID:15356 Hmgcl 4 135,946,453 135,962,617 16,164 + 3

GeneID:74246 Gale 4 135,965,165 135,968,178 3,013 + 2

GeneID:26394 Lypla2 4 135,968,225 135,972,594 4,369 - 2

GeneID:66193 Pithd1 4 135,975,602 135,987,244 11,642 - 1

GeneID:27224 Tceb3 4 136,003,370 136,021,649 18,279 - 1
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GeneID:67025 Rpl11 4 136,049,948 136,053,371 3,423 - 1

GeneID:15903 Id3 4 136,143,822 136,145,392 1,570 + 1

GeneID:242705 E2f2 4 136,172,394 136,196,057 23,663 + 1

GeneID:22704 Zfp46 4 136,286,069 136,293,942 7,873 + 1

GeneID:74326 Hnrnpr 4 136,310,976 136,340,678 29,702 + 1

GeneID:269593 Luzp1 4 136,469,761 136,549,318 79,557 + 2

GeneID:242707 Lactbl1 4 136,622,621 136,638,110 15,489 + 1

GeneID:13844 Ephb2 4 136,653,608 136,835,935 182,327 - 1

GeneID:230848 Zbtb40 4 136,979,732 137,048,695 68,963 - 1

GeneID:22417 Wnt4 4 137,277,635 137,299,501 21,866 + 1

GeneID:12540 Cdc42 4 137,319,696 137,357,759 38,063 - 1

GeneID:665533 Rpl31-ps10 4 137,395,299 137,395,709 410 + 1

GeneID:15530 Hspg2 4 137,468,803 137,570,630 101,827 + 2

GeneID:170707 Usp48 4 137,594,189 137,658,537 64,348 + 1

GeneID:110351 Rap1gap 4 137,664,726 137,729,861 65,135 + 2

GeneID:11647 Alpl 4 137,741,732 137,796,377 54,645 - 1

GeneID:230857 Ece1 4 137,862,237 137,965,229 102,992 + 2

GeneID:230861 Eif4g3 4 137,993,456 138,207,079 213,623 + 2

GeneID:15441 Hp1bp3 4 138,216,627 138,243,170 26,543 + 1

GeneID:68943 Pink1 4 138,313,409 138,326,296 12,887 - 1

GeneID:625638 Fam43b 4 138,394,092 138,396,458 2,366 - 1

GeneID:66259 Camk2n1 4 138,455,148 138,460,126 4,978 + 1

GeneID:73162 Otud3 4 138,895,379 138,913,947 18,568 - 1

GeneID:66825 Rnf186 4 138,967,112 138,968,366 1,254 + 1

GeneID:77056 Tmco4 4 138,972,905 139,059,171 86,266 + 1

GeneID:17965 Nbl1 4 139,082,292 139,092,970 10,678 - 1

GeneID:433771 Minos1 4 139,101,814 139,131,113 29,299 - 2

GeneID:12345 Capzb 4 139,192,931 139,291,812 98,881 + 1

GeneID:212555 Pqlc2 4 139,298,005 139,310,700 12,695 - 1

GeneID:110198 Akr7a5 4 139,310,744 139,318,786 8,042 + 1

GeneID:212632 Iffo2 4 139,530,548 139,620,382 89,834 + 1

GeneID:230872 Crocc 4 141,016,637 141,060,545 43,908 - 2

GeneID:66147 Necap2 4 141,066,512 141,078,345 11,833 - 2

GeneID:329972 Spata21 4 141,088,345 141,112,759 24,414 + 1

GeneID:213491 Szrd1 4 141,113,015 141,139,796 26,781 - 2

GeneID:213499 Fbxo42 4 141,147,922 141,204,062 56,140 + 2

GeneID:13836 Epha2 4 141,301,221 141,329,384 28,163 + 2

GeneID:277744 Gm694 4 141,432,672 141,436,105 3,433 - 1

GeneID:22642 Zbtb17 4 141,444,673 141,467,937 23,264 + 1

GeneID:56381 Spen 4 141,467,890 141,538,597 70,707 - 3

GeneID:100042951Gm4123 4 141,536,181 141,537,422 1,241 + 3

GeneID:320456 B330016D10Rik 4 141,546,162 141,548,313 2,151 + 3

GeneID:74202 Fblim1 4 141,576,062 141,606,052 29,990 - 1

GeneID:213989 Tmem82 4 141,614,233 141,618,633 4,400 - 1

GeneID:384071 Slc25a34 4 141,618,824 141,623,834 5,010 - 1

GeneID:69582 Plekhm2 4 141,625,734 141,664,115 38,381 - 2

GeneID:68817 Ddi2 4 141,683,563 141,723,419 39,856 - 1
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GeneID:214063 Dnajc16 4 141,761,998 141,790,644 28,646 - 1

GeneID:12371 Casp9 4 141,793,612 141,815,975 22,363 + 1

GeneID:27984 Efhd2 4 141,858,142 141,874,920 16,778 - 1

GeneID:214359 Tmem51 4 142,030,993 142,084,304 53,311 - 1

GeneID:100038693Tmem51as1 4 142,084,298 142,088,101 3,803 + 1

GeneID:71529 Kazn 4 142,102,390 142,239,401 137,011 - 1

GeneID:110593 Prdm2 4 143,107,391 143,212,709 105,318 - 2

GeneID:242735 Lrrc38 4 143,349,750 143,371,028 21,278 + 1

GeneID:20148 Dhrs3 4 144,892,827 144,927,645 34,818 + 1

GeneID:230895 Vps13d 4 144,975,137 145,190,592 215,455 - 1

GeneID:666532 Gm13139 4 147,132,093 147,180,579 48,486 + 1

GeneID:18822 Plod1 4 147,909,753 147,936,776 27,023 - 1

GeneID:77034 2510039O18Rik 4 147,940,895 147,947,314 6,419 + 1

GeneID:11610 Agtrap 4 148,077,061 148,088,064 11,003 - 1

GeneID:70433 Draxin 4 148,098,437 148,130,698 32,261 - 1

GeneID:56717 Mtor 4 148,448,582 148,557,685 109,103 + 2

GeneID:50912 Exosc10 4 148,558,427 148,582,401 23,974 + 3

GeneID:20810 Srm 4 148,591,513 148,594,619 3,106 + 1

GeneID:230908 Tardbp 4 148,612,382 148,626,996 14,614 - 1

GeneID:56273 Pex14 4 148,960,535 149,099,812 139,277 - 1

GeneID:13347 Dffa 4 149,104,153 149,120,650 16,497 + 1

GeneID:69928 Apitd1 4 149,128,349 149,137,600 9,251 - 1

GeneID:110208 Pgd 4 149,149,985 149,166,707 16,722 - 1

GeneID:16561 Kif1b 4 149,176,321 149,307,698 131,377 - 2

GeneID:63958 Ube4b 4 149,328,416 149,426,631 98,215 - 1

GeneID:66454 Nmnat1 4 149,468,787 149,485,142 16,355 - 1

GeneID:69151 Lzic 4 149,485,333 149,496,668 11,335 + 1

GeneID:70556 Slc25a33 4 149,744,036 149,774,267 30,231 - 1

GeneID:74646 Spsb1 4 149,896,283 149,955,006 58,723 - 1

GeneID:100198 H6pd 4 149,979,481 150,009,023 29,542 - 1

GeneID:269604 Gpr157 4 150,087,503 150,105,927 18,424 + 1

GeneID:68703 Rere 4 150,281,916 150,621,966 340,050 + 1

GeneID:73348 1700045H11Rik 4 150,828,225 150,854,949 26,724 - 1

GeneID:74155 Errfi1 4 150,855,091 150,868,880 13,789 + 1

GeneID:57320 Park7 4 150,897,133 150,909,921 12,788 - 1

GeneID:18628 Per3 4 151,003,655 151,044,622 40,967 - 1

GeneID:22319 Vamp3 4 151,047,305 151,057,953 10,648 - 2

GeneID:100072 Camta1 4 151,059,523 151,861,768 802,245 - 5

GeneID:1000419609230110K08Rik 4 151,862,033 151,863,304 1,271 + 1

GeneID:230935 Dnajc11 4 151,933,720 151,981,959 48,239 + 2

GeneID:69876 Thap3 4 151,982,638 151,988,986 6,348 - 3

GeneID:230936 Phf13 4 151,989,631 151,996,179 6,548 - 3

GeneID:242785 Klhl21 4 152,008,891 152,017,677 8,786 + 2

GeneID:100090 Zbtb48 4 152,019,776 152,027,671 7,895 - 2

GeneID:110326 Tas1r1 4 152,027,914 152,038,490 10,576 - 2

GeneID:74035 Nol9 4 152,039,327 152,061,494 22,167 + 1

GeneID:269608 Plekhg5 4 152,096,719 152,115,400 18,681 + 1
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GeneID:85030 Tnfrsf25 4 152,116,343 152,120,111 3,768 + 1

GeneID:56226 Espn 4 152,120,876 152,152,207 31,331 - 4

GeneID:100504731Gm20377 4 152,156,049 152,157,564 1,515 - 1

GeneID:15206 Hes2 4 152,158,867 152,162,469 3,602 + 1

GeneID:70025 Acot7 4 152,178,100 152,271,855 93,755 + 1

GeneID:100129 Gpr153 4 152,274,362 152,285,337 10,975 + 1

GeneID:15207 Hes3 4 152,285,972 152,291,662 5,690 - 2

GeneID:57295 Icmt 4 152,297,214 152,307,126 9,912 + 1

GeneID:433809 Rnf207 4 152,307,023 152,318,625 11,602 - 2

GeneID:19934 Rpl22 4 152,325,878 152,334,071 8,193 + 1

GeneID:230959 Ajap1 4 153,373,221 153,482,830 109,609 - 1

GeneID:407793 BC039966 4 153,948,455 153,950,476 2,021 - 1

GeneID:97159 A430005L14Rik 4 153,957,237 153,961,925 4,688 + 1

GeneID:13368 Dffb 4 153,964,449 153,975,081 10,632 - 2

GeneID:230967 Cep104 4 153,975,561 154,007,225 31,664 + 2

GeneID:72946 Lrrc47 4 154,011,803 154,021,512 9,709 + 1

GeneID:68859 Smim1 4 154,020,470 154,026,044 5,574 - 1

GeneID:59002 Wrap73 4 154,142,372 154,156,818 14,446 + 2

GeneID:67808 Tprgl 4 154,157,485 154,160,684 3,199 - 2

GeneID:230971 Megf6 4 154,170,713 154,275,721 105,008 + 2

GeneID:70673 Prdm16 4 154,316,125 154,636,873 320,748 - 1

GeneID:320939 5930403L14Rik 4 154,630,691 154,636,367 5,676 - 1

GeneID:100042178Gm13111 4 154,636,914 154,644,724 7,810 + 1

GeneID:15208 Hes5 4 154,960,923 154,962,371 1,448 + 2

GeneID:269614 Pank4 4 154,964,133 154,980,938 16,805 + 2

GeneID:67830 Rer1 4 155,074,112 155,086,297 12,185 - 1

GeneID:76866 Morn1 4 155,086,577 155,145,507 58,930 + 2

GeneID:20481 Ski 4 155,154,075 155,222,535 68,460 - 2

GeneID:100502668Gm19313 4 155,210,595 155,212,222 1,627 - 1

GeneID:67513 2610002J02Rik 4 155,249,966 155,256,687 6,721 + 1

GeneID:18762 Prkcz 4 155,260,120 155,361,391 101,271 - 1

GeneID:14688 Gnb1 4 155,491,361 155,559,269 67,908 + 1

GeneID:12537 Cdk11b 4 155,624,869 155,649,932 25,063 + 2

GeneID:26561 Mmp23 4 155,650,655 155,653,384 2,729 - 2

GeneID:76580 Mib2 4 155,654,470 155,669,254 14,784 - 3

GeneID:230991 B930041F14Rik 4 155,694,342 155,696,485 2,143 + 2

GeneID:68991 Ssu72 4 155,704,815 155,733,879 29,064 + 2

GeneID:108888 Atad3a 4 155,740,640 155,761,098 20,458 - 1

GeneID:70448 2610204G22Rik 4 155,761,192 155,763,560 2,368 + 1

GeneID:246228 Vwa1 4 155,768,495 155,774,561 6,066 - 2

GeneID:320587 Tmem88b 4 155,781,591 155,785,874 4,283 - 1

GeneID:242805 Ankrd65 4 155,791,172 155,793,182 2,010 + 1

GeneID:66448 Mrpl20 4 155,803,618 155,808,829 5,211 + 2

GeneID:56036 Ccnl2 4 155,812,489 155,824,543 12,054 + 3

GeneID:66077 Aurkaip1 4 155,831,269 155,833,098 1,829 + 1

GeneID:74761 Mxra8 4 155,839,680 155,844,102 4,422 + 2

GeneID:13542 Dvl1 4 155,847,412 155,859,303 11,891 + 3
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GeneID:83771 Tas1r3 4 155,859,268 155,863,353 4,085 - 2

GeneID:79554 Gltpd1 4 155,864,723 155,869,440 4,717 - 2

GeneID:71957 Cpsf3l 4 155,869,567 155,889,103 19,536 + 3

GeneID:433813 Pusl1 4 155,888,857 155,891,762 2,905 - 1

GeneID:140500 Acap3 4 155,891,875 155,907,251 15,376 + 1

GeneID:140499 Ube2j2 4 155,943,831 155,959,604 15,773 + 1

GeneID:117592 B3galt6 4 155,989,466 155,992,678 3,212 - 1

GeneID:20318 Sdf4 4 155,992,914 156,013,610 20,696 + 1

GeneID:11603 Agrn 4 156,165,290 156,197,488 32,198 - 2

GeneID:100038882Isg15 4 156,199,424 156,200,818 1,394 - 1

GeneID:100382 AW011738 4 156,203,284 156,206,028 2,744 + 1

GeneID:231002 Plekhn1 4 156,221,456 156,228,542 7,086 - 1

GeneID:231003 Klhl17 4 156,229,044 156,234,857 5,813 - 1

GeneID:57741 Noc2l 4 156,236,010 156,247,616 11,606 + 1

GeneID:12571 Cdk6 5 3,344,312 3,522,225 177,913 + 3

GeneID:70797 Ankib1 5 3,690,000 3,803,109 113,109 - 1

GeneID:79264 Krit1 5 3,803,165 3,844,515 41,350 + 1

GeneID:100986 Akap9 5 3,928,186 4,080,204 152,018 + 1

GeneID:13121 Cyp51 5 4,080,674 4,104,697 24,023 - 1

GeneID:14362 Fzd1 5 4,753,839 4,758,216 4,377 - 1

GeneID:70358 Steap1 5 5,736,322 5,749,317 12,995 - 1

GeneID:27214 Dbf4 5 8,396,969 8,422,716 25,747 - 1

GeneID:319653 Slc25a40 5 8,422,850 8,454,793 31,943 + 1

GeneID:242819 Rundc3b 5 8,490,336 8,622,952 132,616 - 1

GeneID:74114 Crot 5 8,966,048 8,997,146 31,098 - 1

GeneID:652925 Tmem243 5 9,100,737 9,118,983 18,246 + 1

GeneID:23857 Dmtf1 5 9,118,868 9,161,776 42,908 - 1

GeneID:319689 Gm17739 5 9,156,287 9,160,986 4,699 - 1

GeneID:108151 Sema3d 5 12,383,166 12,588,943 205,777 + 1

GeneID:26875 Pclo 5 14,514,918 14,863,459 348,541 + 1

GeneID:14677 Gnai1 5 18,265,135 18,360,413 95,278 - 1

GeneID:70832 4921504A21Rik 5 19,202,378 19,226,679 24,301 - 1

GeneID:50791 Magi2 5 19,227,046 20,704,792 1,477,746 + 2

GeneID:242860 Rsbn1l 5 20,893,024 20,951,822 58,798 - 1

GeneID:320770 A630072M18Rik 5 20,950,989 20,956,398 5,409 + 1

GeneID:19248 Ptpn12 5 20,986,645 21,055,797 69,152 - 1

GeneID:22791 Dnajc2 5 21,757,277 21,785,165 27,888 - 2

GeneID:19181 Psmc2 5 21,785,283 21,803,784 18,501 + 2

GeneID:269630 5031425E22Rik 5 23,431,808 23,434,353 2,545 - 1

GeneID:69188 Mll5 5 23,434,429 23,504,229 69,800 + 1

GeneID:433855 AI506816 5 23,692,261 23,712,667 20,406 - 1

GeneID:101056102LOC101056102 5 23,701,164 23,702,705 1,541 - 1

GeneID:100526503Mir3096 5 23,710,976 23,711,076 100 - 1

GeneID:78697 Pus7 5 23,740,696 23,783,661 42,965 - 1

GeneID:72772 Rint1 5 23,787,744 23,820,369 32,625 + 1

GeneID:84652 Fam126a 5 23,960,931 24,030,683 69,752 - 1

GeneID:52323 Klhl7 5 24,100,590 24,161,231 60,641 + 2

Page 262 of 1163



GeneID:231042 Nupl2 5 24,164,963 24,184,008 19,045 + 1

GeneID:16511 Kcnh2 5 24,319,589 24,351,604 32,015 - 1

GeneID:18127 Nos3 5 24,364,819 24,384,474 19,655 + 1

GeneID:213948 Atg9b 5 24,384,181 24,392,143 7,962 - 1

GeneID:74610 Abcb8 5 24,394,156 24,409,947 15,791 + 1

GeneID:66587 Fastk 5 24,441,040 24,445,235 4,195 - 1

GeneID:64295 Tmub1 5 24,445,463 24,447,846 2,383 - 1

GeneID:213990 Agap3 5 24,452,177 24,502,047 49,870 + 2

GeneID:27407 Abcf2 5 24,565,341 24,577,467 12,126 - 2

GeneID:100042348Gm10221 5 24,581,452 24,581,905 453 - 2

GeneID:100910 Chpf2 5 24,586,750 24,592,487 5,737 + 3

GeneID:735264 Mir671 5 24,592,114 24,592,211 97 + 2

GeneID:66993 Smarcd3 5 24,592,622 24,602,002 9,380 - 2

GeneID:269633 Wdr86 5 24,712,269 24,730,680 18,411 - 1

GeneID:19744 Rheb 5 24,802,823 24,842,361 39,538 - 1

GeneID:108099 Prkag2 5 24,862,735 25,100,642 237,907 - 1

GeneID:67261 2900005J15Rik 5 25,100,975 25,103,007 2,032 + 1

GeneID:231051 Mll3 5 25,271,794 25,498,783 226,989 - 2

GeneID:320965 4831440E17Rik 5 25,499,797 25,504,473 4,676 + 2

GeneID:73571 1700096K18Rik 5 25,530,018 25,531,466 1,448 + 1

GeneID:100862359Gm21671 5 25,949,797 25,954,344 4,547 - 1

GeneID:55982 Paxip1 5 27,740,665 27,791,339 50,674 - 1

GeneID:231070 Insig1 5 28,071,412 28,078,662 7,250 + 1

GeneID:13799 En2 5 28,165,696 28,172,166 6,470 + 1

GeneID:381626 Rbm33 5 28,317,189 28,419,242 102,053 + 1

GeneID:56873 Lmbr1 5 29,229,802 29,378,390 148,588 - 1

GeneID:78263 4632411P08Rik 5 29,378,465 29,390,488 12,023 + 1

GeneID:100763 Ube3c 5 29,569,242 29,676,077 106,835 + 1

GeneID:332993 Gm5129 5 29,735,334 29,735,936 602 - 1

GeneID:23950 Dnajb6 5 29,735,898 29,786,478 50,580 + 1

GeneID:97212 Hadha 5 30,118,304 30,154,980 36,676 - 1

GeneID:231086 Hadhb 5 30,155,322 30,184,583 29,261 + 1

GeneID:100502829Gm9899 5 30,573,987 30,588,619 14,632 - 1

GeneID:16527 Kcnk3 5 30,588,170 30,625,270 37,100 + 1

GeneID:74919 Slc35f6 5 30,647,939 30,659,729 11,790 + 2

GeneID:12615 Cenpa 5 30,666,902 30,674,826 7,924 + 1

GeneID:100732 Mapre3 5 30,814,756 30,866,106 51,350 + 2

GeneID:100502845Gm19409 5 30,815,620 30,818,477 2,857 + 1

GeneID:68796 Tmem214 5 30,869,647 30,877,467 7,820 + 1

GeneID:231093 Agbl5 5 30,888,852 30,906,666 17,814 + 2

GeneID:67695 Ost4 5 30,906,518 30,907,788 1,270 - 2

GeneID:100952 Emilin1 5 30,913,786 30,921,275 7,489 + 2

GeneID:16548 Khk 5 30,921,895 30,931,246 9,351 + 1

GeneID:58522 Trim54 5 31,116,612 31,137,626 21,014 + 1

GeneID:22226 Ucn 5 31,137,989 31,138,895 906 - 1

GeneID:17527 Mpv17 5 31,140,660 31,154,242 13,582 - 1

GeneID:13667 Eif2b4 5 31,187,558 31,193,139 5,581 - 1
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GeneID:266781 Snx17 5 31,193,304 31,198,900 5,596 + 1

GeneID:101023 Zfp513 5 31,198,981 31,202,303 3,322 - 1

GeneID:14208 Ppm1g 5 31,202,668 31,220,545 17,877 - 2

GeneID:192292 Nrbp1 5 31,240,918 31,251,563 10,645 + 2

GeneID:69815 Krtcap3 5 31,251,706 31,253,197 1,491 + 1

GeneID:67661 Ift172 5 31,253,279 31,291,114 37,835 - 1

GeneID:64339 Fndc4 5 31,292,246 31,295,877 3,631 - 1

GeneID:231103 Gckr 5 31,297,581 31,327,302 29,721 + 1

GeneID:66845 Mrpl33 5 31,613,951 31,622,644 8,693 + 1

GeneID:71336 Rbks 5 31,624,439 31,697,610 73,171 - 2

GeneID:107976 Bre 5 31,698,050 32,084,739 386,689 + 1

GeneID:100038629Gm10463 5 32,130,283 32,133,171 2,888 - 2

GeneID:14284 Fosl2 5 32,136,472 32,157,840 21,368 + 2

GeneID:22612 Yes1 5 32,611,171 32,687,066 75,895 + 1

GeneID:320951 Pisd 5 32,736,314 32,785,626 49,312 - 1

GeneID:215476 Prr14l 5 32,789,207 32,854,230 65,023 - 2

GeneID:277854 Depdc5 5 32,863,721 32,994,233 130,512 + 1

GeneID:22629 Ywhah 5 33,018,816 33,027,966 9,150 + 2

GeneID:59003 Maea 5 33,335,572 33,373,294 37,722 + 1

GeneID:20492 Slbp 5 33,640,062 33,652,306 12,244 - 1

GeneID:68366 Tmem129 5 33,653,216 33,657,832 4,616 - 1

GeneID:21335 Tacc3 5 33,658,147 33,672,198 14,051 + 1

GeneID:14184 Fgfr3 5 33,721,724 33,737,068 15,344 + 1

GeneID:56384 Letm1 5 33,741,352 33,782,704 41,352 - 1

GeneID:24116 Nelfa 5 33,898,179 33,936,258 38,079 - 1

GeneID:381633 Gm1673 5 33,983,474 33,985,006 1,532 + 1

GeneID:269642 Nat8l 5 33,995,984 34,005,916 9,932 + 1

GeneID:272158 Poln 5 34,007,198 34,169,448 162,250 - 1

GeneID:231125 Zfyve28 5 34,194,894 34,288,324 93,430 - 1

GeneID:100862066Gm21446 5 34,297,509 34,327,327 29,818 + 2

GeneID:19822 Rnf4 5 34,336,390 34,353,430 17,040 + 1

GeneID:231130 Tnip2 5 34,496,096 34,513,979 17,883 - 1

GeneID:24055 Sh3bp2 5 34,525,784 34,563,639 37,855 + 1

GeneID:11518 Add1 5 34,573,714 34,632,305 58,591 + 2

GeneID:68294 Mfsd10 5 34,633,647 34,637,114 3,467 - 1

GeneID:75416 Nop14 5 34,638,536 34,660,148 21,612 - 1

GeneID:15194 Htt 5 34,761,740 34,912,521 150,781 + 1

GeneID:403174 Msantd1 5 34,915,915 34,923,839 7,924 + 1

GeneID:71729 Rgs12 5 34,949,448 35,033,595 84,147 + 1

GeneID:442795 E130018O15Rik 5 35,379,152 35,388,476 9,324 - 1

GeneID:15371 Hmx1 5 35,389,117 35,392,872 3,755 + 1

GeneID:78890 Trmt44 5 35,556,209 35,575,070 18,861 - 1

GeneID:74364 4931431C16Rik 5 35,581,227 35,588,763 7,536 - 1

GeneID:80911 Acox3 5 35,583,060 35,613,801 30,741 + 1

GeneID:78558 Htra3 5 35,652,033 35,679,782 27,749 - 2

GeneID:231147 Sh3tc1 5 35,697,180 35,729,276 32,096 - 1

GeneID:231148 Ablim2 5 35,757,880 35,884,979 127,099 + 1
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GeneID:70292 Afap1 5 35,893,319 36,003,922 110,603 + 1

GeneID:81840 Sorcs2 5 36,017,180 36,398,139 380,959 - 1

GeneID:17713 Grpel1 5 36,465,185 36,474,077 8,892 + 1

GeneID:231151 Tada2b 5 36,473,670 36,484,285 10,615 - 1

GeneID:66717 Ccdc96 5 36,484,588 36,488,171 3,583 + 1

GeneID:100855 Tbc1d14 5 36,490,604 36,586,226 95,622 - 2

GeneID:117197 Bloc1s4 5 36,747,374 36,748,679 1,305 - 1

GeneID:67568 Mrfap1 5 36,794,867 36,796,754 1,887 - 1

GeneID:17160 Man2b2 5 36,806,813 36,830,649 23,836 - 2

GeneID:12933 Crmp1 5 37,242,080 37,292,133 50,053 + 1

GeneID:59056 Evc 5 37,299,171 37,336,881 37,710 - 1

GeneID:68525 Evc2 5 37,338,478 37,425,054 86,576 + 1

GeneID:17701 Msx1 5 37,820,491 37,824,585 4,094 - 1

GeneID:93895 Msx1as 5 37,820,564 37,822,751 2,187 + 1

GeneID:71116 Stx18 5 38,039,235 38,136,818 97,583 + 1

GeneID:18196 Nsg1 5 38,137,193 38,159,467 22,274 - 1

GeneID:75079 Zbtb49 5 38,200,044 38,220,428 20,384 - 1

GeneID:17089 Lyar 5 38,220,482 38,234,306 13,824 + 1

GeneID:66309 Tmem128 5 38,260,375 38,269,618 9,243 + 1

GeneID:22388 Wdr1 5 38,526,813 38,561,595 34,782 - 1

GeneID:100515 Zfp518b 5 38,668,484 38,684,826 16,342 - 1

GeneID:100972 Rab28 5 41,624,976 41,708,155 83,179 - 1

GeneID:665775 Bod1l 5 41,787,538 41,844,315 56,777 - 1

GeneID:665934 Gm7854 5 43,151,686 43,235,354 83,668 - 1

GeneID:231207 Cpeb2 5 43,233,463 43,289,724 56,261 + 1

GeneID:242960 Fbxl5 5 43,744,618 43,782,149 37,531 - 1

GeneID:66988 Lap3 5 45,493,374 45,512,691 19,317 + 2

GeneID:66999 Med28 5 45,520,229 45,529,284 9,055 + 1

GeneID:58227 Fam184b 5 45,529,705 45,639,501 109,796 - 2

GeneID:69788 1600023N17Rik 5 45,668,702 45,669,708 1,006 - 1

GeneID:54392 Ncapg 5 45,669,925 45,700,547 30,622 + 1

GeneID:209707 Lcorl 5 45,697,184 45,857,540 160,356 - 1

GeneID:20563 Slit2 5 47,983,155 48,305,778 322,623 + 1

GeneID:70693 Gpr125 5 49,959,951 50,058,996 99,045 - 1

GeneID:13204 Dhx15 5 52,150,209 52,190,519 40,310 - 1

GeneID:414108 9230114K14Rik 5 52,190,681 52,197,984 7,303 + 1

GeneID:414111 C130083M11Rik 5 52,199,984 52,216,433 16,449 - 1

GeneID:211006 Sepsecs 5 52,643,407 52,669,701 26,294 - 1

GeneID:19664 Rbpj 5 53,555,779 53,657,445 101,666 + 1

GeneID:116873 Stim2 5 53,998,523 54,121,057 122,534 + 1

GeneID:319216 4932441J04Rik 5 57,570,084 57,717,919 147,835 - 1

GeneID:54216 Pcdh7 5 57,718,021 58,132,240 414,219 + 1

GeneID:100532 Rell1 5 63,908,898 63,968,897 59,999 - 1

GeneID:57915 Tbc1d1 5 64,160,211 64,351,486 191,275 + 1

GeneID:100504048Gm20033 5 64,802,029 64,804,329 2,300 - 2

GeneID:16599 Klf3 5 64,803,523 64,830,129 26,606 + 2

GeneID:21899 Tlr6 5 64,953,095 64,960,034 6,939 - 1
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GeneID:68303 Fam114a1 5 64,970,075 65,041,901 71,826 + 1

GeneID:100124451Mir574 5 64,970,318 64,970,395 77 + 1

GeneID:19687 Rfc1 5 65,261,852 65,335,639 73,787 - 1

GeneID:83379 Klb 5 65,348,411 65,384,003 35,592 + 1

GeneID:20005 Rpl9 5 65,388,364 65,391,431 3,067 - 1

GeneID:79464 Lias 5 65,391,497 65,409,207 17,710 + 1

GeneID:22235 Ugdh 5 65,413,221 65,435,842 22,621 - 1

GeneID:68552 Smim14 5 65,448,755 65,492,835 44,080 - 1

GeneID:53323 Ube2k 5 65,537,261 65,598,989 61,728 + 1

GeneID:71521 Pds5a 5 65,615,260 65,697,856 82,596 - 1

GeneID:333789 N4bp2 5 65,763,521 65,826,784 63,263 + 1

GeneID:11787 Apbb2 5 66,298,725 66,618,817 320,092 - 1

GeneID:77569 Limch1 5 66,745,840 67,057,159 311,319 + 1

GeneID:67878 Tmem33 5 67,260,652 67,291,461 30,809 + 1

GeneID:109108 Slc30a9 5 67,306,957 67,356,145 49,188 + 1

GeneID:330096 Shisa3 5 67,607,883 67,613,987 6,104 + 1

GeneID:11980 Atp8a1 5 67,618,140 67,847,431 229,291 - 2

GeneID:243043 Kctd8 5 69,109,285 69,341,709 232,424 - 1

GeneID:100978 Nfxl1 5 72,513,304 72,559,645 46,341 - 1

GeneID:75991 Slain2 5 72,914,317 72,978,828 64,511 + 1

GeneID:231290 Slc10a4 5 73,006,904 73,012,955 6,051 + 1

GeneID:72313 Fryl 5 73,020,191 73,256,618 236,427 - 1

GeneID:100737 Dcun1d4 5 73,481,055 73,560,794 79,739 + 1

GeneID:69727 Usp46 5 74,000,038 74,068,411 68,373 - 1

GeneID:70036 Dancr 5 74,093,083 74,094,336 1,253 + 1

GeneID:100313943Snora26 5 74,093,530 74,093,650 120 + 1

GeneID:68939 Rasl11b 5 74,195,326 74,199,477 4,151 + 1

GeneID:212986 Scfd2 5 74,204,816 74,531,749 326,933 - 3

GeneID:66899 Fip1l1 5 74,535,482 74,597,124 61,642 + 2

GeneID:74277 Chic2 5 75,006,424 75,044,626 38,202 - 1

GeneID:100503184Gm19583 5 75,110,321 75,147,107 36,786 + 2

GeneID:18595 Pdgfra 5 75,152,291 75,198,204 45,913 + 2

GeneID:16542 Kdr 5 75,933,265 75,978,428 45,163 - 1

GeneID:57357 Srd5a3 5 76,140,273 76,155,503 15,230 + 1

GeneID:21982 Tmem165 5 76,183,880 76,209,244 25,364 + 1

GeneID:12753 Clock 5 76,212,177 76,304,548 92,371 - 1

GeneID:665055 Gm7467 5 76,304,882 76,305,527 645 + 1

GeneID:79455 Pdcl2 5 76,312,146 76,331,111 18,965 - 1

GeneID:56183 Nmu 5 76,333,495 76,363,777 30,282 - 1

GeneID:381644 Cep135 5 76,591,714 76,646,466 54,752 + 1

GeneID:320411 A730089K16Rik 5 76,655,531 76,658,428 2,897 - 1

GeneID:67054 Paics 5 76,951,411 76,967,505 16,094 + 1

GeneID:66661 Srp72 5 76,974,701 76,999,935 25,234 + 1

GeneID:19712 Rest 5 77,265,494 77,283,697 18,203 + 1

GeneID:100628577Mir5098 5 77,272,757 77,272,838 81 + 1

GeneID:29817 Igfbp7 5 77,349,240 77,408,045 58,805 - 1

GeneID:319387 Lphn3 5 81,021,593 81,795,730 774,137 + 1
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GeneID:231386 Ythdc1 5 86,804,490 86,836,657 32,167 + 1

GeneID:65961 Utp3 5 88,554,483 88,556,083 1,600 + 2

GeneID:231413 Grsf1 5 88,659,237 88,676,171 16,934 - 1

GeneID:68473 Mob1b 5 88,720,871 88,758,455 37,584 + 1

GeneID:330119 Adamts3 5 89,673,841 89,883,334 209,493 - 1

GeneID:81702 Ankrd17 5 90,227,166 90,366,185 139,019 - 1

GeneID:791294 Gm9958 5 90,366,997 90,368,488 1,491 + 1

GeneID:68098 Rchy1 5 91,948,904 91,963,068 14,164 - 1

GeneID:23881 G3bp2 5 92,052,146 92,083,735 31,589 - 1

GeneID:56041 Uso1 5 92,137,938 92,202,795 64,857 + 1

GeneID:100040605Gm15710 5 92,140,238 92,140,969 731 - 1

GeneID:231452 Sdad1 5 92,284,010 92,310,024 26,014 - 1

GeneID:269113 Nup54 5 92,415,540 92,435,199 19,659 - 1

GeneID:12492 Scarb2 5 92,443,873 92,505,608 61,735 - 2

GeneID:78088 Sowahb 5 93,041,123 93,045,022 3,899 - 1

GeneID:52398 Sept11 5 93,093,457 93,174,958 81,501 + 1

GeneID:12453 Ccni 5 93,181,933 93,206,495 24,562 - 1

GeneID:75610 2010109A12Rik 5 93,206,518 93,213,474 6,956 + 1

GeneID:12452 Ccng2 5 93,267,573 93,276,231 8,658 + 1

GeneID:231464 Cnot6l 5 96,075,737 96,161,990 86,253 - 2

GeneID:231470 Fras1 5 96,373,955 96,784,728 410,773 + 1

GeneID:670358 Gm9484 5 96,996,203 96,997,534 1,331 - 1

GeneID:140780 Bmp2k 5 96,997,689 97,091,048 93,359 + 1

GeneID:231474 Paqr3 5 97,082,329 97,111,596 29,267 - 1

GeneID:97243 Naa11 5 97,382,209 97,392,330 10,121 - 1

GeneID:75814 4930467D21Rik 5 97,392,417 97,588,126 195,709 + 1

GeneID:71914 Antxr2 5 97,884,688 98,030,962 146,274 - 1

GeneID:14176 Fgf5 5 98,254,184 98,277,030 22,846 + 1

GeneID:75784 1700007G11Rik 5 98,329,304 98,802,019 472,715 + 1

GeneID:320292 Rasgef1b 5 99,217,420 99,252,927 35,507 - 1

GeneID:319818 A930011G23Rik 5 99,297,244 99,729,060 431,816 - 2

GeneID:11991 Hnrnpd 5 99,955,936 99,978,938 23,002 - 2

GeneID:101055652LOC101055652 5 99,978,935 99,979,653 718 + 2

GeneID:50926 Hnrpdl 5 100,033,577 100,039,222 5,645 - 1

GeneID:67870 Enoph1 5 100,039,994 100,068,765 28,771 + 1

GeneID:69162 Sec31a 5 100,361,649 100,416,234 54,585 - 1

GeneID:1005031995430416N02Rik 5 100,420,842 100,429,535 8,693 - 2

GeneID:191578 Helq 5 100,762,148 100,798,600 36,452 - 1

GeneID:68735 Mrps18c 5 100,798,759 100,804,467 5,708 + 1

GeneID:70681 Fam175a 5 100,804,802 100,820,935 16,133 - 1

GeneID:72145 Wdfy3 5 101,832,953 102,069,921 236,968 - 1

GeneID:101055666LOC101055666 5 102,069,185 102,071,782 2,597 + 1

GeneID:17355 Aff1 5 103,754,162 103,855,322 101,160 + 1

GeneID:246293 Klhl8 5 103,862,050 103,911,229 49,179 - 1

GeneID:18764 Pkd2 5 104,459,457 104,505,819 46,362 + 1

GeneID:100604 Lrrc8c 5 105,519,471 105,608,954 89,483 + 1

GeneID:231549 Lrrc8d 5 105,699,969 105,815,215 115,246 + 3
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GeneID:52397 Zfp644 5 106,616,741 106,696,830 80,089 - 1

GeneID:100504779LOC100504779 5 106,689,820 106,696,223 6,403 - 1

GeneID:12545 Cdc7 5 106,964,322 106,984,431 20,109 + 1

GeneID:21814 Tgfbr3 5 107,106,570 107,289,595 183,025 - 1

GeneID:14020 Evi5 5 107,744,795 107,875,107 130,312 - 1

GeneID:100503670Rpl5 5 107,900,528 107,909,005 8,477 + 1

GeneID:67266 Fam69a 5 107,908,042 107,987,077 79,035 - 1

GeneID:13486 Dr1 5 108,268,897 108,280,521 11,624 + 1

GeneID:100503802Gm10419 5 108,369,858 108,378,239 8,381 + 1

GeneID:231580 Gak 5 108,569,414 108,629,739 60,325 - 1

GeneID:72392 Tmem175 5 108,629,810 108,647,770 17,960 + 1

GeneID:15932 Idua 5 108,669,106 108,684,558 15,452 + 1

GeneID:116701 Fgfrl1 5 108,694,229 108,706,950 12,721 + 1

GeneID:403178 Plcxd1 5 110,099,969 110,105,953 5,984 + 2

GeneID:107999 Gtpbp6 5 110,103,977 110,108,197 4,220 - 2

GeneID:675812 Zfp605 5 110,110,092 110,129,794 19,702 + 2

GeneID:269682 Golga3 5 110,176,701 110,223,155 46,454 + 1

GeneID:71782 Ankle2 5 110,231,004 110,256,651 25,647 + 1

GeneID:72542 Pgam5 5 110,259,135 110,269,899 10,764 - 1

GeneID:19301 Pxmp2 5 110,274,286 110,286,168 11,882 - 1

GeneID:381667 Lrcol1 5 110,354,096 110,356,087 1,991 + 1

GeneID:381668 Fbrsl1 5 110,361,751 110,448,503 86,752 - 3

GeneID:100608 Noc4l 5 110,648,419 110,653,382 4,963 - 1

GeneID:69663 Ddx51 5 110,653,451 110,660,496 7,045 + 1

GeneID:75560 Ep400 5 110,664,373 110,770,717 106,344 - 1

GeneID:100504049Gm15559 5 110,770,949 110,779,260 8,311 + 1

GeneID:56361 Pus1 5 110,773,667 110,780,615 6,948 - 1

GeneID:22241 Ulk1 5 110,784,489 110,810,081 25,592 - 1

GeneID:50883 Chek2 5 110,840,017 110,874,133 34,116 + 1

GeneID:209683 Ttc28 5 110,879,803 111,289,780 409,977 + 2

GeneID:56305 Pitpnb 5 111,330,763 111,388,359 57,596 + 1

GeneID:433938 Mn1 5 111,418,166 111,457,025 38,859 + 2

GeneID:12960 Crybb1 5 112,255,821 112,269,582 13,761 + 1

GeneID:22022 Tpst2 5 112,276,707 112,315,356 38,649 + 2

GeneID:54723 Tfip11 5 112,326,369 112,338,073 11,704 + 1

GeneID:333048 Tmem211 5 113,226,909 113,239,263 12,354 + 1

GeneID:14747 Cmklr1 5 113,612,355 113,650,390 38,035 - 1

GeneID:53890 Sart3 5 113,742,446 113,771,649 29,203 - 3

GeneID:100041786Gm3511 5 113,767,100 113,767,414 314 + 2

GeneID:66383 Iscu 5 113,772,812 113,778,282 5,470 + 2

GeneID:23790 Coro1c 5 113,842,439 113,908,706 66,267 - 1

GeneID:100756 Usp30 5 114,100,333 114,122,924 22,591 + 2

GeneID:231642 Alkbh2 5 114,123,934 114,128,176 4,242 - 2

GeneID:22256 Ung 5 114,130,435 114,139,321 8,886 + 2

GeneID:330171 Kctd10 5 114,363,572 114,380,505 16,933 - 2

GeneID:117146 Ube3b 5 114,380,607 114,421,166 40,559 + 2

GeneID:77697 Mmab 5 114,431,034 114,444,027 12,993 - 1
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GeneID:17855 Mvk 5 114,444,306 114,460,591 16,285 + 1

GeneID:433940 Fam222a 5 114,568,251 114,613,218 44,967 + 1

GeneID:26431 Git2 5 114,727,408 114,773,492 46,084 - 2

GeneID:67642 4930515G01Rik 5 114,773,733 114,774,983 1,250 - 2

GeneID:68420 Ankrd13a 5 114,775,140 114,805,821 30,681 + 3

GeneID:100502733Gm19344 5 114,780,594 114,784,570 3,976 + 2

GeneID:66236 1500011B03Rik 5 114,808,196 114,813,976 5,780 - 2

GeneID:330173 2610524H06Rik 5 114,821,937 114,823,468 1,531 - 2

GeneID:74585 Sppl3 5 115,011,524 115,098,790 87,266 + 2

GeneID:11409 Acads 5 115,110,299 115,119,313 9,014 - 1

GeneID:106840 Unc119b 5 115,122,566 115,134,975 12,409 - 2

GeneID:109154 Mlec 5 115,142,981 115,158,176 15,195 - 2

GeneID:29867 Cabp1 5 115,168,691 115,186,121 17,430 - 1

GeneID:117109 Pop5 5 115,235,851 115,240,972 5,121 + 2

GeneID:50849 Rnf10 5 115,241,770 115,272,895 31,125 - 3

GeneID:52064 Coq5 5 115,279,702 115,296,972 17,270 + 2

GeneID:56455 Dynll1 5 115,297,110 115,300,990 3,880 - 1

GeneID:108014 Srsf9 5 115,327,177 115,333,080 5,903 + 2

GeneID:384281 Gatc 5 115,333,242 115,341,161 7,919 - 3

GeneID:69076 Triap1 5 115,341,247 115,343,552 2,305 + 2

GeneID:12861 Cox6a1 5 115,345,654 115,348,955 3,301 - 2

GeneID:17690 Msi1 5 115,429,685 115,454,202 24,517 + 1

GeneID:78154 4930430O22Rik 5 115,436,070 115,436,638 568 - 1

GeneID:19303 Pxn 5 115,506,702 115,555,986 49,284 + 3

GeneID:11837 Rplp0 5 115,559,467 115,563,729 4,262 + 2

GeneID:231659 Gcn1l1 5 115,565,263 115,622,654 57,391 + 2

GeneID:66123 1110006O24Rik 5 115,631,049 115,631,816 767 - 1

GeneID:77407 Rab35 5 115,631,987 115,647,158 15,171 + 1

GeneID:19079 Prkab1 5 116,013,590 116,024,428 10,838 - 1

GeneID:100502934Gm13842 5 116,026,411 116,029,230 2,819 - 1

GeneID:71954 Suds3 5 117,091,680 117,115,993 24,313 - 2

GeneID:330177 Taok3 5 117,120,129 117,275,101 154,972 + 3

GeneID:100039359Gm10399 5 117,318,497 117,319,238 741 - 1

GeneID:231668 Vsig10 5 117,319,266 117,355,006 35,740 + 2

GeneID:59043 Wsb2 5 117,357,305 117,378,589 21,284 + 2

GeneID:72151 Rfc5 5 117,379,145 117,389,023 9,878 - 1

GeneID:231670 Fbxo21 5 117,976,770 118,010,191 33,421 + 1

GeneID:57816 Tesc 5 118,027,824 118,061,870 34,046 + 1

GeneID:231672 Fbxw8 5 118,064,981 118,155,458 90,477 - 1

GeneID:76199 Med13l 5 118,560,719 118,765,438 204,719 + 1

GeneID:21386 Tbx3 5 119,670,669 119,684,601 13,932 + 1

GeneID:71772 Plbd2 5 120,483,893 120,503,623 19,730 - 1

GeneID:170756 Slc24a6 5 120,511,192 120,534,024 22,832 + 1

GeneID:252972 Tpcn1 5 120,534,157 120,588,613 54,456 - 1

GeneID:75732 Iqcd 5 120,589,023 120,607,113 18,090 + 1

GeneID:14357 Dtx1 5 120,680,264 120,711,669 31,405 - 2

GeneID:19247 Ptpn11 5 121,130,533 121,191,397 60,864 - 1
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GeneID:19988 Rpl6 5 121,204,501 121,209,241 4,740 + 1

GeneID:269700 Gm15800 5 121,220,219 121,368,577 148,358 + 1

GeneID:231713 Naa25 5 121,397,982 121,440,113 42,131 + 1

GeneID:67397 Erp29 5 121,444,753 121,452,474 7,721 - 1

GeneID:77462 Tmem116 5 121,452,709 121,495,421 42,712 + 1

GeneID:17165 Mapkapk5 5 121,525,051 121,545,892 20,841 - 1

GeneID:11669 Aldh2 5 121,567,687 121,593,824 26,137 - 1

GeneID:338350 Acad12 5 121,598,281 121,618,938 20,657 - 1

GeneID:71985 Acad10 5 121,621,029 121,660,510 39,481 - 1

GeneID:72399 Brap 5 121,660,586 121,687,248 26,662 + 1

GeneID:20239 Atxn2 5 121,711,609 121,814,950 103,341 + 1

GeneID:16923 Sh2b3 5 121,817,215 121,836,801 19,586 - 3

GeneID:231717 Fam109a 5 121,849,028 121,854,599 5,571 + 1

GeneID:13048 Cux2 5 121,860,216 122,047,825 187,609 - 2

GeneID:19047 Ppp1cc 5 122,158,279 122,175,269 16,990 + 1

GeneID:654470 Tctn1 5 122,241,515 122,264,460 22,945 - 1

GeneID:320717 Pptc7 5 122,284,398 122,324,281 39,883 + 2

GeneID:231724 Rad9b 5 122,325,508 122,354,195 28,687 - 1

GeneID:56433 Vps29 5 122,354,413 122,363,287 8,874 + 2

GeneID:68948 Fam216a 5 122,364,584 122,371,963 7,379 - 2

GeneID:68080 Gpn3 5 122,372,508 122,382,771 10,263 + 2

GeneID:56378 Arpc3 5 122,391,928 122,406,178 14,250 + 1

GeneID:56317 Anapc7 5 122,422,444 122,444,912 22,468 + 1

GeneID:11938 Atp2a2 5 122,453,513 122,502,225 48,712 - 1

GeneID:207565 Camkk2 5 122,731,170 122,779,410 48,240 - 1

GeneID:59008 Anapc5 5 122,787,459 122,821,339 33,880 - 2

GeneID:80751 Rnf34 5 122,850,188 122,868,945 18,757 + 1

GeneID:30841 Kdm2b 5 122,870,668 122,989,092 118,424 - 2

GeneID:109202 A930024E05Rik 5 122,989,354 122,998,345 8,991 + 1

GeneID:100039895Gm2479 5 123,007,299 123,012,872 5,573 - 1

GeneID:109305 Orai1 5 123,015,074 123,030,452 15,378 + 1

GeneID:330189 Tmem120b 5 123,076,275 123,117,445 41,170 + 1

GeneID:23912 Rhof 5 123,118,180 123,132,629 14,449 - 3

GeneID:74366 4932422M17Rik 5 123,138,252 123,141,563 3,311 + 4

GeneID:208043 Setd1b 5 123,142,193 123,168,630 26,437 + 4

GeneID:67151 Psmd9 5 123,228,190 123,250,126 21,936 + 1

GeneID:77045 Bcl7a 5 123,344,448 123,374,083 29,635 + 1

GeneID:66593 Diablo 5 123,511,330 123,524,164 12,834 - 1

GeneID:77573 Vps33a 5 123,528,757 123,573,015 44,258 - 1

GeneID:56430 Clip1 5 123,579,070 123,684,291 105,221 - 1

GeneID:208606 Rsrc2 5 123,728,430 123,749,412 20,982 - 1

GeneID:208628 Kntc1 5 123,749,726 123,821,593 71,867 + 1

GeneID:68184 Denr 5 123,907,275 123,928,832 21,557 + 1

GeneID:330192 Vps37b 5 124,004,641 124,032,260 27,619 - 1

GeneID:66627 Ogfod2 5 124,112,338 124,115,476 3,138 + 2

GeneID:65105 Arl6ip4 5 124,116,108 124,118,195 2,087 + 2

GeneID:19679 Pitpnm2 5 124,118,690 124,216,418 97,728 - 2
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GeneID:269702 Mphosph9 5 124,250,959 124,328,451 77,492 - 1

GeneID:13445 Cdk2ap1 5 124,345,439 124,354,628 9,189 - 2

GeneID:243272 Sbno1 5 124,368,702 124,425,914 57,212 - 1

GeneID:75695 Rilpl1 5 124,493,080 124,531,391 38,311 - 2

GeneID:56334 Tmed2 5 124,540,791 124,550,503 9,712 + 3

GeneID:67848 Ddx55 5 124,552,864 124,569,660 16,796 + 1

GeneID:67978 Tctn2 5 124,598,749 124,627,738 28,989 + 1

GeneID:21871 Atp6v0a2 5 124,629,067 124,646,816 17,749 + 1

GeneID:215707 Ccdc92 5 124,834,432 124,862,221 27,789 - 1

GeneID:269704 Zfp664 5 124,862,705 124,888,630 25,925 + 1

GeneID:20602 Ncor2 5 125,017,153 125,179,214 162,061 - 5

GeneID:20778 Scarb1 5 125,277,087 125,341,094 64,007 - 1

GeneID:22190 Ubc 5 125,385,965 125,390,017 4,052 - 1

GeneID:208213 Tmem132c 5 127,241,826 127,565,790 323,964 + 1

GeneID:100561 Slc15a4 5 127,595,666 127,617,392 21,726 - 1

GeneID:19384 Ran 5 129,020,156 129,024,321 4,165 + 1

GeneID:231769 Sfswap 5 129,501,231 129,571,384 70,153 + 1

GeneID:23948 Mmp17 5 129,584,214 129,608,211 23,997 + 1

GeneID:74222 Sept14 5 129,683,391 129,708,511 25,120 - 1

GeneID:66258 Mrps17 5 129,715,528 129,718,691 3,163 + 1

GeneID:14467 Gbas 5 129,725,075 129,758,325 33,250 + 1

GeneID:100678 Psph 5 129,765,558 129,787,253 21,695 - 1

GeneID:12466 Cct6a 5 129,787,385 129,794,500 7,115 + 1

GeneID:100113364Snora15 5 129,794,561 129,794,676 115 + 1

GeneID:18682 Phkg1 5 129,863,435 129,879,083 15,648 - 1

GeneID:14004 Chchd2 5 129,881,161 129,887,470 6,309 - 1

GeneID:71970 2410018M08Rik 5 129,895,723 129,903,623 7,900 + 1

GeneID:56715 Rabgef1 5 130,171,819 130,214,337 42,518 + 1

GeneID:71667 Tmem248 5 130,219,744 130,243,765 24,021 + 1

GeneID:66711 Sbds 5 130,245,732 130,255,462 9,730 - 1

GeneID:100929 Tyw1 5 130,255,619 130,341,567 85,948 + 1

GeneID:319974 Auts2 5 131,437,682 132,542,343 1,104,661 - 3

GeneID:80909 Gatsl2 5 134,099,748 134,141,782 42,034 + 1

GeneID:94254 Wbscr16 5 134,148,058 134,176,767 28,709 - 1

GeneID:114674 Gtf2ird2 5 134,184,038 134,218,143 34,105 + 1

GeneID:14886 Gtf2i 5 134,237,834 134,314,746 76,912 - 1

GeneID:269713 Clip2 5 134,489,386 134,552,434 63,048 - 1

GeneID:214292 Syna 5 134,557,254 134,560,171 2,917 - 1

GeneID:22384 Eif4h 5 134,619,876 134,639,328 19,452 - 1

GeneID:16885 Limk1 5 134,656,039 134,688,590 32,551 - 1

GeneID:100038504Gm10369 5 134,676,490 134,680,145 3,655 + 1

GeneID:20907 Stx1a 5 135,023,572 135,051,099 27,527 + 1

GeneID:66138 Wbscr22 5 135,052,957 135,064,666 11,709 - 1

GeneID:66114 Dnajc30 5 135,064,206 135,065,365 1,159 + 1

GeneID:194309 Vps37d 5 135,072,900 135,078,266 5,366 - 1

GeneID:58805 Mlxipl 5 135,106,891 135,138,382 31,491 + 1

GeneID:27368 Tbl2 5 135,149,711 135,162,662 12,951 + 2
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GeneID:12054 Bcl7b 5 135,168,372 135,181,852 13,480 + 2

GeneID:22385 Baz1b 5 135,187,323 135,246,129 58,806 + 2

GeneID:14371 Fzd9 5 135,248,938 135,251,047 2,109 - 1

GeneID:107939 Pom121 5 135,376,140 135,394,546 18,406 - 1

GeneID:215114 Hip1 5 135,406,518 135,545,122 138,604 - 1

GeneID:18984 Por 5 135,689,214 135,735,325 46,111 + 1

GeneID:215210 Tmem120a 5 135,735,490 135,744,172 8,682 - 1

GeneID:76571 Styxl1 5 135,747,220 135,778,385 31,165 - 2

GeneID:17448 Mdh2 5 135,778,649 135,790,386 11,737 + 1

GeneID:22628 Ywhag 5 135,908,379 135,934,641 26,262 - 1

GeneID:23921 Sh2b2 5 136,218,149 136,244,903 26,754 - 2

GeneID:13047 Cux1 5 136,248,135 136,567,431 319,296 - 2

GeneID:140709 Col26a1 5 136,741,764 136,883,107 141,343 - 1

GeneID:67286 Rabl5 5 136,908,150 136,913,244 5,094 + 1

GeneID:70103 Znhit1 5 136,982,201 136,987,882 5,681 - 1

GeneID:26433 Plod3 5 136,987,019 136,996,646 9,627 + 1

GeneID:735283 Mir702 5 136,991,433 136,991,541 108 + 1

GeneID:381677 Vgf 5 137,030,295 137,033,351 3,056 + 1

GeneID:11769 Ap1s1 5 137,034,994 137,046,060 11,066 - 1

GeneID:11423 Ache 5 137,288,277 137,294,463 6,186 + 1

GeneID:70240 Ufsp1 5 137,294,669 137,295,664 995 + 1

GeneID:83701 Srrt 5 137,295,704 137,307,674 11,970 - 3

GeneID:22051 Trip6 5 137,309,899 137,314,241 4,342 - 2

GeneID:83704 Slc12a9 5 137,314,558 137,333,582 19,024 - 3

GeneID:13846 Ephb4 5 137,350,109 137,374,522 24,413 + 1

GeneID:74097 Pop7 5 137,501,439 137,502,429 990 - 1

GeneID:57330 Gigyf1 5 137,518,880 137,527,935 9,055 + 4

GeneID:14693 Gnb2 5 137,528,129 137,533,229 5,100 - 3

GeneID:71176 Fbxo24 5 137,612,505 137,625,078 12,573 - 1

GeneID:231798 Lrch4 5 137,629,123 137,641,099 11,976 + 1

GeneID:100316903Gm20605 5 137,629,123 137,642,896 13,773 + 1

GeneID:243300 Nyap1 5 137,730,948 137,739,998 9,050 - 2

GeneID:78829 Tsc22d4 5 137,745,969 137,768,453 22,484 + 2

GeneID:69871 Ppp1r35 5 137,778,918 137,780,107 1,189 + 2

GeneID:231803 Mepce 5 137,781,906 137,786,701 4,795 - 2

GeneID:381678 Zcwpw1 5 137,787,802 137,822,621 34,819 + 2

GeneID:74570 Zkscan1 5 138,085,084 138,107,822 22,738 + 1

GeneID:26893 Cops6 5 138,161,102 138,163,984 2,882 + 1

GeneID:17220 Mcm7 5 138,164,589 138,171,862 7,273 - 1

GeneID:723926 Mir25 5 138,165,321 138,165,404 83 - 1

GeneID:723885 Mir93 5 138,165,523 138,165,610 87 - 1

GeneID:723925 Mir106b 5 138,165,737 138,165,818 81 - 1

GeneID:11781 Ap4m1 5 138,172,021 138,178,687 6,666 + 1

GeneID:21343 Taf6 5 138,178,617 138,187,186 8,569 - 1

GeneID:66096 Lamtor4 5 138,255,482 138,259,395 3,913 + 1

GeneID:231807 BC037034 5 138,259,658 138,264,052 4,394 - 1

GeneID:69004 6330418K02Rik 5 138,264,045 138,266,661 2,616 + 1
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GeneID:330217 Gal3st4 5 138,264,925 138,272,754 7,829 - 1

GeneID:71951 Gpc2 5 138,273,660 138,279,937 6,277 - 1

GeneID:72154 Zfp157 5 138,441,476 138,460,694 19,218 + 1

GeneID:80752 Fam20c 5 138,755,081 138,810,063 54,982 + 1

GeneID:18590 Pdgfa 5 138,976,971 138,994,953 17,982 - 3

GeneID:433956 Heatr2 5 139,150,223 139,186,505 36,282 + 1

GeneID:77053 Sun1 5 139,200,637 139,249,839 49,202 + 1

GeneID:545817 Cyp2w1 5 139,352,617 139,357,033 4,416 + 1

GeneID:73212 3110082I17Rik 5 139,359,739 139,460,534 100,795 - 3

GeneID:723898 Mir339 5 139,369,650 139,369,745 95 - 1

GeneID:320197 D830046C22Rik 5 139,377,697 139,380,053 2,356 + 2

GeneID:80290 Gpr146 5 139,380,667 139,396,414 15,747 + 2

GeneID:100494 Zfand2a 5 139,471,216 139,484,491 13,275 - 1

GeneID:74973 4930500L23Rik 5 139,523,751 139,541,339 17,588 + 1

GeneID:22255 Uncx 5 139,543,898 139,548,179 4,281 + 1

GeneID:68510 Ints1 5 139,751,282 139,775,678 24,396 - 1

GeneID:17135 Mafk 5 139,791,536 139,802,652 11,116 + 2

GeneID:231832 Tmem184a 5 139,804,952 139,814,283 9,331 - 1

GeneID:66506 Psmg3 5 139,823,594 139,826,843 3,249 - 1

GeneID:243312 Elfn1 5 139,907,943 139,974,725 66,782 + 1

GeneID:17120 Mad1l1 5 140,008,689 140,321,552 312,863 - 1

GeneID:68017 Ftsj2 5 140,327,674 140,331,898 4,224 - 1

GeneID:17766 Nudt1 5 140,331,922 140,338,135 6,213 + 1

GeneID:27979 Eif3b 5 140,419,305 140,443,358 24,053 + 1

GeneID:16848 Lfng 5 140,607,341 140,615,545 8,204 + 2

GeneID:791272 Gm10091 5 140,615,695 140,618,343 2,648 + 2

GeneID:78339 Ttyh3 5 140,620,578 140,649,031 28,453 - 2

GeneID:74239 Iqce 5 140,663,505 140,702,378 38,873 - 1

GeneID:231841 Brat1 5 140,705,023 140,719,334 14,311 + 1

GeneID:14673 Gna12 5 140,759,944 140,830,431 70,487 - 1

GeneID:17425 Foxk1 5 142,401,497 142,462,015 60,518 + 2

GeneID:231855 Ap5z1 5 142,463,931 142,478,715 14,784 + 1

GeneID:231858 Radil 5 142,484,841 142,551,077 66,236 - 1

GeneID:231861 Tnrc18 5 142,724,605 142,817,387 92,782 - 4

GeneID:231863 Fbxl18 5 142,871,789 142,895,238 23,449 - 2

GeneID:11461 Actb 5 142,903,116 142,906,724 3,608 - 2

GeneID:14086 Fscn1 5 142,960,355 142,973,189 12,834 + 1

GeneID:231866 Zfp12 5 143,235,208 143,247,970 12,762 + 1

GeneID:54201 Zfp316 5 143,249,695 143,270,022 20,327 - 1

GeneID:330230 Zfp853 5 143,287,594 143,292,404 4,810 - 1

GeneID:231868 E130309D02Rik 5 143,301,072 143,315,360 14,288 - 1

GeneID:72881 Zdhhc4 5 143,316,489 143,329,238 12,749 - 2

GeneID:67672 0610040B10Rik 5 143,329,308 143,332,704 3,396 + 1

GeneID:66913 Kdelr2 5 143,403,820 143,421,904 18,084 + 1

GeneID:19353 Rac1 5 143,505,481 143,527,993 22,512 - 1

GeneID:19159 Cyth3 5 143,622,447 143,710,250 87,803 + 1

GeneID:231874 Ccz1 5 143,987,909 144,014,853 26,944 - 1
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GeneID:18261 Ocm 5 144,019,807 144,050,609 30,802 - 1

GeneID:231876 Lmtk2 5 144,100,436 144,188,204 87,768 + 1

GeneID:55950 Bri3 5 144,244,437 144,264,573 20,136 + 1

GeneID:66898 Baiap2l1 5 144,264,525 144,358,112 93,587 - 1

GeneID:75873 4930568B11Rik 5 144,544,888 144,546,036 1,148 - 1

GeneID:53324 Nptx2 5 144,545,887 144,557,478 11,591 + 1

GeneID:243339 Tmem130 5 144,735,915 144,761,578 25,663 - 1

GeneID:100683 Trrap 5 144,768,792 144,859,773 90,981 + 1

GeneID:75788 Smurf1 5 144,876,495 144,965,830 89,335 - 1

GeneID:56443 Arpc1a 5 145,083,869 145,108,756 24,887 + 2

GeneID:11867 Arpc1b 5 145,114,256 145,128,186 13,930 + 1

GeneID:231887 Pdap1 5 145,128,770 145,140,089 11,319 - 1

GeneID:231889 Bud31 5 145,140,397 145,148,074 7,677 + 1

GeneID:71799 Ptcd1 5 145,147,378 145,167,104 19,726 - 2

GeneID:54188 Cpsf4 5 145,167,224 145,182,040 14,816 + 1

GeneID:22757 Zkscan5 5 145,204,559 145,221,750 17,191 + 1

GeneID:72611 Zfp655 5 145,231,715 145,247,306 15,591 + 1

GeneID:666311 Zscan25 5 145,283,343 145,291,469 8,126 + 1

GeneID:74132 Rnf6 5 146,209,193 146,221,457 12,264 - 1

GeneID:264064 Cdk8 5 146,231,675 146,302,874 71,199 + 1

GeneID:19933 Rpl21 5 146,832,890 146,837,032 4,142 + 1

GeneID:66596 Gtf3a 5 146,948,657 146,955,614 6,957 + 1

GeneID:76366 Mtif3 5 146,951,573 146,963,797 12,224 - 1

GeneID:140887 Lnx2 5 147,016,655 147,076,572 59,917 - 1

GeneID:20018 Polr1d 5 147,077,541 147,111,359 33,818 + 1

GeneID:100039805D5Ertd605e 5 147,418,620 147,423,044 4,424 + 1

GeneID:72587 Pan3 5 147,430,580 147,548,501 117,921 + 1

GeneID:14254 Flt1 5 147,562,196 147,725,988 163,792 - 1

GeneID:66537 Pomp 5 147,860,628 147,875,778 15,150 + 1

GeneID:11987 Slc7a1 5 148,327,410 148,399,904 72,494 - 1

GeneID:231912 Katnal1 5 148,871,584 148,928,647 57,063 - 1

GeneID:15289 Hmgb1 5 149,047,227 149,053,037 5,810 - 1

GeneID:69657 2310047D07Rik 5 149,237,154 149,237,987 833 + 1

GeneID:15505 Hsph1 5 149,616,845 149,636,315 19,470 - 1

GeneID:100503999Gm20005 5 149,641,602 149,648,163 6,561 + 1

GeneID:433968 Gm5566 5 149,660,652 149,668,937 8,285 - 1

GeneID:381694 B3galtl 5 149,678,257 149,762,599 84,342 + 1

GeneID:100637 N4bp2l1 5 150,571,643 150,594,525 22,882 - 1

GeneID:381695 N4bp2l2 5 150,635,973 150,665,612 29,639 - 2

GeneID:100710 Pds5b 5 150,673,827 150,810,669 136,842 + 2

GeneID:16591 Kl 5 150,952,607 150,993,817 41,210 + 1

GeneID:213819 Casd1 6 4,601,066 4,643,381 42,315 + 1

GeneID:100040018Gm9835 6 4,893,352 4,903,214 9,862 - 1

GeneID:243725 Ppp1r9a 6 4,903,320 5,165,661 262,341 + 1

GeneID:50799 Slc25a13 6 6,041,218 6,217,173 175,955 - 1

GeneID:101056138LOC101056138 6 6,222,535 6,280,821 58,286 + 1

GeneID:13395 Dlx5 6 6,877,805 6,882,068 4,263 - 1
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GeneID:252875 Mios 6 8,209,227 8,236,274 27,047 + 1

GeneID:75725 Phf14 6 11,925,881 12,081,198 155,317 + 1

GeneID:71900 Tmem106b 6 13,069,759 13,089,269 19,510 + 1

GeneID:101118 Tmem168 6 13,580,689 13,608,063 27,374 - 1

GeneID:64450 Gpr85 6 13,835,071 13,839,848 4,777 - 1

GeneID:114142 Foxp2 6 14,901,349 15,441,977 540,628 + 1

GeneID:16543 Mdfic 6 15,720,661 15,802,169 81,508 + 1

GeneID:100504308Gm15473 6 17,058,803 17,064,996 6,193 - 1

GeneID:21753 Tes 6 17,065,149 17,105,825 40,676 + 1

GeneID:30785 Cttnbp2 6 18,366,477 18,514,825 148,348 - 1

GeneID:16508 Kcnd2 6 21,216,109 21,729,805 513,696 + 1

GeneID:73178 Wasl 6 24,613,810 24,664,995 51,185 - 1

GeneID:319832 Tmem229a 6 24,951,141 24,956,125 4,984 - 1

GeneID:14763 Gpr37 6 25,668,523 25,689,980 21,457 - 1

GeneID:627049 Zfp800 6 28,239,931 28,261,601 21,670 - 1

GeneID:56463 Snd1 6 28,480,348 28,888,832 408,484 + 2

GeneID:192198 Lrrc4 6 28,828,126 28,831,747 3,621 - 2

GeneID:68272 Rbm28 6 29,123,573 29,164,724 41,151 - 1

GeneID:101359 Prrt4 6 29,169,230 29,179,584 10,354 - 1

GeneID:232664 Ccdc136 6 29,398,926 29,426,995 28,069 + 1

GeneID:68794 Flnc 6 29,433,153 29,461,888 28,735 + 1

GeneID:27056 Irf5 6 29,526,625 29,537,320 10,695 + 1

GeneID:319757 Smo 6 29,735,497 29,761,366 25,869 + 2

GeneID:74340 Ahcyl2 6 29,768,443 29,912,310 143,867 + 1

GeneID:18181 Nrf1 6 30,047,988 30,153,458 105,470 + 1

GeneID:22214 Ube2h 6 30,211,289 30,304,539 93,250 - 1

GeneID:17294 Mest 6 30,733,506 30,748,466 14,960 + 1

GeneID:723930 Mir335 6 30,741,299 30,741,396 97 + 1

GeneID:54160 Copg2 6 30,748,411 30,750,638 2,227 - 1

GeneID:619665 Klf14 6 30,956,021 30,958,990 2,969 - 1

GeneID:100503869Gm13845 6 31,366,885 31,398,773 31,888 - 1

GeneID:27418 Mkln1 6 31,398,828 31,509,482 110,654 + 1

GeneID:27205 Podxl 6 31,519,493 31,563,937 44,444 - 1

GeneID:58246 Slc35b4 6 34,155,879 34,177,054 21,175 - 1

GeneID:11677 Akr1b3 6 34,303,930 34,317,489 13,559 - 1

GeneID:109624 Cald1 6 34,709,444 34,775,469 66,025 + 1

GeneID:76223 Agbl3 6 34,780,432 34,857,932 77,500 + 1

GeneID:70699 Nup205 6 35,177,616 35,247,599 69,983 + 1

GeneID:14489 Mtpn 6 35,508,824 35,539,888 31,064 - 1

GeneID:208647 Creb3l2 6 37,331,021 37,442,148 111,127 - 1

GeneID:21848 Trim24 6 37,870,811 37,966,292 95,481 + 1

GeneID:209032 Zc3hav1l 6 38,287,394 38,299,259 11,865 - 1

GeneID:78781 Zc3hav1 6 38,310,497 38,354,603 44,106 - 1

GeneID:264134 Ttc26 6 38,381,524 38,427,647 46,123 + 1

GeneID:320538 Ubn2 6 38,433,925 38,512,763 78,838 + 1

GeneID:74253 Klrg2 6 38,626,660 38,637,239 10,579 - 1

GeneID:15258 Hipk2 6 38,697,840 38,876,190 178,350 - 2

Page 275 of 1163



GeneID:243771 Parp12 6 39,086,412 39,118,349 31,937 - 1

GeneID:75379 4930599N23Rik 6 39,118,473 39,148,312 29,839 + 1

GeneID:338523 Jhdm1d 6 39,136,620 39,206,773 70,153 - 1

GeneID:72144 Slc37a3 6 39,334,770 39,377,707 42,937 - 1

GeneID:19331 Rab19 6 39,381,428 39,390,380 8,952 + 1

GeneID:54484 Mkrn1 6 39,397,821 39,420,369 22,548 - 1

GeneID:209773 Dennd2a 6 39,462,378 39,557,834 95,456 - 1

GeneID:109880 Braf 6 39,603,237 39,725,463 122,226 - 1

GeneID:22793 Zyx 6 42,349,828 42,358,395 8,567 + 1

GeneID:13835 Epha1 6 42,358,487 42,373,268 14,781 - 1

GeneID:320946 A930035D04Rik 6 47,452,390 47,460,855 8,465 - 1

GeneID:26965 Cul1 6 47,454,324 47,526,139 71,815 + 1

GeneID:14056 Ezh2 6 47,530,274 47,595,030 64,756 - 1

GeneID:330301 Zfp786 6 47,819,266 47,830,505 11,239 - 1

GeneID:272347 Zfp398 6 47,835,661 47,868,257 32,596 + 1

GeneID:101095 Zfp282 6 47,877,555 47,908,485 30,930 + 1

GeneID:232784 Zfp212 6 47,920,568 47,932,639 12,071 + 1

GeneID:232785 Zfp783 6 47,943,175 47,954,549 11,374 + 1

GeneID:101197 Zfp956 6 47,953,390 47,965,300 11,910 + 1

GeneID:72306 Zfp777 6 48,024,188 48,048,114 23,926 - 2

GeneID:68910 Zfp467 6 48,427,692 48,445,825 18,133 - 2

GeneID:243369 Sspo 6 48,448,229 48,501,250 53,021 + 2

GeneID:330305 Gm5111 6 48,589,445 48,590,584 1,139 + 2

GeneID:58887 Repin1 6 48,593,883 48,599,082 5,199 + 3

GeneID:75593 Malsu1 6 49,073,795 49,084,717 10,922 + 1

GeneID:140488 Igf2bp3 6 49,085,218 49,214,954 129,736 - 3

GeneID:101214 Tra2a 6 49,243,921 49,264,052 20,131 - 1

GeneID:71720 Osbpl3 6 50,293,327 50,456,170 162,843 - 1

GeneID:73183 5430402O13Rik 6 50,566,643 50,594,865 28,222 + 1

GeneID:70821 4921507P07Rik 6 50,573,304 50,596,590 23,286 - 1

GeneID:387166 Mir148a 6 51,269,812 51,269,910 98 - 1

GeneID:18025 Nfe2l3 6 51,432,670 51,458,768 26,098 + 1

GeneID:15394 Hoxa1 6 52,155,367 52,158,317 2,950 - 1

GeneID:100504068Gm15051 6 52,158,524 52,162,289 3,765 + 1

GeneID:15399 Hoxa2 6 52,162,511 52,164,831 2,320 - 1

GeneID:100503966LOC100503966 6 52,165,674 52,169,576 3,902 + 1

GeneID:15400 Hoxa3 6 52,169,062 52,213,067 44,005 - 2

GeneID:72628 2700086A05Rik 6 52,201,124 52,213,597 12,473 + 2

GeneID:15402 Hoxa5 6 52,201,754 52,204,587 2,833 - 1

GeneID:15403 Hoxa6 6 52,206,365 52,208,624 2,259 - 1

GeneID:100736249Mira 6 52,214,491 52,215,288 797 - 2

GeneID:15404 Hoxa7 6 52,215,623 52,218,573 2,950 - 2

GeneID:15405 Hoxa9 6 52,224,054 52,227,370 3,316 - 3

GeneID:723820 Mir196b 6 52,230,081 52,230,165 84 - 3

GeneID:15395 Hoxa10 6 52,231,197 52,240,854 9,657 - 3

GeneID:15396 Hoxa11 6 52,242,106 52,245,767 3,661 - 1

GeneID:58875 Hibadh 6 52,546,230 52,640,300 94,070 - 1
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GeneID:52440 Tax1bp1 6 52,713,729 52,766,780 53,051 + 1

GeneID:66873 Tril 6 53,815,468 53,820,825 5,357 - 1

GeneID:69993 Chn2 6 54,039,932 54,301,812 261,880 + 1

GeneID:1000420569130019P16Rik 6 54,269,681 54,430,221 160,540 - 1

GeneID:69938 Scrn1 6 54,508,816 54,566,382 57,566 - 1

GeneID:231997 Fkbp14 6 54,577,605 54,593,128 15,523 - 1

GeneID:231999 Plekha8 6 54,595,111 54,645,823 50,712 + 1

GeneID:107607 Nod1 6 54,923,942 54,972,612 48,670 - 1

GeneID:353172 Gars 6 55,038,001 55,079,504 41,503 + 1

GeneID:11517 Adcyap1r1 6 55,451,980 55,501,455 49,475 + 1

GeneID:78937 Avl9 6 56,714,905 56,761,911 47,006 + 1

GeneID:107569 Nt5c3 6 56,882,400 56,923,932 41,532 - 1

GeneID:73998 Herc3 6 58,833,700 58,920,398 86,698 + 1

GeneID:13990 Smarcad1 6 65,042,667 65,116,049 73,382 + 1

GeneID:68169 Ndnf 6 65,671,611 65,706,930 35,319 + 1

GeneID:75373 4930597O21Rik 6 66,894,644 66,921,502 26,858 - 1

GeneID:14701 Gng12 6 66,896,397 67,021,361 124,964 + 1

GeneID:13197 Gadd45a 6 67,035,096 67,037,407 2,311 - 1

GeneID:320172 E230016M11Rik 6 67,036,599 67,080,652 44,053 + 1

GeneID:66870 Serbp1 6 67,266,979 67,289,302 22,323 + 1

GeneID:68477 Rmnd5a 6 71,388,634 71,440,637 52,003 - 1

GeneID:22644 Rnf103 6 71,493,894 71,510,881 16,987 + 1

GeneID:66700 Chmp3 6 71,543,854 71,581,574 37,720 + 1

GeneID:104263 Kdm3a 6 71,588,972 71,632,905 43,933 - 1

GeneID:52250 Reep1 6 71,707,681 71,810,710 103,029 + 1

GeneID:20454 St3gal5 6 72,097,613 72,154,570 56,957 + 1

GeneID:71093 Atoh8 6 72,206,177 72,235,577 29,400 - 1

GeneID:28035 Usp39 6 72,318,676 72,345,175 26,499 - 1

GeneID:68364 0610030E20Rik 6 72,347,317 72,353,162 5,845 + 2

GeneID:232086 Tmem150a 6 72,355,483 72,359,762 4,279 + 2

GeneID:66510 Rnf181 6 72,359,714 72,362,381 2,667 - 1

GeneID:53620 Vamp5 6 72,368,049 72,380,468 12,419 - 2

GeneID:22320 Vamp8 6 72,385,221 72,390,667 5,446 - 1

GeneID:56316 Ggcx 6 72,414,333 72,430,707 16,374 + 1

GeneID:232087 Mat2a 6 72,432,799 72,439,558 6,759 - 1

GeneID:78108 4930414L22Rik 6 72,438,683 72,440,615 1,932 + 1

GeneID:21415 Tcf7l1 6 72,626,380 72,788,956 162,576 - 1

GeneID:74287 Kcmf1 6 72,841,114 72,899,979 58,865 - 2

GeneID:19240 Tmsb10 6 72,957,347 72,958,748 1,401 - 1

GeneID:15277 Hk2 6 82,725,025 82,774,454 49,429 - 1

GeneID:16950 Loxl3 6 83,034,224 83,052,564 18,340 + 2

GeneID:64704 Htra2 6 83,051,266 83,054,571 3,305 - 2

GeneID:11993 Aup1 6 83,054,653 83,057,682 3,029 + 2

GeneID:93838 Dqx1 6 83,057,844 83,067,219 9,375 + 3

GeneID:21909 Tlx2 6 83,068,325 83,070,225 1,900 - 1

GeneID:69837 Pcgf1 6 83,078,390 83,080,855 2,465 + 1

GeneID:243510 Ccdc142 6 83,101,516 83,109,121 7,605 + 2
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GeneID:68499 Mrpl53 6 83,109,108 83,109,932 824 + 2

GeneID:57377 Mogs 6 83,115,506 83,118,898 3,392 + 2

GeneID:22377 Wbp1 6 83,119,044 83,121,461 2,417 - 2

GeneID:70020 Ino80b 6 83,121,828 83,125,029 3,201 - 2

GeneID:20166 Rtkn 6 83,135,808 83,152,579 16,771 + 2

GeneID:75659 Wdr54 6 83,152,710 83,156,379 3,669 - 2

GeneID:71837 1700003E16Rik 6 83,156,404 83,162,975 6,571 + 2

GeneID:13191 Dctn1 6 83,165,924 83,200,118 34,194 + 2

GeneID:17768 Mthfd2 6 83,305,704 83,317,604 11,900 - 2

GeneID:232157 Mob1a 6 83,326,039 83,340,949 14,910 + 2

GeneID:78653 Bola3 6 83,349,484 83,358,392 8,908 + 1

GeneID:194388 Tet3 6 83,362,373 83,441,678 79,305 - 2

GeneID:320775 B230319C09Rik 6 83,441,755 83,448,322 6,567 + 2

GeneID:232174 Cyp26b1 6 84,571,414 84,593,908 22,494 - 2

GeneID:75914 Exoc6b 6 84,618,486 85,069,513 451,027 - 1

GeneID:94282 Sfxn5 6 85,213,051 85,333,422 120,371 - 1

GeneID:52055 Rab11fip5 6 85,334,962 85,374,634 39,672 - 2

GeneID:735267 Mir705 6 85,336,292 85,336,373 81 - 1

GeneID:384452 Noto 6 85,423,886 85,428,877 4,991 + 1

GeneID:232187 Smyd5 6 85,431,976 85,446,429 14,453 + 1

GeneID:330369 Fbxo41 6 85,469,578 85,502,886 33,308 - 2

GeneID:13656 Egr4 6 85,511,122 85,513,542 2,420 - 1

GeneID:236266 Alms1 6 85,587,531 85,702,751 115,220 + 1

GeneID:26910 Figla 6 86,017,191 86,020,996 3,805 + 1

GeneID:21802 Tgfa 6 86,195,251 86,275,449 80,198 + 1

GeneID:66488 Fam136a 6 86,365,683 86,370,058 4,375 + 2

GeneID:68011 Snrpg 6 86,371,540 86,378,902 7,362 + 2

GeneID:66881 Pcyox1 6 86,386,006 86,397,150 11,144 - 2

GeneID:21841 Tia1 6 86,404,219 86,433,405 29,186 + 2

GeneID:23983 Pcbp1 6 86,524,494 86,526,171 1,677 - 1

GeneID:72012 1600020E01Rik 6 86,527,330 86,564,449 37,119 + 1

GeneID:23885 Gmcl1 6 86,691,768 86,733,378 41,610 - 1

GeneID:11746 Anxa4 6 86,736,840 86,793,584 56,744 - 1

GeneID:14583 Gfpt1 6 87,042,846 87,092,207 49,361 + 1

GeneID:100503261Gm19618 6 87,707,198 87,722,084 14,886 - 1

GeneID:58229 Efcc1 6 87,730,869 87,755,912 25,043 + 1

GeneID:69834 Rab43 6 87,788,853 87,811,779 22,926 - 1

GeneID:57905 Isy1 6 87,818,447 87,838,759 20,312 - 1

GeneID:54161 Copg1 6 87,887,940 87,913,595 25,655 + 1

GeneID:232210 8430410A17Rik 6 87,913,976 87,936,614 22,638 + 1

GeneID:243529 H1fx 6 87,980,421 87,981,482 1,061 - 1

GeneID:434064 Gm5577 6 87,981,683 87,984,180 2,497 + 1

GeneID:103963 Rpn1 6 88,084,473 88,105,304 20,831 + 1

GeneID:74589 Kbtbd12 6 88,613,751 88,627,445 13,694 - 1

GeneID:23945 Mgll 6 88,724,412 88,828,360 103,948 + 1

GeneID:17216 Mcm2 6 88,883,474 88,898,780 15,306 - 1

GeneID:24100 Tpra1 6 88,902,251 88,912,240 9,989 + 1

Page 278 of 1163



GeneID:18844 Plxna1 6 89,316,313 89,362,613 46,300 - 1

GeneID:232223 Txnrd3 6 89,643,988 89,675,529 31,541 + 1

GeneID:243537 Uroc1 6 90,333,289 90,364,551 31,262 + 1

GeneID:80292 Zxdc 6 90,369,494 90,403,486 33,992 + 1

GeneID:66277 Klf15 6 90,462,626 90,475,209 12,583 + 1

GeneID:232227 Iqsec1 6 90,659,598 90,810,123 150,525 - 2

GeneID:54563 Nup210 6 91,013,067 91,116,826 103,759 - 1

GeneID:21366 Slc6a6 6 91,684,067 91,759,063 74,996 + 1

GeneID:330385 9530026P05Rik 6 92,940,582 93,111,749 171,167 + 2

GeneID:67582 Slc25a26 6 94,500,314 94,604,655 104,341 + 1

GeneID:16206 Lrig1 6 94,604,529 94,700,145 95,616 - 1

GeneID:243574 Kbtbd8 6 95,117,906 95,129,790 11,884 + 1

GeneID:20917 Suclg2 6 95,474,134 95,718,837 244,703 - 1

GeneID:101351 Eogt 6 97,110,944 97,148,883 37,939 - 1

GeneID:232286 Tmf1 6 97,151,950 97,179,124 27,174 - 2

GeneID:22200 Uba3 6 97,183,816 97,205,642 21,826 - 1

GeneID:232288 Frmd4b 6 97,286,867 97,617,657 330,790 - 2

GeneID:66892 Eif4e3 6 99,625,137 99,666,771 41,634 - 1

GeneID:14761 Gpr27 6 99,692,679 99,693,818 1,139 + 1

GeneID:56353 Rybp 6 100,228,565 100,287,358 58,793 - 1

GeneID:72171 Shq1 6 100,573,082 100,671,157 98,075 - 1

GeneID:55983 Pdzrn3 6 101,149,607 101,377,897 228,290 - 1

GeneID:70047 Trnt1 6 106,769,138 106,782,474 13,336 + 1

GeneID:58799 Crbn 6 106,778,244 106,800,074 21,830 - 1

GeneID:58911 Sumf1 6 108,107,021 108,185,583 78,562 - 1

GeneID:67166 Arl8b 6 108,783,059 108,823,723 40,664 + 2

GeneID:192193 Edem1 6 108,828,641 108,859,356 30,715 + 1

GeneID:18430 Oxtr 6 112,473,684 112,489,808 16,124 - 1

GeneID:14911 Thumpd3 6 113,046,327 113,068,273 21,946 + 2

GeneID:14910 Gt(ROSA)26Sor 6 113,067,428 113,077,244 9,816 - 2

GeneID:72895 Setd5 6 113,077,639 113,153,424 75,785 + 2

GeneID:211232 Cpne9 6 113,282,307 113,305,571 23,264 + 1

GeneID:78783 Brpf1 6 113,307,197 113,324,709 17,512 + 1

GeneID:18294 Ogg1 6 113,326,976 113,334,188 7,212 + 1

GeneID:52163 Camk1 6 113,334,124 113,343,922 9,798 - 1

GeneID:14311 Cidec 6 113,424,636 113,435,755 11,119 - 1

GeneID:67767 Jagn1 6 113,442,517 113,448,229 5,712 + 1

GeneID:171095 Il17rc 6 113,471,455 113,483,163 11,708 + 1

GeneID:171508 Creld1 6 113,483,569 113,493,338 9,769 + 2

GeneID:210673 Prrt3 6 113,494,095 113,501,818 7,723 - 1

GeneID:66087 Emc3 6 113,514,887 113,531,638 16,751 - 1

GeneID:211651 Fancd2 6 113,531,682 113,596,285 64,603 + 2

GeneID:70979 Fancd2os 6 113,596,762 113,600,715 3,953 - 1

GeneID:101314 Brk1 6 113,604,772 113,616,951 12,179 + 2

GeneID:22346 Vhl 6 113,624,021 113,631,633 7,612 + 1

GeneID:108960 Irak2 6 113,638,467 113,695,026 56,559 + 1

GeneID:381801 Tatdn2 6 113,697,499 113,711,068 13,569 + 1
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GeneID:110157 Raf1 6 115,618,573 115,676,635 58,062 - 1

GeneID:67088 Cand2 6 115,774,557 115,805,555 30,998 + 1

GeneID:19951 Rpl32 6 115,805,514 115,808,743 3,229 - 1

GeneID:100217451Snora7a 6 115,807,975 115,808,103 128 - 1

GeneID:212516 Efcab12 6 115,810,729 115,838,412 27,683 - 1

GeneID:67784 Plxnd1 6 115,954,811 115,995,005 40,194 - 1

GeneID:330401 Tmcc1 6 116,018,618 116,193,374 174,756 - 1

GeneID:666648 Gm8213 6 116,195,418 116,195,858 440 - 1

GeneID:67492 Zfand4 6 116,264,235 116,329,627 65,392 + 1

GeneID:71779 March8 6 116,338,123 116,409,540 71,417 + 1

GeneID:20315 Cxcl12 6 117,168,535 117,181,368 12,833 + 1

GeneID:98758 Hnrnpf 6 117,900,340 117,925,622 25,282 + 1

GeneID:213895 Bms1 6 118,383,381 118,419,417 36,036 - 1

GeneID:72720 Zfp248 6 118,427,319 118,455,506 28,187 - 1

GeneID:12288 Cacna1c 6 118,592,296 119,196,409 604,113 - 1

GeneID:319618 Dcp1b 6 119,175,253 119,221,614 46,361 + 1

GeneID:22419 Wnt5b 6 119,432,531 119,544,347 111,816 - 2

GeneID:101358 Fbxl14 6 119,479,668 119,483,886 4,218 + 2

GeneID:111173 Erc1 6 119,570,796 119,848,150 277,354 - 1

GeneID:67289 3110021A11Rik 6 119,848,193 119,849,029 836 + 1

GeneID:232341 Wnk1 6 119,923,969 120,038,655 114,686 - 1

GeneID:735290 Mir706 6 120,034,228 120,034,311 83 - 1

GeneID:330406 B4galnt3 6 120,203,810 120,294,559 90,749 - 1

GeneID:67200 Ccdc77 6 120,324,322 120,364,369 40,047 - 1

GeneID:214899 Kdm5a 6 120,364,099 120,444,574 80,475 + 1

GeneID:16172 Il17ra 6 120,463,197 120,483,727 20,530 + 1

GeneID:214932 Cecr5 6 120,509,494 120,531,299 21,805 - 1

GeneID:330409 Cecr2 6 120,666,421 120,771,191 104,770 + 1

GeneID:11973 Atp6v1e1 6 120,795,244 120,822,685 27,441 - 1

GeneID:12122 Bid 6 120,893,119 120,916,820 23,701 - 1

GeneID:194401 Mical3 6 120,931,546 121,131,022 199,476 - 1

GeneID:67602 Necap1 6 122,874,557 122,888,941 14,384 + 1

GeneID:19305 Pex5 6 124,396,816 124,415,067 18,251 - 1

GeneID:14792 Lpcat3 6 124,663,104 124,704,716 41,612 + 2

GeneID:14791 Emg1 6 124,704,370 124,712,178 7,808 - 1

GeneID:12034 Phb2 6 124,712,289 124,716,945 4,656 + 1

GeneID:387159 Mir141 6 124,717,914 124,717,985 71 - 1

GeneID:723944 Mir200c 6 124,718,322 124,718,390 68 - 1

GeneID:15170 Ptpn6 6 124,720,718 124,738,709 17,991 - 3

GeneID:14790 Grcc10 6 124,739,183 124,741,079 1,896 - 2

GeneID:19866 Rnu7 6 124,741,225 124,741,286 61 - 2

GeneID:13498 Atn1 6 124,742,544 124,756,487 13,943 - 2

GeneID:14794 Spsb2 6 124,808,941 124,810,614 1,673 + 2

GeneID:21991 Tpi1 6 124,810,592 124,814,296 3,704 - 2

GeneID:22225 Usp5 6 124,815,019 124,829,447 14,428 - 2

GeneID:16768 Lag3 6 124,904,359 124,911,705 7,346 - 1

GeneID:69202 Ptms 6 124,913,675 124,917,946 4,271 - 1
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GeneID:442825 A230083G16Rik 6 124,916,863 124,925,844 8,981 + 2

GeneID:30853 Mlf2 6 124,931,388 124,936,149 4,761 + 1

GeneID:26894 Cops7a 6 124,958,411 124,965,529 7,118 - 1

GeneID:319352 Pianp 6 124,996,720 125,003,096 6,376 + 1

GeneID:107932 Chd4 6 125,096,163 125,130,514 34,351 + 2

GeneID:110109 Nop2 6 125,131,883 125,144,753 12,870 + 1

GeneID:320678 Iffo1 6 125,145,241 125,161,782 16,541 + 2

GeneID:14433 Gapdh 6 125,161,852 125,165,583 3,731 - 2

GeneID:68298 Ncapd2 6 125,168,007 125,191,586 23,579 - 2

GeneID:22317 Vamp1 6 125,215,581 125,222,306 6,725 + 1

GeneID:213233 Tapbpl 6 125,224,205 125,231,860 7,655 - 1

GeneID:17000 Ltbr 6 125,306,571 125,313,870 7,299 - 1

GeneID:20276 Scnn1a 6 125,321,340 125,344,943 23,603 + 1

GeneID:12527 Cd9 6 125,460,266 125,494,755 34,489 - 1

GeneID:19362 Rad51ap1 6 126,923,419 126,939,555 16,136 - 1

GeneID:28040 D6Wsu163e 6 126,939,966 126,975,704 35,738 + 1

GeneID:64654 Fgf23 6 127,072,902 127,081,408 8,506 + 1

GeneID:319801 9630033F20Rik 6 127,085,116 127,109,552 24,436 - 1

GeneID:12444 Ccnd2 6 127,125,708 127,151,048 25,340 - 1

GeneID:77558 9330179D12Rik 6 127,149,389 127,212,419 63,030 + 1

GeneID:109246 Tspan9 6 127,961,400 128,143,578 182,178 - 1

GeneID:22158 Tulp3 6 128,321,161 128,355,851 34,690 - 2

GeneID:101055755LOC101055755 6 128,356,004 128,358,837 2,833 + 2

GeneID:72440 Rhno1 6 128,357,000 128,362,897 5,897 - 2

GeneID:14235 Foxm1 6 128,362,994 128,375,886 12,892 + 2

GeneID:14228 Fkbp4 6 128,430,107 128,438,631 8,524 - 1

GeneID:791299 Gm10069 6 128,438,757 128,503,281 64,524 + 1

GeneID:14011 Etv6 6 134,035,707 134,270,158 234,451 + 1

GeneID:16974 Lrp6 6 134,446,476 134,566,913 120,437 - 1

GeneID:232430 Crebl2 6 134,830,199 134,857,883 27,684 + 1

GeneID:12576 Cdkn1b 6 134,920,401 134,925,525 5,124 + 2

GeneID:381822 1190002F15Rik 6 134,929,092 134,951,718 22,626 + 2

GeneID:381823 Apold1 6 134,982,001 134,986,836 4,835 + 1

GeneID:100502888Gm19434 6 135,188,480 135,194,959 6,479 + 1

GeneID:74525 8430419L09Rik 6 135,197,987 135,236,240 38,253 + 1

GeneID:320332 Hist4h4 6 136,801,553 136,804,431 2,878 - 1

GeneID:232440 H2afj 6 136,808,248 136,810,074 1,826 + 1

GeneID:60321 Wbp11 6 136,813,654 136,828,216 14,562 - 1

GeneID:232441 Rerg 6 137,054,825 137,170,496 115,671 - 1

GeneID:13860 Eps8 6 137,477,245 137,649,120 171,875 - 1

GeneID:109135 Plekha5 6 140,424,099 140,594,906 170,807 + 1

GeneID:11569 Aebp2 6 140,622,663 140,677,418 54,755 + 1

GeneID:54611 Pde3a 6 141,249,269 141,499,351 250,082 + 1

GeneID:232491 Pyroxd1 6 142,345,697 142,362,624 16,927 + 1

GeneID:19691 Recql 6 142,350,342 142,387,087 36,745 - 2

GeneID:66964 Golt1b 6 142,387,243 142,403,858 16,615 + 1

GeneID:16832 Ldhb 6 142,490,249 142,507,943 17,694 - 1
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GeneID:12764 Cmas 6 142,756,686 142,775,714 19,028 + 1

GeneID:20449 St8sia1 6 142,821,541 142,964,452 142,911 - 1

GeneID:74741 C2cd5 6 143,010,920 143,100,107 89,187 - 1

GeneID:75320 Etnk1 6 143,167,230 143,208,546 41,316 + 1

GeneID:12035 Bcat1 6 144,993,835 145,076,157 82,322 - 1

GeneID:16653 Kras 6 145,216,699 145,250,231 33,532 - 1

GeneID:100039495Gm15706 6 145,250,552 145,251,856 1,304 + 1

GeneID:79362 Bhlhe41 6 145,862,737 145,865,340 2,603 - 2

GeneID:16439 Itpr2 6 146,111,480 146,501,912 390,432 - 1

GeneID:67623 Tm7sf3 6 146,602,276 146,634,592 32,316 - 1

GeneID:108098 Med21 6 146,642,579 146,650,600 8,021 + 1

GeneID:232533 Stk38l 6 146,724,930 146,778,814 53,884 + 1

GeneID:67533 Ppfibp1 6 146,888,494 147,032,023 143,529 + 1

GeneID:66532 Rep15 6 147,032,537 147,033,518 981 + 1

GeneID:232536 Mrps35 6 147,042,770 147,070,902 28,132 + 1

GeneID:545893 Mansc4 6 147,075,062 147,087,032 11,970 - 1

GeneID:232539 Klhl42 6 147,091,075 147,112,778 21,703 + 1

GeneID:622129 Gm6288 6 147,438,362 147,476,284 37,922 - 1

GeneID:67015 Ccdc91 6 147,475,871 147,632,612 156,741 + 1

GeneID:67456 Ergic2 6 148,179,318 148,212,374 33,056 - 1

GeneID:320737 4732416N19Rik 6 148,212,288 148,235,663 23,375 + 1

GeneID:387314 Tmtc1 6 148,232,430 148,444,352 211,922 - 2

GeneID:56306 Fam60a 6 148,921,057 148,946,432 25,375 - 1

GeneID:109163 3010003L21Rik 6 148,944,867 148,947,129 2,262 + 1

GeneID:320560 Dennd5b 6 148,988,069 149,101,680 113,611 - 1

GeneID:67246 2810474O19Rik 6 149,309,414 149,335,663 26,249 + 1

GeneID:68988 Prpf31 7 3,629,985 3,642,485 12,500 + 1

GeneID:232791 Cnot3 7 3,645,269 3,661,109 15,840 + 1

GeneID:100628594Mir3572 7 3,655,962 3,656,047 85 + 1

GeneID:77323 9430041J12Rik 7 4,074,125 4,120,728 46,603 - 1

GeneID:57776 Ttyh1 7 4,119,533 4,136,241 16,708 + 1

GeneID:100037396D030047H15Rik 7 4,126,340 4,136,926 10,586 - 1

GeneID:232798 Leng8 7 4,137,056 4,148,173 11,117 + 1

GeneID:243813 Leng9 7 4,148,183 4,149,872 1,689 - 1

GeneID:58804 Cdc42ep5 7 4,151,260 4,164,702 13,442 - 1

GeneID:78052 Tmem190 7 4,782,940 4,784,341 1,401 + 1

GeneID:664968 Tmem238 7 4,784,785 4,789,560 4,775 - 1

GeneID:19943 Rpl28 7 4,792,965 4,794,547 1,582 + 1

GeneID:77891 Ube2s 7 4,808,014 4,812,340 4,326 - 1

GeneID:232816 Zfp628 7 4,915,217 4,922,003 6,786 + 2

GeneID:269854 Nat14 7 4,922,251 4,925,006 2,755 + 2

GeneID:269855 Ssc5d 7 4,925,844 4,944,797 18,953 + 1

GeneID:68490 Zfp579 7 4,992,852 4,996,101 3,249 - 1

GeneID:23877 Fiz1 7 5,007,056 5,014,728 7,672 - 2

GeneID:66056 Zfp524 7 5,015,508 5,018,488 2,980 + 2

GeneID:319748 Zfp865 7 5,020,376 5,033,223 12,847 + 2

GeneID:654801 Zfp784 7 5,034,446 5,038,446 4,000 - 1
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GeneID:68992 Zfp580 7 5,051,532 5,053,723 2,191 + 4

GeneID:232821 Ccdc106 7 5,056,726 5,060,785 4,059 + 4

GeneID:22185 U2af2 7 5,062,143 5,079,945 17,802 + 5

GeneID:13854 Epn1 7 5,080,235 5,098,178 17,943 + 1

GeneID:67109 Zfp787 7 6,131,489 6,155,971 24,482 - 2

GeneID:100042450Gm16532 7 6,415,175 6,431,086 15,911 + 1

GeneID:18616 Peg3 7 6,705,960 6,730,419 24,459 - 1

GeneID:57775 Usp29 7 6,730,741 6,967,220 236,479 + 1

GeneID:67370 Zfp606 7 12,478,305 12,496,235 17,930 + 1

GeneID:243834 Zfp324 7 12,965,864 12,973,822 7,958 + 1

GeneID:26459 Slc27a5 7 12,988,346 12,998,192 9,846 - 1

GeneID:232879 Zbtb45 7 13,005,666 13,009,800 4,134 - 2

GeneID:21849 Trim28 7 13,024,152 13,031,032 6,880 + 1

GeneID:68953 Chmp2a 7 13,032,006 13,034,777 2,771 - 2

GeneID:22192 Ube2m 7 13,035,120 13,038,275 3,155 - 2

GeneID:109889 Mzf1 7 13,042,303 13,054,764 12,461 - 1

GeneID:666528 Zfp541 7 16,071,942 16,096,328 24,386 + 1

GeneID:108124 Napa 7 16,098,643 16,117,975 19,332 + 1

GeneID:110891 Slc8a2 7 16,130,300 16,160,511 30,211 + 1

GeneID:66300 Prr24 7 16,272,013 16,273,692 1,679 - 1

GeneID:243846 Ccdc9 7 16,274,042 16,286,795 12,753 - 1

GeneID:170770 Bbc3 7 16,309,583 16,318,334 8,751 + 3

GeneID:56459 Sae1 7 16,327,054 16,387,785 60,731 - 1

GeneID:330474 Zc3h4 7 16,401,196 16,437,696 36,500 + 1

GeneID:69094 Tmem160 7 16,452,779 16,455,490 2,711 + 1

GeneID:18142 Npas1 7 16,455,721 16,476,780 21,059 - 1

GeneID:20514 Slc1a5 7 16,781,346 16,798,274 16,928 + 1

GeneID:243853 Fkrp 7 16,809,267 16,816,732 7,465 - 2

GeneID:97387 Strn4 7 16,815,889 16,840,931 25,042 + 2

GeneID:12315 Calm3 7 16,915,379 16,924,032 8,653 - 1

GeneID:434128 Pnmal2 7 16,944,682 16,948,828 4,146 + 1

GeneID:434130 Ccdc8 7 16,994,588 16,996,645 2,057 + 1

GeneID:19060 Ppp5c 7 17,004,640 17,027,914 23,274 - 2

GeneID:53417 Hif3a 7 17,030,993 17,062,427 31,434 - 2

GeneID:378430 Nanos2 7 18,987,524 18,988,962 1,438 + 1

GeneID:232934 Mypop 7 18,991,245 19,001,766 10,521 + 2

GeneID:272359 Irf2bp1 7 19,004,065 19,006,763 2,698 + 1

GeneID:15377 Foxa3 7 19,013,283 19,023,539 10,256 - 2

GeneID:68188 Sympk 7 19,024,377 19,054,622 30,245 + 1

GeneID:83434 Rsph6a 7 19,054,687 19,074,447 19,760 + 1

GeneID:13401 Dmwd 7 19,076,200 19,082,775 6,575 + 1

GeneID:13400 Dmpk 7 19,083,849 19,093,821 9,972 + 2

GeneID:100526504Mir3100 7 19,086,828 19,086,892 64 + 2

GeneID:20475 Six5 7 19,094,544 19,098,345 3,801 + 1

GeneID:67369 Qpctl 7 19,140,217 19,149,196 8,979 - 1

GeneID:107686 Snrpd2 7 19,149,838 19,152,726 2,888 + 1

GeneID:381853 Gipr 7 19,157,125 19,166,127 9,002 - 1
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GeneID:22323 Vasp 7 19,256,929 19,271,854 14,925 - 2

GeneID:232941 Ppm1n 7 19,276,807 19,280,049 3,242 - 2

GeneID:20167 Rtn2 7 19,282,667 19,296,160 13,493 + 1

GeneID:22069 n-Ts2 7 19,301,244 19,301,329 85 + 1

GeneID:14282 Fosb 7 19,302,696 19,310,045 7,349 - 2

GeneID:330479 D830036C21Rik 7 19,320,117 19,342,225 22,108 - 1

GeneID:13870 Ercc1 7 19,345,071 19,356,524 11,453 + 1

GeneID:70333 Cd3eap 7 19,356,007 19,359,483 3,476 - 1

GeneID:333654 Ppp1r13l 7 19,361,216 19,378,533 17,317 + 1

GeneID:232944 Mark4 7 19,426,075 19,458,494 32,419 - 1

GeneID:74463 Exoc3l2 7 19,463,331 19,496,762 33,431 + 4

GeneID:232946 Bloc1s3 7 19,505,804 19,508,331 2,527 - 2

GeneID:67091 Trappc6a 7 19,508,729 19,516,145 7,416 + 3

GeneID:69547 Nkpd1 7 19,518,731 19,525,050 6,319 + 2

GeneID:232947 Ppp1r37 7 19,530,967 19,562,398 31,431 - 2

GeneID:69731 Gemin7 7 19,564,949 19,573,343 8,394 - 1

GeneID:19698 Relb 7 19,606,222 19,629,438 23,216 - 2

GeneID:56457 Clptm1 7 19,631,580 19,665,030 33,450 - 2

GeneID:11813 Apoc2 7 19,671,579 19,676,864 5,285 - 1

GeneID:19294 Pvrl2 7 19,716,644 19,749,573 32,929 - 1

GeneID:57278 Bcam 7 19,756,138 19,770,532 14,394 - 1

GeneID:18793 Plaur 7 24,462,500 24,475,873 13,373 + 1

GeneID:260299 Cadm4 7 24,482,023 24,504,533 22,510 + 2

GeneID:232969 Zfp428 7 24,507,087 24,515,682 8,595 + 1

GeneID:210146 Irgq 7 24,530,648 24,538,600 7,952 + 1

GeneID:641361 Pinlyp 7 24,541,658 24,546,005 4,347 - 1

GeneID:101544 Zfp575 7 24,583,838 24,587,641 3,803 - 1

GeneID:66071 Ethe1 7 24,587,543 24,608,925 21,382 + 1

GeneID:71241 Dmrtc2 7 24,870,057 24,877,651 7,594 + 1

GeneID:20085 Rps19 7 24,884,714 24,889,802 5,088 + 1

GeneID:14470 Rabac1 7 24,969,750 24,972,728 2,978 - 1

GeneID:232975 Atp1a3 7 24,978,167 25,005,895 27,728 - 2

GeneID:14809 Grik5 7 25,009,849 25,072,369 62,520 - 3

GeneID:232976 Zfp574 7 25,077,205 25,083,492 6,287 + 1

GeneID:18987 Pou2f2 7 25,091,114 25,132,460 41,346 - 1

GeneID:67379 Dedd2 7 25,202,840 25,219,859 17,019 - 1

GeneID:210172 Zfp526 7 25,221,451 25,227,505 6,054 + 1

GeneID:606496 Gsk3a 7 25,228,259 25,237,851 9,592 - 2

GeneID:77124 9130221H12Rik 7 25,228,723 25,230,264 1,541 + 1

GeneID:13875 Erf 7 25,242,560 25,250,758 8,198 - 3

GeneID:71722 Cic 7 25,282,179 25,294,148 11,969 + 5

GeneID:18476 Pafah1b3 7 25,295,049 25,297,955 2,906 - 2

GeneID:623131 Prr19 7 25,301,359 25,304,133 2,774 + 2

GeneID:330485 Tmem145 7 25,306,108 25,316,195 10,087 + 3

GeneID:269878 Megf8 7 25,317,164 25,365,917 48,753 + 1

GeneID:66349 Atp5sl 7 25,619,493 25,625,550 6,057 + 1

GeneID:232984 B3gnt8 7 25,627,624 25,629,490 1,866 + 1
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GeneID:12039 Bckdha 7 25,629,852 25,658,761 28,909 - 1

GeneID:232987 B9d2 7 25,681,158 25,686,558 5,400 + 1

GeneID:21803 Tgfb1 7 25,687,002 25,704,996 17,994 + 1

GeneID:232989 Hnrnpul1 7 25,722,036 25,754,720 32,684 - 1

GeneID:26362 Axl 7 25,756,500 25,788,733 32,233 - 2

GeneID:384724 Cyp2t4 7 27,153,714 27,158,564 4,850 + 1

GeneID:112406 Egln2 7 27,158,658 27,166,802 8,144 - 1

GeneID:19342 Rab4b 7 27,168,433 27,178,883 10,450 - 1

GeneID:100526505Mir3101 7 27,176,006 27,176,093 87 - 1

GeneID:53607 Snrpa 7 27,187,006 27,196,271 9,265 - 1

GeneID:414069 BC024978 7 27,195,781 27,204,320 8,539 + 1

GeneID:100316839Mir1191 7 27,205,536 27,205,655 119 + 1

GeneID:233011 Itpkc 7 27,207,170 27,228,597 21,427 - 1

GeneID:76889 Adck4 7 27,233,013 27,257,949 24,936 + 1

GeneID:108075 Ltbp4 7 27,305,141 27,337,612 32,471 - 1

GeneID:192192 Shkbp1 7 27,342,133 27,356,008 13,875 - 1

GeneID:80297 Sptbn4 7 27,356,383 27,446,589 90,206 - 1

GeneID:66367 2310022A10Rik 7 27,553,295 27,582,099 28,804 + 1

GeneID:11652 Akt2 7 27,591,560 27,639,453 47,893 + 1

GeneID:269881 Map3k10 7 27,656,377 27,674,598 18,221 - 1

GeneID:112415 C030039L03Rik 7 27,674,661 27,706,484 31,823 + 1

GeneID:319482 9530053A07Rik 7 28,129,466 28,164,811 35,345 + 1

GeneID:14113 Fbl 7 28,169,748 28,179,269 9,521 + 2

GeneID:13549 Dyrk1b 7 28,179,483 28,187,294 7,811 + 2

GeneID:386655 Eid2 7 28,267,881 28,269,168 1,287 + 1

GeneID:434156 Eid2b 7 28,277,706 28,280,129 2,423 + 1

GeneID:280621 BC089491 7 28,284,652 28,291,134 6,482 - 2

GeneID:13389 Dll3 7 28,293,555 28,301,785 8,230 - 2

GeneID:66525 Timm50 7 28,305,826 28,312,046 6,220 - 1

GeneID:20924 Supt5 7 28,314,894 28,338,719 23,825 - 1

GeneID:101497 Plekhg2 7 28,359,604 28,372,662 13,058 - 3

GeneID:22695 Zfp36 7 28,376,784 28,379,228 2,444 - 3

GeneID:67224 Med29 7 28,385,247 28,392,690 7,443 - 2

GeneID:233040 Fbxo27 7 28,692,849 28,699,338 6,489 + 1

GeneID:320435 Rinl 7 28,788,969 28,798,965 9,996 + 1

GeneID:15388 Hnrnpl 7 28,810,890 28,822,266 11,376 + 2

GeneID:60595 Actn4 7 28,893,254 28,962,280 69,026 - 1

GeneID:73830 Eif3k 7 28,971,373 28,981,814 10,441 - 1

GeneID:233046 Rasgrp4 7 29,134,933 29,153,961 19,028 + 1

GeneID:73833 Fam98c 7 29,152,510 29,156,210 3,700 - 1

GeneID:101809 Spred3 7 29,158,829 29,168,647 9,818 - 2

GeneID:243897 Ggn 7 29,170,210 29,173,933 3,723 + 1

GeneID:57296 Psmd8 7 29,174,187 29,180,673 6,486 - 1

GeneID:320225 Catsperg1 7 29,181,532 29,214,033 32,501 - 1

GeneID:52150 Kcnk6 7 29,221,928 29,232,522 10,594 - 1

GeneID:77254 Yif1b 7 29,238,323 29,247,532 9,209 + 1

GeneID:20733 Spint2 7 29,256,330 29,281,977 25,647 - 2
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GeneID:68458 Ppp1r14a 7 29,289,320 29,293,390 4,070 + 2

GeneID:29861 Dpf1 7 29,304,005 29,317,586 13,581 + 1

GeneID:114675 4932431P20Rik 7 29,524,543 29,538,055 13,512 + 1

GeneID:243906 Zfp14 7 30,036,359 30,051,396 15,037 - 1

GeneID:330502 Zfp82 7 30,056,034 30,072,823 16,789 - 2

GeneID:72556 Zfp566 7 30,077,337 30,090,510 13,173 - 1

GeneID:12865 Cox7a1 7 30,184,171 30,186,030 1,859 + 1

GeneID:12336 Capns1 7 30,186,942 30,195,048 8,106 - 1

GeneID:233064 Wdr62 7 30,240,138 30,280,421 40,283 - 1

GeneID:75629 Thap8 7 30,280,094 30,290,237 10,143 + 1

GeneID:233065 Alkbh6 7 30,308,753 30,314,303 5,550 + 1

GeneID:233066 Syne4 7 30,314,816 30,319,045 4,229 + 1

GeneID:68332 Sdhaf1 7 30,321,409 30,322,375 966 - 1

GeneID:233067 Lrfn3 7 30,355,514 30,362,772 7,258 - 1

GeneID:75410 Wbp7 7 30,568,855 30,588,726 19,871 - 1

GeneID:58206 Zbtb32 7 30,589,681 30,592,942 3,261 - 1

GeneID:11944 Atp4a 7 30,712,232 30,725,534 13,302 + 1

GeneID:69804 Tmem147 7 30,727,701 30,729,534 1,833 - 1

GeneID:791088 C630016N16Rik 7 30,729,579 30,745,929 16,350 + 1

GeneID:14447 Gapdhs 7 30,729,887 30,739,356 9,469 - 1

GeneID:22282 Usf2 7 30,945,248 30,956,803 11,555 - 1

GeneID:100043823Gm4673 7 30,957,409 30,961,782 4,373 + 1

GeneID:54135 Lsr 7 30,957,770 30,973,469 15,699 - 2

GeneID:76415 Fam187b 7 30,973,804 30,989,726 15,922 + 1

GeneID:18301 Fxyd5 7 31,032,723 31,042,322 9,599 - 1

GeneID:57780 Fxyd7 7 31,042,515 31,051,454 8,939 - 1

GeneID:56188 Fxyd1 7 31,051,678 31,055,656 3,978 - 1

GeneID:243914 Lgi4 7 31,059,935 31,070,935 11,000 + 1

GeneID:52857 Gramd1a 7 31,130,127 31,151,050 20,923 - 1

GeneID:50995 Uba2 7 34,140,697 34,168,529 27,832 - 1

GeneID:100043410Gm12778 7 34,175,712 34,176,044 332 + 1

GeneID:68079 Pdcd2l 7 34,184,497 34,196,647 12,150 - 1

GeneID:14751 Gpi1 7 34,201,327 34,230,305 28,978 - 1

GeneID:67070 Lsm14a 7 34,344,719 34,389,540 44,821 - 1

GeneID:233107 Kctd15 7 34,639,015 34,652,841 13,826 - 2

GeneID:68947 Chst8 7 34,674,468 34,812,711 138,243 - 1

GeneID:18624 Pepd 7 34,912,407 35,044,708 132,301 + 1

GeneID:12611 Cebpg 7 35,046,422 35,056,566 10,144 - 1

GeneID:12606 Cebpa 7 35,119,293 35,121,928 2,635 + 1

GeneID:110959 Nudt19 7 35,547,185 35,555,928 8,743 - 1

GeneID:243923 Rgs9bp 7 35,578,993 35,585,582 6,589 - 1

GeneID:245886 Ankrd27 7 35,586,247 35,639,237 52,990 + 2

GeneID:56330 Pdcd5 7 35,641,985 35,647,482 5,497 - 1

GeneID:233115 Dpy19l3 7 35,685,500 35,754,454 68,954 - 1

GeneID:668501 Zfp507 7 35,772,346 35,802,989 30,643 - 1

GeneID:78547 E130304I02Rik 7 35,802,592 35,838,074 35,482 + 1

GeneID:243931 Tshz3 7 36,698,118 36,773,457 75,339 + 3
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GeneID:19777 Uri1 7 37,959,992 38,019,552 59,560 - 1

GeneID:70227 Zfp619 7 39,517,766 39,540,415 22,649 + 1

GeneID:69930 Zfp715 7 43,296,523 43,313,261 16,738 - 1

GeneID:70004 1700028J19Rik 7 44,229,929 44,236,122 6,193 - 1

GeneID:668661 2410002F23Rik 7 44,246,722 44,252,319 5,597 + 1

GeneID:100217434Snord88c 7 44,249,855 44,249,938 83 + 1

GeneID:100217433Snord88a 7 44,250,150 44,250,221 71 + 1

GeneID:100503991Acpt 7 44,253,087 44,257,204 4,117 - 1

GeneID:20256 Clec11a 7 44,303,766 44,306,959 3,193 - 1

GeneID:243961 Shank1 7 44,310,264 44,358,353 48,089 + 2

GeneID:69349 1700008O03Rik 7 44,360,043 44,375,030 14,987 - 1

GeneID:18971 Pold1 7 44,532,744 44,548,815 16,071 - 3

GeneID:22260 Nr1h2 7 44,549,632 44,553,923 4,291 - 3

GeneID:107503 Atf5 7 44,812,256 44,816,658 4,402 - 1

GeneID:100328588Nup62-il4i1 7 44,816,370 44,840,804 24,434 + 1

GeneID:18226 Nup62 7 44,816,420 44,830,807 14,387 + 1

GeneID:233204 Tbc1d17 7 44,840,776 44,849,079 8,303 - 1

GeneID:67605 Akt1s1 7 44,849,224 44,855,421 6,197 + 3

GeneID:735269 Mir707 7 44,849,699 44,849,771 72 + 1

GeneID:59047 Pnkp 7 44,857,181 44,862,929 5,748 + 3

GeneID:84113 Ptov1 7 44,863,068 44,869,788 6,720 - 3

GeneID:75613 Med25 7 44,879,386 44,892,366 12,980 - 1

GeneID:11771 Ap2a1 7 44,900,373 44,929,490 29,117 - 1

GeneID:75736 Bcl2l12 7 44,991,222 44,997,579 6,357 - 1

GeneID:54131 Irf3 7 44,997,648 45,002,848 5,200 + 1

GeneID:233208 Scaf1 7 45,002,950 45,016,249 13,299 - 1

GeneID:20130 Rras 7 45,018,007 45,021,644 3,637 + 1

GeneID:233210 Prr12 7 45,027,707 45,052,881 25,174 - 3

GeneID:65116 Prrg2 7 45,053,604 45,061,652 8,048 - 3

GeneID:66394 Nosip 7 45,062,429 45,078,503 16,074 + 2

GeneID:52377 Rcn3 7 45,082,914 45,092,213 9,299 - 1

GeneID:69748 Aldh16a1 7 45,141,840 45,154,538 12,698 - 1

GeneID:68845 Pih1d1 7 45,154,398 45,160,064 5,666 + 1

GeneID:72961 Slc17a7 7 45,163,921 45,176,139 12,218 + 1

GeneID:381884 Slc6a16 7 45,259,154 45,273,365 14,211 + 1

GeneID:76713 1700039E15Rik 7 45,282,873 45,288,993 6,120 + 1

GeneID:76787 Ppfia3 7 45,339,126 45,367,019 27,893 - 1

GeneID:50994 Mtag2 7 45,366,163 45,367,948 1,785 + 1

GeneID:22342 Lin7b 7 45,367,891 45,370,564 2,673 - 1

GeneID:20637 Snrnp70 7 45,376,454 45,395,647 19,193 - 1

GeneID:16495 Kcna7 7 45,405,960 45,411,382 5,422 + 1

GeneID:78405 Ntf5 7 45,413,695 45,417,179 3,484 + 1

GeneID:100862214LOC100862214 7 45,418,359 45,420,364 2,005 + 1

GeneID:16866 Lhb 7 45,420,946 45,421,854 908 + 1

GeneID:20174 Ruvbl2 7 45,421,898 45,434,464 12,566 - 2

GeneID:14936 Gys1 7 45,434,839 45,456,617 21,778 + 1

GeneID:12348 Car11 7 45,699,967 45,704,671 4,704 + 2
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GeneID:13170 Dbp 7 45,705,247 45,710,203 4,956 + 3

GeneID:56632 Sphk2 7 45,709,463 45,718,002 8,539 - 3

GeneID:19899 Rpl18 7 45,718,071 45,720,835 2,764 + 1

GeneID:73813 Fam83e 7 45,721,220 45,729,492 8,272 + 1

GeneID:69363 Spaca4 7 45,725,107 45,725,816 709 - 1

GeneID:545963 Gm5897 7 45,783,122 45,783,551 429 - 1

GeneID:381983 Lmtk3 7 45,783,947 45,804,130 20,183 + 3

GeneID:19158 Cyth2 7 45,806,637 45,814,316 7,679 - 2

GeneID:211480 Kcnj14 7 45,816,467 45,824,747 8,280 - 2

GeneID:101612 Grwd1 7 45,825,223 45,830,789 5,566 - 1

GeneID:14814 Grin2d 7 45,832,483 45,866,681 34,198 - 2

GeneID:68137 Kdelr1 7 45,872,840 45,883,726 10,886 + 1

GeneID:70209 Tmem143 7 45,897,069 45,917,413 20,344 + 1

GeneID:13732 Emp3 7 45,918,023 45,921,426 3,403 - 1

GeneID:27421 Abcc6 7 45,976,380 46,030,286 53,906 - 1

GeneID:211548 Nomo1 7 46,033,696 46,084,212 50,516 + 1

GeneID:17927 Myod1 7 46,376,474 46,379,092 2,618 + 1

GeneID:246694 Hps5 7 46,760,466 46,795,881 35,415 - 1

GeneID:14884 Gtf2h1 7 46,796,094 46,823,800 27,706 + 1

GeneID:384622 Gm5331 7 46,832,464 46,839,328 6,864 + 1

GeneID:16828 Ldha 7 46,845,804 46,855,627 9,823 + 1

GeneID:22088 Tsg101 7 46,889,027 46,919,930 30,903 - 1

GeneID:54122 Uevld 7 46,923,216 46,958,518 35,302 - 2

GeneID:97402 C86187 7 46,967,747 46,975,911 8,164 - 1

GeneID:101685 Spty2d1 7 46,990,396 47,008,414 18,018 - 1

GeneID:67893 Tmem86a 7 47,050,640 47,054,776 4,136 + 1

GeneID:108961 E2f8 7 48,866,429 48,881,041 14,612 - 1

GeneID:100040465Gm2788 7 48,880,640 48,886,608 5,968 + 1

GeneID:78286 Nav2 7 48,959,073 49,610,088 651,015 + 1

GeneID:53415 Htatip2 7 49,759,106 49,773,999 14,893 + 1

GeneID:71974 Prmt3 7 49,778,358 49,858,265 79,907 + 1

GeneID:20430 Cyfip1 7 55,842,071 55,932,633 90,562 + 1

GeneID:93790 Nipa2 7 55,931,266 55,962,493 31,227 - 1

GeneID:320845 A230056P14Rik 7 55,962,531 55,980,096 17,565 + 1

GeneID:110886 Gabra5 7 57,407,669 57,510,009 102,340 - 1

GeneID:11982 Atp10a 7 58,658,202 58,829,426 171,224 + 1

GeneID:22215 Ube3a 7 59,228,750 59,306,727 77,977 + 1

GeneID:22652 Mkrn3 7 62,417,593 62,420,139 2,546 - 1

GeneID:27412 Peg12 7 62,461,871 62,464,510 2,639 - 1

GeneID:50794 Klf13 7 63,886,351 63,938,915 52,564 - 1

GeneID:70638 Fam189a1 7 64,756,096 65,156,528 400,432 - 2

GeneID:66647 Ndnl2 7 64,871,650 64,873,040 1,390 - 1

GeneID:665234 Gm7546 7 65,579,999 65,635,854 55,855 - 1

GeneID:272396 Tarsl2 7 65,644,898 65,692,093 47,195 + 2

GeneID:68634 Tm2d3 7 65,693,417 65,701,913 8,496 + 1

GeneID:18553 Pcsk6 7 65,862,136 66,050,386 188,250 + 1

GeneID:68981 Snrpa1 7 66,060,336 66,074,587 14,251 + 2

Page 288 of 1163



GeneID:109815 Vimp 7 66,079,649 66,089,405 9,756 + 1

GeneID:269941 Chsy1 7 66,109,515 66,173,798 64,283 + 1

GeneID:233328 Lrrk1 7 66,258,745 66,388,341 129,596 - 1

GeneID:56847 Aldh1a3 7 66,390,892 66,427,477 36,585 - 2

GeneID:233332 Adamts17 7 66,839,735 67,152,625 312,890 + 1

GeneID:17258 Mef2a 7 67,233,824 67,372,858 139,034 - 2

GeneID:233335 Synm 7 67,730,161 67,759,742 29,581 - 1

GeneID:16001 Igf1r 7 67,952,257 68,233,667 281,410 + 2

GeneID:66412 Arrdc4 7 68,736,994 68,749,238 12,244 - 1

GeneID:11819 Nr2f2 7 70,351,950 70,366,746 14,796 - 5

GeneID:434198 B130024G19Rik 7 70,365,383 70,411,146 45,763 + 3

GeneID:319783 A730056A06Rik 7 73,313,806 73,375,774 61,968 - 1

GeneID:244058 Rgma 7 73,375,520 73,419,899 44,379 + 2

GeneID:69170 1810026B05Rik 7 73,539,798 73,558,395 18,597 - 1

GeneID:665610 Gm7710 7 73,617,858 73,618,383 525 - 1

GeneID:100038347Fam174b 7 73,740,307 73,776,919 36,612 + 1

GeneID:20450 St8sia2 7 73,939,119 74,013,682 74,563 - 1

GeneID:108116 Slco3a1 7 74,275,418 74,554,780 279,362 - 1

GeneID:75547 Akap13 7 75,455,534 75,754,609 299,075 + 1

GeneID:723884 Mir7-2 7 78,888,277 78,888,373 96 + 1

GeneID:68048 Aen 7 78,895,927 78,908,833 12,906 + 1

GeneID:54608 Abhd2 7 79,273,266 79,361,601 88,335 + 1

GeneID:18975 Polg 7 79,449,383 79,466,273 16,890 - 1

GeneID:100038478Gm10616 7 79,466,409 79,468,536 2,127 + 1

GeneID:77011 Ticrr 7 79,660,196 79,698,148 37,952 + 1

GeneID:16576 Kif7 7 79,698,098 79,714,186 16,088 - 1

GeneID:103968 Plin1 7 79,721,164 79,732,776 11,612 - 1

GeneID:209225 Zfp710 7 80,024,814 80,092,751 67,937 + 3

GeneID:100859962Gm21057 7 80,062,710 80,075,257 12,547 - 1

GeneID:269951 Idh2 7 80,094,846 80,115,350 20,504 - 1

GeneID:20352 Sema4b 7 80,186,841 80,226,524 39,683 + 3

GeneID:23991 Cib1 7 80,227,160 80,232,616 5,456 - 1

GeneID:269952 Gdpgp1 7 80,232,893 80,241,420 8,527 + 1

GeneID:269954 Ttll13 7 80,246,376 80,260,821 14,445 + 1

GeneID:83485 Ngrn 7 80,261,215 80,265,378 4,163 + 1

GeneID:233405 Vps33b 7 80,269,655 80,291,579 21,924 + 2

GeneID:233406 Prc1 7 80,294,465 80,316,259 21,794 + 1

GeneID:101869 Unc45a 7 80,325,292 80,340,219 14,927 - 1

GeneID:68695 Hddc3 7 80,343,137 80,346,097 2,960 + 1

GeneID:140481 Man2a2 7 80,349,097 80,371,375 22,278 - 3

GeneID:14159 Fes 7 80,377,758 80,387,946 10,188 - 1

GeneID:18550 Furin 7 80,389,194 80,405,431 16,237 - 2

GeneID:70461 Crtc3 7 80,586,632 80,688,877 102,245 - 1

GeneID:29875 Iqgap1 7 80,711,583 80,803,331 91,748 - 1

GeneID:22691 Zscan2 7 80,862,108 80,876,514 14,406 + 2

GeneID:233410 Zfp592 7 80,993,684 81,045,162 51,478 + 1

GeneID:18584 Pde8a 7 81,213,804 81,333,622 119,818 + 2
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GeneID:20068 Rps17 7 81,342,733 81,345,234 2,501 - 1

GeneID:12877 Cpeb1 7 81,347,026 81,454,758 107,732 - 2

GeneID:11775 Ap3b2 7 81,460,399 81,493,925 33,526 - 1

GeneID:244091 Fsd2 7 81,534,354 81,566,981 32,627 - 1

GeneID:434204 Whamm 7 81,571,292 81,596,836 25,544 + 1

GeneID:67148 Fam103a1 7 81,762,953 81,769,490 6,537 + 1

GeneID:83962 Btbd1 7 81,792,074 81,829,431 37,357 - 1

GeneID:107769 Tm6sf1 7 81,859,022 81,884,068 25,046 + 1

GeneID:29877 Hdgfrp3 7 81,881,256 81,934,459 53,203 - 1

GeneID:12173 Bnc1 7 81,966,662 81,992,299 25,637 - 1

GeneID:330577 Fam154b 7 82,632,960 82,648,528 15,568 - 1

GeneID:101592 Eftud1 7 82,648,614 82,777,852 129,238 + 1

GeneID:619808 1700010L04Rik 7 82,851,599 82,859,849 8,250 + 1

GeneID:108797 Mex3b 7 82,867,333 82,871,576 4,243 + 1

GeneID:80889 Mesdc1 7 83,880,495 83,884,341 3,846 - 1

GeneID:67943 Mesdc2 7 83,892,000 83,901,532 9,532 + 1

GeneID:70178 Abhd17c 7 84,109,356 84,151,893 42,537 - 1

GeneID:100039239Gm2115 7 84,528,954 84,578,339 49,385 + 1

GeneID:14366 Fzd4 7 89,404,366 89,410,110 5,744 + 1

GeneID:78329 2310010J17Rik 7 90,124,836 90,129,936 5,100 - 1

GeneID:233489 Picalm 7 90,130,232 90,209,447 79,215 + 1

GeneID:233490 Crebzf 7 90,442,781 90,447,721 4,940 + 1

GeneID:66271 Tmem126a 7 90,450,712 90,457,208 6,496 - 1

GeneID:73845 Ankrd42 7 92,584,183 92,637,142 52,959 - 1

GeneID:74737 Pcf11 7 92,643,712 92,669,912 26,200 - 2

GeneID:58238 Fam181b 7 93,079,879 93,081,722 1,843 + 1

GeneID:23966 Tenm4 7 96,210,637 96,908,554 697,917 + 1

GeneID:14389 Gab2 7 97,081,751 97,308,951 227,200 + 1

GeneID:244144 Usp35 7 97,309,380 97,325,964 16,584 - 1

GeneID:622320 Kctd21 7 97,332,323 97,350,216 17,893 + 1

GeneID:66273 Aamdc 7 97,550,331 97,579,497 29,166 - 1

GeneID:233532 Rsf1 7 97,579,896 97,692,782 112,886 + 2

GeneID:101055679LOC101055679 7 97,693,423 97,696,621 3,198 - 1

GeneID:12729 Clns1a 7 97,696,657 97,720,793 24,136 + 1

GeneID:17921 Myo7a 7 98,051,054 98,119,493 68,439 - 1

GeneID:12337 Capn5 7 98,121,565 98,178,193 56,628 - 2

GeneID:330599 Gm16938 7 98,177,194 98,184,804 7,610 + 1

GeneID:66190 Acer3 7 98,213,660 98,309,527 95,867 - 1

GeneID:244152 Tsku 7 98,350,668 98,361,328 10,660 - 1

GeneID:434215 Lrrc32 7 98,494,222 98,501,831 7,609 + 1

GeneID:233545 2210018M11Rik 7 98,590,594 98,656,569 65,975 - 1

GeneID:22411 Wnt11 7 98,838,845 98,854,747 15,902 + 1

GeneID:78610 Uvrag 7 98,886,743 99,141,144 254,401 - 1

GeneID:67800 Dgat2 7 99,153,663 99,182,713 29,050 - 1

GeneID:17760 Map6 7 99,267,447 99,337,137 69,690 + 1

GeneID:12406 Serpinh1 7 99,345,375 99,353,239 7,864 - 2

GeneID:233552 Gdpd5 7 99,381,549 99,460,984 79,435 + 2
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GeneID:72184 Klhl35 7 99,466,004 99,474,022 8,018 + 2

GeneID:27050 Rps3 7 99,477,896 99,483,709 5,813 - 2

GeneID:449631 Snord15b 7 99,479,563 99,479,707 144 - 1

GeneID:449630 Snord15a 7 99,482,785 99,482,932 147 - 1

GeneID:100503386Gm4980 7 99,624,067 99,627,103 3,036 - 1

GeneID:108937 Rnf169 7 99,920,254 99,980,458 60,204 - 1

GeneID:67967 Pold3 7 100,082,113 100,121,500 39,387 - 1

GeneID:67164 Lipt2 7 100,159,277 100,160,931 1,654 + 1

GeneID:70974 Pgm2l1 7 100,227,607 100,278,872 51,265 + 1

GeneID:320452 P4ha3 7 100,285,520 100,319,699 34,179 + 1

GeneID:22228 Ucp2 7 100,493,345 100,502,173 8,828 + 1

GeneID:69387 Dnajb13 7 100,503,020 100,514,815 11,795 - 1

GeneID:52443 Mrpl48 7 100,549,117 100,607,996 58,879 - 1

GeneID:19346 Rab6a 7 100,607,586 100,641,268 33,682 + 1

GeneID:320100 Relt 7 100,845,848 100,863,413 17,565 - 1

GeneID:207212 Arhgef17 7 100,869,746 100,932,161 62,415 - 2

GeneID:233571 P2ry6 7 100,937,634 100,964,366 26,732 - 1

GeneID:207278 Fchsd2 7 101,108,775 101,284,405 175,630 + 1

GeneID:20480 Clpb 7 101,663,768 101,790,168 126,400 + 1

GeneID:16332 Inppl1 7 101,822,632 101,838,226 15,594 - 2

GeneID:14276 Folr2 7 101,839,988 101,845,331 5,343 - 2

GeneID:101706 Numa1 7 101,969,843 102,014,959 45,116 + 1

GeneID:269966 Nup98 7 102,134,203 102,210,120 75,917 - 1

GeneID:56212 Rhog 7 102,239,123 102,250,118 10,995 - 2

GeneID:20866 Stim1 7 102,267,824 102,436,860 169,036 + 1

GeneID:11785 Apbb1 7 105,558,465 105,581,653 23,188 - 1

GeneID:15458 Hpx 7 105,591,611 105,600,116 8,505 - 1

GeneID:14356 Timm10b 7 105,640,540 105,641,846 1,306 + 1

GeneID:101867 Rrp8 7 105,731,730 105,737,385 5,655 - 2

GeneID:16202 Ilk 7 105,736,590 105,742,925 6,335 + 2

GeneID:24075 Taf10 7 105,742,894 105,744,338 1,444 - 2

GeneID:12751 Tpp1 7 105,744,847 105,752,207 7,360 - 3

GeneID:233651 Dchs1 7 105,752,989 105,787,550 34,561 - 2

GeneID:27397 Mrpl17 7 105,803,782 105,811,087 7,305 - 1

GeneID:244202 Nlrp10 7 108,921,853 108,930,158 8,305 - 1

GeneID:66085 Eif3f 7 108,934,415 108,941,942 7,527 + 1

GeneID:117229 Stk33 7 109,279,216 109,439,053 159,837 - 1

GeneID:74293 1700095J03Rik 7 109,438,618 109,444,895 6,277 + 1

GeneID:330627 Trim66 7 109,449,001 109,508,134 59,133 - 1

GeneID:26451 Rpl27a 7 109,519,195 109,522,369 3,174 + 1

GeneID:100302499Snora3 7 109,520,132 109,520,251 119 + 1

GeneID:76954 St5 7 109,523,911 109,617,147 93,236 - 1

GeneID:56786 Tmem9b 7 109,735,836 109,752,263 16,427 - 1

GeneID:73886 4930431P19Rik 7 109,752,320 109,755,278 2,958 + 1

GeneID:78593 Nrip3 7 109,758,056 109,781,545 23,489 - 1

GeneID:233726 Ipo7 7 110,018,425 110,055,114 36,689 + 1

GeneID:22390 Wee1 7 110,122,059 110,143,299 21,240 + 1
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GeneID:20947 Swap70 7 110,221,703 110,283,506 61,803 + 1

GeneID:11717 Ampd3 7 110,772,604 110,812,395 39,791 + 1

GeneID:67150 Rnf141 7 110,816,535 110,844,381 27,846 - 1

GeneID:114332 Lyve1 7 110,850,607 110,862,953 12,346 - 1

GeneID:22083 Ctr9 7 111,028,951 111,056,377 27,426 + 1

GeneID:13690 Eif4g2 7 111,067,985 111,083,030 15,045 - 1

GeneID:100042678Gm3960 7 112,021,903 112,023,408 1,505 - 1

GeneID:74996 Usp47 7 112,023,506 112,111,386 87,880 + 1

GeneID:320878 Mical2 7 112,225,836 112,355,194 129,358 + 1

GeneID:57342 Parva 7 112,427,706 112,591,688 163,982 + 1

GeneID:69625 2310014F06Rik 7 112,665,558 112,680,081 14,523 - 2

GeneID:21676 Tead1 7 112,679,320 112,906,805 227,485 + 2

GeneID:68815 Btbd10 7 113,315,644 113,369,339 53,695 - 1

GeneID:67420 Far1 7 113,513,862 113,570,458 56,596 + 1

GeneID:66922 Rras2 7 114,046,782 114,117,781 70,999 - 1

GeneID:70349 Copb1 7 114,215,559 114,254,680 39,121 - 1

GeneID:26440 Psma1 7 114,264,550 114,276,116 11,566 - 2

GeneID:71045 4933406I18Rik 7 114,315,479 114,415,161 99,682 - 1

GeneID:18576 Pde3b 7 114,415,254 114,537,937 122,683 + 1

GeneID:18704 Pik3c2a 7 116,337,276 116,443,458 106,182 - 1

GeneID:267019 Rps15a 7 118,104,374 118,116,147 11,773 - 1

GeneID:54208 Arl6ip1 7 118,118,890 118,129,625 10,735 - 2

GeneID:233789 Smg1 7 118,131,312 118,243,637 112,325 - 2

GeneID:67745 4930583K01Rik 7 118,243,907 118,245,551 1,644 + 1

GeneID:110058 Syt17 7 118,381,856 118,443,552 61,696 - 1

GeneID:319622 Itpripl2 7 118,485,111 118,491,975 6,864 - 1

GeneID:56209 Gde1 7 118,688,558 118,705,738 17,180 - 1

GeneID:101565 Ccp110 7 118,712,611 118,737,019 24,408 + 1

GeneID:66356 Knop1 7 118,842,217 118,855,998 13,781 - 1

GeneID:434232 Iqck 7 118,855,775 118,972,652 116,877 + 1

GeneID:64297 Gprc5b 7 118,972,040 118,995,211 23,171 - 1

GeneID:233805 Dcun1d3 7 119,853,163 119,895,745 42,582 - 1

GeneID:73919 Lyrm1 7 119,896,292 119,916,750 20,458 + 1

GeneID:67003 Uqcrc2 7 120,635,189 120,659,523 24,334 + 1

GeneID:436008 Gm5737 7 120,812,365 120,831,193 18,828 + 1

GeneID:13631 Eef2k 7 120,842,831 120,907,219 64,388 + 2

GeneID:26939 Polr3e 7 120,917,744 120,947,432 29,688 + 1

GeneID:12585 Cdr2 7 120,957,036 120,982,312 25,276 - 1

GeneID:74466 4933427G17Rik 7 120,982,509 121,014,787 32,278 + 1

GeneID:59052 Mettl9 7 121,034,445 121,076,835 42,390 + 1

GeneID:76179 Usp31 7 121,642,021 121,707,253 65,232 - 1

GeneID:233824 Cog7 7 121,922,839 121,981,693 58,854 - 1

GeneID:74105 Gga2 7 121,986,722 122,021,198 34,476 - 1

GeneID:67417 Ears2 7 122,038,821 122,067,063 28,242 - 1

GeneID:28018 Ubfd1 7 122,067,198 122,082,199 15,001 + 1

GeneID:233826 Palb2 7 122,107,265 122,132,946 25,681 - 1

GeneID:59288 Dctn5 7 122,133,041 122,149,044 16,003 + 2
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GeneID:18817 Plk1 7 122,159,437 122,169,875 10,438 + 1

GeneID:18751 Prkcb 7 122,289,125 122,634,402 345,277 + 1

GeneID:73951 4930413G21Rik 7 122,969,058 122,970,459 1,401 - 1

GeneID:19647 Rbbp6 7 122,970,564 123,002,572 32,008 + 1

GeneID:233833 Tnrc6a 7 123,123,885 123,195,296 71,411 + 1

GeneID:233863 Gtf3c1 7 125,640,954 125,707,688 66,734 - 1

GeneID:233865 D430042O09Rik 7 125,707,876 125,874,797 166,921 + 1

GeneID:269994 Gsg1l 7 125,878,419 126,082,411 203,992 - 1

GeneID:74204 Xpo6 7 126,101,718 126,200,408 98,690 - 1

GeneID:104175 Sbk1 7 126,272,619 126,294,999 22,380 + 1

GeneID:70314 Rabep2 7 126,428,767 126,445,907 17,140 + 1

GeneID:233870 Tufm 7 126,487,355 126,490,731 3,376 + 1

GeneID:233871 Atxn2l 7 126,491,708 126,503,302 11,594 - 2

GeneID:56347 Eif3c 7 126,546,911 126,566,366 19,455 - 1

GeneID:12752 Cln3 7 126,571,400 126,584,280 12,880 - 1

GeneID:75764 Slx1b 7 126,688,927 126,695,783 6,856 - 1

GeneID:66162 Bola2 7 126,696,000 126,696,693 693 + 1

GeneID:12721 Coro1a 7 126,699,774 126,704,754 4,980 - 1

GeneID:26417 Mapk3 7 126,759,626 126,765,816 6,190 + 1

GeneID:68616 Gdpd3 7 126,766,414 126,775,645 9,231 + 2

GeneID:66090 Ypel3 7 126,776,975 126,780,514 3,539 + 1

GeneID:21389 Tbx6 7 126,781,483 126,785,548 4,065 + 2

GeneID:56420 Ppp4c 7 126,785,868 126,792,471 6,603 - 3

GeneID:11674 Aldoa 7 126,795,234 126,800,447 5,213 - 2

GeneID:233877 Kctd13 7 126,928,879 126,945,609 16,730 + 3

GeneID:233879 Asphd1 7 126,946,008 126,949,581 3,573 - 2

GeneID:233878 Sez6l2 7 126,950,535 126,970,606 20,071 + 3

GeneID:381922 D830044I16Rik 7 126,972,627 126,975,833 3,206 - 1

GeneID:52858 Cdipt 7 126,975,914 126,980,501 4,587 + 1

GeneID:78388 Mvp 7 126,986,860 127,014,594 27,734 - 4

GeneID:67278 Pagr1a 7 127,015,051 127,017,352 2,301 - 3

GeneID:69017 Prrt2 7 127,017,542 127,021,211 3,669 - 3

GeneID:17188 Maz 7 127,022,134 127,026,479 4,345 - 3

GeneID:110033 Kif22 7 127,027,731 127,042,420 14,689 - 3

GeneID:69036 Zg16 7 127,050,156 127,051,977 1,821 - 1

GeneID:68449 Tbc1d10b 7 127,197,459 127,208,468 11,009 - 1

GeneID:17907 Mylpf 7 127,211,608 127,214,287 2,679 + 1

GeneID:54204 Sept1 7 127,214,442 127,218,445 4,003 - 1

GeneID:100043580Gm4532 7 127,232,418 127,233,130 712 - 1

GeneID:233887 Zfp553 7 127,233,443 127,237,861 4,418 + 2

GeneID:244216 Zfp771 7 127,244,526 127,254,801 10,275 + 1

GeneID:20768 Sephs2 7 127,271,879 127,274,059 2,180 - 1

GeneID:16408 Itgal 7 127,296,260 127,335,137 38,877 + 1

GeneID:233890 Zfp768 7 127,342,795 127,345,314 2,519 - 1

GeneID:71131 Zfp689 7 127,442,136 127,449,158 7,022 - 1

GeneID:233895 Prr14 7 127,471,614 127,476,758 5,144 + 1

GeneID:629159 1700008J07Rik 7 127,510,438 127,512,869 2,431 - 1

Page 293 of 1163



GeneID:100043597Srcap 7 127,511,983 127,565,271 53,288 + 1

GeneID:233900 Rnf40 7 127,588,698 127,603,605 14,907 + 1

GeneID:68232 1700120K04Rik 7 127,603,903 127,604,445 542 - 2

GeneID:320683 Zfp629 7 127,607,035 127,614,433 7,398 - 2

GeneID:12055 Bcl7c 7 127,704,978 127,708,766 3,788 - 1

GeneID:791073 Mir762 7 127,708,487 127,708,562 75 + 1

GeneID:13019 Ctf1 7 127,712,736 127,718,185 5,449 + 1

GeneID:244218 Ctf2 7 127,718,960 127,725,616 6,656 - 1

GeneID:233902 Fbxl19 7 127,746,775 127,768,928 22,153 + 2

GeneID:269999 Orai3 7 127,769,815 127,775,150 5,335 + 1

GeneID:233904 Setd1a 7 127,777,389 127,800,122 22,733 + 1

GeneID:20909 Stx4a 7 127,841,808 127,848,979 7,171 + 1

GeneID:244219 Zfp668 7 127,865,359 127,876,823 11,464 - 1

GeneID:233905 Zfp646 7 127,877,701 127,885,996 8,295 + 1

GeneID:330657 Prss53 7 127,885,444 127,890,970 5,526 - 1

GeneID:77613 Prss36 7 127,932,638 127,946,725 14,087 - 1

GeneID:233913 BC017158 7 128,271,379 128,298,131 26,752 - 1

GeneID:100526559Mir3103 7 128,288,369 128,288,435 66 - 1

GeneID:67865 Rgs10 7 128,373,625 128,418,172 44,547 - 1

GeneID:29810 Bag3 7 128,523,583 128,546,981 23,398 + 1

GeneID:210711 Mcmbp 7 128,696,441 128,740,429 43,988 - 2

GeneID:207352 Sec23ip 7 128,744,870 128,784,836 39,966 + 2

GeneID:14183 Fgfr2 7 130,162,451 130,266,808 104,357 - 1

GeneID:11907 Ate1 7 130,391,493 130,519,961 128,468 - 1

GeneID:67872 Nsmce4a 7 130,532,526 130,547,381 14,855 - 1

GeneID:57752 Tacc2 7 130,577,484 130,764,784 187,300 + 2

GeneID:434249 Gm5602 7 130,861,285 130,866,324 5,039 - 1

GeneID:101476 Plekha1 7 130,865,910 130,913,302 47,392 + 1

GeneID:56213 Htra1 7 130,936,203 130,985,658 49,455 + 1

GeneID:68277 2310057M21Rik 7 131,342,718 131,362,698 19,980 - 2

GeneID:214580 Pstk 7 131,371,146 131,387,839 16,693 + 2

GeneID:67143 Ikzf5 7 131,388,649 131,410,478 21,829 - 1

GeneID:66885 Acadsb 7 131,410,601 131,446,211 35,610 + 1

GeneID:15372 Hmx2 7 131,554,062 131,556,582 2,520 + 1

GeneID:12237 Bub3 7 131,560,391 131,571,898 11,507 + 1

GeneID:233919 Gpr26 7 131,966,460 131,985,633 19,173 + 1

GeneID:77590 Chst15 7 132,236,255 132,317,155 80,900 - 1

GeneID:100502937Gm19463 7 132,314,912 132,316,219 1,307 - 1

GeneID:100043682Gm10584 7 132,315,664 132,318,291 2,627 + 1

GeneID:77938 Fam53b 7 132,712,084 132,813,196 101,112 - 1

GeneID:76683 1500002F19Rik 7 132,874,629 132,931,197 56,568 - 1

GeneID:13017 Ctbp2 7 132,987,011 133,123,483 136,472 - 2

GeneID:74970 4930483O08Rik 7 133,128,251 133,142,457 14,206 + 2

GeneID:214764 2700050L05Rik 7 133,637,675 133,673,017 35,342 + 1

GeneID:22276 Uros 7 133,686,330 133,709,295 22,965 - 1

GeneID:66165 Bccip 7 133,709,333 133,721,145 11,812 + 1

GeneID:101437 Dhx32 7 133,720,935 133,776,803 55,868 - 1
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GeneID:66930 Fank1 7 133,776,891 133,881,532 104,641 + 1

GeneID:330662 Dock1 7 134,670,687 135,173,647 502,960 + 1

GeneID:212070 Clrn3 7 135,511,456 135,528,654 17,198 - 1

GeneID:19267 Ptpre 7 135,537,824 135,686,294 148,470 + 2

GeneID:17345 Mki67 7 135,689,788 135,716,379 26,591 - 1

GeneID:13593 Ebf3 7 137,193,671 137,314,445 120,774 - 1

GeneID:30926 Glrx3 7 137,437,648 137,468,594 30,946 + 1

GeneID:69546 Mapk1ip1 7 138,835,818 138,846,267 10,449 - 1

GeneID:52432 Ppp2r2d 7 138,846,386 138,883,057 36,671 + 1

GeneID:74004 Jakmip3 7 139,062,607 139,083,976 21,369 + 1

GeneID:26757 Dpysl4 7 139,086,001 139,101,795 15,794 + 1

GeneID:76612 Lrrc27 7 139,212,988 139,242,973 29,985 + 1

GeneID:101631 Pwwp2b 7 139,248,482 139,267,253 18,771 + 1

GeneID:212111 Inpp5a 7 139,389,109 139,579,652 190,543 + 1

GeneID:14912 Nkx6-2 7 139,579,376 139,582,797 3,421 - 1

GeneID:76484 Kndc1 7 139,894,696 139,941,540 46,844 + 1

GeneID:22286 Utf1 7 139,943,856 139,945,112 1,256 + 1

GeneID:74237 Tubgcp2 7 139,995,955 140,036,350 40,395 - 1

GeneID:69752 Zfp511 7 140,036,391 140,040,605 4,214 + 1

GeneID:17703 Msx3 7 140,046,157 140,049,088 2,931 - 1

GeneID:212503 Paox 7 140,125,685 140,134,334 8,649 + 1

GeneID:212508 Mtg1 7 140,137,564 140,150,786 13,222 + 1

GeneID:78520 C330022C24Rik 7 140,837,221 140,845,689 8,468 - 1

GeneID:338417 Scgb1c1 7 140,845,565 140,846,769 1,204 + 1

GeneID:69287 Odf3 7 140,847,916 140,850,925 3,009 + 1

GeneID:54399 Bet1l 7 140,853,384 140,856,383 2,999 - 1

GeneID:101489 Ric8 7 140,857,397 140,863,731 6,334 + 1

GeneID:64384 Sirt3 7 140,863,663 140,882,309 18,646 - 2

GeneID:23997 Psmd13 7 140,882,394 140,898,642 16,248 + 1

GeneID:15461 Hras1 7 141,189,934 141,194,004 4,070 - 3

GeneID:70552 Lrrc56 7 141,194,130 141,210,055 15,925 + 4

GeneID:72000 1600016N20Rik 7 141,210,043 141,214,080 4,037 - 1

GeneID:66985 Rassf7 7 141,215,860 141,218,658 2,798 + 1

GeneID:387206 Mir210 7 141,221,384 141,221,493 109 - 1

GeneID:57754 Cend1 7 141,426,451 141,429,420 2,969 - 1

GeneID:68267 Slc25a22 7 141,429,749 141,437,874 8,125 - 2

GeneID:57913 Lrdd 7 141,438,515 141,443,355 4,840 - 2

GeneID:67186 Rplp2 7 141,447,650 141,451,342 3,692 + 3

GeneID:100217419Snora52 7 141,448,803 141,448,936 133 + 2

GeneID:66853 Pnpla2 7 141,455,188 141,460,743 5,555 + 3

GeneID:213573 Efcab4a 7 141,461,094 141,466,602 5,508 + 3

GeneID:12476 Cd151 7 141,467,362 141,471,481 4,119 + 2

GeneID:66491 Polr2l 7 141,471,860 141,475,153 3,293 - 3

GeneID:64540 Tspan4 7 141,475,236 141,493,427 18,191 + 3

GeneID:11772 Ap2a2 7 141,562,180 141,633,011 70,831 + 1

GeneID:18218 Dusp8 7 142,079,487 142,095,284 15,797 - 1

GeneID:100043627Gm4559 7 142,273,764 142,274,363 599 - 1
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GeneID:100038419E330027M22Rik 7 142,288,067 142,290,418 2,351 + 1

GeneID:13033 Ctsd 7 142,375,916 142,387,870 11,954 - 1

GeneID:19935 Mrpl23 7 142,533,117 142,540,742 7,625 + 1

GeneID:16002 Igf2 7 142,650,768 142,661,035 10,267 - 1

GeneID:723874 Mir483 7 142,654,924 142,654,996 72 - 1

GeneID:111975 Igf2as 7 142,659,693 142,670,356 10,663 + 1

GeneID:17173 Ascl2 7 142,966,822 142,969,264 2,442 - 1

GeneID:97423 R74862 7 143,032,621 143,053,368 20,747 - 1

GeneID:12520 Cd81 7 143,052,750 143,067,930 15,180 + 1

GeneID:12577 Cdkn1c 7 143,458,339 143,461,050 2,711 - 1

GeneID:17955 Nap1l4 7 143,513,579 143,549,090 35,511 - 1

GeneID:27267 Cars 7 143,557,230 143,600,090 42,860 - 1

GeneID:13043 Cttn 7 144,435,724 144,470,935 35,211 - 1

GeneID:233977 Ppfia1 7 144,476,755 144,553,729 76,974 - 1

GeneID:14174 Fgf3 7 144,838,612 144,843,348 4,736 + 1

GeneID:12443 Ccnd1 7 144,929,931 144,939,925 9,994 - 1

GeneID:1000400491810010D01Rik 7 145,205,818 145,208,119 2,301 - 1

GeneID:319493 A430078G23Rik 8 3,353,415 3,390,299 36,884 + 1

GeneID:102098 Arhgef18 8 3,393,008 3,456,600 63,592 + 1

GeneID:76406 1700019B03Rik 8 3,470,862 3,487,178 16,316 + 1

GeneID:140482 Zfp358 8 3,493,138 3,497,208 4,070 + 1

GeneID:94178 Mcoln1 8 3,500,519 3,515,232 14,713 + 1

GeneID:546049 C330021F23Rik 8 3,567,998 3,584,776 16,778 + 1

GeneID:100503854Gm10186 8 3,583,752 3,584,250 498 - 1

GeneID:69697 Camsap3 8 3,587,450 3,609,075 21,625 + 1

GeneID:69189 1810033B17Rik 8 3,665,762 3,668,905 3,143 + 1

GeneID:664858 BB094273 8 3,674,035 3,687,252 13,217 - 1

GeneID:66682 Trappc5 8 3,676,477 3,680,921 4,444 + 1

GeneID:14128 Fcer2a 8 3,681,737 3,694,174 12,437 - 1

GeneID:100044509Gm14378 8 4,248,214 4,251,423 3,209 + 1

GeneID:102209 Snapc2 8 4,253,102 4,256,220 3,118 + 1

GeneID:330695 Ctxn1 8 4,257,646 4,259,274 1,628 - 1

GeneID:21856 Timm44 8 4,259,731 4,275,905 16,174 - 1

GeneID:15568 Elavl1 8 4,284,782 4,325,100 40,318 - 1

GeneID:20300 Ccl25 8 4,325,210 4,360,020 34,810 + 1

GeneID:665044 Gm7461 8 4,677,539 4,678,365 826 - 1

GeneID:20419 Shcbp1 8 4,735,980 4,779,534 43,554 - 1

GeneID:13642 Efnb2 8 8,617,439 8,660,773 43,334 - 1

GeneID:66719 4921522P10Rik 8 8,661,801 8,664,728 2,927 + 1

GeneID:234023 Arglu1 8 8,666,576 8,690,537 23,961 - 2

GeneID:384783 Irs2 8 10,986,961 11,008,430 21,469 - 3

GeneID:619321 9530052E02Rik 8 11,007,850 11,054,541 46,691 + 2

GeneID:12826 Col4a1 8 11,198,423 11,312,826 114,403 - 1

GeneID:12827 Col4a2 8 11,312,829 11,449,287 136,458 + 1

GeneID:19332 Rab20 8 11,453,977 11,478,499 24,522 - 1

GeneID:102132 E230013L22Rik 8 11,477,664 11,480,241 2,577 + 1

GeneID:69225 Carkd 8 11,497,506 11,513,287 15,781 + 1
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GeneID:71941 Cars2 8 11,514,017 11,550,771 36,754 - 1

GeneID:26356 Ing1 8 11,556,066 11,563,250 7,184 + 1

GeneID:102334 Ankrd10 8 11,611,583 11,635,754 24,171 - 1

GeneID:54126 Arhgef7 8 11,728,105 11,835,219 107,114 + 1

GeneID:259279 Tubgcp3 8 12,614,277 12,672,100 57,823 - 1

GeneID:50770 Atp11a 8 12,757,016 12,868,728 111,712 + 1

GeneID:17207 Mcf2l 8 12,915,893 13,020,509 104,616 + 1

GeneID:234069 Pcid2 8 13,077,525 13,105,343 27,818 - 1

GeneID:99375 Cul4a 8 13,105,721 13,147,940 42,219 + 1

GeneID:16783 Lamp1 8 13,159,135 13,175,338 16,203 + 1

GeneID:21781 Tfdp1 8 13,339,674 13,377,702 38,028 + 1

GeneID:14456 Gas6 8 13,465,374 13,494,535 29,161 - 1

GeneID:19414 Rasa3 8 13,567,218 13,677,587 110,369 - 1

GeneID:69957 Cdc16 8 13,757,690 13,781,882 24,192 + 2

GeneID:67031 Upf3a 8 13,785,615 13,798,538 12,923 + 1

GeneID:101994 Zfp828 8 13,869,641 13,881,639 11,998 + 1

GeneID:66423 Coprs 8 13,884,788 13,890,271 5,483 - 1

GeneID:72148 2610019F03Rik 8 13,952,008 13,974,777 22,769 - 1

GeneID:234094 Arhgef10 8 14,911,717 15,001,085 89,368 + 1

GeneID:74901 Kbtbd11 8 15,011,025 15,033,333 22,308 + 2

GeneID:244329 Mcph1 8 18,595,173 18,803,189 208,016 + 1

GeneID:52123 Agpat5 8 18,846,279 18,884,413 38,134 + 1

GeneID:319581 Xkr5 8 18,932,729 18,950,973 18,244 - 1

GeneID:11979 Atp7b 8 21,994,348 22,060,074 65,726 - 1

GeneID:207958 Alg11 8 22,060,721 22,071,627 10,906 + 1

GeneID:80986 Ckap2 8 22,168,152 22,185,819 17,667 - 1

GeneID:70160 Vps36 8 22,192,860 22,218,597 25,737 + 1

GeneID:102032 Smim19 8 22,462,614 22,476,879 14,265 - 1

GeneID:20516 Slc20a2 8 22,476,700 22,569,616 92,916 + 1

GeneID:100502938Gm17491 8 22,480,264 22,483,332 3,068 + 1

GeneID:22335 Vdac3 8 22,577,075 22,593,813 16,738 - 1

GeneID:64933 Ap3m2 8 22,787,354 22,805,654 18,300 - 1

GeneID:244349 Kat6a 8 22,859,539 22,943,262 83,723 + 1

GeneID:11733 Ank1 8 22,974,882 23,150,496 175,614 + 1

GeneID:723876 Mir486 8 23,142,555 23,142,682 127 + 1

GeneID:100526510Mir3107 8 23,142,573 23,142,662 89 - 1

GeneID:74561 Nkx6-3 8 23,153,271 23,158,948 5,677 + 1

GeneID:102247 Agpat6 8 23,172,946 23,208,453 35,507 - 1

GeneID:20377 Sfrp1 8 23,411,502 23,449,632 38,130 + 1

GeneID:11502 Adam9 8 24,949,611 25,016,922 67,311 - 1

GeneID:69742 Tm2d2 8 25,017,211 25,023,260 6,049 + 1

GeneID:330723 Htra4 8 25,024,928 25,038,962 14,034 - 1

GeneID:320165 Tacc1 8 25,154,552 25,201,449 46,897 - 1

GeneID:14182 Fgfr1 8 25,518,772 25,575,714 56,942 + 1

GeneID:270035 Letm2 8 25,578,490 25,597,487 18,997 - 1

GeneID:234135 Whsc1l1 8 25,602,306 25,719,667 117,361 + 1

GeneID:72108 Ddhd2 8 25,725,324 25,754,280 28,956 - 1
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GeneID:100503003Gm17484 8 25,754,480 25,769,704 15,224 + 1

GeneID:67384 Bag4 8 25,764,538 25,785,209 20,671 - 2

GeneID:67207 Lsm1 8 25,785,591 25,803,975 18,384 + 1

GeneID:52120 Hgsnat 8 25,944,459 25,976,744 32,285 - 1

GeneID:74653 4930444A02Rik 8 25,980,604 25,994,121 13,517 - 1

GeneID:320191 Hook3 8 26,021,421 26,119,224 97,803 - 1

GeneID:77733 Rnf170 8 26,119,380 26,143,871 24,491 + 1

GeneID:353310 Zfp703 8 26,977,336 26,981,462 4,126 + 2

GeneID:244373 Erlin2 8 27,023,799 27,039,437 15,638 + 1

GeneID:78560 Gpr124 8 27,085,841 27,123,436 37,595 + 2

GeneID:66653 Brf2 8 27,123,832 27,128,632 4,800 - 1

GeneID:75767 Rab11fip1 8 27,138,773 27,174,646 35,873 - 1

GeneID:101055849LOC101055849 8 27,159,828 27,170,695 10,867 + 1

GeneID:13685 Eif4ebp1 8 27,260,327 27,275,656 15,329 + 1

GeneID:100316666Mir1186 8 31,102,921 31,103,042 121 - 1

GeneID:68867 Rnf122 8 31,111,846 31,131,482 19,636 + 1

GeneID:234138 Tti2 8 31,150,316 31,164,703 14,387 + 1

GeneID:67920 Mak16 8 31,159,468 31,168,724 9,256 - 1

GeneID:101055986LOC101055986 8 32,851,982 32,884,254 32,272 - 1

GeneID:100042715Gm3985 8 32,888,505 32,950,026 61,521 - 1

GeneID:22427 Wrn 8 33,234,373 33,385,527 151,154 - 1

GeneID:75029 Purg 8 33,386,325 33,417,469 31,144 + 1

GeneID:19053 Ppp2cb 8 33,599,621 33,619,804 20,183 + 1

GeneID:1005045921700104B16Rik 8 33,730,538 33,731,814 1,276 - 1

GeneID:68153 Gtf2e2 8 33,731,914 33,777,173 45,259 + 1

GeneID:72632 Smim18 8 33,742,112 33,747,770 5,658 - 1

GeneID:19663 Rbpms 8 33,782,644 33,929,841 147,197 - 1

GeneID:68192 Leprotl1 8 34,135,572 34,146,739 11,167 - 1

GeneID:67887 Tmem66 8 34,154,563 34,170,847 16,284 + 1

GeneID:319520 Dusp4 8 34,807,610 34,819,894 12,284 + 1

GeneID:675578 Gm9648 8 34,809,534 34,810,409 875 - 1

GeneID:21951 Tnks 8 34,829,179 34,965,690 136,511 - 1

GeneID:67276 Eri1 8 35,465,265 35,495,533 30,268 - 1

GeneID:100504714Gm16793 8 35,582,503 35,589,020 6,517 - 1

GeneID:52065 Mfhas1 8 35,587,798 35,679,449 91,651 + 1

GeneID:244421 Lonrf1 8 36,216,064 36,249,516 33,452 - 1

GeneID:80286 Tusc3 8 39,005,867 39,130,878 125,011 + 1

GeneID:78506 Micu3 8 40,308,051 40,386,304 78,253 + 1

GeneID:18983 Cnot7 8 40,493,036 40,511,304 18,268 - 1

GeneID:52348 Vps37a 8 40,511,783 40,551,134 39,351 + 1

GeneID:11988 Slc7a2 8 40,862,367 40,922,070 59,703 + 1

GeneID:102103 Mtus1 8 40,990,912 41,133,726 142,814 - 1

GeneID:18536 Pcm1 8 41,239,759 41,334,087 94,328 + 1

GeneID:11886 Asah1 8 41,340,643 41,374,697 34,054 - 1

GeneID:100045396Gm9908 8 44,934,730 44,935,159 429 - 1

GeneID:11739 Slc25a4 8 46,207,339 46,211,009 3,670 - 1

GeneID:14081 Acsl1 8 46,471,042 46,536,050 65,008 + 1
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GeneID:100503498Gm16675 8 46,730,970 46,739,515 8,545 - 2

GeneID:16363 Irf2 8 46,739,745 46,847,458 107,713 + 2

GeneID:71069 Stox2 8 47,180,048 47,352,348 172,300 - 1

GeneID:384817 4930448N21Rik 8 47,294,272 47,446,362 152,090 - 2

GeneID:69260 Ing2 8 47,667,178 47,675,159 7,981 - 1

GeneID:546058 AA386476 8 47,675,377 47,685,457 10,080 + 1

GeneID:70925 Cdkn2aip 8 47,709,344 47,713,931 4,587 - 1

GeneID:52357 Wwc2 8 47,827,595 47,990,551 162,956 - 1

GeneID:320685 Dctd 8 48,099,092 48,141,667 42,575 + 1

GeneID:23965 Tenm3 8 48,225,665 48,674,690 449,025 - 1

GeneID:73020 2900073C17Rik 8 48,841,997 48,843,846 1,849 - 1

GeneID:76687 Spcs3 8 54,520,433 54,529,998 9,565 - 1

GeneID:20284 Scrg1 8 57,455,923 57,477,585 21,662 + 1

GeneID:60406 Sap30 8 57,482,702 57,487,860 5,158 - 1

GeneID:97165 Hmgb2 8 57,511,843 57,515,999 4,156 + 1

GeneID:108150 Galnt7 8 57,523,825 57,653,055 129,230 - 1

GeneID:100502619AW046200 8 57,651,753 57,663,430 11,677 + 1

GeneID:71306 Mfap3l 8 60,632,860 60,676,731 43,871 + 1

GeneID:59009 Sh3rf1 8 61,224,171 61,396,072 171,901 + 1

GeneID:234309 Cbr4 8 61,487,734 61,503,500 15,766 + 1

GeneID:72333 Palld 8 61,515,021 61,902,690 387,669 - 1

GeneID:73067 Tmem192 8 64,947,185 64,969,036 21,851 + 1

GeneID:234344 Naf1 8 66,860,217 66,890,564 30,347 + 2

GeneID:234356 Csgalnact1 8 68,356,781 68,735,146 378,365 - 1

GeneID:16956 Lpl 8 68,880,555 68,906,932 26,377 + 1

GeneID:234358 Zfp930 8 69,209,046 69,230,539 21,493 + 1

GeneID:636741 Zfp964 8 69,654,556 69,664,453 9,897 + 1

GeneID:66869 Zfp869 8 69,705,137 69,716,902 11,765 - 1

GeneID:170759 Atp13a1 8 69,791,163 69,807,749 16,586 + 1

GeneID:234365 Yjefn3 8 69,887,788 69,893,975 6,187 - 1

GeneID:67184 Ndufa13 8 69,894,180 69,902,558 8,378 - 1

GeneID:83984 Tssk6 8 69,902,215 69,903,518 1,303 + 1

GeneID:234366 Gatad2a 8 69,907,069 69,996,379 89,310 - 3

GeneID:74549 Mau2 8 70,016,123 70,042,734 26,611 - 1

GeneID:70616 Sugp1 8 70,042,813 70,071,953 29,140 + 1

GeneID:76813 Armc6 8 70,220,192 70,234,422 14,230 - 1

GeneID:234373 Sugp2 8 70,234,226 70,263,105 28,879 + 1

GeneID:100503831LOC100503831 8 70,273,592 70,279,916 6,324 + 1

GeneID:26558 Homer3 8 70,282,999 70,294,361 11,362 + 2

GeneID:234374 Ddx49 8 70,292,866 70,302,452 9,586 - 2

GeneID:59042 Cope 8 70,302,785 70,312,990 10,205 + 2

GeneID:93898 Cers1 8 70,315,775 70,331,588 15,813 + 2

GeneID:14559 Gdf1 8 70,315,775 70,331,592 15,817 + 2

GeneID:19704 Upf1 8 70,331,522 70,353,273 21,751 - 2

GeneID:12845 Comp 8 70,373,548 70,382,066 8,518 + 1

GeneID:382056 Crtc1 8 70,382,358 70,439,573 57,215 - 1

GeneID:12931 Crlf1 8 70,493,156 70,504,081 10,925 + 1
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GeneID:66462 2810428I15Rik 8 70,504,296 70,506,739 2,443 - 1

GeneID:22186 Uba52 8 70,508,266 70,510,367 2,101 - 1

GeneID:75620 Kxd1 8 70,513,396 70,523,180 9,784 - 1

GeneID:14232 Fkbp8 8 70,527,743 70,535,328 7,585 + 1

GeneID:13716 Ell 8 70,539,675 70,592,858 53,183 + 2

GeneID:71780 Isyna1 8 70,594,481 70,597,290 2,809 + 1

GeneID:76900 Ssbp4 8 70,597,490 70,608,314 10,824 - 3

GeneID:211228 Lrrc25 8 70,616,844 70,620,850 4,006 + 3

GeneID:23886 Gdf15 8 70,629,394 70,631,635 2,241 - 1

GeneID:66522 Pgpep1 8 70,646,436 70,659,738 13,302 - 1

GeneID:16478 Jund 8 70,697,739 70,700,616 2,877 + 1

GeneID:637079 Gm16486 8 70,708,160 70,717,650 9,490 + 1

GeneID:110385 Pde4c 8 70,724,064 70,751,186 27,122 + 1

GeneID:19339 Rab3a 8 70,754,679 70,758,686 4,007 + 1

GeneID:234384 Mpv17l2 8 70,758,649 70,760,921 2,272 - 1

GeneID:65972 Ifi30 8 70,762,773 70,766,663 3,890 - 3

GeneID:18709 Pik3r2 8 70,768,181 70,776,712 8,531 - 2

GeneID:72093 2010320M18Rik 8 70,776,862 70,777,606 744 + 2

GeneID:546071 Mast3 8 70,778,117 70,792,433 14,316 - 3

GeneID:70807 Arrdc2 8 70,835,138 70,839,720 4,582 - 1

GeneID:84036 Kcnn1 8 70,842,049 70,857,008 14,959 - 2

GeneID:442796 A230052G05Rik 8 70,862,997 70,865,428 2,431 + 2

GeneID:234388 Ccdc124 8 70,868,227 70,873,490 5,263 - 2

GeneID:114479 Slc5a5 8 70,882,889 70,892,757 9,868 - 3

GeneID:76808 Rpl18a 8 70,894,722 70,897,443 2,721 - 3

GeneID:104370 Snora68 8 70,895,759 70,895,856 97 - 2

GeneID:270058 Map1s 8 70,905,974 70,917,529 11,555 + 2

GeneID:76478 Haus8 8 71,251,124 71,272,590 21,466 - 1

GeneID:17925 Myo9b 8 71,272,714 71,360,712 87,998 + 2

GeneID:67023 Use1 8 71,366,848 71,369,732 2,884 + 2

GeneID:77090 Ocel1 8 71,371,298 71,373,689 2,391 + 3

GeneID:13864 Nr2f6 8 71,374,119 71,381,952 7,833 - 3

GeneID:234395 Ushbp1 8 71,384,274 71,395,801 11,527 - 2

GeneID:68251 Babam1 8 71,396,855 71,404,772 7,917 + 1

GeneID:234396 Ankle1 8 71,406,012 71,409,904 3,892 + 1

GeneID:64296 Abhd8 8 71,456,700 71,463,657 6,957 - 2

GeneID:94065 Mrpl34 8 71,464,926 71,465,753 827 + 2

GeneID:66498 Dda1 8 71,469,194 71,476,435 7,241 + 3

GeneID:382014 Ano8 8 71,476,019 71,486,067 10,048 - 1

GeneID:70359 Gtpbp3 8 71,488,103 71,493,400 5,297 + 1

GeneID:26457 Slc27a1 8 71,568,927 71,586,708 17,781 + 1

GeneID:66171 Pgls 8 71,592,184 71,596,267 4,083 + 1

GeneID:100037278Fam129c 8 71,597,646 71,608,149 10,503 + 2

GeneID:234407 Glt25d1 8 71,611,024 71,624,911 13,887 + 1

GeneID:382018 Unc13a 8 71,626,712 71,671,757 45,045 - 1

GeneID:16453 Jak3 8 71,676,383 71,690,577 14,194 + 1

GeneID:236193 Zfp709 8 71,882,068 71,892,565 10,497 + 1
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GeneID:326618 Tpm4 8 72,135,292 72,153,129 17,837 + 2

GeneID:17274 Rab8a 8 72,161,200 72,181,366 20,166 + 1

GeneID:16598 Klf2 8 72,319,062 72,321,654 2,592 + 1

GeneID:13859 Eps15l1 8 72,340,995 72,421,474 80,479 - 1

GeneID:73316 Calr3 8 72,424,183 72,443,778 19,595 - 1

GeneID:27967 Cherp 8 72,460,483 72,475,233 14,750 - 1

GeneID:270066 Slc35e1 8 72,477,995 72,492,614 14,619 - 2

GeneID:70625 Med26 8 72,494,558 72,548,310 53,752 - 2

GeneID:319555 Nwd1 8 72,646,711 72,714,746 68,035 + 2

GeneID:20467 Sin3b 8 72,723,288 72,758,203 34,915 + 1

GeneID:16795 Large 8 72,814,599 73,352,556 537,957 - 1

GeneID:70823 Hmgxb4 8 74,993,703 75,031,972 38,269 + 2

GeneID:21968 Tom1 8 75,033,686 75,070,121 36,435 + 1

GeneID:15368 Hmox1 8 75,093,618 75,100,593 6,975 + 1

GeneID:17218 Mcm5 8 75,109,528 75,128,439 18,911 + 1

GeneID:78514 Arhgap10 8 77,250,366 77,517,907 267,541 - 1

GeneID:70345 0610038B21Rik 8 77,517,056 77,518,578 1,522 + 1

GeneID:102182 Prmt10 8 77,549,397 77,581,338 31,941 + 1

GeneID:19656 Rbmxl1 8 78,505,269 78,508,928 3,659 - 1

GeneID:76775 Slc10a7 8 78,509,335 78,734,005 224,670 + 1

GeneID:622675 Zfp827 8 79,028,437 79,193,766 165,329 + 1

GeneID:17125 Smad1 8 79,338,395 79,399,468 61,073 - 1

GeneID:73945 Otud4 8 79,639,676 79,677,755 38,079 + 1

GeneID:24015 Abce1 8 79,683,442 79,711,740 28,298 - 1

GeneID:68999 Anapc10 8 79,711,820 79,777,321 65,501 + 1

GeneID:15245 Hhip 8 79,965,851 80,058,008 92,157 - 1

GeneID:93762 Smarca5 8 80,699,943 80,739,459 39,516 - 1

GeneID:14388 Gab1 8 80,764,434 80,880,479 116,045 - 1

GeneID:74841 Usp38 8 80,980,733 81,014,906 34,173 - 1

GeneID:101055650LOC101055650 8 81,013,576 81,038,584 25,008 + 1

GeneID:30932 Zfp330 8 82,763,620 82,774,126 10,506 - 1

GeneID:244548 Elmod2 8 83,312,632 83,332,486 19,854 - 1

GeneID:81489 Dnajb1 8 83,608,175 83,611,903 3,728 + 1

GeneID:67903 Gipc1 8 83,652,678 83,664,789 12,111 + 2

GeneID:19216 Ptger1 8 83,666,640 83,670,103 3,463 + 1

GeneID:320795 Pkn1 8 83,669,762 83,699,179 29,417 - 1

GeneID:68278 Ddx39 8 83,715,177 83,723,351 8,174 + 1

GeneID:26364 Cd97 8 83,723,251 83,741,311 18,060 - 1

GeneID:330814 Lphn1 8 83,900,098 83,941,954 41,856 + 1

GeneID:66929 Asf1b 8 83,955,694 83,970,195 14,501 + 1

GeneID:18747 Prkaca 8 83,972,978 83,996,445 23,467 + 3

GeneID:666704 Samd1 8 83,997,672 84,000,386 2,714 + 2

GeneID:73453 1700067K01Rik 8 84,001,706 84,004,770 3,064 + 3

GeneID:70134 2210011C24Rik 8 84,010,228 84,012,156 1,928 - 2

GeneID:100316677Mir1199 8 84,011,515 84,011,633 118 - 2

GeneID:74337 Palm3 8 84,021,474 84,030,295 8,821 + 1

GeneID:244551 Nanos3 8 84,173,733 84,176,552 2,819 - 1
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GeneID:100049549Mir181d 8 84,178,716 84,178,787 71 - 1

GeneID:723819 Mir181c 8 84,178,873 84,178,961 88 - 1

GeneID:387216 Mir23a 8 84,208,518 84,208,592 74 + 1

GeneID:387220 Mir27a 8 84,208,672 84,208,758 86 + 1

GeneID:723960 Mir24-2 8 84,208,815 84,208,921 106 + 1

GeneID:100526528Mir3074-2 8 84,208,825 84,208,907 82 - 1

GeneID:212168 Zswim4 8 84,210,942 84,237,042 26,100 - 1

GeneID:101966 D8Ertd738e 8 84,246,235 84,249,761 3,526 - 2

GeneID:67873 Mri1 8 84,250,576 84,257,324 6,748 - 2

GeneID:67736 Ccdc130 8 84,257,795 84,270,360 12,565 - 2

GeneID:12286 Cacna1a 8 84,415,364 84,640,249 224,885 + 1

GeneID:15936 Ier2 8 84,661,331 84,662,852 1,521 - 1

GeneID:66830 Nacc1 8 84,670,479 84,687,862 17,383 - 2

GeneID:212528 Trmt1 8 84,689,247 84,699,808 10,561 + 1

GeneID:18032 Nfix 8 84,707,599 84,800,340 92,741 - 2

GeneID:619292 G430095P16Rik 8 84,723,007 84,726,846 3,839 + 1

GeneID:23863 Dand5 8 84,815,405 84,832,265 16,860 - 1

GeneID:102060 Gadd45gip1 8 84,832,282 84,835,482 3,200 + 2

GeneID:19358 Rad23a 8 84,834,652 84,840,641 5,989 - 3

GeneID:12317 Calr 8 84,842,088 84,846,931 4,843 - 4

GeneID:73619 1700122E12Rik 8 84,847,188 84,848,415 1,227 + 3

GeneID:66590 Farsa 8 84,856,986 84,869,257 12,271 + 2

GeneID:16596 Klf1 8 84,901,928 84,905,295 3,367 + 1

GeneID:13423 Dnase2a 8 84,908,624 84,911,461 2,837 + 1

GeneID:56527 Mast1 8 84,911,853 84,937,353 25,500 - 1

GeneID:234542 Rtbdn 8 84,946,991 84,956,603 9,612 + 1

GeneID:69724 Rnaseh2a 8 84,956,610 84,966,011 9,401 - 3

GeneID:101055733LOC101055733 8 84,966,033 84,969,533 3,500 - 4

GeneID:21672 Prdx2 8 84,969,648 84,974,313 4,665 + 4

GeneID:16477 Junb 8 84,976,909 84,978,748 1,839 - 4

GeneID:170833 Hook2 8 84,990,595 85,003,364 12,769 + 1

GeneID:56495 Asna1 8 85,017,931 85,025,278 7,347 - 1

GeneID:68544 2310036O22Rik 8 85,026,833 85,030,286 3,453 + 3

GeneID:212999 Tnpo2 8 85,036,915 85,057,583 20,668 + 4

GeneID:320466 A230103J11Rik 8 85,053,150 85,060,443 7,293 - 1

GeneID:68628 Fbxw9 8 85,060,119 85,067,121 7,002 + 2

GeneID:100503710Gm5741 8 85,067,568 85,067,982 414 - 2

GeneID:330817 Dhps 8 85,071,757 85,075,161 3,404 + 1

GeneID:67836 Wdr83 8 85,075,035 85,080,746 5,711 - 1

GeneID:414077 BC056474 8 85,080,963 85,082,339 1,376 + 1

GeneID:65114 Vps35 8 85,260,392 85,299,497 39,105 - 1

GeneID:56452 Orc6 8 85,299,632 85,308,279 8,647 + 1

GeneID:108682 Gpt2 8 85,492,617 85,527,558 34,941 + 1

GeneID:56445 Dnaja2 8 85,537,640 85,555,271 17,631 - 1

GeneID:71927 Itfg1 8 85,717,557 85,840,949 123,392 - 1

GeneID:102093 Phkb 8 85,841,002 86,060,642 219,640 + 1

GeneID:66887 Lonp2 8 86,624,043 86,716,636 92,593 + 1

Page 302 of 1163



GeneID:20437 Siah1a 8 86,723,933 86,746,006 22,073 - 1

GeneID:666945 Gm10638 8 86,745,699 86,747,060 1,361 + 1

GeneID:80750 N4bp1 8 86,841,139 86,885,258 44,119 - 1

GeneID:100503751Gm19872 8 87,460,469 87,463,792 3,323 + 3

GeneID:12404 Cbln1 8 87,468,853 87,472,592 3,739 - 3

GeneID:100040294Gm2694 8 87,472,812 87,525,554 52,742 + 3

GeneID:94187 Zfp423 8 87,661,810 87,959,595 297,785 - 1

GeneID:382030 Cnep1r1 8 88,118,759 88,135,197 16,438 + 1

GeneID:214627 Papd5 8 88,199,213 88,259,722 60,509 + 1

GeneID:11513 Adcy7 8 88,272,403 88,329,962 57,559 + 2

GeneID:26992 Brd7 8 88,332,311 88,362,191 29,880 - 1

GeneID:93960 Nkd1 8 88,521,344 88,594,887 73,543 + 1

GeneID:71607 Snx20 8 88,626,828 88,636,128 9,300 - 1

GeneID:257632 Nod2 8 88,647,347 88,688,474 41,127 + 1

GeneID:74256 Cyld 8 88,697,028 88,751,945 54,917 + 1

GeneID:109151 Chd9 8 90,828,835 91,054,508 225,673 + 1

GeneID:19651 Rbl2 8 91,070,094 91,123,844 53,750 + 1

GeneID:16373 Irx3 8 91,798,511 91,801,654 3,143 - 1

GeneID:101055810LOC101055810 8 91,802,175 91,805,215 3,040 + 1

GeneID:17390 Mmp2 8 92,827,328 92,853,420 26,092 + 1

GeneID:23802 Amfr 8 93,971,588 94,012,640 41,052 - 1

GeneID:68219 Nudt21 8 94,019,403 94,037,039 17,636 - 1

GeneID:71805 Nup93 8 94,214,601 94,315,066 100,465 + 1

GeneID:100041555Rpl10-ps5 8 94,222,952 94,223,709 757 + 1

GeneID:64209 Herpud1 8 94,386,500 94,395,358 8,858 + 1

GeneID:434341 Nlrc5 8 94,472,763 94,527,272 54,509 + 1

GeneID:234577 Cpne2 8 94,533,028 94,570,529 37,501 + 1

GeneID:109006 Ciapin1 8 94,819,818 94,838,340 18,522 - 1

GeneID:664947 Gm7418 8 94,835,698 94,836,559 861 + 1

GeneID:67914 Coq9 8 94,838,417 94,854,895 16,478 + 2

GeneID:20021 Polr2c 8 94,857,450 94,864,242 6,792 + 1

GeneID:114255 Dok4 8 94,863,828 94,876,312 12,484 - 1

GeneID:234582 Ccdc102a 8 94,902,869 94,918,098 15,229 - 1

GeneID:382045 Gpr114 8 94,923,694 94,943,290 19,596 + 1

GeneID:73407 Tepp 8 95,311,515 95,321,328 9,813 + 2

GeneID:79233 Zfp319 8 95,326,136 95,331,950 5,814 - 2

GeneID:101985 Usb1 8 95,332,284 95,347,513 15,229 + 3

GeneID:17388 Mmp15 8 95,352,337 95,374,293 21,956 + 1

GeneID:13000 Csnk2a2 8 95,446,096 95,488,820 42,724 - 1

GeneID:78833 Gins3 8 95,633,559 95,645,059 11,500 + 1

GeneID:234593 Ndrg4 8 95,703,037 95,715,119 12,082 + 1

GeneID:66083 Setd6 8 95,715,913 95,719,004 3,091 + 1

GeneID:234594 Cnot1 8 95,719,451 95,807,462 88,011 - 2

GeneID:319960 4930513N10Rik 8 95,806,830 95,821,728 14,898 + 1

GeneID:65115 Bean1 8 104,170,513 104,219,098 48,585 + 1

GeneID:57813 Tk2 8 104,226,691 104,248,558 21,867 - 1

GeneID:75458 Cklf 8 104,250,903 104,264,936 14,033 + 1
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GeneID:320206 A730028G07Rik 8 104,258,235 104,261,286 3,051 + 1

GeneID:97487 Cmtm4 8 104,348,191 104,395,807 47,616 - 1

GeneID:234663 Dync1li2 8 104,417,674 104,443,047 25,373 - 1

GeneID:320022 Ccdc79 8 104,446,719 104,509,887 63,168 - 1

GeneID:234664 Nae1 8 104,511,028 104,534,637 23,609 - 1

GeneID:12354 Car7 8 104,540,807 104,550,343 9,536 + 1

GeneID:12556 Cdh16 8 104,601,915 104,624,396 22,481 - 1

GeneID:56437 Rrad 8 104,628,066 104,631,321 3,255 - 1

GeneID:68523 Fam96b 8 104,639,839 104,641,728 1,889 - 1

GeneID:234677 Ces4a 8 105,131,800 105,150,109 18,309 + 1

GeneID:12400 Cbfb 8 105,170,674 105,217,989 47,315 + 1

GeneID:234678 D230025D16Rik 8 105,225,188 105,253,053 27,865 + 2

GeneID:97440 B3gnt9 8 105,252,638 105,255,151 2,513 - 2

GeneID:71609 Tradd 8 105,258,575 105,264,594 6,019 - 2

GeneID:50788 Fbxl8 8 105,264,648 105,269,326 4,678 + 2

GeneID:26386 Hsf4 8 105,269,801 105,275,845 6,044 + 1

GeneID:78688 Nol3 8 105,276,447 105,281,939 5,492 + 1

GeneID:74356 4931428F04Rik 8 105,280,409 105,289,528 9,119 - 2

GeneID:277978 Exoc3l 8 105,289,924 105,296,098 6,174 - 2

GeneID:104394 E2f4 8 105,297,663 105,305,370 7,707 + 2

GeneID:234683 Elmo3 8 105,305,601 105,310,623 5,022 + 1

GeneID:723841 Mir328 8 105,308,364 105,308,460 96 - 1

GeneID:234686 Fhod1 8 105,329,160 105,347,970 18,810 - 2

GeneID:277973 Slc9a5 8 105,348,258 105,369,881 21,623 + 2

GeneID:70796 Zdhhc1 8 105,472,425 105,496,870 24,445 - 1

GeneID:11972 Atp6v0d1 8 105,524,470 105,566,040 41,570 - 1

GeneID:11604 Agrp 8 105,566,698 105,568,298 1,600 - 1

GeneID:75687 Fam65a 8 105,605,229 105,622,219 16,990 + 2

GeneID:100316712Mir1966 8 105,615,466 105,615,573 107 + 2

GeneID:546100 Gm5914 8 105,624,336 105,637,878 13,542 - 2

GeneID:13018 Ctcf 8 105,636,538 105,682,922 46,384 + 1

GeneID:234695 Rltpr 8 105,690,906 105,698,165 7,259 + 1

GeneID:497652 Acd 8 105,698,159 105,701,095 2,936 - 1

GeneID:56513 Pard6a 8 105,701,154 105,703,494 2,340 + 1

GeneID:102124 Enkd1 8 105,703,652 105,708,168 4,516 - 1

GeneID:71046 4933405L10Rik 8 105,708,303 105,710,168 1,865 + 1

GeneID:70575 Gfod2 8 105,716,113 105,758,607 42,494 - 1

GeneID:74334 Ranbp10 8 105,768,308 105,827,350 59,042 - 1

GeneID:320394 Cenpt 8 105,844,678 105,852,008 7,330 - 1

GeneID:59016 Thap11 8 105,855,103 105,856,950 1,847 + 1

GeneID:68051 Nutf2 8 105,860,634 105,880,402 19,768 + 1

GeneID:20498 Slc12a4 8 105,943,590 105,966,115 22,525 - 1

GeneID:71854 Dpep3 8 105,973,520 105,979,419 5,899 - 1

GeneID:66369 Dus2l 8 106,011,507 106,053,819 42,312 + 1

GeneID:18021 Nfatc3 8 106,059,603 106,130,537 70,934 + 2

GeneID:77411 Esrp2 8 106,131,183 106,136,974 5,791 - 1

GeneID:69771 1810019D21Rik 8 106,135,400 106,138,723 3,323 + 1
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GeneID:192654 Pla2g15 8 106,150,399 106,164,715 14,316 + 1

GeneID:330836 Slc7a6 8 106,168,875 106,198,704 29,829 + 1

GeneID:66432 Slc7a6os 8 106,200,438 106,210,933 10,495 - 1

GeneID:214572 Prmt7 8 106,211,054 106,251,694 40,640 + 1

GeneID:68163 A930006D01Rik 8 106,405,614 106,406,529 915 - 1

GeneID:22751 Zfp90 8 106,415,339 106,425,889 10,550 + 1

GeneID:68692 1110028F18Rik 8 106,587,143 106,594,820 7,677 + 1

GeneID:12550 Cdh1 8 106,603,368 106,670,246 66,878 + 1

GeneID:272538 Tango6 8 106,683,068 106,851,439 168,371 + 1

GeneID:15118 Has3 8 106,870,242 106,882,902 12,660 + 2

GeneID:214987 Chtf8 8 106,883,863 106,893,593 9,730 - 1

GeneID:21771 Cirh1a 8 106,893,640 106,923,094 29,454 + 1

GeneID:20650 Sntb2 8 106,935,750 107,014,192 78,442 + 1

GeneID:116733 Vps4a 8 107,031,326 107,045,756 14,430 + 2

GeneID:68023 Pdf 8 107,046,289 107,048,614 2,325 - 2

GeneID:97484 Cog8 8 107,048,709 107,056,737 8,028 - 2

GeneID:66164 Nip7 8 107,056,877 107,060,931 4,054 + 2

GeneID:66269 Tmed6 8 107,061,484 107,065,644 4,160 - 1

GeneID:21750 Terf2 8 107,069,402 107,096,545 27,143 - 1

GeneID:54446 Nfat5 8 107,293,470 107,379,517 86,047 + 1

GeneID:17463 Psmd7 8 107,580,380 107,588,482 8,102 - 1

GeneID:11906 Zfhx3 8 108,714,644 108,961,636 246,992 + 1

GeneID:71955 Ist1 8 109,671,321 109,693,294 21,973 - 1

GeneID:11765 Ap1g1 8 109,778,640 109,864,208 85,568 + 2

GeneID:244650 Phlpp2 8 109,868,603 109,944,671 76,068 + 1

GeneID:234725 Zfp612 8 110,079,734 110,092,752 13,018 + 1

GeneID:244653 Hydin 8 110,266,977 110,610,253 343,276 + 1

GeneID:234729 Vac14 8 110,618,638 110,720,398 101,760 + 1

GeneID:101943 Sf3b3 8 110,810,492 110,846,803 36,311 - 1

GeneID:100217465Snord111 8 110,838,535 110,838,598 63 - 1

GeneID:102339 Cog4 8 110,847,024 110,882,234 35,210 + 1

GeneID:20444 St3gal2 8 110,919,865 110,972,497 52,632 + 1

GeneID:234734 Aars 8 111,033,967 111,056,870 22,903 + 1

GeneID:72544 Exosc6 8 111,056,339 111,057,599 1,260 + 1

GeneID:319518 Pdpr 8 111,094,745 111,135,144 40,399 + 1

GeneID:20340 Glg1 8 111,157,548 111,259,202 101,654 - 1

GeneID:234736 Rfwd3 8 111,270,944 111,300,222 29,278 - 1

GeneID:170737 Znrf1 8 111,536,640 111,626,030 89,390 + 1

GeneID:22640 Zfp1 8 111,643,443 111,671,011 27,568 + 1

GeneID:12927 Bcar1 8 111,710,474 111,743,849 33,375 - 3

GeneID:23837 Cfdp1 8 111,768,473 111,854,310 85,837 - 1

GeneID:56773 Chst5 8 111,889,135 111,910,199 21,064 - 1

GeneID:234740 Tmem231 8 111,912,018 111,933,791 21,773 - 2

GeneID:93739 Gabarapl2 8 111,940,703 111,952,915 12,212 + 2

GeneID:85305 Kars 8 111,993,440 112,011,305 17,865 - 1

GeneID:57321 Terf2ip 8 112,011,359 112,020,528 9,169 + 1

GeneID:17132 Maf 8 115,703,253 115,706,894 3,641 - 1
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GeneID:75796 Cdyl2 8 116,568,724 116,732,991 164,267 - 1

GeneID:66531 Cmc2 8 116,888,685 116,921,436 32,751 - 1

GeneID:72155 Cenpn 8 116,921,740 116,941,503 19,763 + 2

GeneID:234776 Atmin 8 116,943,393 116,960,445 17,052 + 1

GeneID:68133 Gcsh 8 116,981,828 116,993,449 11,621 - 1

GeneID:76645 Pkd1l2 8 116,995,679 117,082,449 86,770 - 1

GeneID:209239 Gan 8 117,158,135 117,205,186 47,051 + 1

GeneID:74440 Cmip 8 117,257,019 117,461,506 204,487 + 1

GeneID:68533 Mphosph6 8 117,791,645 117,801,929 10,284 - 1

GeneID:100504406Gm10617 8 117,802,102 117,803,180 1,078 + 1

GeneID:56690 Mlycd 8 119,394,892 119,411,088 16,196 + 1

GeneID:72552 Hsdl1 8 119,561,978 119,575,200 13,222 - 1

GeneID:68270 Dnaaf1 8 119,575,235 119,598,454 23,219 + 2

GeneID:21341 Taf1c 8 119,597,974 119,605,240 7,266 - 1

GeneID:628061 Rps13-ps4 8 119,602,132 119,602,625 493 - 1

GeneID:75773 Adad2 8 119,612,747 119,616,926 4,179 + 1

GeneID:234796 Klhl36 8 119,862,305 119,876,989 14,684 + 1

GeneID:22224 Usp10 8 119,910,852 119,957,557 46,705 + 1

GeneID:102193 Zdhhc7 8 120,081,095 120,101,472 20,377 - 1

GeneID:234797 6430548M08Rik 8 120,114,152 120,165,307 51,155 + 1

GeneID:382034 Gse1 8 120,488,866 120,581,383 92,517 + 4

GeneID:18117 Emc8 8 120,653,914 120,668,112 14,198 - 1

GeneID:12857 Cox4i1 8 120,668,290 120,674,209 5,919 + 1

GeneID:234814 Mthfsd 8 121,097,557 121,108,379 10,822 - 1

GeneID:14234 Foxc2 8 121,116,171 121,118,895 2,724 + 2

GeneID:14241 Foxl1 8 121,127,685 121,130,644 2,959 + 2

GeneID:142682 Zcchc14 8 121,598,703 121,651,933 53,230 - 2

GeneID:234825 Klhdc4 8 121,796,308 121,829,569 33,261 - 1

GeneID:20539 Slc7a5 8 121,881,146 121,907,686 26,540 - 1

GeneID:407789 BC048644 8 121,907,833 121,918,428 10,595 + 2

GeneID:12352 Car5a 8 121,916,135 121,944,912 28,777 - 3

GeneID:53325 Banp 8 121,950,533 122,029,258 78,725 + 1

GeneID:195209 Gm22 8 122,260,067 122,272,650 12,583 + 1

GeneID:22761 Zfpm1 8 122,282,141 122,337,247 55,106 + 3

GeneID:76014 Zc3h18 8 122,376,616 122,417,360 40,744 + 1

GeneID:68718 Rnf166 8 122,466,147 122,476,064 9,917 - 1

GeneID:66965 Ctu2 8 122,476,143 122,483,092 6,949 + 1

GeneID:234839 Piezo1 8 122,481,698 122,551,329 69,631 - 2

GeneID:67177 Cdt1 8 122,568,015 122,573,130 5,115 + 2

GeneID:11821 Aprt 8 122,574,637 122,576,907 2,270 - 2

GeneID:50917 Galns 8 122,578,237 122,611,487 33,250 - 2

GeneID:12398 Cbfa2t3 8 122,625,136 122,699,109 73,973 - 1

GeneID:77087 Ankrd11 8 122,883,822 123,042,284 158,462 - 1

GeneID:1005031782810013P06Rik 8 123,042,575 123,044,602 2,027 + 1

GeneID:234847 Spg7 8 123,065,508 123,097,751 32,243 + 2

GeneID:270106 Rpl13 8 123,102,350 123,105,244 2,894 + 1

GeneID:100302565Snord68 8 123,103,058 123,103,105 47 + 1
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GeneID:234852 Chmp1a 8 123,204,261 123,212,788 8,527 - 1

GeneID:100503211Rps12-ps9 8 123,206,531 123,207,036 505 + 1

GeneID:320869 4732415M23Rik 8 123,212,858 123,222,045 9,187 + 2

GeneID:234854 Cdk10 8 123,224,841 123,232,256 7,415 + 2

GeneID:78779 Spata2l 8 123,232,258 123,236,209 3,951 - 2

GeneID:71186 4933417D19Rik 8 123,235,091 123,242,359 7,268 + 2

GeneID:72325 Vps9d1 8 123,242,356 123,254,175 11,819 - 2

GeneID:57247 Zfp276 8 123,254,195 123,270,551 16,356 + 1

GeneID:234857 Spire2 8 123,332,713 123,369,518 36,805 + 2

GeneID:66855 Tcf25 8 123,373,753 123,404,173 30,420 + 1

GeneID:114896 Afg3l1 8 123,477,862 123,503,916 26,054 + 1

GeneID:69581 Rhou 8 123,653,929 123,663,880 9,951 + 1

GeneID:73420 Ccsap 8 123,840,844 123,860,209 19,365 - 1

GeneID:234865 Nup133 8 123,897,123 123,949,265 52,142 - 1

GeneID:56199 Abcb10 8 123,952,459 123,983,122 30,663 - 2

GeneID:108148 Galnt2 8 124,231,394 124,345,722 114,328 + 1

GeneID:209966 Pgbd5 8 124,369,049 124,433,936 64,887 - 1

GeneID:76332 Cog2 8 124,520,767 124,552,008 31,241 + 1

GeneID:69551 2310022B05Rik 8 124,635,756 124,663,369 27,613 - 1

GeneID:234875 Ttc13 8 124,671,327 124,721,975 50,648 - 1

GeneID:330863 Trim67 8 124,793,019 124,834,704 41,685 + 1

GeneID:66523 2810004N23Rik 8 124,839,355 124,863,029 23,674 - 1

GeneID:14712 Gnpat 8 124,863,033 124,890,057 27,024 + 2

GeneID:102058 Exoc8 8 124,890,299 124,897,705 7,406 - 1

GeneID:244666 Sprtn 8 124,897,886 124,903,813 5,927 + 1

GeneID:112405 Egln1 8 124,908,587 124,949,254 40,667 - 2

GeneID:53424 Tsnax 8 125,012,997 125,034,192 21,195 + 1

GeneID:101056077LOC101056077 8 125,516,931 125,569,703 52,772 - 2

GeneID:74393 Map10 8 125,669,818 125,673,365 3,547 + 1

GeneID:234878 BC021891 8 125,910,450 125,947,439 36,989 + 1

GeneID:210027 Slc35f3 8 126,298,579 126,395,978 97,399 + 1

GeneID:67892 Coa6 8 126,422,501 126,425,435 2,934 + 1

GeneID:212728 Gm17296 8 126,426,652 126,475,065 48,413 - 2

GeneID:270110 Irf2bp2 8 126,588,296 126,593,436 5,140 - 4

GeneID:93742 Pard3 8 127,064,056 127,612,286 548,230 + 1

GeneID:18186 Nrp1 8 128,359,073 128,505,476 146,403 + 1

GeneID:100316680Mir1903 8 128,359,241 128,359,320 79 + 1

GeneID:234889 Gucy1a2 9 3,532,349 3,905,791 373,442 + 1

GeneID:110350 Dync2h1 9 6,928,503 7,177,046 248,543 - 1

GeneID:76863 Dcun1d5 9 7,184,566 7,207,031 22,465 + 1

GeneID:71929 Tmem123 9 7,764,077 7,794,333 30,256 + 1

GeneID:22601 Yap1 9 7,931,999 8,004,596 72,597 - 1

GeneID:18667 Pgr 9 8,899,833 8,968,611 68,778 + 1

GeneID:71544 Arhgap42 9 8,994,953 9,239,013 244,060 - 1

GeneID:100579151Gm16833 9 9,236,288 9,260,885 24,597 + 1

GeneID:74360 Cep57 9 13,807,788 13,827,107 19,319 - 1

GeneID:72826 Fam76b 9 13,827,727 13,846,522 18,795 + 1
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GeneID:75747 Sesn3 9 14,276,301 14,326,134 49,833 + 1

GeneID:71946 Endod1 9 14,353,990 14,381,242 27,252 - 1

GeneID:244694 Kdm4d 9 14,462,581 14,500,482 37,901 - 1

GeneID:66070 Cwc15 9 14,500,619 14,510,620 10,001 + 1

GeneID:14608 Gpr83 9 14,860,254 14,869,499 9,245 + 1

GeneID:55991 Panx1 9 15,005,785 15,045,478 39,693 - 1

GeneID:244698 Hephl1 9 15,051,841 15,112,108 60,267 - 1

GeneID:70984 4931406C07Rik 9 15,283,337 15,306,448 23,111 - 1

GeneID:75316 Taf1d 9 15,306,214 15,316,997 10,783 + 1

GeneID:319675 5830418K08Rik 9 15,316,914 15,357,788 40,874 - 1

GeneID:234967 Slc36a4 9 15,709,769 15,738,789 29,020 + 1

GeneID:235028 Zfp426 9 20,468,549 20,492,746 24,197 - 1

GeneID:77519 Zfp266 9 20,495,068 20,521,419 26,351 - 2

GeneID:30843 Fbxl12 9 20,637,786 20,644,767 6,981 - 2

GeneID:66177 Ubl5 9 20,643,318 20,646,789 3,471 + 2

GeneID:23988 Pin1 9 20,652,130 20,666,584 14,454 + 2

GeneID:319278 A230050P20Rik 9 20,868,642 20,874,307 5,665 + 1

GeneID:70726 Angptl6 9 20,873,809 20,879,710 5,901 - 2

GeneID:235036 Ppan 9 20,888,175 20,892,179 4,004 + 3

GeneID:53356 Eif3g 9 20,894,349 20,898,590 4,241 - 3

GeneID:13433 Dnmt1 9 20,907,206 20,959,888 52,682 - 1

GeneID:14739 S1pr2 9 20,965,952 20,976,793 10,841 - 1

GeneID:66163 Mrpl4 9 21,002,737 21,008,839 6,102 + 1

GeneID:15894 Icam1 9 21,015,960 21,028,797 12,837 + 2

GeneID:78369 Icam4 9 21,029,373 21,030,531 1,158 + 2

GeneID:15898 Icam5 9 21,032,038 21,039,036 6,998 + 2

GeneID:100316681Mir1900 9 21,032,251 21,032,328 77 - 2

GeneID:101055759LOC101055759 9 21,034,290 21,037,782 3,492 - 2

GeneID:100009600Zglp1 9 21,062,393 21,067,093 4,700 - 1

GeneID:100568458Raver1-fdx1l 9 21,067,514 21,092,008 24,494 - 2

GeneID:68165 Fdx1l 9 21,067,520 21,073,514 5,994 - 1

GeneID:71766 Raver1 9 21,074,158 21,091,988 17,830 - 2

GeneID:18577 Pde4a 9 21,165,714 21,213,248 47,534 + 1

GeneID:100503569Gm16754 9 21,225,371 21,232,640 7,269 + 2

GeneID:50868 Keap1 9 21,229,730 21,239,332 9,602 - 3

GeneID:94226 S1pr5 9 21,242,917 21,248,443 5,526 - 3

GeneID:16201 Ilf3 9 21,368,003 21,405,361 37,358 + 1

GeneID:330902 Gm16853 9 21,405,242 21,411,720 6,478 - 1

GeneID:60507 Qtrt1 9 21,411,837 21,420,279 8,442 + 2

GeneID:13430 Dnm2 9 21,424,908 21,507,759 82,851 + 1

GeneID:100316714Mir1946b 9 21,613,444 21,613,576 132 - 1

GeneID:20586 Smarca4 9 21,616,169 21,704,230 88,061 + 1

GeneID:16835 Ldlr 9 21,723,576 21,749,919 26,343 + 1

GeneID:235041 Kank2 9 21,766,773 21,798,546 31,773 - 2

GeneID:319899 Dock6 9 21,800,180 21,852,635 52,455 - 3

GeneID:66962 Swsap1 9 21,955,753 21,958,270 2,517 + 1

GeneID:13857 Epor 9 21,958,899 21,963,576 4,677 - 1
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GeneID:319601 Zfp653 9 22,055,460 22,071,345 15,885 - 1

GeneID:100503652Gm16845 9 22,071,002 22,086,131 15,129 + 1

GeneID:26940 Ecsit 9 22,072,246 22,085,427 13,181 - 1

GeneID:12797 Cnn1 9 22,099,253 22,109,221 9,968 + 1

GeneID:66126 Elof1 9 22,112,989 22,114,169 1,180 - 1

GeneID:11433 Acp5 9 22,126,727 22,135,746 9,019 - 1

GeneID:68743 Anln 9 22,331,214 22,389,206 57,992 - 1

GeneID:55934 Rp9 9 22,448,311 22,468,356 20,045 - 1

GeneID:319845 Bbs9 9 22,475,715 22,888,280 412,565 + 1

GeneID:80517 Herpud2 9 25,108,130 25,151,781 43,651 - 1

GeneID:235072 Sept7 9 25,252,439 25,308,571 56,132 + 1

GeneID:69091 Vps26b 9 27,004,502 27,030,094 25,592 - 1

GeneID:78658 Ncapd3 9 27,030,175 27,095,315 65,140 + 1

GeneID:102607 Snx19 9 30,427,329 30,466,726 39,397 + 1

GeneID:101055798LOC101055798 9 30,954,087 31,031,205 77,118 - 1

GeneID:235132 Zbtb44 9 31,030,644 31,075,885 45,241 + 1

GeneID:19143 St14 9 31,088,590 31,131,799 43,209 - 1

GeneID:11804 Aplp2 9 31,149,557 31,211,815 62,258 - 1

GeneID:23871 Ets1 9 32,696,042 32,757,820 61,778 + 1

GeneID:20443 St3gal4 9 35,046,579 35,116,810 70,231 - 1

GeneID:78934 4930581F22Rik 9 35,116,728 35,130,922 14,194 + 1

GeneID:69305 Dcps 9 35,124,414 35,175,987 51,573 - 1

GeneID:235169 Foxred1 9 35,204,208 35,210,925 6,717 - 1

GeneID:67398 Srpr 9 35,211,203 35,217,003 5,800 + 1

GeneID:109229 Fam118b 9 35,216,965 35,267,780 50,815 - 1

GeneID:67049 Pus3 9 35,559,466 35,567,400 7,934 + 1

GeneID:76832 Hyls1 9 35,560,821 35,570,069 9,248 - 1

GeneID:627480 Gm6762 9 35,573,637 35,574,665 1,028 - 1

GeneID:12649 Chek1 9 36,708,482 36,726,658 18,176 - 1

GeneID:16430 Stt3a 9 36,732,413 36,767,578 35,165 - 1

GeneID:13663 Ei24 9 36,779,153 36,797,393 18,240 - 1

GeneID:208076 Pknox2 9 36,890,982 37,147,314 256,332 - 2

GeneID:72927 Hepacam 9 37,367,606 37,386,572 18,966 + 1

GeneID:235184 Msantd2 9 37,489,321 37,524,165 34,844 + 1

GeneID:258608 Olfr986 9 40,187,079 40,188,094 1,015 + 1

GeneID:80902 Zfp202 9 40,192,316 40,213,604 21,288 + 1

GeneID:235283 Gramd1b 9 40,297,907 40,455,764 157,857 - 1

GeneID:71566 Clmp 9 40,685,964 40,784,046 98,082 + 1

GeneID:15481 Hspa8 9 40,801,273 40,805,199 3,926 + 1

GeneID:108637 Snord14c 9 40,803,583 40,803,669 86 + 1

GeneID:100302593Snord14d 9 40,803,995 40,804,081 86 + 1

GeneID:100302594Snord14e 9 40,804,748 40,804,838 90 + 1

GeneID:72828 Ubash3b 9 41,013,641 41,157,494 143,853 - 1

GeneID:69632 Arhgef12 9 42,963,842 43,105,718 141,876 - 1

GeneID:101055886LOC101055886 9 43,097,185 43,100,345 3,160 - 1

GeneID:235300 Tmem136 9 43,108,653 43,116,570 7,917 - 1

GeneID:102644 Oaf 9 43,221,278 43,239,816 18,538 - 1
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GeneID:58235 Pvrl1 9 43,744,576 43,807,461 62,885 + 1

GeneID:21838 Thy1 9 44,043,384 44,048,579 5,195 + 1

GeneID:235312 C1qtnf5 9 44,101,770 44,109,187 7,417 + 1

GeneID:259172 Mfrp 9 44,101,770 44,109,187 7,417 + 1

GeneID:213211 Rnf26 9 44,110,781 44,113,051 2,270 - 1

GeneID:100038560Gm10687 9 44,123,768 44,134,485 10,717 - 2

GeneID:84004 Mcam 9 44,134,658 44,142,726 8,068 + 2

GeneID:12402 Cbl 9 44,149,262 44,234,046 84,784 - 1

GeneID:270150 Ccdc153 9 44,240,677 44,247,306 6,629 + 1

GeneID:192663 Abcg4 9 44,273,190 44,288,244 15,054 - 1

GeneID:102423 Hinfp 9 44,295,673 44,305,671 9,998 - 1

GeneID:71764 C2cd2l 9 44,309,237 44,320,282 11,045 - 2

GeneID:13478 Dpagt1 9 44,326,845 44,333,600 6,755 + 3

GeneID:15270 H2afx 9 44,334,715 44,336,077 1,362 + 2

GeneID:15288 Hmbs 9 44,336,348 44,344,228 7,880 - 2

GeneID:12282 Hyou1 9 44,379,490 44,392,369 12,879 + 1

GeneID:14385 Slc37a4 9 44,398,176 44,402,966 4,790 + 1

GeneID:60409 Trappc4 9 44,403,759 44,407,548 3,789 - 1

GeneID:75617 Rps25 9 44,407,714 44,410,406 2,692 + 1

GeneID:382073 Ccdc84 9 44,410,163 44,418,007 7,844 - 1

GeneID:100504196Gm10023 9 44,477,931 44,479,759 1,828 - 3

GeneID:13209 Ddx6 9 44,604,892 44,640,731 35,839 + 1

GeneID:102693 Phldb1 9 44,686,308 44,735,198 48,890 - 1

GeneID:213827 Arcn1 9 44,742,143 44,767,808 25,665 - 2

GeneID:76568 Ift46 9 44,773,009 44,792,714 19,705 + 2

GeneID:71687 Tmem25 9 44,793,779 44,799,216 5,437 - 1

GeneID:192653 Ttc36 9 44,799,400 44,802,951 3,551 - 1

GeneID:214162 Mll1 9 44,803,355 44,881,274 77,919 - 2

GeneID:74602 4833428L15Rik 9 45,416,626 45,431,232 14,606 - 1

GeneID:114873 Dscaml1 9 45,430,293 45,753,713 323,420 + 1

GeneID:235315 Rnf214 9 45,863,691 45,906,877 43,186 - 1

GeneID:18554 Pcsk7 9 45,906,569 45,929,723 23,154 + 1

GeneID:214597 Sidt2 9 45,937,875 45,955,249 17,374 - 1

GeneID:18475 Pafah1b2 9 45,965,311 45,984,871 19,560 - 2

GeneID:70661 Sik3 9 46,012,820 46,224,194 211,374 + 2

GeneID:66113 Apoa5 9 46,268,608 46,271,919 3,311 + 1

GeneID:22687 Zfp259 9 46,273,064 46,282,643 9,579 + 1

GeneID:215051 Bud13 9 46,283,012 46,298,783 15,771 + 1

GeneID:54725 Cadm1 9 47,530,352 47,853,385 323,033 + 1

GeneID:235323 Usp28 9 48,985,385 49,042,517 57,132 + 1

GeneID:235330 Ttc12 9 49,436,961 49,486,225 49,264 - 1

GeneID:17967 Ncam1 9 49,502,138 49,799,069 296,931 - 1

GeneID:19286 Pts 9 50,521,617 50,528,641 7,024 - 1

GeneID:170752 Bco2 9 50,533,087 50,555,138 22,051 - 1

GeneID:270156 AU019823 9 50,605,240 50,617,464 12,224 - 1

GeneID:72614 Pih1d2 9 50,617,321 50,625,000 7,679 + 1

GeneID:235339 Dlat 9 50,634,633 50,659,780 25,147 - 1
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GeneID:330938 Dixdc1 9 50,662,752 50,727,984 65,232 - 1

GeneID:68721 1110032A03Rik 9 50,762,828 50,768,152 5,324 - 1

GeneID:382137 Fdxacb1 9 50,768,238 50,772,670 4,432 + 1

GeneID:102580 Alg9 9 50,775,225 50,843,639 68,414 + 1

GeneID:73699 Ppp2r1b 9 50,856,935 50,894,229 37,294 + 1

GeneID:235344 Sik2 9 50,892,801 51,009,073 116,272 - 1

GeneID:100502940Gm684 9 51,270,258 51,278,554 8,296 - 1

GeneID:244867 Arhgap20 9 51,765,352 51,853,059 87,707 + 1

GeneID:14148 Fdx1 9 51,943,307 51,963,533 20,226 - 1

GeneID:19684 Rdx 9 52,047,150 52,088,738 41,588 + 1

GeneID:244871 Zc3h12c 9 52,111,985 52,168,111 56,126 - 1

GeneID:320051 Exph5 9 53,301,670 53,381,158 79,488 + 1

GeneID:68304 Kdelc2 9 53,384,023 53,401,867 17,844 + 1

GeneID:11920 Atm 9 53,437,122 53,536,671 99,549 - 1

GeneID:244879 Npat 9 53,537,047 53,575,627 38,580 + 1

GeneID:110446 Acat1 9 53,580,522 53,610,350 29,828 - 1

GeneID:75717 Cul5 9 53,614,582 53,667,507 52,925 - 2

GeneID:244882 Tnfaip8l3 9 54,025,606 54,068,411 42,805 - 1

GeneID:235380 Dmxl2 9 54,365,158 54,501,626 136,468 - 1

GeneID:58233 Dnaja4 9 54,699,559 54,716,317 16,758 + 1

GeneID:64602 Ireb2 9 54,863,755 54,912,534 48,779 + 1

GeneID:235386 Agphd1 9 54,917,290 54,949,924 32,634 + 1

GeneID:246735 AY074887 9 54,950,244 54,950,954 710 - 1

GeneID:26441 Psma4 9 54,950,859 54,958,030 7,171 + 1

GeneID:110834 Chrna3 9 55,011,343 55,026,559 15,216 - 1

GeneID:108015 Chrnb4 9 55,028,156 55,048,544 20,388 - 1

GeneID:109161 Ube2q2 9 55,149,369 55,207,529 58,160 + 1

GeneID:71999 Fbxo22 9 55,208,935 55,224,433 15,498 + 1

GeneID:110842 Etfa 9 55,454,436 55,512,243 57,807 - 1

GeneID:104360 Isl2 9 55,541,149 55,546,178 5,029 + 1

GeneID:244891 Scaper 9 55,549,883 55,938,115 388,232 - 2

GeneID:26611 Rcn2 9 56,041,845 56,059,083 17,238 + 1

GeneID:56434 Tspan3 9 56,135,884 56,161,070 25,186 - 1

GeneID:235402 Lingo1 9 56,618,475 56,685,253 66,778 - 2

GeneID:121021 Cspg4 9 56,865,104 56,899,870 34,766 + 1

GeneID:235406 Snx33 9 56,917,200 56,928,371 11,171 - 2

GeneID:102462 Imp3 9 56,937,500 56,938,398 898 + 1

GeneID:56294 Ptpn9 9 56,994,968 57,062,808 67,840 + 2

GeneID:100038566Gm10658 9 57,056,897 57,071,966 15,069 - 2

GeneID:20466 Sin3a 9 57,072,040 57,128,368 56,328 + 3

GeneID:72588 2700012I20Rik 9 57,075,203 57,077,307 2,104 - 2

GeneID:76794 2410133F24Rik 9 57,099,950 57,131,290 31,340 - 1

GeneID:73744 Man2c1 9 57,130,777 57,142,210 11,433 + 1

GeneID:541610 Trcg1 9 57,236,556 57,249,864 13,308 + 1

GeneID:74211 1700017B05Rik 9 57,252,322 57,262,599 10,277 - 2

GeneID:102614 Rpp25 9 57,504,102 57,505,447 1,345 + 1

GeneID:12858 Cox5a 9 57,521,232 57,532,427 11,195 + 2
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GeneID:78323 Fam219b 9 57,537,528 57,543,187 5,659 + 1

GeneID:110119 Mpi 9 57,544,268 57,552,752 8,484 - 1

GeneID:24044 Scamp2 9 57,560,944 57,588,798 27,854 + 1

GeneID:71742 Ulk3 9 57,589,452 57,596,233 6,781 + 1

GeneID:235415 Cplx3 9 57,599,992 57,606,281 6,289 - 1

GeneID:12988 Csk 9 57,626,646 57,645,180 18,534 - 1

GeneID:102414 Clk3 9 57,750,711 57,765,860 15,149 - 1

GeneID:69459 Ubl7 9 57,910,986 57,929,968 18,982 + 1

GeneID:20361 Sema7a 9 57,940,135 57,962,865 22,730 + 1

GeneID:20897 Stra6 9 58,129,088 58,153,997 24,909 + 1

GeneID:26968 Islr 9 58,156,264 58,159,221 2,957 - 1

GeneID:320563 Islr2 9 58,196,297 58,204,319 8,022 - 1

GeneID:16949 Loxl1 9 58,287,723 58,313,212 25,489 - 1

GeneID:319477 6030419C18Rik 9 58,488,603 58,499,742 11,139 + 1

GeneID:102657 Cd276 9 58,524,300 58,555,033 30,733 - 1

GeneID:330953 Hcn4 9 58,823,512 58,860,955 37,443 + 1

GeneID:18007 Neo1 9 58,874,679 59,036,441 161,762 - 2

GeneID:23806 Arih1 9 59,388,554 59,486,374 97,820 - 1

GeneID:100504377Gm20199 9 59,477,745 59,481,741 3,996 - 1

GeneID:15211 Hexa 9 59,539,667 59,565,105 25,438 + 1

GeneID:67287 Parp6 9 59,617,284 59,650,290 33,006 + 1

GeneID:18746 Pkm 9 59,656,368 59,679,375 23,007 + 1

GeneID:100038496Gm10655 9 61,370,797 61,372,193 1,396 - 3

GeneID:21887 Tle3 9 61,372,366 61,418,497 46,131 + 3

GeneID:56040 Rplp1 9 61,913,283 61,914,510 1,227 - 1

GeneID:71819 Kif23 9 61,917,277 61,946,799 29,522 - 2

GeneID:74090 Paqr5 9 61,953,738 62,026,790 73,052 - 1

GeneID:100628602Mir5133 9 62,122,518 62,122,594 76 - 1

GeneID:11737 Anp32a 9 62,341,343 62,378,802 37,459 + 2

GeneID:14155 Fem1b 9 62,791,824 62,811,648 19,824 - 1

GeneID:56469 Pias1 9 62,880,077 62,980,879 100,802 - 1

GeneID:207667 Skor1 9 63,138,164 63,148,961 10,797 - 1

GeneID:78250 Iqch 9 63,421,620 63,602,448 180,828 - 1

GeneID:66939 Aagab 9 63,602,655 63,641,889 39,234 + 1

GeneID:17127 Smad3 9 63,646,767 63,757,994 111,227 - 1

GeneID:17130 Smad6 9 63,953,076 64,022,059 68,983 - 2

GeneID:68014 Zwilch 9 64,137,144 64,172,931 35,787 - 1

GeneID:67891 Rpl4 9 64,173,387 64,178,562 5,175 + 1

GeneID:100217453Snord16a 9 64,175,432 64,175,522 90 + 1

GeneID:330959 Snapc5 9 64,179,297 64,182,688 3,391 + 1

GeneID:26395 Map2k1 9 64,185,793 64,253,605 67,812 - 1

GeneID:66131 Tipin 9 64,281,607 64,304,792 23,185 + 1

GeneID:213550 Dis3l 9 64,306,756 64,341,257 34,501 - 1

GeneID:53869 Rab11a 9 64,715,300 64,737,756 22,456 - 1

GeneID:102442 Dennd4a 9 64,811,011 64,919,667 108,656 + 1

GeneID:57874 Ptplad1 9 64,986,983 65,021,717 34,734 - 1

GeneID:56741 Igdcc4 9 65,101,495 65,137,943 36,448 + 2
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GeneID:19289 Igdcc3 9 65,141,189 65,185,872 44,683 + 1

GeneID:214424 Parp16 9 65,214,690 65,239,219 24,529 + 1

GeneID:270166 Clpx 9 65,294,295 65,330,658 36,363 + 1

GeneID:50996 Pdcd7 9 65,346,068 65,359,643 13,575 + 1

GeneID:74492 Kbtbd13 9 65,388,684 65,391,652 2,968 - 1

GeneID:70784 Rasl12 9 65,398,488 65,414,853 16,365 + 1

GeneID:69606 Mtfmt 9 65,435,782 65,453,054 17,272 + 1

GeneID:102595 Plekho2 9 65,554,384 65,580,034 25,650 - 2

GeneID:208084 Pif1 9 65,587,205 65,595,962 8,757 + 2

GeneID:71973 Rbpms2 9 65,630,582 65,660,518 29,936 + 2

GeneID:56404 Trip4 9 65,828,926 65,908,794 79,868 - 1

GeneID:68026 2810417H13Rik 9 65,890,323 65,903,551 13,228 + 1

GeneID:214897 Csnk1g1 9 65,909,010 66,045,014 136,004 + 1

GeneID:19035 Ppib 9 66,060,169 66,066,629 6,460 + 1

GeneID:382083 Snx22 9 66,065,176 66,069,731 4,555 - 1

GeneID:235439 Herc1 9 66,350,450 66,508,775 158,325 + 1

GeneID:235441 Usp3 9 66,517,881 66,592,980 75,099 - 2

GeneID:67941 Rps27l 9 66,946,118 66,949,509 3,391 + 1

GeneID:80907 Lactb 9 66,955,393 66,975,484 20,091 - 2

GeneID:22003 Tpm1 9 67,022,593 67,049,213 26,620 - 3

GeneID:244911 C2cd4a 9 67,830,532 67,832,330 1,798 - 1

GeneID:320528 Vps13c 9 67,840,396 67,995,634 155,238 + 1

GeneID:19883 Rora 9 68,653,802 69,379,031 725,229 + 2

GeneID:100502669LOC100502669 9 68,655,303 68,664,964 9,661 + 1

GeneID:244913 Gm4978 9 69,450,190 69,451,054 864 - 1

GeneID:12306 Anxa2 9 69,453,683 69,491,785 38,102 + 1

GeneID:100526560Mir3109 9 69,456,944 69,457,031 87 + 1

GeneID:64290 Foxb1 9 69,757,710 69,760,940 3,230 - 1

GeneID:319970 B230323A14Rik 9 69,761,146 69,830,199 69,053 + 1

GeneID:12175 Bnip2 9 69,989,501 70,008,317 18,816 + 2

GeneID:235459 Gtf2a2 9 70,012,550 70,022,847 10,297 + 1

GeneID:12442 Ccnb2 9 70,407,689 70,421,554 13,865 - 1

GeneID:93836 Rnf111 9 70,425,429 70,503,725 78,296 - 1

GeneID:66660 Sltm 9 70,542,778 70,592,232 49,454 + 1

GeneID:235461 Fam63b 9 70,599,014 70,657,174 58,160 - 1

GeneID:11487 Adam10 9 70,679,001 70,780,229 101,228 + 1

GeneID:19378 Aldh1a2 9 71,215,789 71,296,243 80,454 + 1

GeneID:28015 Polr2m 9 71,478,437 71,485,983 7,546 - 1

GeneID:68178 Cgnl1 9 71,626,509 71,771,602 145,093 - 1

GeneID:21406 Tcf12 9 71,844,252 72,111,819 267,567 - 1

GeneID:75115 4930509E16Rik 9 72,518,250 72,531,858 13,608 - 1

GeneID:319758 Rfx7 9 72,532,240 72,622,949 90,709 + 1

GeneID:17999 Nedd4 9 72,662,347 72,749,848 87,501 + 1

GeneID:235472 Prtg 9 72,807,274 72,917,307 110,033 + 2

GeneID:72135 Pygo1 9 72,925,650 72,946,015 20,365 + 1

GeneID:66991 Khdc3 9 73,102,398 73,104,443 2,045 + 1

GeneID:225215 Rsl24d1 9 73,113,469 73,123,333 9,864 + 1
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GeneID:100503019Gm16551 9 74,848,437 74,852,872 4,435 + 1

GeneID:15379 Onecut1 9 74,861,921 74,889,648 27,727 + 1

GeneID:100040812Gm2981 9 75,061,354 75,062,049 695 - 1

GeneID:17918 Myo5a 9 75,071,206 75,223,688 152,482 + 1

GeneID:208943 Myo5c 9 75,232,014 75,305,451 73,437 + 1

GeneID:14697 Gnb5 9 75,311,395 75,345,671 34,276 + 1

GeneID:50772 Mapk6 9 75,386,901 75,410,014 23,113 - 2

GeneID:71274 4933433G15Rik 9 75,410,184 75,415,537 5,353 + 2

GeneID:50875 Tmod3 9 75,497,784 75,559,657 61,873 - 1

GeneID:50876 Tmod2 9 75,565,621 75,611,325 45,704 - 2

GeneID:70082 Lysmd2 9 75,625,732 75,637,773 12,041 + 1

GeneID:214345 Lrrc1 9 77,430,823 77,544,852 114,029 - 1

GeneID:100503134Gm19569 9 77,545,224 77,546,466 1,242 + 1

GeneID:14629 Gclc 9 77,754,535 77,794,489 39,954 + 1

GeneID:68801 Elovl5 9 77,917,365 77,984,519 67,154 + 1

GeneID:71538 Fbxo9 9 78,081,499 78,109,053 27,554 - 2

GeneID:56542 Ick 9 78,109,192 78,172,110 62,918 + 2

GeneID:214763 Mb21d1 9 78,430,518 78,443,147 12,629 - 1

GeneID:68291 Mto1 9 78,448,210 78,474,152 25,942 + 2

GeneID:13627 Eef1a1 9 78,478,453 78,481,724 3,271 - 1

GeneID:235504 Slc17a5 9 78,536,509 78,588,027 51,518 - 1

GeneID:215351 Senp6 9 80,066,903 80,144,780 77,877 + 1

GeneID:15551 Htr1b 9 81,631,392 81,632,552 1,160 - 1

GeneID:319405 D430036J16Rik 9 81,631,930 81,645,156 13,226 + 1

GeneID:65099 Irak1bp1 9 82,829,806 82,847,688 17,882 + 1

GeneID:83946 Phip 9 82,866,159 82,975,489 109,330 - 1

GeneID:94353 Hmgn3 9 83,109,942 83,146,607 36,665 - 1

GeneID:212531 Sh3bgrl2 9 83,548,338 83,600,292 51,954 + 1

GeneID:83603 Elovl4 9 83,778,692 83,806,305 27,613 - 1

GeneID:22137 Ttk 9 83,834,689 83,872,390 37,701 + 1

GeneID:108837 Ibtk 9 85,687,360 85,749,334 61,974 - 1

GeneID:442799 9330154J02Rik 9 85,821,526 85,843,659 22,133 - 1

GeneID:21983 Tpbg 9 85,842,380 85,847,055 4,675 + 1

GeneID:70348 Ube2cbp 9 86,307,234 86,464,916 157,682 - 2

GeneID:320615 Dopey1 9 86,467,154 86,555,806 88,652 + 2

GeneID:109785 Pgm3 9 86,552,476 86,571,842 19,366 - 1

GeneID:69519 Rwdd2a 9 86,571,988 86,574,899 2,911 + 1

GeneID:17436 Me1 9 86,581,363 86,695,914 114,551 - 2

GeneID:319556 A330041J22Rik 9 86,695,442 86,701,253 5,811 + 1

GeneID:20616 Snap91 9 86,765,936 86,880,372 114,436 - 1

GeneID:382090 4922501C03Rik 9 87,191,963 87,255,532 63,569 - 1

GeneID:23959 Nt5e 9 88,327,609 88,372,089 44,480 + 1

GeneID:244962 Snx14 9 88,376,747 88,438,951 62,204 - 1

GeneID:56403 Syncrip 9 88,449,738 88,482,397 32,659 - 1

GeneID:108153 Adamts7 9 90,162,978 90,200,102 37,124 + 1

GeneID:235527 Plscr4 9 92,457,378 92,492,516 35,138 + 1

GeneID:78575 B430319G15Rik 9 92,538,801 92,542,869 4,068 - 1
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GeneID:26432 Plod2 9 92,542,223 92,608,428 66,205 + 1

GeneID:68861 1190002N15Rik 9 94,517,864 94,538,081 20,217 - 2

GeneID:54371 Chst2 9 95,400,926 95,407,270 6,344 - 2

GeneID:67958 U2surp 9 95,456,894 95,511,996 55,102 - 1

GeneID:73410 1700065D16Rik 9 95,855,550 95,858,320 2,770 - 1

GeneID:245000 Atr 9 95,857,597 95,951,644 94,047 + 1

GeneID:19823 Rnf7 9 96,470,957 96,478,595 7,638 - 1

GeneID:114713 Rasa2 9 96,539,300 96,631,503 92,203 - 1

GeneID:235534 Acpl2 9 96,823,343 96,889,422 66,079 - 1

GeneID:211949 Spsb4 9 96,943,482 97,018,355 74,873 - 1

GeneID:100502670Gm16010 9 97,015,966 97,022,043 6,077 + 1

GeneID:192287 Slc25a36 9 97,077,011 97,111,041 34,030 - 1

GeneID:74080 Nmnat3 9 98,296,583 98,411,428 114,845 + 1

GeneID:64655 Mrps22 9 98,588,730 98,601,679 12,949 - 1

GeneID:768252 Foxl2os 9 98,949,155 98,955,310 6,155 - 1

GeneID:26927 Foxl2 9 98,955,607 98,958,126 2,519 + 1

GeneID:623459 Gm6432 9 99,229,376 99,237,239 7,863 - 1

GeneID:68121 Cep70 9 99,243,468 99,300,404 56,936 + 1

GeneID:272636 Esyt3 9 99,309,967 99,358,530 48,563 - 1

GeneID:17532 Mras 9 99,385,420 99,436,712 51,292 - 1

GeneID:74125 Armc8 9 99,478,391 99,568,899 90,508 - 1

GeneID:83703 Dbr1 9 99,575,799 99,584,343 8,544 + 1

GeneID:333424 A4gnt 9 99,612,502 99,622,367 9,865 + 1

GeneID:72507 Dzip1l 9 99,629,595 99,669,256 39,661 + 1

GeneID:20669 Sox14 9 99,874,106 99,876,170 2,064 - 1

GeneID:245020 Slc35g2 9 100,552,188 100,571,085 18,897 - 1

GeneID:20842 Stag1 9 100,643,623 100,958,544 314,921 + 1

GeneID:66904 Pccb 9 100,982,038 101,034,875 52,837 - 1

GeneID:77853 Msl2 9 101,074,727 101,075,419 692 + 2

GeneID:235542 Ppp2r3a 9 101,104,989 101,251,832 146,843 - 1

GeneID:56332 Amotl2 9 102,717,804 102,733,417 15,613 + 2

GeneID:20187 Ryk 9 102,834,920 102,908,307 73,387 + 1

GeneID:235559 Topbp1 9 103,305,327 103,350,428 45,101 + 1

GeneID:321022 Cdv3 9 103,353,102 103,365,780 12,678 - 1

GeneID:66663 Uba5 9 104,046,588 104,063,121 16,533 - 1

GeneID:102632 Acad11 9 104,063,703 104,127,646 63,943 + 1

GeneID:235567 Dnajc13 9 104,151,597 104,262,930 111,333 - 1

GeneID:75686 Nudt16 9 105,129,338 105,131,805 2,467 - 1

GeneID:235574 Atp2c1 9 105,411,362 105,521,257 109,895 - 1

GeneID:77305 Wdr82 9 106,170,929 106,191,706 20,777 + 1

GeneID:387249 Mirlet7g 9 106,178,840 106,178,927 87 + 1

GeneID:70235 Poc1a 9 106,281,061 106,349,891 68,830 + 1

GeneID:235584 Dusp7 9 106,368,632 106,375,724 7,092 + 1

GeneID:19944 Rpl29 9 106,429,539 106,431,567 2,028 + 1

GeneID:109652 Acy1 9 106,432,996 106,438,236 5,240 - 1

GeneID:68644 Abhd14a 9 106,440,051 106,447,678 7,627 - 1

GeneID:59092 Pcbp4 9 106,453,838 106,464,012 10,174 + 2
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GeneID:436090 Gpr62 9 106,463,960 106,465,940 1,980 - 2

GeneID:235587 Parp3 9 106,470,353 106,476,651 6,298 - 3

GeneID:27966 Rrp9 9 106,477,309 106,485,415 8,106 + 1

GeneID:21767 Tex264 9 106,658,746 106,685,948 27,202 - 1

GeneID:81000 Rad54l2 9 106,688,080 106,789,213 101,133 - 2

GeneID:321006 Vprbp 9 106,821,976 106,880,992 59,016 + 1

GeneID:109095 Rbm15b 9 106,883,985 106,887,000 3,015 - 2

GeneID:74840 Manf 9 106,887,415 106,891,938 4,523 - 2

GeneID:208869 Dock3 9 106,892,825 107,231,909 339,084 - 2

GeneID:56808 Cacna2d2 9 107,399,880 107,529,343 129,463 + 1

GeneID:56395 Tmem115 9 107,533,945 107,538,656 4,711 + 1

GeneID:56368 Cyb561d2 9 107,539,011 107,541,865 2,854 - 2

GeneID:56032 Nprl2 9 107,542,209 107,545,706 3,497 + 2

GeneID:114602 Zmynd10 9 107,547,310 107,551,319 4,009 + 1

GeneID:56289 Rassf1 9 107,551,555 107,562,267 10,712 + 2

GeneID:100038755Gm9917 9 107,562,198 107,568,415 6,217 - 2

GeneID:80385 Tusc2 9 107,563,255 107,566,108 2,853 + 1

GeneID:15587 Hyal2 9 107,569,163 107,572,778 3,615 + 1

GeneID:15586 Hyal1 9 107,576,952 107,580,137 3,185 + 1

GeneID:14678 Gnai2 9 107,614,138 107,635,342 21,204 - 2

GeneID:100503487Gm19721 9 107,630,776 107,632,539 1,763 - 2

GeneID:20350 Sema3f 9 107,681,502 107,710,475 28,973 - 1

GeneID:83486 Rbm5 9 107,740,495 107,771,002 30,507 - 1

GeneID:19654 Rbm6 9 107,773,559 107,872,819 99,260 - 2

GeneID:72825 Mon1a 9 107,888,129 107,903,139 15,010 + 1

GeneID:19882 Mst1r 9 107,906,889 107,920,383 13,494 + 1

GeneID:74153 Uba7 9 107,975,567 107,984,056 8,489 + 1

GeneID:68176 Fam212a 9 107,984,223 107,985,916 1,693 - 1

GeneID:69398 Cdhr4 9 107,992,503 107,999,585 7,082 + 2

GeneID:27399 Ip6k1 9 108,002,648 108,048,782 46,134 + 1

GeneID:84585 Rnf123 9 108,051,672 108,079,375 27,703 - 1

GeneID:15235 Mst1 9 108,080,436 108,085,027 4,591 + 2

GeneID:235606 Apeh 9 108,085,414 108,094,480 9,066 - 2

GeneID:12217 Bsn 9 108,096,022 108,190,383 94,361 - 2

GeneID:13138 Dag1 9 108,205,958 108,263,736 57,778 - 1

GeneID:11848 Rhoa 9 108,306,205 108,337,939 31,734 + 2

GeneID:14775 Gpx1 9 108,339,080 108,340,342 1,262 + 2

GeneID:22258 Usp4 9 108,347,831 108,392,529 44,698 + 2

GeneID:434439 BC048562 9 108,436,482 108,446,083 9,601 + 1

GeneID:78267 Klhdc8b 9 108,447,639 108,461,581 13,942 - 2

GeneID:72454 Ccdc71 9 108,460,518 108,465,945 5,427 + 2

GeneID:16779 Lamb2 9 108,479,862 108,490,530 10,668 + 2

GeneID:71472 Usp19 9 108,490,676 108,502,337 11,661 + 2

GeneID:97541 Qars 9 108,508,005 108,515,941 7,936 + 1

GeneID:69232 Qrich1 9 108,517,087 108,560,167 43,080 + 3

GeneID:23918 Impdh2 9 108,560,501 108,565,573 5,072 + 2

GeneID:66706 Ndufaf3 9 108,565,865 108,567,342 1,477 - 2
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GeneID:387186 Mir191 9 108,568,319 108,568,392 73 + 3

GeneID:723864 Mir425 9 108,568,777 108,568,861 84 + 3

GeneID:67789 Dalrd3 9 108,569,892 108,572,771 2,879 + 3

GeneID:83669 Wdr6 9 108,572,313 108,578,670 6,357 - 3

GeneID:74443 P4htm 9 108,578,826 108,597,600 18,774 - 3

GeneID:23807 Arih2 9 108,602,942 108,649,380 46,438 - 2

GeneID:57279 Slc25a20 9 108,662,098 108,684,641 22,543 + 1

GeneID:19087 Prkar2a 9 108,692,143 108,749,512 57,369 + 1

GeneID:80987 Nckipsd 9 108,808,380 108,818,366 9,986 + 1

GeneID:107934 Celsr3 9 108,826,320 108,852,969 26,649 + 2

GeneID:171429 Slc26a6 9 108,854,043 108,862,143 8,100 + 1

GeneID:22273 Uqcrc1 9 108,936,648 108,949,641 12,993 + 1

GeneID:66658 Ccdc51 9 109,082,496 109,093,363 10,867 + 1

GeneID:665413 Gm7628 9 109,093,844 109,098,474 4,630 - 1

GeneID:235611 Plxnb1 9 109,095,436 109,119,915 24,479 + 1

GeneID:12530 Cdc25a 9 109,875,579 109,893,890 18,311 + 1

GeneID:72831 Dhx30 9 110,084,319 110,117,616 33,297 - 1

GeneID:100038739Gm10615 9 110,117,703 110,120,335 2,632 + 1

GeneID:20588 Smarcc1 9 110,132,024 110,240,178 108,154 + 2

GeneID:29873 Cspg5 9 110,243,783 110,262,576 18,793 + 1

GeneID:235623 Scap 9 110,333,293 110,384,946 51,653 + 1

GeneID:104831 Ptpn23 9 110,385,089 110,408,210 23,121 - 2

GeneID:16578 Kif9 9 110,476,958 110,525,174 48,216 + 2

GeneID:235626 Setd2 9 110,532,597 110,618,633 86,036 + 3

GeneID:67169 Nradd 9 110,621,135 110,624,393 3,258 - 1

GeneID:235627 Nbeal2 9 110,624,789 110,654,161 29,372 - 1

GeneID:19228 Pth1r 9 110,722,085 110,747,145 25,060 - 1

GeneID:74306 Prss46 9 110,844,506 110,856,522 12,016 + 1

GeneID:235631 Prss50 9 110,857,967 110,864,628 6,661 + 2

GeneID:20776 Tmie 9 110,866,046 110,880,083 14,037 - 2

GeneID:235633 Als2cl 9 110,880,174 110,900,530 20,356 + 1

GeneID:71268 Lrrfip2 9 111,118,111 111,225,668 107,557 + 1

GeneID:320429 Trank1 9 111,311,739 111,395,775 84,036 + 1

GeneID:18571 Pdcd6ip 9 113,651,744 113,708,259 56,515 - 1

GeneID:76499 Clasp2 9 113,741,473 113,919,697 178,224 + 1

GeneID:22221 Ubp1 9 113,930,934 113,977,202 46,268 + 1

GeneID:56693 Crtap 9 114,375,131 114,390,712 15,581 - 1

GeneID:235661 Dync1li1 9 114,688,831 114,723,788 34,957 + 1

GeneID:102545 Cmtm7 9 114,756,836 114,781,993 25,157 - 1

GeneID:70031 Cmtm8 9 114,789,345 114,844,152 54,807 - 1

GeneID:333433 Gpd1l 9 114,899,339 114,933,987 34,648 - 1

GeneID:100043813Gm9846 9 114,982,366 114,982,739 373 - 1

GeneID:68292 Stt3b 9 115,242,581 115,310,421 67,840 - 1

GeneID:21813 Tgfbr2 9 116,087,695 116,175,363 87,668 - 1

GeneID:27215 Azi2 9 118,040,499 118,063,907 23,408 + 1

GeneID:104099 Itga9 9 118,606,709 118,901,003 294,294 + 1

GeneID:69274 Ctdspl 9 118,926,536 119,044,119 117,583 + 1
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GeneID:108737 Oxsr1 9 119,238,432 119,322,427 83,995 - 1

GeneID:17874 Myd88 9 119,335,988 119,340,040 4,052 - 1

GeneID:113868 Acaa1a 9 119,341,294 119,350,295 9,001 + 1

GeneID:102448 Xylb 9 119,357,381 119,393,797 36,416 + 1

GeneID:11481 Acvr2b 9 119,402,501 119,433,515 31,014 + 1

GeneID:208194 Exog 9 119,444,923 119,465,518 20,595 + 1

GeneID:67561 Wdr48 9 119,894,895 119,926,579 31,684 + 1

GeneID:215418 Csrnp1 9 119,971,166 119,984,658 13,492 - 1

GeneID:208638 Slc25a38 9 120,110,399 120,124,321 13,922 + 2

GeneID:16785 Rpsa 9 120,127,766 120,132,369 4,603 + 1

GeneID:104433 Snora62 9 120,130,434 120,130,563 129 + 1

GeneID:546166 Gm5922 9 120,133,463 120,136,329 2,866 - 1

GeneID:68969 Eif1b 9 120,492,606 120,495,327 2,721 + 1

GeneID:78060 4930593C16Rik 9 120,924,455 120,930,802 6,347 - 2

GeneID:12387 Ctnnb1 9 120,933,400 120,960,507 27,107 + 2

GeneID:215474 Sec22c 9 121,680,045 121,705,029 24,984 - 2

GeneID:26901 Deb1 9 121,710,389 121,712,921 2,532 + 2

GeneID:18087 Nktr 9 121,719,181 121,756,841 37,660 + 2

GeneID:320301 E530011L22Rik 9 121,756,640 121,759,943 3,303 - 1

GeneID:270210 Zfp651 9 121,760,033 121,771,742 11,709 + 2

GeneID:72330 Klhl40 9 121,777,607 121,783,819 6,212 + 1

GeneID:74770 Hhatl 9 121,784,016 121,792,507 8,491 - 1

GeneID:56295 Higd1a 9 121,848,560 121,858,000 9,440 - 1

GeneID:67469 Abhd5 9 122,351,616 122,381,523 29,907 + 1

GeneID:22646 Zfp105 9 122,923,078 122,931,028 7,950 + 1

GeneID:66202 1110059G10Rik 9 122,945,089 122,951,000 5,911 - 1

GeneID:209737 Kif15 9 122,951,081 123,018,733 67,652 + 2

GeneID:66079 Tmem42 9 123,021,326 123,023,491 2,165 + 1

GeneID:69035 Zdhhc3 9 123,072,310 123,113,205 40,895 - 1

GeneID:66446 Exosc7 9 123,113,231 123,136,129 22,898 + 1

GeneID:72309 Tmem158 9 123,259,057 123,260,789 1,732 - 1

GeneID:29806 Limd1 9 123,478,701 123,521,552 42,851 + 2

GeneID:83493 Sacm1l 9 123,529,882 123,592,598 62,716 + 1

GeneID:93730 Lztfl1 9 123,697,593 123,717,557 19,964 - 1

GeneID:75135 4930526I15Rik 9 124,423,256 124,424,856 1,600 + 1

GeneID:671650 Gm20783 9 124,428,076 124,440,868 12,792 - 1

GeneID:12728 Clcn5 X 7,158,412 7,319,358 160,946 - 1

GeneID:54646 Ppp1r3f X 7,558,562 7,574,120 15,558 - 1

GeneID:78185 4930524L23Rik X 7,573,600 7,581,016 7,416 + 1

GeneID:20371 Foxp3 X 7,579,676 7,595,243 15,567 + 1

GeneID:71458 Bcor X 12,036,737 12,160,355 123,618 - 2

GeneID:22284 Usp9x X 13,071,498 13,173,328 101,830 + 1

GeneID:13205 Ddx3x X 13,281,022 13,293,983 12,961 + 1

GeneID:11740 Slc25a5 X 36,795,652 36,798,806 3,154 + 1

GeneID:77644 C330007P06Rik X 36,848,543 36,864,246 15,703 - 1

GeneID:22209 Ube2a X 36,874,366 36,884,222 9,856 + 1

GeneID:50786 Hs6st2 X 51,387,212 51,681,602 294,390 - 1
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GeneID:236790 Ddx26b X 56,454,839 56,507,843 53,004 + 1

GeneID:15354 Hmgb3 X 71,555,993 71,560,654 4,661 + 1

GeneID:27083 Xlr4b X 73,214,365 73,222,453 8,088 + 1

GeneID:14070 F8a X 73,228,306 73,230,795 2,489 + 1

GeneID:72891 Xlr4c X 73,234,076 73,243,130 9,054 - 1

GeneID:27081 Zfp275 X 73,342,620 73,359,080 16,460 + 1

GeneID:17257 Mecp2 X 74,026,821 74,085,636 58,815 - 1

GeneID:54411 Atp6ap1 X 74,297,097 74,304,721 7,624 + 1

GeneID:14567 Gdi1 X 74,305,012 74,311,867 6,855 + 1

GeneID:108160 Fam50a X 74,313,033 74,320,149 7,116 + 1

GeneID:21372 Tbl1x X 77,511,227 77,660,265 149,038 + 1

GeneID:11878 Arx X 93,286,646 93,298,357 11,711 + 1

GeneID:14853 Gspt2 X 94,636,069 94,638,562 2,493 + 1

GeneID:13641 Efnb1 X 99,136,130 99,148,991 12,861 + 1

GeneID:100042480Nhsl2 X 101,849,385 102,092,055 242,670 + 1

GeneID:20102 Rps4x X 102,184,943 102,189,306 4,363 - 1

GeneID:245555 C77370 X 104,077,435 104,201,117 123,682 - 1

GeneID:101055819LOC101055819 X 151,796,751 151,802,263 5,512 + 1

GeneID:59026 Huwe1 X 151,803,282 151,935,417 132,135 + 1

GeneID:58194 Sh3kbp1 X 159,627,408 159,975,917 348,509 + 1

GeneID:195727 Nhs X 161,836,268 162,159,790 323,522 - 1

GeneID:245688 Rbbp7 X 162,760,372 162,779,090 18,718 + 1

GeneID:14758 Gpm6b X 166,238,943 166,389,033 150,090 + 1

GeneID:17692 Msl3 X 168,654,117 168,673,902 19,785 - 1
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ARID4B-binding target genes by ChIP-Seq analysis with the anti-ARID4B antibody using the Arid4b SCKO testes at P1.5.

Intervals Interval Dists to Start Interval Pos 1_Testes_ARID4B::1 Present1_Testes_ARID4B::1 AvgPeakActRegCountPeak Sample

1_Testes_ARID4B::1::0 -342 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::0 -8315 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1 62 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2 59 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3 438 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4 90 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5 224 in gene 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5 -2414 upstream 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6 145 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::7 222 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::7 512 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::8 35330 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::8 150 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::8 -1425 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::9 -4391 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::9 285 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::9 41930 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::10 -2198 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::10 1878 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::11 -258 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::12 327 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::13, 1_Testes_ARID4B::1::141315, 435 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::15 375 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::16 82 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::17 -1167 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::17 -282 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::18 266 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::19 385 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::20 69 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::21 185 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::23 1178 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::24 389 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::25 77 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::26 -229 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::27 -610 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::27 544 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::28 118 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::28, 1_Testes_ARID4B::1::2956795, 59 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::30 102 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::31, 1_Testes_ARID4B::1::32-240, 560 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::33 75 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::34 29 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::35, 1_Testes_ARID4B::1::3640403, 41267 downstream, downstream 1 33.500 2 1_Testes_ARID4B::1

Page 320 of 1163



1_Testes_ARID4B::1::35, 1_Testes_ARID4B::1::36124, 988 in gene, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::37, 1_Testes_ARID4B::1::38-8767, -10847 upstream, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::37, 1_Testes_ARID4B::1::382413, 333 in gene, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::37, 1_Testes_ARID4B::1::38, 1_Testes_ARID4B::1::39127215, 125135, -8529 downstream, downstream, upstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::39 225 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::39 18213 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::40 23 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::41 299 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::42 -105 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::42 36 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::42 106051 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::43 -968 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::43 166 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::44 510 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::45 37947 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::47 106 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::48 173728 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::48 149 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::48, 1_Testes_ARID4B::1::49110747, 491 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::50 623 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::51 191 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::52 217 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::53 377 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::54 -12 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::54 16373 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::55 28080 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::55 304 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::56 150 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::57 758 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::58 79 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::59 223 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::60 371 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::61 262 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::62 147 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::63 252 in gene 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::63 -468 upstream 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::64 403 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::65 11046 downstream 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::65 167 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::66 91 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::67 -1514 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::67 1379 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::68 -440 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::68 364 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::68, 1_Testes_ARID4B::1::6928690, 18 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::69 108 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::70 -77 upstream 1 30.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::71 36 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::72 10777 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::73 -3874 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::73 -272 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::74 472 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::74 21870 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::75 151 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::75 -380 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::76 -1710 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::77 -406 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::77 317 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::78 239 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::79 349 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::80 -30 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::81 146 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::81 -6806 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::82 -1533 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::83 626 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::84 397 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::85 360 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::86, 1_Testes_ARID4B::1::87-245, 3531 upstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::88 -298 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::88 289 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::88 -1903 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::88 37089 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::89 -149 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::90 -627 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::91 -388 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::92 -240 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::93 -797 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::93, 1_Testes_ARID4B::1::94111, 45983 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::94 422 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::95, 1_Testes_ARID4B::1::967759, -417 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::95, 1_Testes_ARID4B::1::96-7965, 211 upstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::97 284 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::98 252 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::99 83 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::99 -247 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::100 340 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::101 192 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::102 945 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::103, 1_Testes_ARID4B::1::10425791, -545 in gene, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::104 -549 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::105 346 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::106 18902 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::106 400 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::106 8344 downstream 1 27.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::107, 1_Testes_ARID4B::1::1089501, 17277 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::107, 1_Testes_ARID4B::1::108-6905, 871 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::107, 1_Testes_ARID4B::1::108-9606, -1830 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::109 37822 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::109 404 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::110 12759 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::110 277 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::110 -335 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::111 79 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::112 707 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::113 -7710 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::113 768 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::113 -1186 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::114 11418 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::114 219 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::114 11859 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::115 -262 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::115 211 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::115 8213 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::115, 1_Testes_ARID4B::1::11621053, -4707 downstream, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::116 377 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::116 27408 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::117 392 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::117, 1_Testes_ARID4B::1::11814279, -6777 downstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::118 6495 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::119, 1_Testes_ARID4B::1::120, 1_Testes_ARID4B::1::12125586, 27122, 28578 downstream, downstream, downstream1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::119, 1_Testes_ARID4B::1::120, 1_Testes_ARID4B::1::1213375, 1839, 383 in gene, in gene, in gene 1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::119, 1_Testes_ARID4B::1::120, 1_Testes_ARID4B::1::121-3436, -1900, -444 upstream, upstream, upstream1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::119, 1_Testes_ARID4B::1::120, 1_Testes_ARID4B::1::121, 1_Testes_ARID4B::1::122, 1_Testes_ARID4B::1::123, 1_Testes_ARID4B::1::12430356, 28820, 27364, 2644, 948, -1228downstream, downstream, downstream, in gene, in gene, upstream1 30.333 6 1_Testes_ARID4B::1

1_Testes_ARID4B::1::122, 1_Testes_ARID4B::1::123, 1_Testes_ARID4B::1::124-3269, -1573, 603 upstream, upstream, in gene1 32.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::125 25127 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::125 390 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::126 1373 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::127 191 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::127 191 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::128 4 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::129 233 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::129 -1181 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::130 190 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::131 425 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::132 137 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::133 335 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::133 -5856 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::134 325 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::135 -792 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::135 255 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::137 25 in gene 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::138, 1_Testes_ARID4B::1::139548, 18873 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::139 117 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::140 639 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::140 -7531 upstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::140 -2489 upstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::140 -758 upstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::143 336 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::144 77 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::145 457 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::146 10 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::147 149 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::148 167 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::149 831 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::150 194 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::151, 1_Testes_ARID4B::1::152869, 126565 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::153 40 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::154 -97 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::155 -71 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::156 17 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::157 23237 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::157, 1_Testes_ARID4B::1::158-5761, 15327 upstream, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::158 -30 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::158, 1_Testes_ARID4B::1::15932383, 255 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::159, 1_Testes_ARID4B::1::1607501, -6707 downstream, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::160 486 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::160, 1_Testes_ARID4B::1::16146592, 160 downstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::162 196 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::163 507 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::165 142 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::165 7003 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::166 209 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::166 7065 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::167 506 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::168, 1_Testes_ARID4B::1::169-4294, -8454 upstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::168, 1_Testes_ARID4B::1::169211, 4371 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::168, 1_Testes_ARID4B::1::169-3625, 535 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::170, 1_Testes_ARID4B::1::1717899, 67467 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::171 295 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::172 -380 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::172 -477 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::173, 1_Testes_ARID4B::1::17433592, -440 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::174 255 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::175 591 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::176 162 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::177 342 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::177 -537 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::178, 1_Testes_ARID4B::1::179206, -1810 in gene, upstream 1 29.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::178, 1_Testes_ARID4B::1::179-2237, -221 upstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::180 100 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::181 354 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::182 -596 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::182 411 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::183 -1148 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::183 1018 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::184, 1_Testes_ARID4B::1::185-412, -1148 upstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::184, 1_Testes_ARID4B::1::18567, 803 in gene, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::186 277 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::187 246 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::188 -68 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::189, 1_Testes_ARID4B::1::190215955, 83 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::191, 1_Testes_ARID4B::1::192, 1_Testes_ARID4B::1::1934648, 1640, 712 in gene, in gene, in gene 1 32.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::194 302 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::195 214 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::196 307 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::196 188378 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::197 220 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::198 383 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::199 40 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::200 481 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::200 918899 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::201 230 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::202 -1112 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::202, 1_Testes_ARID4B::1::203214, 141142 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::203 267 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::204 136 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::204 57896 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::205 12101 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::205 -175 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::206 343 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::207 26 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::208 474 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::208 34859 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::209, 1_Testes_ARID4B::1::210865, -735 in gene, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::209, 1_Testes_ARID4B::1::210-1493, 107 upstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::211 262 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::212 203 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::213, 1_Testes_ARID4B::1::214371, 17683 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::214 184 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::215 30625 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::216 211 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::217 285 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::218 156 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::219 498 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::220 19665 downstream 1 18.000 1 1_Testes_ARID4B::1

Page 325 of 1163



1_Testes_ARID4B::1::220 2276 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::221 13070 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::221 172 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::222 820 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::223 168 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::223 51268 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::224 243 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::225 9850 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::225 373 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::226, 1_Testes_ARID4B::1::227-67, 39186 upstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::227 81 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::228 -9618 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::228, 1_Testes_ARID4B::1::229-3538, 78 upstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::230 -6684 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::230 47 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::231 117660 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::232 14635 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::232 526 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::233 180 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::234 50227 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::234 23 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::234 55451 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::235, 1_Testes_ARID4B::1::2361883, 139 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::235, 1_Testes_ARID4B::1::236-1301, 443 upstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::237 169 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::238 400 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::239 -529 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::239 311 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::240 88 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::241 159 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::241 89 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::242 -1558 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::243 7360 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::244 176 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::245, 1_Testes_ARID4B::1::2469179, 5979 in gene, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::246 15254 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::247, 1_Testes_ARID4B::1::248353, 32625 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::248 235 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::249 220 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::250 347 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::251 123 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::252 78 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::253 147 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::254 146 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::255 80 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::256 218 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::257 197 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::258 16169 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::258 178 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::259, 1_Testes_ARID4B::1::260214, -394 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::261 546 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::262 119 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::263 396 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::264 8418 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::264 119 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::265 3805 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::266 308 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::267 -1920 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::268 452 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::269 -1109 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::270 259 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::271 199 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::272 149 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::272 667 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::273, 1_Testes_ARID4B::1::274157, 637 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::275 350 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::276 147 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::276 96 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::277 284 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::277, 1_Testes_ARID4B::1::278580330, 394 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::279 213 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::280 -1229 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::280 322 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::280 -1865 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::280 -2604 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::280 35144 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::281 -108 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::282 268 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::283 176 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::284 257 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::285 515 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::286 222 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::287, 1_Testes_ARID4B::1::28877, -7955 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::288, 1_Testes_ARID4B::1::28965598, 222 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::290, 1_Testes_ARID4B::1::291922, -566 in gene, upstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::292 -156 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::293 679 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::294 -222 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::295 -206 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::296 409 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::297 -5 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::297, 1_Testes_ARID4B::1::29817764, 356 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::299 -6430 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::299 345 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::299 7366 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::300 16583 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::300 -83 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::300 29 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::301 22784 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::301 63 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::301 -7289 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::302 650 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::303 260 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::304 -67 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::304 287 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::305 241 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::306, 1_Testes_ARID4B::1::307169, 13705 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::306, 1_Testes_ARID4B::1::30716687, 3151 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::308 35686 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::308 365 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::309 18043 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::309 10 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::310 7230 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::311 222 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::312 401 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::313 262 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::313 -3975 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::313 -6265 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::314 182 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::315 -10289 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::316 349 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::317 -3325 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::317 -369 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::317, 1_Testes_ARID4B::1::31819000, 632 downstream, in gene 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::319 359 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::320, 1_Testes_ARID4B::1::321-229, 1403 upstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::322 -421 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::322 159 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::323 121 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::324 495 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::325 236 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::326, 1_Testes_ARID4B::1::327372, 2132 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::328 304 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::329 81 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::330, 1_Testes_ARID4B::1::331, 1_Testes_ARID4B::1::332-470, 106, 55338 upstream, in gene, downstream1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::332 362 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::333 37 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::335 -605 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::335 -5448 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::336 11329 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::336 174 in gene 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::337 7393 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::337 -86 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::338, 1_Testes_ARID4B::1::339778, -118 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::340 145 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::340 10933 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::341 95 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::342 97 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::343 267 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::344 416 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::344 -468 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::345, 1_Testes_ARID4B::1::34624285, 349 in gene, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::347 409 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::347, 1_Testes_ARID4B::1::348-3167, 31041 upstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::348 105 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::349 627 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::350 384 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::351 384 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::351 371 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::352 -58 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::353 340 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::354 176 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::355, 1_Testes_ARID4B::1::356120, -2280 in gene, upstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::357 106 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::358 704 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::359 -366 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::360 230 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::361, 1_Testes_ARID4B::1::362-8229, -9434 upstream, upstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::361, 1_Testes_ARID4B::1::362382, 1587 in gene, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::363 753 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::363 6984 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::364 190 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::364 -390 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::365 1080 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::366 276 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::367 359 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::367 387 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::368, 1_Testes_ARID4B::1::369811, -661 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::368, 1_Testes_ARID4B::1::36978, 1550 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::370 339 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::371 621 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::371 -7113 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::371, 1_Testes_ARID4B::1::37221160, 701 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::372 3016 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::373 363 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::374 233223 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::374 525 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::375 199 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::376 700 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::377 -416 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::377 163 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::378 153 in gene 1 62.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::378, 1_Testes_ARID4B::1::37918631, 407 downstream, in gene 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::379 98864 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::380 301 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::381 88 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::382 672 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::382 -459 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::382, 1_Testes_ARID4B::1::383-4592, 13592 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::383 62 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::383 -113 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::384 -89 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::384 98 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::385 -277 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::386 105 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::387 -10 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::387 1486 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::388 320 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::389 -402 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::390 -7721 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::391 188 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::392 113 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::393 572 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::394, 1_Testes_ARID4B::1::395-139, 16661 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::394, 1_Testes_ARID4B::1::395-721, 16079 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::396 129 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::396 -249 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::396 12854 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::397 196 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::398 260 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::399 -372 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::401 -73 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::402 229 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::403, 1_Testes_ARID4B::1::404110920, 112024 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::405 -345 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::406 3707 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::406 672 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::407 201 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::407 -1557 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::407 -1187 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::407 -9978 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::408 219 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::409 1006 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::410 714 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::411 1393 in gene 1 18.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::412 540 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::413 2820 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::414 92 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::415 333 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::415 6218 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::415 17950 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::416 -273 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::417 -31 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::418 48 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::419 479 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::420 226 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::421 1550 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::421 -2028 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::422 105 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::423 -377 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::423 224 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::424 1164 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::425 548 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::426 -50 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::427 -889 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::427 498 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::428 233 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::429 13862 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::429 164 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::429, 1_Testes_ARID4B::1::430-263, 29113 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::430 52 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::431 77010 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::432 1622 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::433 261 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::434 410 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::435 124 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::436 296 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::437, 1_Testes_ARID4B::1::438152882, 1138 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::438 -1312 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::439, 1_Testes_ARID4B::1::440, 1_Testes_ARID4B::1::441-388, 860, 31228 upstream, in gene, in gene 1 17.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::442 127 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::443 -56 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::443 -15 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::444 178 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::446 107 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::447 461 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::448 236 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::448 -9720 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::449 373 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::450 363 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::451 33191 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::451 287 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::451 -210 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::452 212 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::452 -338 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::453 113233 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::453 8539 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::454 209 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::455 188 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::456 -201 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::456 126 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::457 96 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::458 20 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::459, 1_Testes_ARID4B::1::46089, 15833 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::461 104043 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::461 591 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::462 348 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::463 185 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::464 9482 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::465 589 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::466, 1_Testes_ARID4B::1::4671361, 401 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::468 318 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::469 419 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::470 285 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::471, 1_Testes_ARID4B::1::472147, 31603 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::472, 1_Testes_ARID4B::1::473-97, 15839 upstream, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::473 646 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::474 600 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::474 8527 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::475 868 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::476 498 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::477 121 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::477, 1_Testes_ARID4B::1::47823962, -54 downstream, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::479 350 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::479 75251 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::480, 1_Testes_ARID4B::1::481-137, 26503 upstream, downstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::481, 1_Testes_ARID4B::1::482107, 33451 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::482, 1_Testes_ARID4B::1::483257, 43489 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::483 137 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::483 -800 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::484 293 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::484 363 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::484 -6772 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::485 -8168 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::485 -178 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::486, 1_Testes_ARID4B::1::487300, -228 in gene, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::488 -218 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::489 353 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::490, 1_Testes_ARID4B::1::4911203, 10419 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::490, 1_Testes_ARID4B::1::4919883, 667 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::492 342 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::493 199 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::494 4504 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::494 196 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::495 80 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::496 829 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::497 415 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::498 530 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::498 22936 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::499 188 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::500 238 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::501 92 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::501 -3036 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::502 24415 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::502 608 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::503 16529 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::504 186 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::504 -906 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::505 10 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::505 28206 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::506, 1_Testes_ARID4B::1::507159, -3857 in gene, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::506, 1_Testes_ARID4B::1::507-3269, 747 upstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::506, 1_Testes_ARID4B::1::5078362, 4346 downstream, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::508 459 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::508 98080 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::509 155 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::510 834 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::511 -107 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::512 24985 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::512, 1_Testes_ARID4B::1::513518, 16422 in gene, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::513 335 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::514 -8944 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::514 166 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::514, 1_Testes_ARID4B::1::51530980, 100 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::516 27345 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::516 264 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::517 125 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::517, 1_Testes_ARID4B::1::51859618, 450 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::519 154 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::520 180 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::521 451 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::522 -98 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::522 7722 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::523, 1_Testes_ARID4B::1::5245106, 10946 downstream, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::523, 1_Testes_ARID4B::1::524270, 6110 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::524 -6675 upstream 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::525 23142 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::525 6805 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::526 11569 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::526 264 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::526 -10586 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::527 -4839 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::527 252 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::528 -5733 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::528, 1_Testes_ARID4B::1::5296099, 19774 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::528, 1_Testes_ARID4B::1::52913930, 255 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::529 -5288 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::530 8952 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::530 4411 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::530, 1_Testes_ARID4B::1::53113674, -8182 in gene, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::531, 1_Testes_ARID4B::1::532-190, -10494 upstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::531, 1_Testes_ARID4B::1::532149, 10453 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::531, 1_Testes_ARID4B::1::532, 1_Testes_ARID4B::1::533-9952, 352, 5888 upstream, in gene, in gene 1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::534, 1_Testes_ARID4B::1::53516952, 19165 downstream, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::534, 1_Testes_ARID4B::1::5356380, 8593 in gene, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::534, 1_Testes_ARID4B::1::535, 1_Testes_ARID4B::1::5367226, 5013, -4534 downstream, in gene, upstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::535, 1_Testes_ARID4B::1::536-9283, 264 upstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::536 -8751 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::537, 1_Testes_ARID4B::1::538474, 4314 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::537, 1_Testes_ARID4B::1::538, 1_Testes_ARID4B::1::53948718, 44878, 110 downstream, in gene, in gene1 27.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::540, 1_Testes_ARID4B::1::541, 1_Testes_ARID4B::1::542-632, 15176, 22712 upstream, downstream, downstream1 34.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::541, 1_Testes_ARID4B::1::542, 1_Testes_ARID4B::1::543, 1_Testes_ARID4B::1::544, 1_Testes_ARID4B::1::545, 1_Testes_ARID4B::1::5467655, 119, -3545, -4505, -5865, -10873in gene, in gene, upstream, upstream, upstream, upstream1 28.667 6 1_Testes_ARID4B::1

1_Testes_ARID4B::1::541, 1_Testes_ARID4B::1::542, 1_Testes_ARID4B::1::543, 1_Testes_ARID4B::1::544, 1_Testes_ARID4B::1::545, 1_Testes_ARID4B::1::546, 1_Testes_ARID4B::1::547-10603, -3067, 597, 1557, 2917, 7925, 12853upstream, upstream, in gene, in gene, in gene, downstream, downstream1 28.000 7 1_Testes_ARID4B::1

1_Testes_ARID4B::1::542, 1_Testes_ARID4B::1::543, 1_Testes_ARID4B::1::544, 1_Testes_ARID4B::1::545, 1_Testes_ARID4B::1::546, 1_Testes_ARID4B::1::547, 1_Testes_ARID4B::1::548-9042, -5378, -4418, -3058, 1950, 6878, 19550upstream, upstream, upstream, upstream, in gene, in gene, downstream1 28.429 7 1_Testes_ARID4B::1

1_Testes_ARID4B::1::548, 1_Testes_ARID4B::1::549-1, 4015 upstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::548, 1_Testes_ARID4B::1::549-5104, -1088 upstream, upstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::549 -7626 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::550 298 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::551 11316 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::551 200 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::551, 1_Testes_ARID4B::1::552-4223, 27633 upstream, downstream 1 44.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::552 -9618 upstream 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::552 193 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::552, 1_Testes_ARID4B::1::553, 1_Testes_ARID4B::1::554, 1_Testes_ARID4B::1::555-9196, 13316, 19887, 21460upstream, in gene, downstream, downstream1 29.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::553, 1_Testes_ARID4B::1::554, 1_Testes_ARID4B::1::555, 1_Testes_ARID4B::1::5565412, -1159, -2732, -9724downstream, upstream, upstream, upstream1 21.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::553, 1_Testes_ARID4B::1::554, 1_Testes_ARID4B::1::555, 1_Testes_ARID4B::1::55614337, 7766, 6193, -799downstream, in gene, in gene, upstream1 21.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::554, 1_Testes_ARID4B::1::555, 1_Testes_ARID4B::1::556, 1_Testes_ARID4B::1::557-8438, -6865, 127, 11663upstream, upstream, in gene, downstream1 21.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::556, 1_Testes_ARID4B::1::557, 1_Testes_ARID4B::1::55818174, 6638, -530 downstream, in gene, upstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::558 -7483 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::559, 1_Testes_ARID4B::1::560, 1_Testes_ARID4B::1::5616200, 643, -301 in gene, in gene, upstream 1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::560, 1_Testes_ARID4B::1::56112471, 11527 downstream, downstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::562 213 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::563 -7953 upstream 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::563, 1_Testes_ARID4B::1::56414483, 168 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::564, 1_Testes_ARID4B::1::565, 1_Testes_ARID4B::1::56615904, 384, -9264 downstream, in gene, upstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::565, 1_Testes_ARID4B::1::566, 1_Testes_ARID4B::1::56713429, 3781, 357 downstream, in gene, in gene1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::568, 1_Testes_ARID4B::1::569160, 3872 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::568, 1_Testes_ARID4B::1::569158, 3870 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::570 15548 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::570 18743 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::571 227 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::572, 1_Testes_ARID4B::1::573218, 36714 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::573, 1_Testes_ARID4B::1::5746706, -8638 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::573, 1_Testes_ARID4B::1::574-6815, 8529 upstream, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::574 2016 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::574 6234 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::575 9312 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::575 7171 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::575 8071 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::576 -183 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::576 117 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::577 18072 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::577 3081 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::577 20357 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::578, 1_Testes_ARID4B::1::579, 1_Testes_ARID4B::1::580-1355, 341, 1845 upstream, in gene, in gene 1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::581 -3272 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::581 22970 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::582 -7304 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::582, 1_Testes_ARID4B::1::583229, 23397 in gene, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::583, 1_Testes_ARID4B::1::584, 1_Testes_ARID4B::1::585, 1_Testes_ARID4B::1::586-6927, 113, 1873, 8017 upstream, in gene, in gene, in gene1 23.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::586 23432 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::587 15849 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::587 9473 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::587 -2211 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::587 9557 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::588 -1853 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::588, 1_Testes_ARID4B::1::589148, 29641 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::589, 1_Testes_ARID4B::1::5901510, 11366 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::589, 1_Testes_ARID4B::1::590-6118, 3738 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::590 10797 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::591 -7303 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::591 190 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::591 8060 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::591 20610 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::592 6100 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::592 -2536 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::592, 1_Testes_ARID4B::1::59336645, 6693 downstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::594 18325 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::595 246 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::596 5912 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::596 -9815 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::597 15140 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::597 -5389 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::598 179 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::599 -8806 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::599 449 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::600 103 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::601 323 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::602 -9860 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::602 59 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::603 -665 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::604 448 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::605 173 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::606 -481 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::606 349 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::607 222 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::608 1106 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::609 201 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::610 305 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::611 245 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::611, 1_Testes_ARID4B::1::61229057, 289 downstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::612, 1_Testes_ARID4B::1::61354356, -10220 downstream, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::613 151 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::614 198224 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::614 260 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::615 73549 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::615 355 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::616 -67 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::616 16 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::617 204 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::618 94 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::619 193 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::620 -361 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::620 65 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::621 107 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::622 382 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::623 308 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::623 -1601 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::624 39 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::625 2205 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::626 -412 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::626, 1_Testes_ARID4B::1::627159, 112239 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::627 309 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::628 439 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::629 -347 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::629 170 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::630, 1_Testes_ARID4B::1::631530, -558 in gene, upstream 1 37.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::632 401 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::633 921 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::633 -1439 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::634 38 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::635 311 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::635 -4535 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::636 233 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::637 631 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::638 -1104 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::639 157 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::639 -807 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::640, 1_Testes_ARID4B::1::641, 1_Testes_ARID4B::1::642-1439, 513, 2785 upstream, in gene, in gene 1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::643 623 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::643 -695 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::644 128 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::645 35 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::646 183 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::647 66 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::648 62 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::649, 1_Testes_ARID4B::1::65024, 33816 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::650 6220 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::650 722 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::651 393 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::652 162 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::652 363 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::653 229 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::654 -185 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::654 130 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::655 -1005 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::655 481 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::656 68 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::656 17726 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::657 274 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::658 323 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::658 -1145 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::659 -377 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::659 404 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::660 326 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::660, 1_Testes_ARID4B::1::66184986, 10 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::662 156 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::663 630 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::664 7 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::665 375 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::666 1 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::666, 1_Testes_ARID4B::1::667-7290, 18342 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::667 108 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::668 983 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::669 770 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::670 286 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::671 282 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::672 236 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::673 159 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::674 270 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::675 204 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::675, 1_Testes_ARID4B::1::67690985, 217 downstream, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::677 123 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::677 -2284 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::678 1012 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::679 293 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::680, 1_Testes_ARID4B::1::681-157, 771 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::682 30043 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::682 62 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::682, 1_Testes_ARID4B::1::68310642, -622 downstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::683 84 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::683 -6230 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::684 -4072 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::684 653 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::684 6005 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::684 -6225 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::685 232 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::686 524 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::686, 1_Testes_ARID4B::1::68714965, -8683 downstream, upstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::687, 1_Testes_ARID4B::1::688726, -5162 in gene, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::687, 1_Testes_ARID4B::1::6886381, 493 downstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::687, 1_Testes_ARID4B::1::688-5921, -33 upstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::687, 1_Testes_ARID4B::1::68822294, 16406 downstream, downstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::689 218 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::690 523 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::690 10716 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::691 11941 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::691 -4436 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::691 7679 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::692, 1_Testes_ARID4B::1::693, 1_Testes_ARID4B::1::694, 1_Testes_ARID4B::1::695518, 19734, 22118, 23542in gene, downstream, downstream, downstream1 26.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::693, 1_Testes_ARID4B::1::694, 1_Testes_ARID4B::1::6953983, 1599, 175 in gene, in gene, in gene 1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::693, 1_Testes_ARID4B::1::694, 1_Testes_ARID4B::1::695, 1_Testes_ARID4B::1::696-4403, -2019, -595, 9997upstream, upstream, upstream, downstream1 28.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::695, 1_Testes_ARID4B::1::696-10537, 55 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::697 3486 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::697 8774 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::698 20401 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::698, 1_Testes_ARID4B::1::699270, 23790 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::699, 1_Testes_ARID4B::1::700154, 24410 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::700, 1_Testes_ARID4B::1::701, 1_Testes_ARID4B::1::70285, 9813, 13973 in gene, downstream, downstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::700, 1_Testes_ARID4B::1::701-1894, 7834 upstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::700, 1_Testes_ARID4B::1::701, 1_Testes_ARID4B::1::702-9391, 337, 4497 upstream, in gene, in gene 1 23.333 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::703 277 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::704 6434 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::704 209 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::705, 1_Testes_ARID4B::1::70656, 30664 in gene, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::706, 1_Testes_ARID4B::1::7071541, -7323 in gene, upstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::706, 1_Testes_ARID4B::1::707-8628, 236 upstream, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::708 -644 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::709 195 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::710 -4008 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::710 185 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::711 14242 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::711 -782 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::711 -524 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::712, 1_Testes_ARID4B::1::7131097, 14441 in gene, downstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::712, 1_Testes_ARID4B::1::7139281, -4063 downstream, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::712, 1_Testes_ARID4B::1::71313508, 164 downstream, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::713 -10453 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::714 66 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::715 1685 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::716 -918 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::716 1365 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::717 131 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::717 43221 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::718 -696 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::718 10 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::719 -123 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::719 62 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::720 31567 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::720 149 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::721 511 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::722, 1_Testes_ARID4B::1::723, 1_Testes_ARID4B::1::7247151, 3855, 495 in gene, in gene, in gene 1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::722, 1_Testes_ARID4B::1::723, 1_Testes_ARID4B::1::72448, 3344, 6704 in gene, downstream, downstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::723, 1_Testes_ARID4B::1::724, 1_Testes_ARID4B::1::72537605, 34245, 453 downstream, downstream, in gene1 25.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::725 -814 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::725 53598 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::726, 1_Testes_ARID4B::1::727-326, -1686 upstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::728 767 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::729 89 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::729, 1_Testes_ARID4B::1::73021161, 393 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::731 307 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::731, 1_Testes_ARID4B::1::732, 1_Testes_ARID4B::1::73354984, 21512, 136 downstream, in gene, in gene1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::733, 1_Testes_ARID4B::1::73490, 26362 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::734 29 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::735 230 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::735 16160 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::736 -6353 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::736 194 in gene 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::737 291 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::738 145 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::738 7253 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::739 467 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::740, 1_Testes_ARID4B::1::741332, 26988 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::741 482 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::742 588 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::743 -7682 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::743 120 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::744 425 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::745 99 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::745 -5549 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::745 12681 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::746 451 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::747, 1_Testes_ARID4B::1::74840183, 439 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::749 129 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::749 37983 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::750 -286 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::750 88896 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::751 11276 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::752 373 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::753 -459 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::753 142 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::754 115 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::755, 1_Testes_ARID4B::1::7564249, 2777 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::755, 1_Testes_ARID4B::1::7565592, 7064 downstream, downstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::757 694 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::758 407 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::759 158 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::760 400 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::761 409 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::762, 1_Testes_ARID4B::1::763123, 88971 in gene, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::764 556 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::765 84 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::766 207 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::767 235 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::768 261 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::769 912 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::770, 1_Testes_ARID4B::1::7719996, -8484 in gene, upstream 1 42.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::770 283 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::771 175 in gene 1 65.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::772 279 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::773 190801 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::773 250 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::774 202 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::775 326 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::776 -6746 upstream 1 15.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::776 3744 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::777, 1_Testes_ARID4B::1::77865, 41905 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::778 896 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::778 -251 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::779 17 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::780 21351 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::780 232 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::780 -142 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::781 126 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::781 -2487 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::782 36637 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::783 52 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::784 481 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::785 525 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::786 -4937 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::786 -199 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::786, 1_Testes_ARID4B::1::787, 1_Testes_ARID4B::1::78817077, 597, -4395 downstream, in gene, upstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::787, 1_Testes_ARID4B::1::788-4809, 183 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::788, 1_Testes_ARID4B::1::78940926, -2 downstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::789 -8984 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::790 244 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::791 -5855 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::791 163 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::792 -248 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::792, 1_Testes_ARID4B::1::79315558, 134 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::794, 1_Testes_ARID4B::1::7953204, 436 downstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::795 310594 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::796 153 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::797 473 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::798 256 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::798, 1_Testes_ARID4B::1::799145817, -7 downstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::800 916947 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::801 2659 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::801, 1_Testes_ARID4B::1::80240893, -611 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::802 406 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::803 -7672 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::803 189 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::804 176 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::805 212 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::806 172 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::807 186 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::808 44069 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::808 188 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::809 407 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::809 10966 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::810 1003 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::811 120 in gene 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::813 88 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::813 -1585 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::813 -2691 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::813 16943 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::814 11654 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::814 15701 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::815 9392 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::815 17681 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::816 164 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::817 374 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::818, 1_Testes_ARID4B::1::81953, 53077 in gene, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::819 481 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::820 -32 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::821 35837 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::821 102 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::822, 1_Testes_ARID4B::1::823-311, 5769 upstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::822, 1_Testes_ARID4B::1::82313447, 7367 downstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::824 368 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::824, 1_Testes_ARID4B::1::82533705, 137 downstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::826 377 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::827 550 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::828 -537 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::828 317 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::829 21259 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::829 865 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::830 163 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::830, 1_Testes_ARID4B::1::83115960, 24 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::831, 1_Testes_ARID4B::1::83215201, 721 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::832 -602 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::833 450 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::833 -7279 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::834 1129 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::835, 1_Testes_ARID4B::1::836306, -3950 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::835, 1_Testes_ARID4B::1::836-4061, 195 upstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::837 328 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::838 357 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::838 -1372 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::839 -309 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::839 6825 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::840 -203 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::841 62 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::842 255 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::843 65 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::844 -362 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::844 267 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::845 -8119 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::845 1603 in gene 1 22.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::845 8783 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::846 -271 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::846 205 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::847 71 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::848 162 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::849 -37 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::849 48026 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::850 173 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::851 535 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::852 -5937 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::852 90 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::853 7036 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::854 191 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::855 191 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::856 -6862 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::856 204 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::857 244 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::857 -265 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::858 -130 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::858 12514 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::859 651 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::860 472 in gene 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::861 203 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::861 -3318 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::862 755 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::862 22515 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::863 14715 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::863 -446 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::863 380 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::864, 1_Testes_ARID4B::1::8656317, -8339 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::864, 1_Testes_ARID4B::1::865, 1_Testes_ARID4B::1::86615056, 400, -10288 downstream, in gene, upstream1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::865, 1_Testes_ARID4B::1::866, 1_Testes_ARID4B::1::867, 1_Testes_ARID4B::1::86810879, 191, -6081, -6689downstream, in gene, upstream, upstream1 29.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::866, 1_Testes_ARID4B::1::867, 1_Testes_ARID4B::1::868-277, 5995, 6603 upstream, downstream, downstream1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::866, 1_Testes_ARID4B::1::867, 1_Testes_ARID4B::1::868-6121, 151, 759 upstream, in gene, in gene 1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::866, 1_Testes_ARID4B::1::867, 1_Testes_ARID4B::1::868, 1_Testes_ARID4B::1::86926027, 19755, 19147, 235downstream, downstream, downstream, in gene1 31.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::870 272 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::870 683 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::871 -319 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::872, 1_Testes_ARID4B::1::873183, -8489 in gene, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::872, 1_Testes_ARID4B::1::873-8489, 183 upstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::874 16810 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::874 -82 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::874 71815 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::875, 1_Testes_ARID4B::1::876, 1_Testes_ARID4B::1::877, 1_Testes_ARID4B::1::878779, 35403, 71723, 104747in gene, in gene, in gene, downstream1 24.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::875 9420 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::878 10844 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::879 -693 upstream 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::879 647 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::880 69213 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::880 869 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::881 246 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::882 53 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::882 -1230 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::882 -1495 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::883 526 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::884 192 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::884 18267 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::885 243 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::886 183 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::887 140 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::887 35355 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::888 8367 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::889 8652 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::889 117 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::889, 1_Testes_ARID4B::1::89010963, -157 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::890 44 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::891 487 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::892 -60 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::893 82 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::894 86 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::895 55 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::896 136 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::897 -236 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::897 -892 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::898 241 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::898 -752 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899 28426 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899 35 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899 -174 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899 -548 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899 -1618 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::899, 1_Testes_ARID4B::1::90045611, -309 downstream, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::900 168 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::901 32541 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::901 174 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::902 1210 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::903 492 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::904 674 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::904 668 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::905 73 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::905 -239 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::906 263 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::907 -338 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::909 981 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::910 13175 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::910 162 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::911 29785 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::911, 1_Testes_ARID4B::1::91253, 14565 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::912 433 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::912 -10601 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::913, 1_Testes_ARID4B::1::914144, 9792 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::913, 1_Testes_ARID4B::1::914-10284, -636 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::915 -73 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::915 2203 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::915 -3721 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::916 1406 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::917 -2783 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::917 2670 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::917, 1_Testes_ARID4B::1::918398, 14734 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::918 223 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::918, 1_Testes_ARID4B::1::91928399, 815 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::920 -4622 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::920 4177 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::920, 1_Testes_ARID4B::1::921-1734, -11910 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::920, 1_Testes_ARID4B::1::92113707, 3531 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::921 138964 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::922 -115 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::922 18972 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::923 648 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::923 12593 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::924 11219 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::924 357 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::924 2191 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925 -9262 upstream 1 54.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925 8861 downstream 1 54.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925 -5842 upstream 1 54.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925, 1_Testes_ARID4B::1::926519, -9609 in gene, upstream 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925, 1_Testes_ARID4B::1::92610180, 52 downstream, in gene 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925, 1_Testes_ARID4B::1::926-10234, -106 upstream, upstream 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925, 1_Testes_ARID4B::1::92613650, 3522 downstream, downstream 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::925, 1_Testes_ARID4B::1::92624194, 14066 downstream, downstream 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::926 14066 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::927 -8321 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::927 -4700 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::927 632 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::928, 1_Testes_ARID4B::1::929, 1_Testes_ARID4B::1::930, 1_Testes_ARID4B::1::931, 1_Testes_ARID4B::1::932321, -4479, -5503, -6687, -8351in gene, upstream, upstream, upstream, upstream1 20.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::928, 1_Testes_ARID4B::1::929, 1_Testes_ARID4B::1::930, 1_Testes_ARID4B::1::931, 1_Testes_ARID4B::1::9326009, 1209, 185, -999, -2663downstream, in gene, in gene, upstream, upstream1 20.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::928, 1_Testes_ARID4B::1::929, 1_Testes_ARID4B::1::930, 1_Testes_ARID4B::1::931, 1_Testes_ARID4B::1::93210008, 5208, 4184, 3000, 1336downstream, downstream, downstream, downstream, in gene1 20.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::928, 1_Testes_ARID4B::1::929, 1_Testes_ARID4B::1::930, 1_Testes_ARID4B::1::931, 1_Testes_ARID4B::1::932-8053, -3253, -2229, -1045, 619upstream, upstream, upstream, upstream, in gene1 20.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::933 -7384 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::933 -3659 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::933 9025 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::934 -3230 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::934 -263 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::934, 1_Testes_ARID4B::1::93514291, -5261 downstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::935 186 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::935, 1_Testes_ARID4B::1::936, 1_Testes_ARID4B::1::937-1078, 12330, 19274 upstream, downstream, downstream1 29.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::936, 1_Testes_ARID4B::1::93716, 6960 in gene, downstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::936, 1_Testes_ARID4B::1::9377750, 806 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::938 -61 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::938, 1_Testes_ARID4B::1::939, 1_Testes_ARID4B::1::940128, 14736, 19600 in gene, downstream, downstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::938, 1_Testes_ARID4B::1::939, 1_Testes_ARID4B::1::940-10074, 4534, 9398 upstream, downstream, downstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::939, 1_Testes_ARID4B::1::940133, 4997 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::939, 1_Testes_ARID4B::1::940-4722, 142 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::940 14639 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::941 5034 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::941 2050 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::941, 1_Testes_ARID4B::1::94210854, -9754 downstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::942 4835 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::942 4510 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::942 -1638 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::942 300 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::942 15789 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::943 -145 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::944 83 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::945 14982 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::945 -5640 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::945 1047 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::945 -5101 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::946 22908 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::946 191 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::947 7726 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::947, 1_Testes_ARID4B::1::948191, -7169 in gene, upstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::947, 1_Testes_ARID4B::1::948-741, 6619 upstream, downstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::947, 1_Testes_ARID4B::1::9487802, 442 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::948 -3005 upstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::948 15208 downstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::949 233 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::949, 1_Testes_ARID4B::1::95012283, -581 downstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::950 188 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::951 33 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::952 101 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::953 213 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::953, 1_Testes_ARID4B::1::954-440, 12760 upstream, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::953, 1_Testes_ARID4B::1::95413266, 66 downstream, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::954, 1_Testes_ARID4B::1::95521472, 192 downstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::955 15023 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::956 -4021 upstream 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::956 -162 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::956 8200 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::956 -7746 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::957 225 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::958 5882 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::958 30 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::958, 1_Testes_ARID4B::1::95948496, 448 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::959 60790 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::960 323 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::961 -641 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::961 254 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::962 175 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::963 20279 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::963, 1_Testes_ARID4B::1::964416, 29024 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::964 165 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::965 47517 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::965 182 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::966 16270 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::966 242 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::966 -283 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::966 22219 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::967, 1_Testes_ARID4B::1::96818891, 29899 in gene, downstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::968 9 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::969 224 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::970, 1_Testes_ARID4B::1::971, 1_Testes_ARID4B::1::9721076, 6820, 12212 in gene, in gene, in gene 1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::972, 1_Testes_ARID4B::1::973, 1_Testes_ARID4B::1::97453944, 360, -1128 downstream, in gene, upstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::973, 1_Testes_ARID4B::1::974-1360, 128 upstream, in gene 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::973, 1_Testes_ARID4B::1::974-8726, -7238 upstream, upstream 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::973, 1_Testes_ARID4B::1::974, 1_Testes_ARID4B::1::97529078, 27590, -410 downstream, downstream, upstream1 34.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::975, 1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::977336, 240880, 247648 in gene, downstream, downstream1 32.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::9773503, -3265 in gene, upstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::977-6636, 132 upstream, downstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::977-6930, -162 upstream, upstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::97712056, 5288 downstream, downstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::976, 1_Testes_ARID4B::1::977, 1_Testes_ARID4B::1::97823731, 16963, -3501 downstream, downstream, upstream1 35.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::978 -9 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::979 -44 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::979 -6 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::980, 1_Testes_ARID4B::1::981397, -6963 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::980, 1_Testes_ARID4B::1::981-7219, 141 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::980, 1_Testes_ARID4B::1::981-9396, -2036 upstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::981 -6399 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::982 23687 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::982 370 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::982, 1_Testes_ARID4B::1::983-3077, 18379 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::983 226 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::984 132 in gene 1 35.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::985 27947 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::985 146 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::986 265 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::987 1049 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::989 198 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::990, 1_Testes_ARID4B::1::991184, 15192 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::990, 1_Testes_ARID4B::1::99115332, 324 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::991 -365 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::991 26451 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::992 549 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::992 -8575 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::993, 1_Testes_ARID4B::1::994, 1_Testes_ARID4B::1::99582431, 6639, -33 in gene, in gene, upstream 1 19.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::997 640 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::998 -72 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::999, 1_Testes_ARID4B::1::1000-297, 245991 upstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1000 -1497 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1000, 1_Testes_ARID4B::1::100127262, -4242 downstream, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1001, 1_Testes_ARID4B::1::1002, 1_Testes_ARID4B::1::1003508, 13319, 19660 in gene, in gene, downstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1002, 1_Testes_ARID4B::1::10036542, 201 downstream, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1002, 1_Testes_ARID4B::1::1003-8386, -2045 upstream, upstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1002, 1_Testes_ARID4B::1::100312467, 6126 downstream, downstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1004 37 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1006 53153 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1006, 1_Testes_ARID4B::1::10071280, 49584 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1007 265 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1007 87 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1007 -5541 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1008 70607 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1008 270 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1008, 1_Testes_ARID4B::1::100911386, -2198 downstream, upstream 1 37.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::101098, 9906 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::10104720, -5088 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::10102482, -7326 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::10102892, -6916 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::10104249, -5559 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1009, 1_Testes_ARID4B::1::1010-9563, 245 upstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1010 -4720 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1011 71 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1011, 1_Testes_ARID4B::1::1012-114, 16430 upstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1012 422 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1013 26953 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1013 4346 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1013, 1_Testes_ARID4B::1::1014122, 15215 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1014 115 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1015 155 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1015 31898 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1016 13296 downstream 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1016 8903 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1016 -248 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1016 120 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1016 23844 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1017 -14 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1018 615 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1019 -500 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1020, 1_Testes_ARID4B::1::102169540, 113044 in gene, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1020 14334 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1021, 1_Testes_ARID4B::1::1022-7713, -353 upstream, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1023, 1_Testes_ARID4B::1::1024219, -8645 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1023, 1_Testes_ARID4B::1::1024-8664, 200 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1025 25312 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1025 129 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1026 176 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1027 -5473 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1027 209 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1028, 1_Testes_ARID4B::1::1029377, 48633 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1029 202 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1029, 1_Testes_ARID4B::1::1030302777, 233 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1031 -494 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1031 401 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1032 16143 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1032 107 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1032, 1_Testes_ARID4B::1::1033-2965, 20491 upstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1034 11053 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1034 9322 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1034 8448 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1034 -3775 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1034 55 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1035 -9365 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1035 123 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1035 -298 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1035, 1_Testes_ARID4B::1::1036, 1_Testes_ARID4B::1::1037, 1_Testes_ARID4B::1::103841858, 818, -270, -9342downstream, in gene, upstream, upstream1 34.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1036, 1_Testes_ARID4B::1::1037, 1_Testes_ARID4B::1::103810365, 9277, 205 downstream, downstream, in gene1 34.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1036, 1_Testes_ARID4B::1::1037, 1_Testes_ARID4B::1::1038, 1_Testes_ARID4B::1::1039-10300, -9212, -140, 36004upstream, upstream, upstream, downstream1 34.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1039 132 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1040 400 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1040 -446 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1041 202 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1042, 1_Testes_ARID4B::1::1043476980, 481604 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1042, 1_Testes_ARID4B::1::1043, 1_Testes_ARID4B::1::1044, 1_Testes_ARID4B::1::10452244, -2380, -5756, -8316in gene, upstream, upstream, upstream1 28.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1042, 1_Testes_ARID4B::1::1043, 1_Testes_ARID4B::1::1044, 1_Testes_ARID4B::1::1045-2471, 2153, 5529, 8089upstream, in gene, in gene, in gene1 28.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1046 137 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1046, 1_Testes_ARID4B::1::104756512, 64 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1047, 1_Testes_ARID4B::1::1048100021, -555 downstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1049 103 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1049 -287 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1050 84 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1051 290 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1052 233 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1052, 1_Testes_ARID4B::1::105322170, -982 downstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1053, 1_Testes_ARID4B::1::1054435, 18099 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1053 -3308 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1054 283 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1055 210 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1056 11018 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1057 -727 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1057 617 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1058 587 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1059 1494 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1059, 1_Testes_ARID4B::1::1060406, 105302 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1060 30 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1061 -325 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1061 -51 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1062 234 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1063 25745 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1063 277 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1064 316 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1064 23 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1065 479 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1066 -196 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1066 120 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1066 49297 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1067 374 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1067, 1_Testes_ARID4B::1::1068-827, 69669 upstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1068 119 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1068 12633 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1069 421 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1070 34 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1071 3755 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1072, 1_Testes_ARID4B::1::1073215, -6505 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1072, 1_Testes_ARID4B::1::1073-6305, 415 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1074 662 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1074 11774 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1075 3382 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1075 24910 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1076 151 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1076 52730 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1077 128 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1078 437 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1079, 1_Testes_ARID4B::1::1080596, 18596 in gene, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1080 -71 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1081 -2329 upstream 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1082 901 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1083, 1_Testes_ARID4B::1::10849458, 258 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1085 -846 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1085 -9986 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1086, 1_Testes_ARID4B::1::1087-212, 6732 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1086, 1_Testes_ARID4B::1::108718188, 11244 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1088 84 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1088 10414 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1089 20 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1090 5151 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1090 410 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1091, 1_Testes_ARID4B::1::109222730, 30202 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1091, 1_Testes_ARID4B::1::1092-5776, 1696 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1093, 1_Testes_ARID4B::1::10946208, 208 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1095 172 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1095 -345 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1096 289 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1096 6301 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1097 520 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1098 8687 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1098 -7696 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1099 -960 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1099, 1_Testes_ARID4B::1::110037220, -12 downstream, upstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1101 288 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1102, 1_Testes_ARID4B::1::1103489, 42169 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1104 1915 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1105 30385 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1105 820 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1106 22284 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1106, 1_Testes_ARID4B::1::1107-256, 13152 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1106, 1_Testes_ARID4B::1::1107, 1_Testes_ARID4B::1::110814801, 1393, -2319 downstream, in gene, upstream1 23.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1107, 1_Testes_ARID4B::1::1108-4330, -618 upstream, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1109 368 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1109 22277 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1110, 1_Testes_ARID4B::1::1111-5138, -6226 upstream, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1110, 1_Testes_ARID4B::1::11111383, 295 in gene, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1110, 1_Testes_ARID4B::1::1111710, -378 downstream, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1112 344 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1113 -2098 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1113 7629 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1114, 1_Testes_ARID4B::1::1115131, -4509 in gene, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1114, 1_Testes_ARID4B::1::1115-4214, 426 upstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1115, 1_Testes_ARID4B::1::111626326, 822 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1117 -240 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1117, 1_Testes_ARID4B::1::111843437, -10227 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1118 215 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1119 1149 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1120 156 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1121 141 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1122 18529 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1122 326 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1123, 1_Testes_ARID4B::1::1124, 1_Testes_ARID4B::1::1125, 1_Testes_ARID4B::1::1126303, 26671, 28879, 33343in gene, downstream, downstream, downstream1 23.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1124, 1_Testes_ARID4B::1::1125, 1_Testes_ARID4B::1::11266698, 4490, 26 in gene, in gene, in gene 1 20.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1127, 1_Testes_ARID4B::1::1128327, 14143 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1127, 1_Testes_ARID4B::1::112813993, 177 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1128 104 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1129, 1_Testes_ARID4B::1::1130, 1_Testes_ARID4B::1::1131, 1_Testes_ARID4B::1::1132, 1_Testes_ARID4B::1::1133, 1_Testes_ARID4B::1::1134, 1_Testes_ARID4B::1::1135176, 14000, 22880, 25984, 31136, 32160, 36117in gene, in gene, in gene, in gene, in gene, in gene, in gene1 22.000 7 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1135 9203 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1136 180 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1137 713 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1137 13763 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1138 515 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1138 -1390 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1138, 1_Testes_ARID4B::1::113926785, 129 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1139 -964 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1140 430 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1140, 1_Testes_ARID4B::1::114155648, 352 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1142 576 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1142 -3363 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1142 31101 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1143, 1_Testes_ARID4B::1::1144-8038, -9809 upstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1143, 1_Testes_ARID4B::1::1144158, -1613 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1143, 1_Testes_ARID4B::1::1144-1541, 230 upstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1143, 1_Testes_ARID4B::1::114425821, 24050 downstream, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1145 -9991 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1145 1225 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1146, 1_Testes_ARID4B::1::114711460, 409 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1148 60916 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1148, 1_Testes_ARID4B::1::1149, 1_Testes_ARID4B::1::1150274, 9858, 12882 in gene, downstream, downstream1 26.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1148, 1_Testes_ARID4B::1::1149, 1_Testes_ARID4B::1::1150-8043, 1541, 4565 upstream, in gene, downstream1 26.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1149, 1_Testes_ARID4B::1::1150, 1_Testes_ARID4B::1::1151-2673, 351, 12991 upstream, in gene, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1149, 1_Testes_ARID4B::1::1150, 1_Testes_ARID4B::1::1151-7338, -4314, 8326 upstream, upstream, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1150, 1_Testes_ARID4B::1::115112459, -181 downstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1151, 1_Testes_ARID4B::1::115224227, 195 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1152 -483 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1153 14548 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1153 870 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1153 5011 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1153 -5685 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1154 114 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1155, 1_Testes_ARID4B::1::115634, 7506 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1155, 1_Testes_ARID4B::1::1156-7375, 97 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1156 -6727 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1157 37 in gene 1 39.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1157 -8775 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1158, 1_Testes_ARID4B::1::1159185, -7751 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1158, 1_Testes_ARID4B::1::11598085, 149 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1158, 1_Testes_ARID4B::1::1159, 1_Testes_ARID4B::1::1160-7837, 99, 17443 upstream, in gene, downstream1 41.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1160 283 in gene 1 65.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1160, 1_Testes_ARID4B::1::1161-5884, 17636 upstream, downstream 1 48.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1161 151 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1161 -2290 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1162 7378 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1162 75 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1163 439 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1163 -2704 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1164, 1_Testes_ARID4B::1::1165168, -4312 in gene, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1164, 1_Testes_ARID4B::1::1165-4611, -131 upstream, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1165 40604 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1166 142 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1167, 1_Testes_ARID4B::1::116811087, 12607 downstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1167, 1_Testes_ARID4B::1::1168581, -939 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1167, 1_Testes_ARID4B::1::1168, 1_Testes_ARID4B::1::1169, 1_Testes_ARID4B::1::1170, 1_Testes_ARID4B::1::1171, 1_Testes_ARID4B::1::117223048, 21528, 8952, 1656, 728, -456downstream, downstream, in gene, in gene, in gene, upstream1 27.333 6 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1173 14405 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1173 -291 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1174 7278 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1174, 1_Testes_ARID4B::1::117510063, 367 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1175 22587 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1176 222 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1177 1681 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1178 -19 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1179, 1_Testes_ARID4B::1::1180641, 13057 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1181 -1 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1181 -268 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1181 -4193 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1181 16224 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1182 196 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1183 283 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1183 11464 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1184 90 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1184, 1_Testes_ARID4B::1::1185, 1_Testes_ARID4B::1::1186-120, 13640, 15400 upstream, downstream, downstream1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1185, 1_Testes_ARID4B::1::1186-997, 763 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1187 -795 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1188 190 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1189 379 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1190 -114 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1190 100 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1191 225 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1192 73 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1193 1172 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1194 -333 upstream 1 35.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1195 34485 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1195 279 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1197, 1_Testes_ARID4B::1::1198441, -839 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1197, 1_Testes_ARID4B::1::1198, 1_Testes_ARID4B::1::1199-538, 742, 111270 upstream, in gene, downstream1 25.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1199 154 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1200 127 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1201 286 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1202 403 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1203 28885 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1203, 1_Testes_ARID4B::1::1204216, 29304 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1204 69 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1205 122 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1206 -625 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1206 66 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1207 16231 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1207 556 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1207 -4256 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1208 130 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1209, 1_Testes_ARID4B::1::1210145, -8863 in gene, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1209, 1_Testes_ARID4B::1::12109102, 94 downstream, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1209, 1_Testes_ARID4B::1::12103367, -5641 downstream, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1209, 1_Testes_ARID4B::1::1210-9860, -852 upstream, upstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1211 235 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1212 293 in gene 1 52.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1213 485 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1214 544 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1214 -9352 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1215 14746 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1215 -504 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1216, 1_Testes_ARID4B::1::1217992, 208 in gene, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1218 496 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1219 227 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1220 1475 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1221 16365 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1221 422 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1221 438 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1222, 1_Testes_ARID4B::1::12231148, 124 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1222, 1_Testes_ARID4B::1::1223-926, 98 upstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1224 125 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1225 27 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1226, 1_Testes_ARID4B::1::1227, 1_Testes_ARID4B::1::1228-866, 670, 2846 upstream, in gene, in gene 1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1227, 1_Testes_ARID4B::1::122816128, 13952 downstream, downstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1229 167 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1230 -569 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1230 308 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1231 135 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1232, 1_Testes_ARID4B::1::1233991, -993 in gene, upstream 1 19.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1234 417 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1234, 1_Testes_ARID4B::1::1235-6508, 35508 upstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1236 404 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1237 62353 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1237 17403 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1238 519 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1239, 1_Testes_ARID4B::1::1240436, 22020 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1240, 1_Testes_ARID4B::1::1241170, 16842 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1241 -689 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1241 482 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1242 13287 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1242, 1_Testes_ARID4B::1::124383, 16035 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1243 102 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1243, 1_Testes_ARID4B::1::124422658, 290 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1244, 1_Testes_ARID4B::1::124522150, 742 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1246, 1_Testes_ARID4B::1::1247140, -8884 in gene, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1246, 1_Testes_ARID4B::1::1247-375, 8649 upstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1246, 1_Testes_ARID4B::1::12479193, 169 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1246, 1_Testes_ARID4B::1::124724519, 15495 downstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1248 37927 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1248, 1_Testes_ARID4B::1::1249, 1_Testes_ARID4B::1::1250, 1_Testes_ARID4B::1::125110232, 488, -1288, -10216in gene, in gene, upstream, upstream1 24.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1249, 1_Testes_ARID4B::1::1250, 1_Testes_ARID4B::1::1251-1635, 141, 9069 upstream, in gene, downstream1 23.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1250, 1_Testes_ARID4B::1::1251, 1_Testes_ARID4B::1::1252-9178, -250, 35478 upstream, upstream, downstream1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1252 353 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1253 30803 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1253 7191 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1254 248 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1254 -6066 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1255, 1_Testes_ARID4B::1::12562395, 219 in gene, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1257 472 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1257, 1_Testes_ARID4B::1::12588212, -6572 downstream, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1258 22738 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1259 43 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1259, 1_Testes_ARID4B::1::126036169, 169 downstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1260 -6891 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1261 591 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1261, 1_Testes_ARID4B::1::126278269, -216 downstream, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1263, 1_Testes_ARID4B::1::1264626, 3442 in gene, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1263, 1_Testes_ARID4B::1::126419627, 16811 downstream, downstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1265 106 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1266 1529 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1266, 1_Testes_ARID4B::1::126748007, 391 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1268 -2933 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1269 489 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1269 -3284 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1270 302 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1270, 1_Testes_ARID4B::1::1271, 1_Testes_ARID4B::1::127215705, 345, -9367 downstream, in gene, upstream1 46.667 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1271, 1_Testes_ARID4B::1::1272-411, 9301 upstream, downstream 1 57.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1271, 1_Testes_ARID4B::1::12729990, 278 downstream, in gene 1 57.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1272 -1199 upstream 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1273 220 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1274 66718 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1275, 1_Testes_ARID4B::1::127679, 1399 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1277 603 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1277 -2217 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1278 12180 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1278 173 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1278 16174 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1279 23361 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1279 43 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1280 12496 downstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1280 278 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1280 1998 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1281 1158 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1282 55 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1283 19 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1284 286 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1284 -9625 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1285, 1_Testes_ARID4B::1::1286395, 16158 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1286, 1_Testes_ARID4B::1::12871726, -6191 in gene, upstream 1 17.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1290 5133 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1291, 1_Testes_ARID4B::1::129217699, 83 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1292 -156 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1293 -149 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1294 40573 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1294 150 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1294, 1_Testes_ARID4B::1::1295-197, 34491 upstream, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1295 -424 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1295, 1_Testes_ARID4B::1::1296-3052, 98271 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1296 24 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1297 316 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1297 -1126 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1298 -19 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1299 -18 upstream 1 59.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1300, 1_Testes_ARID4B::1::1301332, 66252 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1301 37801 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1301 5518 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1301 -5423 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1302, 1_Testes_ARID4B::1::1303, 1_Testes_ARID4B::1::1304641, 2721, 4353 in gene, downstream, downstream1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1302, 1_Testes_ARID4B::1::1303, 1_Testes_ARID4B::1::13043872, 1792, 160 downstream, in gene, in gene1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1305, 1_Testes_ARID4B::1::1306, 1_Testes_ARID4B::1::1307, 1_Testes_ARID4B::1::1308-1811, 1933, 3789, 21613upstream, in gene, in gene, in gene1 28.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1305, 1_Testes_ARID4B::1::1306, 1_Testes_ARID4B::1::13074982, 1238, -618 downstream, downstream, upstream1 31.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1309, 1_Testes_ARID4B::1::1310196, -924 in gene, upstream 1 40.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1309, 1_Testes_ARID4B::1::1310-390, 730 upstream, in gene 1 40.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1311, 1_Testes_ARID4B::1::1312226, 16818 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1311, 1_Testes_ARID4B::1::131216986, 394 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1312, 1_Testes_ARID4B::1::131359348, 420 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1313 -5351 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1313, 1_Testes_ARID4B::1::131416203, -4661 downstream, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1314 -81 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1314 15 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1314 9456 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1314, 1_Testes_ARID4B::1::1315, 1_Testes_ARID4B::1::1316, 1_Testes_ARID4B::1::1317, 1_Testes_ARID4B::1::1318-9491, 11517, 16109, 17090, 24349upstream, in gene, in gene, downstream, downstream1 26.000 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1315, 1_Testes_ARID4B::1::1316, 1_Testes_ARID4B::1::1317, 1_Testes_ARID4B::1::1318-5517, -925, 56, 7315 upstream, upstream, in gene, downstream1 25.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1315, 1_Testes_ARID4B::1::1316, 1_Testes_ARID4B::1::1317, 1_Testes_ARID4B::1::13189601, 5009, 4028, -3231downstream, downstream, downstream, upstream1 25.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1316, 1_Testes_ARID4B::1::1317, 1_Testes_ARID4B::1::1318-8093, -7112, 147 upstream, upstream, in gene1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1319 18617 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1319 383 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1319 1788 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1320, 1_Testes_ARID4B::1::1321, 1_Testes_ARID4B::1::1322168, -8152, -8632 in gene, upstream, upstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1320, 1_Testes_ARID4B::1::1321, 1_Testes_ARID4B::1::13228852, 532, 52 downstream, in gene, in gene1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1323, 1_Testes_ARID4B::1::1324909, -243 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1323, 1_Testes_ARID4B::1::1324-965, 187 upstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1324 -9869 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1325 -6718 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1325, 1_Testes_ARID4B::1::1326, 1_Testes_ARID4B::1::1327, 1_Testes_ARID4B::1::1328394, -4534, -7766, -8662in gene, upstream, upstream, upstream1 27.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1325, 1_Testes_ARID4B::1::1326, 1_Testes_ARID4B::1::1327, 1_Testes_ARID4B::1::13288939, 4011, 779, -117 downstream, in gene, in gene, upstream1 27.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1326, 1_Testes_ARID4B::1::1327, 1_Testes_ARID4B::1::132814134, 10902, 10006 downstream, downstream, downstream1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1329, 1_Testes_ARID4B::1::1330147, 40355 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1330, 1_Testes_ARID4B::1::1331439, -7897 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1330, 1_Testes_ARID4B::1::1331-625, 7711 upstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1330, 1_Testes_ARID4B::1::1331-8140, 196 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1331 5617 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1331 10357 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1332, 1_Testes_ARID4B::1::1333236, -556 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1332, 1_Testes_ARID4B::1::1333, 1_Testes_ARID4B::1::1334-304, 488, 11792 upstream, in gene, downstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1332, 1_Testes_ARID4B::1::1333, 1_Testes_ARID4B::1::133412427, 11635, 331 downstream, downstream, in gene1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1334, 1_Testes_ARID4B::1::133528483, 515 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1335 108840 downstream 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1336 1020 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1337 165 in gene 1 93.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1338 -95 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1339 136 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1339 79 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1340 143 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1340 33947 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1341 17111 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1341 115 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1342 421 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1343 241 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1344 -645 upstream 1 37.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1344 535 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1345, 1_Testes_ARID4B::1::1346-183, 281 upstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1347 1148 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1348 -53 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1349, 1_Testes_ARID4B::1::1350670, 158 in gene, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1351 187 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1351 -1895 upstream 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1352, 1_Testes_ARID4B::1::1353192, -9904 in gene, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1352, 1_Testes_ARID4B::1::1353-10025, 71 upstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1354 610 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1355 282 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1356 1532 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1357 901 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1358 -8871 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1358 5014 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1359 21005 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1359 196 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1360 -421 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1360 322 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1361 113 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1362, 1_Testes_ARID4B::1::1363, 1_Testes_ARID4B::1::13644364, 1836, 284 in gene, in gene, in gene 1 29.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1365 86 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1366 1105 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1367 226 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1368, 1_Testes_ARID4B::1::1369374, -10298 in gene, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1368, 1_Testes_ARID4B::1::1369-10453, 219 upstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1370 -450 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1371 125 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1372 439 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1373 226 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1375 30215 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1375 120 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1375 57079 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1376 133 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1377 98 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1378 12 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1379 408 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1380 353 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1381 1102 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1382 241 in gene 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1383 46 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1384 108 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1385 530 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1386 269 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1387 817 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1388 1175 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1388, 1_Testes_ARID4B::1::1389111919, 351 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

Page 358 of 1163



1_Testes_ARID4B::1::1390, 1_Testes_ARID4B::1::1391315, 795 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1392 -627 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1392 471 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1393 136 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1394, 1_Testes_ARID4B::1::1395313, 772 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1396 491 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1396 -7421 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1397 141 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1398 169 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1398 -468 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1399 -1166 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1399 145 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1400 -1362 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1401 323 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1402 -514 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1402 251 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1403 94 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1404 307 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1405 583 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1406 522 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1406 426 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1407, 1_Testes_ARID4B::1::1408448, -320 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1407, 1_Testes_ARID4B::1::1408903, 1671 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1409 217 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1411 201 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1412 142 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1413, 1_Testes_ARID4B::1::14141184, 576 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1415 247 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1416 247 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1417 1499 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1417, 1_Testes_ARID4B::1::1418220751, 479 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1419 -4020 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1419 3468 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1420 1332 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1421 1033 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1422 148 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1422 135 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1423 257 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1423 -1633 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1424 -5675 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1424 217 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1425 1214 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1426 539 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1427, 1_Testes_ARID4B::1::142850, 37538 in gene, downstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1428, 1_Testes_ARID4B::1::142966, -1806 in gene, upstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1428, 1_Testes_ARID4B::1::1429-1734, 138 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1430 68 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1431 -9758 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1431 9649 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1431, 1_Testes_ARID4B::1::1432130, 15570 in gene, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1432 -317 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1432, 1_Testes_ARID4B::1::1433226, 13250 in gene, downstream 1 47.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1432, 1_Testes_ARID4B::1::143314045, 1021 downstream, in gene 1 47.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1433 197 in gene 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1433 30782 downstream 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1434 237 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1435 375 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1436 170 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1437 180 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1437, 1_Testes_ARID4B::1::143899004, 380 downstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1438 43402 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1439 555 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1439 -497 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1440 170 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1441 213 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1442 291 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1442 -449 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1443 1150 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1444 38 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1445 -369 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1445 225 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1446 291 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1446 -464 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1447 324 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1447 11452 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1448 154 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1449 175 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1449, 1_Testes_ARID4B::1::1450, 1_Testes_ARID4B::1::145114497, 321, -863 downstream, in gene, upstream1 32.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1450, 1_Testes_ARID4B::1::1451-847, 337 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1452, 1_Testes_ARID4B::1::1453-347, 549 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1454 -105 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1454 -32 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1455 347 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1455 -2435 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1456 335 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1457 229 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1457 -2459 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1458 15700 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1458 174 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1459 392 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1460 209 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1461 146 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1462 -1000 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1462 294 in gene 1 31.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1463 -1266 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1463 1072 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1464 -164 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1464 -184 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1465 371 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1466 168 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1467 904 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1468 -383 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1469 514 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1470 -67 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1471, 1_Testes_ARID4B::1::1472341, 60373 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1472 134 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1473 -86 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1473 19275 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1474, 1_Testes_ARID4B::1::1475, 1_Testes_ARID4B::1::14762837, 1189, -2699 in gene, in gene, upstream 1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1474, 1_Testes_ARID4B::1::1475, 1_Testes_ARID4B::1::147622668, 21020, 17132 downstream, downstream, downstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1477 691 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1478 1113 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1479 281 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1480, 1_Testes_ARID4B::1::148111482, 12042 downstream, downstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1480, 1_Testes_ARID4B::1::1481-302, 258 upstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1482 117 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1482, 1_Testes_ARID4B::1::1483-471, 48553 upstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1483 1184 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1483 167 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1484, 1_Testes_ARID4B::1::14853115, 2187 in gene, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1486 124 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1487 -649 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1487 544 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1487 22031 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1488 264 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1489 482 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1490 192 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1491 440 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1492 91 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1493 55926 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1493 -403 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1495, 1_Testes_ARID4B::1::149633460, -3212 in gene, upstream 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1495 -37 upstream 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1495 784 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1496 203 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1497 466 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1498, 1_Testes_ARID4B::1::149925665, 385 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1498 -5410 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1500 -387 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1500 240 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1501, 1_Testes_ARID4B::1::1502405, -8299 in gene, upstream 1 20.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1501, 1_Testes_ARID4B::1::1502-444, 8260 upstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1501, 1_Testes_ARID4B::1::1502-8576, 128 upstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1503 87 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1504 623 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1504 70 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1505 303 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1506 -4577 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1506 175 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1507 258 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1507 35613 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1508 168 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1509 -343 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1509 575 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1510 325 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1511 276 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1512 158 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1513 702 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1513 35 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1514 261 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1514 -372 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1515 -5088 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1515, 1_Testes_ARID4B::1::151688070, 486 downstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1517 255 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1517 -5827 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1517 433 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1517 -312 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1517 28715 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1518 57 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1519 119 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1520 7332 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1521 3486 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1522 121 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1522 -9441 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1523 3060 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1524 157 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1524 -9720 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1525 204 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1526 57754 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1527 102 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1528 -1262 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1528, 1_Testes_ARID4B::1::1529189, 81373 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1529 1389 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1530 166 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1531, 1_Testes_ARID4B::1::1532-192, 11600 upstream, downstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1532 27 in gene 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1533 100 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1534 -361 upstream 1 33.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1534 -7551 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1534, 1_Testes_ARID4B::1::153554358, 534 downstream, in gene 1 37.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1535 717 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1536 -109 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1536 613 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1536, 1_Testes_ARID4B::1::153744963, 259 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1538 222 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1539 293 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1540 -366 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1540 -366 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1540 201 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1541 870 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1542 37 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1543 395 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1543 -8717 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1544 676 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1544 -1928 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1545 432 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1546 96 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1547 153 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1547 -264 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1548 78370 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1548 -350 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1549 22774 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1549 8376 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1550 580 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1550 -1034 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1551 569 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1552 12641 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1553 290 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1553 608 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1554, 1_Testes_ARID4B::1::1555-735, 241 upstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1556 164 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1556 -1261 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1557 139760 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1557 34185 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1558 857 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1559 -331 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1560 -8308 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1560 10226 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1560 205 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1561 267 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1562 -9397 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1562 57 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1562 8618 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1563 89584 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1563 173 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1564, 1_Testes_ARID4B::1::1565-1222, 138 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1566, 1_Testes_ARID4B::1::1567484, 108124 in gene, downstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1567 3561 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1567 -10087 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1568 550 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1569 191 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1570 875 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1570 -1970 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1571 -734 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1571 626 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1572, 1_Testes_ARID4B::1::1573210, -5838 in gene, upstream 1 48.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1572, 1_Testes_ARID4B::1::1573-5977, 71 upstream, in gene 1 48.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1574 45771 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1574, 1_Testes_ARID4B::1::1575191, 55551 in gene, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1575 -559 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1575 230 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1576 -361 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1577 128 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1579 560 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1580 24881 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1580, 1_Testes_ARID4B::1::1581100, 11956 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1580, 1_Testes_ARID4B::1::1581, 1_Testes_ARID4B::1::1582, 1_Testes_ARID4B::1::158329348, 17492, 612, -5052downstream, in gene, in gene, upstream1 26.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1582, 1_Testes_ARID4B::1::1583-5176, 488 upstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1584, 1_Testes_ARID4B::1::1585386, 23442 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1586 -6610 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1586 161 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1587 301 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1588 439 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1588, 1_Testes_ARID4B::1::158913062, -8202 downstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1589, 1_Testes_ARID4B::1::1590, 1_Testes_ARID4B::1::159150301, 23853, 397 downstream, in gene, in gene1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1590 286 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1592, 1_Testes_ARID4B::1::1593-364, 404 upstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1594 42362 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1594 404 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1595 2001 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1596 116 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1597 75 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1598 -544 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1599 3239 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1600 197 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1601 372 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1602 76 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1603 495 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1604, 1_Testes_ARID4B::1::16051442, 130 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1606 1 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1606 2727 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1607 375 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1608 730 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1609 -323 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1609 118 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1610 357 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1611, 1_Testes_ARID4B::1::1612-2507, 3029 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1613 1289 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1614 88 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1615 -3658 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1615 313 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1616 117 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1617 613 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1618 266 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1618 7179 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1619 218 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1619 3061 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1619 6882 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1619 -7152 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1620 -170 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1621 -281 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1622 -383 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1622 213 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1623, 1_Testes_ARID4B::1::16241618, -5918 in gene, upstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1625 831 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1626 150 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1627 228 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1628, 1_Testes_ARID4B::1::162981, 1542 in gene, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1628, 1_Testes_ARID4B::1::162924262, 22801 downstream, downstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1630 520 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1631 1722 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1631 -2794 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1632 67146 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1632 -384 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1633 40343 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1633 24 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1633 35288 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1634 377 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1634 -619 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1635 298 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1636, 1_Testes_ARID4B::1::163781130, 82282 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1638 -339 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1638 285 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1641, 1_Testes_ARID4B::1::16421210, 105690 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1643 142 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1644 -247 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1644 195 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1645 98 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1646, 1_Testes_ARID4B::1::1647-468, 492 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1648 236 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1649 276 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1650 512 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1651 2383 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1652 15470 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1652 230 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1652 63226 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1653 403 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1654, 1_Testes_ARID4B::1::1655-2357, 395 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1656 588 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1657 32929 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1657 88 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1657, 1_Testes_ARID4B::1::165882509, 589 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1659 272 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1660 210 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1661 735 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1661 -1003 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1662 334 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1662, 1_Testes_ARID4B::1::166357993, 265 downstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1664 -394 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1665 -463 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1665 181 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1666, 1_Testes_ARID4B::1::166735107, 1139 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1667 397 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1667 12060 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1668, 1_Testes_ARID4B::1::1669244, -652 in gene, upstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1668, 1_Testes_ARID4B::1::1669-528, 368 upstream, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1670 26 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1671 41651 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1672 289 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1673 91 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1673 -710 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1674 139 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1675 -249 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1675 78 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1676, 1_Testes_ARID4B::1::1677240, 6672 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1676, 1_Testes_ARID4B::1::1677-6242, 190 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1678 1549 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1679 237 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1680, 1_Testes_ARID4B::1::1681484, -337 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1682 317 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1683 236 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1685 232 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1686 -4007 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1686 291 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1687 -9642 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1687 11 in gene 1 36.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1687 15050 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1688 104 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1689, 1_Testes_ARID4B::1::16906504, 232 in gene, in gene 1 37.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1690 -7735 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1691 -600 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1692 30 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1693, 1_Testes_ARID4B::1::1694, 1_Testes_ARID4B::1::1695970, 2698, 112362 in gene, in gene, downstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1695, 1_Testes_ARID4B::1::1696, 1_Testes_ARID4B::1::1697-164, -7524, -8004 upstream, upstream, upstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1695, 1_Testes_ARID4B::1::1696, 1_Testes_ARID4B::1::169789, 7449, 7929 in gene, downstream, downstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1695, 1_Testes_ARID4B::1::1696, 1_Testes_ARID4B::1::16977586, 226, -254 downstream, in gene, upstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1698 19338 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1698, 1_Testes_ARID4B::1::1699405, 8181 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1698, 1_Testes_ARID4B::1::1699, 1_Testes_ARID4B::1::170023404, 15628, 556 downstream, downstream, in gene1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1700, 1_Testes_ARID4B::1::170125919, 95 downstream, in gene 1 44.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1701 15194 downstream 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1702 3825 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1702 -3151 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1703 12227 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1703 205 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1704 508 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1705, 1_Testes_ARID4B::1::170670, 12582 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1706 -136 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1707, 1_Testes_ARID4B::1::17085889, 5281 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1709, 1_Testes_ARID4B::1::1710574, -2 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1712 428 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1713 69 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1714 -356 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1715 169 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1715, 1_Testes_ARID4B::1::171617460, 393 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1715, 1_Testes_ARID4B::1::17167830, -9237 downstream, upstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1716 -125 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1717 -537 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1717 427 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1718 56 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1719 107 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1720 1343 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1721, 1_Testes_ARID4B::1::17221136, -7120 in gene, upstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1723, 1_Testes_ARID4B::1::1724191, -9073 in gene, upstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1723, 1_Testes_ARID4B::1::1724-8858, 406 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1725 28 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1725 26260 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1726 374 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1727 370 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1728 262 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1729 -112 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1729 354 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1730 554 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1731 136 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1731 10289 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1732 409 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1733 134 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1734 -73 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1735 10556 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1735 98 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1735 -2625 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1736 -87 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1737 -50 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1738 191 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1739 103 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1739 -174 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1740 149 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1741 64 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1741 -141 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1741 13824 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1742 48 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1743 244 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1744 336 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1745 140 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1745 -208 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1746 454830 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1747 2338 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1748 -219 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1748 -185 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1749 107 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1750 409 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1751 -152 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1751 93 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1752, 1_Testes_ARID4B::1::175355, 967 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1754 192 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1755 54 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1756 895 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1757 138 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1758 110 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1759 205 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1760 -703 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1761 1088 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1762 353 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1763 65 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1764 -117 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1764 80 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1766 81 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1767 24 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1768, 1_Testes_ARID4B::1::176911, 11275 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1768, 1_Testes_ARID4B::1::1769-5332, 5932 upstream, downstream 1 19.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1768, 1_Testes_ARID4B::1::1769-5363, 5901 upstream, downstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1770 230 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1771 193 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1771, 1_Testes_ARID4B::1::1772273682, 306 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1773 360 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1774 -145 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1775 271 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1776 16 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1776 -266 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1777 366 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1777 214 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1779 144 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1780 150 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1780 -258 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1781, 1_Testes_ARID4B::1::17821386, 218 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1783 155 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1783 -4104 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1784 1723 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1785 274 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1786 275 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1787, 1_Testes_ARID4B::1::1788251, -10437 in gene, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1787, 1_Testes_ARID4B::1::178810838, 150 downstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1789 115 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1790 377 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1791 204 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1792 -274 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1792 98 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1793 115 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1793 -10329 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1794, 1_Testes_ARID4B::1::1795386, -766 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1794, 1_Testes_ARID4B::1::1795-842, 310 upstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1796, 1_Testes_ARID4B::1::1797752, -1168 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1798 172 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1798 -234 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1798, 1_Testes_ARID4B::1::1799114385, 129 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1799 -242 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1800 175 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1801 1249247 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1801 -385 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1802 -4 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1803 889 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1804, 1_Testes_ARID4B::1::1805670, 1278 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1806, 1_Testes_ARID4B::1::1807695, -297 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1806, 1_Testes_ARID4B::1::1807-848, 144 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1808 138 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1809 136 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1810 -492 upstream 1 22.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1810 79 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1811 820 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1812 1434 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1813 12268 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1813 462 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1813 195 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1814 764 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1815 276 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1816 8 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1817 -5178 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1818 10550 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1818 130 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1819 -203 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1820 367 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1821 5 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1822 104 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1823 559 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1824 400 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1824 94 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1825 170 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1826 -480 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1827 194 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1828 175 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1829 -247 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1829, 1_Testes_ARID4B::1::1830, 1_Testes_ARID4B::1::1831206, 40574, 45294 in gene, downstream, downstream1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1830, 1_Testes_ARID4B::1::1831174, -4546 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1830, 1_Testes_ARID4B::1::18314819, 99 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1830, 1_Testes_ARID4B::1::183163489, 58769 downstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1832 429 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1832 -149 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1832 72210 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1833 111 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1833, 1_Testes_ARID4B::1::183415420, -4900 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1834, 1_Testes_ARID4B::1::18356866, -6302 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1835, 1_Testes_ARID4B::1::1836, 1_Testes_ARID4B::1::1837287, 21199, 28527 in gene, downstream, downstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1836, 1_Testes_ARID4B::1::1837, 1_Testes_ARID4B::1::1838552, 7880, 12616 in gene, downstream, downstream1 35.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1836, 1_Testes_ARID4B::1::1837, 1_Testes_ARID4B::1::18387579, 251, -4485 downstream, in gene, upstream1 35.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1836, 1_Testes_ARID4B::1::1837, 1_Testes_ARID4B::1::1838-7507, -179, 4557 upstream, upstream, downstream1 35.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1837, 1_Testes_ARID4B::1::1838, 1_Testes_ARID4B::1::1839-4704, 32, 26944 upstream, in gene, downstream1 39.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1839 66 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1839, 1_Testes_ARID4B::1::184059592, 136 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1841 71 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1842 23650 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1843 182 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1844 -2322 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1844 413 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1845 16439 downstream 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1845 910 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1845 422 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1846, 1_Testes_ARID4B::1::18474097, 1873 in gene, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1848 -467 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1849 704 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1850 18871 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1850, 1_Testes_ARID4B::1::18511327, 147599 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1851 3237 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1852 38 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1852 7074 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1853 328 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1854 85 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1855 -692 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1856 194 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1857 694 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1858, 1_Testes_ARID4B::1::1859135, 75975 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1860 145 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1861, 1_Testes_ARID4B::1::1862447, 4735 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1863 10137 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1863 180 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1864 896 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1865 41 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1866, 1_Testes_ARID4B::1::1867, 1_Testes_ARID4B::1::1868383, 1679, 110943 in gene, in gene, downstream1 23.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1868 198 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1869 130 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1869, 1_Testes_ARID4B::1::1870143, 17583 in gene, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1870 113 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1870 -4625 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1870 -2704 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1870, 1_Testes_ARID4B::1::1871-162, 112222 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1871 -2430 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1871 -3493 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1871 37281 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1872 34 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1872 -305 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1872 72712 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1873 188 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1874 689 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1875 353 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1875 -455 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1876 207 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1877 18105 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1877 236 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1878 -189 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1878 109 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1879 332 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1880 102985 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1881 246 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1882 103 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1882 -327 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1883 -8383 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1883 10893 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1884 450 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1884 20705 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1885 39689 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1886 -376 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1887 -160 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1888 -782 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1888 459 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1889 236 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1890 208 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1891 735 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1891 645 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1891 11090 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1892 101 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1893, 1_Testes_ARID4B::1::189498, -10206 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1893, 1_Testes_ARID4B::1::18949883, -421 downstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1893, 1_Testes_ARID4B::1::1894-10100, 204 upstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1895, 1_Testes_ARID4B::1::1896139, 1851 in gene, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1897 218 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1898 242 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1898 -1217 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1900 379 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1901 -96 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1902 363 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1902 -191 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1903 509 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1904 -83 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1904 27 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1904 5873 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1905, 1_Testes_ARID4B::1::190695, 991 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1905, 1_Testes_ARID4B::1::19063901, 3005 downstream, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1907 87 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1907 40420 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1908 25814 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1908 164 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1908 23710 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1909 5411 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1909 716 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1910 141 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1911 217 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1912, 1_Testes_ARID4B::1::19133245, 893 in gene, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1912, 1_Testes_ARID4B::1::191331492, 29140 downstream, downstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1914 563 in gene 1 35.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1914 197 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1914 12459 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1915 642 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1915, 1_Testes_ARID4B::1::1916-6529, 11487 upstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1916 769 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1917 780 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1917, 1_Testes_ARID4B::1::191814436, 740 downstream, in gene 1 37.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1918 -6647 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1918 -10422 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1919 18192 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1919 765 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1920 9936 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1920, 1_Testes_ARID4B::1::19211873, -8383 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1920, 1_Testes_ARID4B::1::192112215, 1959 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1922 12538 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1922 203 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1923 13378 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1923 -6618 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1923 -771 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1923 82 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1924 17514 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1924, 1_Testes_ARID4B::1::1925-2, -7618 upstream, upstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1924, 1_Testes_ARID4B::1::19258126, 510 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1925 -6888 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1926 -9502 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1926 9173 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1926 409 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1927 -8636 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1927 48 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1928 -172 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1928 163 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1928 12568 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1929 13 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1930 102 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1930 -3875 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1931 444 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1932, 1_Testes_ARID4B::1::1933-1731, -595 upstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1934 190 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1935 217 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1936 -229 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1937 19 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1937 -95 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1937, 1_Testes_ARID4B::1::193864118, 182 downstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1939 244 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1940 199 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1941 863 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1943 306 in gene 1 34.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1944 151 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1945 34791 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1946 219 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1947 1326 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1947, 1_Testes_ARID4B::1::1948, 1_Testes_ARID4B::1::1949, 1_Testes_ARID4B::1::195082821, 33829, 677, -587downstream, in gene, in gene, upstream1 25.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1947 -7905 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1951 179 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1952 23 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1953 135 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1954 440 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1954, 1_Testes_ARID4B::1::1955171, 77419 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1955 230 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1956, 1_Testes_ARID4B::1::19574284, -180 in gene, upstream 1 40.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1958 177 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1959, 1_Testes_ARID4B::1::1960-290, 478 upstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1961 56 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1962 138 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1963 268 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1964, 1_Testes_ARID4B::1::1965113, -3519 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1964, 1_Testes_ARID4B::1::1965-3446, 186 upstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1966 -279 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1966 383 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1967 536 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1967, 1_Testes_ARID4B::1::196864130, 151 downstream, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1969 -2796 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1970 260 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1971 -2813 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1971 2854 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1972 172 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1972, 1_Testes_ARID4B::1::197325162, 282 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1974 1243 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1975, 1_Testes_ARID4B::1::1976319, -5441 in gene, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1975, 1_Testes_ARID4B::1::19766030, 270 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1976 18440 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1977 393 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1978 239 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1978 -278 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1979 14651 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1979 221 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1979 -8584 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1980 539 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1980 36752 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1981 564 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1981 -8317 upstream 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1982 627 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1983 562 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1984 447 in gene 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::1985 151 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1985 -9340 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1986 167 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1987 453 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1988 42097 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1988 11 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1989 157 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1989 32701 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1990 -572 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1990 280 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1990 -2387 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1991 65 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1992 191 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1992 -267 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1993, 1_Testes_ARID4B::1::1994, 1_Testes_ARID4B::1::1995, 1_Testes_ARID4B::1::1996-749, 88723, 89843, 90803upstream, in gene, in gene, in gene1 22.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1994, 1_Testes_ARID4B::1::1995, 1_Testes_ARID4B::1::199616311, 15191, 14231 downstream, downstream, downstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1997 185 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1998 153 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1998 -308 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::1999 453 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2000, 1_Testes_ARID4B::1::2001-6815, -7967 upstream, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2002 787 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2003 172 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2003 -7276 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2004 37 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2004, 1_Testes_ARID4B::1::200529396, -12 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2005 86 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2006 864 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2007 -359 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2008 248 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2008 -489 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2009 218 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2009 119 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2010 301 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2012 727 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2013 177 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2014 461 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2014 456 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2014 51627 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2015 248 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2015 29045 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2016 80 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2017 47 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2018 1459 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2019 362 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2020 701 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2020 -8868 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2022 -4531 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2022 169 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2023 171 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2024 180 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2025 106 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2026 -281 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2027 483 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2028, 1_Testes_ARID4B::1::2029-182, 490 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2030, 1_Testes_ARID4B::1::2031659, -514 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2032 450 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2033 -226 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2033 118 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2034 -9318 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2034 223 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2034 -408 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2035 573 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2036 248 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2037 1735 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2038 341 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2038, 1_Testes_ARID4B::1::203916520, 168 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2039 -455 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2040 -8267 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2040 187 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2040 -1621 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2041 155 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2042 96 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2043 -275 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2044, 1_Testes_ARID4B::1::2045479, -401 in gene, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2046 -317 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2046 198 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2047 487 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2047 -692 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2048 35279 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2048 1968 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2049 458 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2049 -1303 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2050 231 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2051 325 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2052 296 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2053 295 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2054 116 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2054 -544 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2055, 1_Testes_ARID4B::1::2056426, 158986 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2057 274 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2058, 1_Testes_ARID4B::1::2059352087, 428 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2060 1016 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2061 591 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2062 541 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2063 300 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2063 -612 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2064 -506 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2064 -3236 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2064 355 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2065 75 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2066 193 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2067, 1_Testes_ARID4B::1::2068167, 136727 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2068 -132 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2068 -9904 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2069 -146 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2069 81 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2070 194 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2070 3439 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2071 155 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2072 361 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2073, 1_Testes_ARID4B::1::2074, 1_Testes_ARID4B::1::2075-2336, 16, 4288 upstream, in gene, in gene 1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2075, 1_Testes_ARID4B::1::207628135, 1863 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2077, 1_Testes_ARID4B::1::20786, 566534 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2078 166 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2079 31158 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2080 571 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2081 -563 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2082 10456 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2083 524 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2084 453 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2086 226 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2087 48 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2088 220 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2088 -378 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2089, 1_Testes_ARID4B::1::2090-62, 562 upstream, in gene 1 16.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2091 -307 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2092 382 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2093 341798 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2094 83 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2094 113 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2095 7 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2096 528 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2097 391 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2098 206 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2098, 1_Testes_ARID4B::1::209923310, 958 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2099 141 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2100 -128 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2100 32 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2101 357 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2102 -480 upstream 1 18.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2103 278 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2104 404 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2105 202 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2105 -6556 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2106 156 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2107 611 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2107 24505 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2108 403 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2108, 1_Testes_ARID4B::1::210944098, -142 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2109 62 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2109, 1_Testes_ARID4B::1::2110148154, 458 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2111 268 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2112 8 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2112 -54 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2113 530 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2114, 1_Testes_ARID4B::1::21151848, 400 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2114, 1_Testes_ARID4B::1::2115267, 1715 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2116, 1_Testes_ARID4B::1::2117403, 2659 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2118, 1_Testes_ARID4B::1::211970535, 183 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2120 351 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2121 252 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2122 105 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2123 250996 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2123 116 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2124, 1_Testes_ARID4B::1::2125467, -333 in gene, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2126 -604 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2127 202 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2127 -41 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2127 -5719 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2128 -445 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2129 666 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2129 94652 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2130 328 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2131 -62 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2131, 1_Testes_ARID4B::1::2132, 1_Testes_ARID4B::1::213311154, 114, -10382 downstream, in gene, upstream1 37.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2132, 1_Testes_ARID4B::1::21339181, -1315 downstream, upstream 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2133, 1_Testes_ARID4B::1::213428867, 11795 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2135, 1_Testes_ARID4B::1::2136, 1_Testes_ARID4B::1::2137, 1_Testes_ARID4B::1::2138, 1_Testes_ARID4B::1::213950450, 31794, 25202, 1714, -1027in gene, in gene, in gene, in gene, upstream1 23.200 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2137 9497 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2138, 1_Testes_ARID4B::1::2139, 1_Testes_ARID4B::1::214013776, 11035, -3520 downstream, downstream, upstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2140 153 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2141 2235 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2141, 1_Testes_ARID4B::1::2142-1662, 12770 upstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2142 541 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2142 7046 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2142 -7230 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2143, 1_Testes_ARID4B::1::2144222, 11678 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2143, 1_Testes_ARID4B::1::21445818, -5638 downstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2144, 1_Testes_ARID4B::1::2145, 1_Testes_ARID4B::1::214663, 73679, 77439 in gene, downstream, downstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2145, 1_Testes_ARID4B::1::2146, 1_Testes_ARID4B::1::214723077, 19317, -203 in gene, in gene, upstream 1 25.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2145, 1_Testes_ARID4B::1::2146-3246, 514 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2147 27 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2148 -7414 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2148, 1_Testes_ARID4B::1::21492897, -1231 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2149, 1_Testes_ARID4B::1::215012006, -3146 downstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2150 234 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2150 -431 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2151 3756 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2151, 1_Testes_ARID4B::1::2152-4289, 11263 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2152 -2031 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2152 224 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2153 9226 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2153 -209 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2153, 1_Testes_ARID4B::1::215428, 11916 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2153, 1_Testes_ARID4B::1::215411405, -483 downstream, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2154 1189 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2154, 1_Testes_ARID4B::1::215595514, 458 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2156 20660 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2156, 1_Testes_ARID4B::1::2157-5, 4283 upstream, downstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2156, 1_Testes_ARID4B::1::2157-4135, 153 upstream, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2157, 1_Testes_ARID4B::1::215821224, -248 downstream, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2159 461 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2160 -8003 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2160, 1_Testes_ARID4B::1::216178883, 195 in gene, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2162 18 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2162, 1_Testes_ARID4B::1::216314120, 264 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2164 -656 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2165 -9832 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2165, 1_Testes_ARID4B::1::2166115, -4605 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2165, 1_Testes_ARID4B::1::2166-968, 3752 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2167, 1_Testes_ARID4B::1::2168220, 8300 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2168 31706 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2169, 1_Testes_ARID4B::1::217044417, -468 in gene, upstream 1 16.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2171 233 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2171 12649 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2172, 1_Testes_ARID4B::1::2173266, 22730 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2173 -208 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2173, 1_Testes_ARID4B::1::2174134, 14358 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2174, 1_Testes_ARID4B::1::2175225, 13569 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2175 763 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2175 -7445 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2176 35572 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2177, 1_Testes_ARID4B::1::2178-2542, -4958 upstream, upstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2177, 1_Testes_ARID4B::1::2178284, 2700 in gene, downstream 1 33.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2177, 1_Testes_ARID4B::1::2178-2378, 38 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2179 89 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2180 329 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2181 970 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2181 -2546 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2182, 1_Testes_ARID4B::1::218318, 9954 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2183, 1_Testes_ARID4B::1::218445671, -201 downstream, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2185 -7 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2186 200 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2187 -84 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2187 -187 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2188, 1_Testes_ARID4B::1::2189320, -3392 in gene, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2188, 1_Testes_ARID4B::1::21894833, 1121 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2188, 1_Testes_ARID4B::1::2189-3344, 368 upstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2190 472 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2190 -634 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2191, 1_Testes_ARID4B::1::2192, 1_Testes_ARID4B::1::219330205, 5533, 605 in gene, in gene, in gene 1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2191 581 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2192, 1_Testes_ARID4B::1::21935533, 605 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2193 -9435 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2194 1912 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2195 -295 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2196 559 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2197 29369 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2197 123 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2198 517 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2198 -613 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2199 -402 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2199 -92 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2199 8177 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2200 58 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2201 30144 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2201 3207 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2201, 1_Testes_ARID4B::1::220235839, 223 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2203, 1_Testes_ARID4B::1::2204912, 31888 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2205 -8891 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2205 8831 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2206 214 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2206 13780 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2207 117 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2208 23753 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2208 355 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2209 31023 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2209 206 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2210 57691 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2210, 1_Testes_ARID4B::1::2211-114, 19822 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2211 475 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2212, 1_Testes_ARID4B::1::22139035, 107 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2213 -7757 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2214 13062 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2214 -611 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2214 -8 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2215 22275 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2215 321 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2215 26856 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2216 295 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2216 17345 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2217 110 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2218 -8140 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2218 278 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2219 85 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2219, 1_Testes_ARID4B::1::2220129949, 349 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2221 191 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2223 1505 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2224 332 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2225 387 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2226 104 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2227 163 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2228 61 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2228 618 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2234 628 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2235 19749 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2235 129 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2236 961 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2237 1345 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2238 173 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2239 21 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2240 81365 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2241, 1_Testes_ARID4B::1::22424923, 859 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2243 385 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2244 -650 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2244 322 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2245 366 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2246, 1_Testes_ARID4B::1::224715858, 16690 downstream, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2246, 1_Testes_ARID4B::1::2247270, -562 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2246, 1_Testes_ARID4B::1::2247, 1_Testes_ARID4B::1::2248-480, 352, 13195 upstream, in gene, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2248 152 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2248 33891 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2249 -6149 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2249, 1_Testes_ARID4B::1::2250, 1_Testes_ARID4B::1::225125033, 7508, 244 in gene, in gene, in gene 1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2250, 1_Testes_ARID4B::1::2251, 1_Testes_ARID4B::1::225223194, 15930, 234 downstream, downstream, in gene1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2253 281 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2254 703 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2255 147 in gene 1 19.000 1 1_Testes_ARID4B::1

Page 381 of 1163



1_Testes_ARID4B::1::2256 316 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2257 109 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2258 50 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2258 -110 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2259, 1_Testes_ARID4B::1::226076755, 339 in gene, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2261 222 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2262 192 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2263 290 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2264 634 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2264 165 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2265 -9669 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2265, 1_Testes_ARID4B::1::2266-2578, 318 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2267 635 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2268 209 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2269 -110 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2270 158 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2270 25741 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2271 91 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2272 -2806 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2272 578 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2273 13 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2273 -7749 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2273, 1_Testes_ARID4B::1::227433428, 228 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2274 84 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2274 -3596 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2275 -2143 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2276 2302 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2277 73 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2277 14645 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2278 142 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2278 15174 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2279 2293 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2279 -1392 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2279, 1_Testes_ARID4B::1::228025876, -23 downstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2280, 1_Testes_ARID4B::1::2281, 1_Testes_ARID4B::1::2282, 1_Testes_ARID4B::1::228339674, 13557, 8261, -747downstream, in gene, in gene, upstream1 21.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2283 9462 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2284, 1_Testes_ARID4B::1::22854396, 460 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2284, 1_Testes_ARID4B::1::2285, 1_Testes_ARID4B::1::228623954, 20018, 178 downstream, downstream, in gene1 31.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2287 310 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2288 61 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2289 701 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2290 362 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2291 18819 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2291 -6064 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2291 -5692 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2292 16848 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2292 10137 downstream 1 16.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2292 -9964 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2293 361 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2294 362 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2295 296 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2296 179 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2296 103120 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2297 2918 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2297 295 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2298 440 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2299 239 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2299 -377 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2300 -218 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2300, 1_Testes_ARID4B::1::230126423, 167 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2301 56875 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2302 -682 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2302 130 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2302 21073 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2303, 1_Testes_ARID4B::1::2304, 1_Testes_ARID4B::1::2305176149, 182645, 183445downstream, downstream, downstream1 19.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2303, 1_Testes_ARID4B::1::2304, 1_Testes_ARID4B::1::23057567, 1071, 271 downstream, in gene, in gene1 19.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2306 13162 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2306 380 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2307 802 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2307 3137 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2307 177 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2308, 1_Testes_ARID4B::1::2309130, 17538 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2309, 1_Testes_ARID4B::1::231083, 9107 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2309, 1_Testes_ARID4B::1::2310-8828, 196 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2311, 1_Testes_ARID4B::1::2312627, 26931 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2311 -3024 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2312 -2284 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2313, 1_Testes_ARID4B::1::2314407, -8457 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2313, 1_Testes_ARID4B::1::2314-8378, 486 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2314 -5903 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2315 11371 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2316, 1_Testes_ARID4B::1::23179015, 10871 downstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2316, 1_Testes_ARID4B::1::2317128, 1984 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2318, 1_Testes_ARID4B::1::231959, 2315 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2320 -7801 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2320 7711 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2321 11774 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2321 312 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2323 597 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2324 15124 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2324 8570 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2324 4888 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2324 -8619 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2325 57384 downstream 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2326 316 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2327 -107 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2328 210 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2328, 1_Testes_ARID4B::1::2329135804, 284 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2329 15996 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2330 -461 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2331 536 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2332 887 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2333, 1_Testes_ARID4B::1::233438184, 30909 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2333, 1_Testes_ARID4B::1::23341591, 8866 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2335 -7405 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2335 103 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2336 -193 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2337 -8988 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2337 139 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2337 -6388 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2338 205 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2338 -257 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2339 86 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2339 -244 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2340 268 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2340 18555 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2341 107 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2341 22228 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2342 341 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2342 -347 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2343 121 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2343 -8738 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2344 198 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2345 428 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2346 86 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2347 992 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2347 4111 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2347 6370 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2347 7553 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2348 189 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2349 193 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2350 278 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2350 67956 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2351 188 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2351 -279 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2352 501 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2352 621 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2353 31 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2354 -995 upstream 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2354 -5312 upstream 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2355 -4054 upstream 1 32.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2355 366 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2355 204 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2356, 1_Testes_ARID4B::1::235769, 38693 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2357 115 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2358 223 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2359 138 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2359 259409 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2360 203 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2360, 1_Testes_ARID4B::1::236155862, 310 downstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2363 -7023 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2363 -1753 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2363 117 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2364 426 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 -7086 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 -8050 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 -7696 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 191 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 -5096 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2365 12231 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2366, 1_Testes_ARID4B::1::2367244, -7436 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2366, 1_Testes_ARID4B::1::2367-6887, 793 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2368 141 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2369 234 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2369 80 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2370 237 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2371 21781 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2371 300 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2372 150 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2373 178 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2374, 1_Testes_ARID4B::1::2375, 1_Testes_ARID4B::1::2376539, 38587, 43707 in gene, downstream, downstream1 26.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2375, 1_Testes_ARID4B::1::2376, 1_Testes_ARID4B::1::2377926, 6046, 7198 in gene, in gene, in gene 1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2378 1105 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2378 3962 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2378, 1_Testes_ARID4B::1::237957504, 176 downstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2379 -2651 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2379 -7085 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2379 19796 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2380 491 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2381 -432 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2381, 1_Testes_ARID4B::1::238213126, 182 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2382 -371 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2382, 1_Testes_ARID4B::1::238340656, 320 downstream, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2383 -4531 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2384 44558 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2385 176 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2386, 1_Testes_ARID4B::1::2387, 1_Testes_ARID4B::1::23885289, 4313, -1031 downstream, in gene, upstream1 20.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2386, 1_Testes_ARID4B::1::2387, 1_Testes_ARID4B::1::2388-10312, -9336, -3992 upstream, upstream, upstream1 20.667 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2389 513 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2389 34612 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2390 -899 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2390 786 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2391 1014 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2392 142 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2393 153 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2394 186 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2394 23228 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2395 474 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2396 18623 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2396 326 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2396 376 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2397 -10275 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2397 9423 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2397 254 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2398 21884 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2398, 1_Testes_ARID4B::1::2399787, 23539 in gene, downstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2399 1231 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2399, 1_Testes_ARID4B::1::2400, 1_Testes_ARID4B::1::240120348, 636, -1252 downstream, in gene, upstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2400, 1_Testes_ARID4B::1::2401-1826, 62 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2400, 1_Testes_ARID4B::1::2401, 1_Testes_ARID4B::1::240218511, 16623, 911 downstream, downstream, in gene1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2402 473 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2403 425 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2404 112 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2404 48102 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2405, 1_Testes_ARID4B::1::24061635, 451 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2407 649 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2408 93 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2409 841 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2409 -633 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2409 -2450 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2409 19410 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2410 68 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2411 136 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2412 -81 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2413 306930 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2414, 1_Testes_ARID4B::1::2415370, -318 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2416 485 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2417, 1_Testes_ARID4B::1::2418-973, 1555 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2419 82 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2420 149 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2421 246 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2422 365 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2423 7239 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2424 14437 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2424 233 in gene 1 37.000 1 1_Testes_ARID4B::1

Page 386 of 1163



1_Testes_ARID4B::1::2424 -258 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2425 279 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2426 132 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2427 10986 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2427 -233 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2428 336 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2429 189 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2430 -9202 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2430, 1_Testes_ARID4B::1::2431-216, 36680 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2431 364 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2431 -8523 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2432, 1_Testes_ARID4B::1::2433-422, -6470 upstream, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2432, 1_Testes_ARID4B::1::2433155, 6203 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2432, 1_Testes_ARID4B::1::2433-5913, 135 upstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2434, 1_Testes_ARID4B::1::2435177, 66705 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2435 320 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2436 -640 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2436 601 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2437 377 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2438 251 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2438 547275 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2439 136810 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2440 139 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2441 -452 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2442 318 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2443 185 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2444, 1_Testes_ARID4B::1::2445718, 118478 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2446, 1_Testes_ARID4B::1::2447492, -1188 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2446, 1_Testes_ARID4B::1::2447-1522, 158 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2448 -229 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2448 84 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2449 33 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2450 208 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2451 -404 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2451 663 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2452 -79 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2452 -6165 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2453 104 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2453 -8618 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2454 171 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2455 275 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2456 -502 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2456 48393 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2457 -1045 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2457, 1_Testes_ARID4B::1::2458255, 33919 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2458 331 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2459 279 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2460 182 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2460 -559 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2461 179 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2462 -287 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2462 131 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2463 317 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2463 84233 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2464 311 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2465 -192 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2465 116 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2466 66 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2467, 1_Testes_ARID4B::1::2468-214, 250 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2469 149 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2470 3627 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2471 387 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2472 16593 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2473, 1_Testes_ARID4B::1::24745213, 12861 downstream, downstream 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2473, 1_Testes_ARID4B::1::2474253, 7901 in gene, downstream 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2473, 1_Testes_ARID4B::1::24748089, 441 downstream, in gene 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2473, 1_Testes_ARID4B::1::2474-7276, 372 upstream, in gene 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2475, 1_Testes_ARID4B::1::2476373, -7926 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2475, 1_Testes_ARID4B::1::24768430, 131 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2477 142 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2478 164 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2478 -233 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2478 64298 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2479 457 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2480 144 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2481 448 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2482 123 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2482 15505 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2483, 1_Testes_ARID4B::1::2484-508, -1052 upstream, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2483, 1_Testes_ARID4B::1::248475, 619 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2485 -151 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2486 -401 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2487 473 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2488 211 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2489 -375 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2490 69 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2491 369 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2492 144 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2493 -26 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2494, 1_Testes_ARID4B::1::2495181, 61333 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2495 118 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2495 332 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2496 203 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2497 523 in gene 1 35.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2498, 1_Testes_ARID4B::1::24991285, 165 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2500 215 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2501 253 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2501 -457 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2502 86 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2503 1571 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2504 74 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2504, 1_Testes_ARID4B::1::250563609, 425 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2506 -221 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2507 173 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2508 161 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2508, 1_Testes_ARID4B::1::250976620, -212 downstream, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2509 271 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2509 32859 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2510 1266 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2511, 1_Testes_ARID4B::1::2512177, 33713 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2512 261 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2513 138 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2514 400 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2515 -196 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2515, 1_Testes_ARID4B::1::2516-656, 40944 upstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2516 -40 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2516 -130 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2516 40034 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2517 46 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2517 32 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2518 258 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2519 127314 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2520 173 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2521, 1_Testes_ARID4B::1::2522311, 52007 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2522 227 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2523 -300 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2524 7 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2524 269 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2525, 1_Testes_ARID4B::1::2526-254, 658 upstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2527 -263 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2528 220 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2528 -468 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2529 141 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2530 13941 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2530, 1_Testes_ARID4B::1::253132897, 161 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2531 -8374 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2532 360 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2533 59 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2533, 1_Testes_ARID4B::1::253471465, 489 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2535, 1_Testes_ARID4B::1::2536365, -883 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2535, 1_Testes_ARID4B::1::2536-508, 740 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2538 766 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2539 218 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2539 408 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2540 -452 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2541 224 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2542 -133 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2542 44 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2543 124 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2545 347 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2546 -82 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2546 97 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2547 970 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2548 -799 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2548 982 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2548 241 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2548 -4442 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2549 202 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2549 28193 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2550 -6736 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2550 -645 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2550 271 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2550 -6121 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2550 23660 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2551 197 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2551 -435 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2551, 1_Testes_ARID4B::1::2552, 1_Testes_ARID4B::1::255332011, 603, -101 downstream, in gene, upstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2554 97 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2555, 1_Testes_ARID4B::1::25561186, 178 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2555, 1_Testes_ARID4B::1::2556-333, 675 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2557 110 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2558 -140 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2558 80 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2558 17996 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2558 5559 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2559 810 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2560 -1772 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2560, 1_Testes_ARID4B::1::2561160, 27328 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2561 85 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2562 175 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2562 121 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2563, 1_Testes_ARID4B::1::2564122, -4246 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2565 -407 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2567 -7987 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2567 258 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2568, 1_Testes_ARID4B::1::256922751, -3809 downstream, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2569, 1_Testes_ARID4B::1::2570256, 13493 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2569, 1_Testes_ARID4B::1::257013738, 501 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2570 6000 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2570 -9407 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2571 487 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2571 14973 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2572 25613 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2572 5509 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2572 309 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2572 6967 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2572 15356 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2573 429 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2573, 1_Testes_ARID4B::1::257468538, 218 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2575 -5819 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2575 -123 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2575, 1_Testes_ARID4B::1::257636010, -3270 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2576 555 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2576 11937 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2577 273 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2578 -4844 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2578, 1_Testes_ARID4B::1::257950, 62802 in gene, downstream 1 46.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2579 -335 upstream 1 69.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2579 173 in gene 1 69.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2580 503 in gene 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2580, 1_Testes_ARID4B::1::25818102, -9850 downstream, upstream 1 43.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2580 -2908 upstream 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2581 145 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2582 194 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2583 -139 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2583 86 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2583, 1_Testes_ARID4B::1::258417537, 241 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2584 8361 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2585 232 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2586 -6467 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2586 -260 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2586 182 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2586 11237 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 -2103 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 -195 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 -328 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 97 in gene 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 -629 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 4228 downstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2587 -7669 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2588 8062 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2588, 1_Testes_ARID4B::1::2589-482, -9010 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2588, 1_Testes_ARID4B::1::2589158, 8686 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2588, 1_Testes_ARID4B::1::25898255, -273 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2588, 1_Testes_ARID4B::1::2589-8288, 240 upstream, in gene 1 28.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2588, 1_Testes_ARID4B::1::2589-9668, -1140 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2589 41617 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2590 95 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2590, 1_Testes_ARID4B::1::2591, 1_Testes_ARID4B::1::259254702, 1358, -66 downstream, in gene, upstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2591, 1_Testes_ARID4B::1::2592-2214, -790 upstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2593 12792 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2593 158 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2594 4239 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2594, 1_Testes_ARID4B::1::2595400, 51504 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2595 212 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2595 -266 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2595 16460 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2596 598 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2596 -412 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2597 -521 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2598 494 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2598 -619 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2598 -8982 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2599, 1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601451, 19971, 24163 in gene, downstream, downstream1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601, 1_Testes_ARID4B::1::26025429, 9621, 13317 downstream, downstream, downstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601, 1_Testes_ARID4B::1::2602, 1_Testes_ARID4B::1::260313, 4205, 7901, 13325 in gene, downstream, downstream, downstream1 24.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601, 1_Testes_ARID4B::1::2602, 1_Testes_ARID4B::1::26034305, 113, -3583, -9007downstream, in gene, upstream, upstream1 24.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601, 1_Testes_ARID4B::1::2602, 1_Testes_ARID4B::1::2603, 1_Testes_ARID4B::1::26048071, 3879, 183, -5241, -7161downstream, downstream, in gene, upstream, upstream1 27.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2600, 1_Testes_ARID4B::1::2601, 1_Testes_ARID4B::1::2602, 1_Testes_ARID4B::1::2603, 1_Testes_ARID4B::1::260415795, 11603, 7907, 2483, 563downstream, downstream, downstream, in gene, in gene1 27.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2602, 1_Testes_ARID4B::1::2603, 1_Testes_ARID4B::1::2604, 1_Testes_ARID4B::1::2605, 1_Testes_ARID4B::1::260624571, 19147, 17227, 155, -6869downstream, downstream, downstream, in gene, upstream1 30.600 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2605, 1_Testes_ARID4B::1::2606, 1_Testes_ARID4B::1::26077378, 354, -6878 downstream, in gene, upstream1 33.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2606, 1_Testes_ARID4B::1::2607-7116, 116 upstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2606, 1_Testes_ARID4B::1::260712474, 5242 downstream, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2607, 1_Testes_ARID4B::1::260844098, 226 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2608 22474 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2609 -151 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2609, 1_Testes_ARID4B::1::261083513, 89 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2611 -5100 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2611 206 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2611 3993 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2612, 1_Testes_ARID4B::1::2613274, -8910 in gene, upstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2612, 1_Testes_ARID4B::1::2613-8942, 242 upstream, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2614, 1_Testes_ARID4B::1::2615107, 23867 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2616 328 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2617 152 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2618 116 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2619 382 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2620 -3139 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2621 15773 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2621 -263 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2621 6614 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2621, 1_Testes_ARID4B::1::2622-8588, 31892 upstream, downstream 1 26.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2622 165 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2623 -8904 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2624, 1_Testes_ARID4B::1::2625, 1_Testes_ARID4B::1::2626-1326, 205, 9282 upstream, in gene, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2624, 1_Testes_ARID4B::1::2625, 1_Testes_ARID4B::1::262610479, 8948, -129 downstream, downstream, upstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2627 -164 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2627, 1_Testes_ARID4B::1::262811626, 90 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2629 366 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2630 16553 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2630, 1_Testes_ARID4B::1::2631133, 53189 in gene, downstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2631 -1972 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2631 356 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2632 34946 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2632 -367 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2632 54 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2633, 1_Testes_ARID4B::1::263415190, 19638 downstream, downstream 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2633, 1_Testes_ARID4B::1::2634249, 4697 in gene, downstream 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2633, 1_Testes_ARID4B::1::2634, 1_Testes_ARID4B::1::2635, 1_Testes_ARID4B::1::263622085, 17637, 693, -331downstream, in gene, in gene, upstream1 33.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2635, 1_Testes_ARID4B::1::263615031, 14007 downstream, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2637 576 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2638 -5612 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2638 -145 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2638 -7725 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2639 86 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2640 -2077 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2640 722 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2641, 1_Testes_ARID4B::1::2642-230, 5434 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2643 -10426 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2643 -528 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2644 321 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2645 -244 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2646 3606 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2647 -546 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2648 -5245 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2648 428 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2650 43 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2651 -327 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2651, 1_Testes_ARID4B::1::2652118, 65174 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2652 145 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2653 -2487 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2653 199 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2654 74 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2655 -607 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2656 837 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2657 214 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2658 279 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2658 -7907 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2659 752 in gene 1 34.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2660 117 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2660 21730 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2661 704 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2662 -1940 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2662 286 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2663 836 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2664 -8745 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2664, 1_Testes_ARID4B::1::266585915, -261 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2666 161 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2666 29585 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2667 30605 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2668 200 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2669 329 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2670 226 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2671 162 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2671, 1_Testes_ARID4B::1::267233381, 245 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2673 359 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2674 6949 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2674 7026 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2674 -7142 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2675 153 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676 3681 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676, 1_Testes_ARID4B::1::2677362, -8038 in gene, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676, 1_Testes_ARID4B::1::2677, 1_Testes_ARID4B::1::2678-629, 7771, 10907 upstream, downstream, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676, 1_Testes_ARID4B::1::2677, 1_Testes_ARID4B::1::2678, 1_Testes_ARID4B::1::2679-7360, 1040, 4176, 13456upstream, in gene, downstream, downstream1 25.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676, 1_Testes_ARID4B::1::2677, 1_Testes_ARID4B::1::2678, 1_Testes_ARID4B::1::267911669, 3269, 133, -9147downstream, downstream, in gene, upstream1 25.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2676, 1_Testes_ARID4B::1::2677, 1_Testes_ARID4B::1::2678, 1_Testes_ARID4B::1::2679, 1_Testes_ARID4B::1::2680-10662, -2262, 874, 10154, 12159upstream, upstream, in gene, downstream, downstream1 23.400 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2678, 1_Testes_ARID4B::1::2679, 1_Testes_ARID4B::1::2680, 1_Testes_ARID4B::1::2681-9542, -262, 1743, 10954upstream, upstream, in gene, downstream1 24.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2679, 1_Testes_ARID4B::1::2680, 1_Testes_ARID4B::1::268110711, 8706, -505 downstream, downstream, upstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2680, 1_Testes_ARID4B::1::2681, 1_Testes_ARID4B::1::2682-9086, 125, 14733 upstream, in gene, downstream1 31.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2681, 1_Testes_ARID4B::1::268210640, -3968 downstream, upstream 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2682 185 in gene 1 53.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2682 -426 upstream 1 53.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2683 333 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2684, 1_Testes_ARID4B::1::2685, 1_Testes_ARID4B::1::2686-56, -3000, -6344 upstream, upstream, upstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2684, 1_Testes_ARID4B::1::2685, 1_Testes_ARID4B::1::2686356, -2588, -5932 downstream, upstream, upstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2684, 1_Testes_ARID4B::1::2685, 1_Testes_ARID4B::1::26863319, 375, -2969 downstream, in gene, upstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2684, 1_Testes_ARID4B::1::2685, 1_Testes_ARID4B::1::26866954, 4010, 666 downstream, downstream, in gene1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2684, 1_Testes_ARID4B::1::2685, 1_Testes_ARID4B::1::2686-7076, -4132, -788 upstream, upstream, upstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2686 -8413 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2687 18823 downstream 1 66.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2687 3855 in gene 1 66.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2688 23129 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2688 -2382 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2688 -5047 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2688 -10438 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2689 -450 upstream 1 20.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2689 -2139 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2690 1593 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2691 391 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2691 -507 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2691, 1_Testes_ARID4B::1::269213692, -388 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2692 201 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2692 11922 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2693, 1_Testes_ARID4B::1::26943697, 4937 downstream, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2693, 1_Testes_ARID4B::1::2694-243, 997 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2695 215 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2695 -1248 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2695 6982 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2696 -9892 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2696 9345 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2696 -260 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2696 194 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2697 181 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698 13492 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698 -6392 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698, 1_Testes_ARID4B::1::2699-345, -4857 upstream, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698, 1_Testes_ARID4B::1::2699296, 4808 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698, 1_Testes_ARID4B::1::2699, 1_Testes_ARID4B::1::2700-4610, -98, 9214 upstream, upstream, downstream1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2698, 1_Testes_ARID4B::1::2699, 1_Testes_ARID4B::1::27009960, 5448, -3864 downstream, downstream, upstream1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2699, 1_Testes_ARID4B::1::2700, 1_Testes_ARID4B::1::2701-8874, 438, 21190 upstream, in gene, downstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2701, 1_Testes_ARID4B::1::2702, 1_Testes_ARID4B::1::27038509, 3805, 77 in gene, in gene, in gene 1 20.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2702, 1_Testes_ARID4B::1::270314929, 11201 downstream, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2704 -7304 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2704 1237 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2704 6252 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2704 9607 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2705, 1_Testes_ARID4B::1::2706711, -6041 in gene, upstream 1 42.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2705, 1_Testes_ARID4B::1::2706-1492, 5260 upstream, downstream 1 42.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2705, 1_Testes_ARID4B::1::2706, 1_Testes_ARID4B::1::2707-6642, 110, 21454 upstream, in gene, downstream1 34.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2707 106 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2708 867 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2709 -280 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2709 5810 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2710 3275 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2711, 1_Testes_ARID4B::1::271212099, 13667 downstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2711, 1_Testes_ARID4B::1::27122845, 1277 in gene, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2711, 1_Testes_ARID4B::1::2712, 1_Testes_ARID4B::1::2713-6042, -4474, 25190 upstream, upstream, downstream1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2713 198 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2713 5370 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2713, 1_Testes_ARID4B::1::27141093, 14405 in gene, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2714, 1_Testes_ARID4B::1::2715222, 17118 in gene, downstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2715 482 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2715 13172 downstream 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2716, 1_Testes_ARID4B::1::2717150, -9482 in gene, upstream 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2716 -8786 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2716, 1_Testes_ARID4B::1::271710225, 593 downstream, in gene 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2716, 1_Testes_ARID4B::1::2717-10355, -723 upstream, upstream 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2718 356 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2719 210 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2720 -120 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2721 149 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2722 315 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2723 71 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2723 -481 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2724, 1_Testes_ARID4B::1::272578797, 37773 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2725 -147 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2726 555 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2727 21446 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2727 4797 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2727, 1_Testes_ARID4B::1::2728, 1_Testes_ARID4B::1::2729-10836, 8508, 17148 upstream, downstream, downstream1 31.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2728, 1_Testes_ARID4B::1::272972, 8712 in gene, downstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2728, 1_Testes_ARID4B::1::27299037, 397 downstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2730 4147 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2730 6646 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2731 394 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2731 -178 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2731 -548 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2732 1209 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2734 -575 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2734, 1_Testes_ARID4B::1::2735345, 45465 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2735, 1_Testes_ARID4B::1::2736-275, -6259 upstream, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2735, 1_Testes_ARID4B::1::2736240, 6224 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2735, 1_Testes_ARID4B::1::2736-5845, 139 upstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2735, 1_Testes_ARID4B::1::273634706, 28722 downstream, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2737 771 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2737 29831 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2738, 1_Testes_ARID4B::1::2739-6956, -8940 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2738, 1_Testes_ARID4B::1::27392818, 834 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2739, 1_Testes_ARID4B::1::274074176, 320 downstream, in gene 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2740, 1_Testes_ARID4B::1::2741, 1_Testes_ARID4B::1::274215960, -1192, -5480 downstream, upstream, upstream1 31.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2741, 1_Testes_ARID4B::1::274288, 4376 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2741, 1_Testes_ARID4B::1::2742-4002, 286 upstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2743 -6902 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2743 441 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2744 -9312 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2744 389 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2744 9632 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2746, 1_Testes_ARID4B::1::2747383, -641 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2746, 1_Testes_ARID4B::1::2747-605, 419 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2748 516 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2749 722 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2750 88613 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2750, 1_Testes_ARID4B::1::275117828, -28 downstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2751 -76 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2752, 1_Testes_ARID4B::1::275341726, 58206 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2753 -510 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2753 1286 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2753 6762 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2753 -6311 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2754, 1_Testes_ARID4B::1::275510278, 11862 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2754, 1_Testes_ARID4B::1::275583, 1667 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2756 1603 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2757, 1_Testes_ARID4B::1::275845720, 376 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2759 668 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2759 -928 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2759 23576 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2760 289 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2761 -1 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2762, 1_Testes_ARID4B::1::2763-731, 341 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2764 277 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2765 158 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2766 1157 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2767 -3744 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2767 111 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2767, 1_Testes_ARID4B::1::2768, 1_Testes_ARID4B::1::276927325, 253, -4014 downstream, in gene, upstream1 27.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2768, 1_Testes_ARID4B::1::2769-4032, 235 upstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2770 -4691 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2770 23 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2771 -7284 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2771 -2886 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2771 15511 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2772 775 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2773 -3650 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2773 599 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2774, 1_Testes_ARID4B::1::2775, 1_Testes_ARID4B::1::2776, 1_Testes_ARID4B::1::277750944, 48021, 14496, 2016in gene, in gene, in gene, in gene1 21.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2777 1815 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2778 -761 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2778, 1_Testes_ARID4B::1::2779362, 28538 in gene, downstream 1 47.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2779 -3749 upstream 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2779 125 in gene 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2779, 1_Testes_ARID4B::1::278013383, 231 downstream, in gene 1 47.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2780 -1471 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2781 44300 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2781 174 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2781 -237 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2782, 1_Testes_ARID4B::1::27836010, 378 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2783 -7599 upstream 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2784 -276 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2785, 1_Testes_ARID4B::1::27861173, -667 in gene, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2787 692 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2788 2989 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2789 427 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2790 -17 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2791, 1_Testes_ARID4B::1::2792899, -61 in gene, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2793, 1_Testes_ARID4B::1::2794192, -9984 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2794, 1_Testes_ARID4B::1::2795-619, 549 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2796 1307 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2797 243 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2798 -245 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2798 652 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2798, 1_Testes_ARID4B::1::2799, 1_Testes_ARID4B::1::280024200, 243, -10189 downstream, in gene, upstream1 26.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2799, 1_Testes_ARID4B::1::2800-10298, 134 upstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2801 982 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2802 342 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2803 379 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2804 207 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2805 80 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2807 310 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2808 1281 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2809, 1_Testes_ARID4B::1::28102876, 476 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2809, 1_Testes_ARID4B::1::28109944, 7544 downstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2811 180 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2811, 1_Testes_ARID4B::1::281212197, 325 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2813 -433 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2814 41 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2815 99 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2815 46601 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2816 153 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2817 734803 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2818 752 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2819 879 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2820 175 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2821 -513 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2821, 1_Testes_ARID4B::1::282228568, 7608 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2823 373 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2824 203 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2825 633 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2826 327 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2827 1096 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2828 208 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2829 -589 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2830 36735 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2830 428 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2831 1137 in gene 1 34.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2832, 1_Testes_ARID4B::1::2833731, 155 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2834 606 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2835 201 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2835 -8810 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2836 65745 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2836 390 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2837, 1_Testes_ARID4B::1::2838645, 101 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2839 349 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2840 93 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2841 749 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2842 919 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2845, 1_Testes_ARID4B::1::28461291, -565 in gene, upstream 1 50.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2845, 1_Testes_ARID4B::1::2846279552, 277696 downstream, downstream 1 50.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2847 386 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2848 -542 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2848 116 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2849, 1_Testes_ARID4B::1::2850-3204, -5348 upstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2849, 1_Testes_ARID4B::1::2850766, 2910 in gene, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2851 446 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2852 247 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2853 791 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2853 -553 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2854 1176 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2855 257 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2856 347 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2856, 1_Testes_ARID4B::1::285717214, -226 downstream, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2857 154 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2858 418 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2859, 1_Testes_ARID4B::1::286051562, 394 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2861 -277 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2861 182 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2862, 1_Testes_ARID4B::1::2863645, -651 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2864 984 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2865 4802 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2866 117 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2866 1056 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2867 -89 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2868 139 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2869 22133 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2869 88 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2870 367 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2872 119 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2873, 1_Testes_ARID4B::1::2874949, -267 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2873, 1_Testes_ARID4B::1::2874-372, 844 upstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2875 482 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2876 628 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2877, 1_Testes_ARID4B::1::287825591, -281 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2877 150 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2879 171 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2881, 1_Testes_ARID4B::1::288238, 1201 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2883 856 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2884 230 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2885 -164 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2886 192 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2887 357 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2888 400 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2888 -7844 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2889 184 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2889 -348 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2890 -3495 upstream 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2890 2466 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2891 24292 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2892 -751 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2892 854 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2892 310 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2893 66 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2894 435 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2895 79409 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2896 66 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2897 339 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2898, 1_Testes_ARID4B::1::289988758, 374 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2900, 1_Testes_ARID4B::1::29012073, 889 in gene, in gene 1 16.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2900, 1_Testes_ARID4B::1::2901-9431, -8247 upstream, upstream 1 16.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2902 142 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2903 803 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2904 331 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2905 -433 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2906 352 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2907 -69 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2908 96 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2909 -3879 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2910 220 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2911 201 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2911 -345 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2912 56117 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2912 363 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2913 110 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2914 15129 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2914 231 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2915 234 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2916 79 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2917 908 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2917 159 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2918 -73 upstream 1 34.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2918 135 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2919 -275 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2919 141 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2920 -12 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2920, 1_Testes_ARID4B::1::2921212326, 6 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2922 364 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2922, 1_Testes_ARID4B::1::2923424, 110376 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2923 215 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2924 311 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2925 215 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2926 474 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2926 -288 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2926 27400 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2927 -8051 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2927 6141 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2927, 1_Testes_ARID4B::1::2928678, 18310 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2928 208 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2929, 1_Testes_ARID4B::1::2930201, 1481 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2931 195 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2931 22543 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2932 9342 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2932 8185 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2932 5722 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2932, 1_Testes_ARID4B::1::2933594, 36562 in gene, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2933 53 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2934, 1_Testes_ARID4B::1::2935, 1_Testes_ARID4B::1::2936102, 2102, 29169 in gene, in gene, in gene 1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2940, 1_Testes_ARID4B::1::2941128840, 8 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2942, 1_Testes_ARID4B::1::2943-74, 6390 upstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 145031 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 137871 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 132641 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 126518 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 121576 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 117117 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 112475 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 99747 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 92142 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 86422 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 81270 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 75822 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 70040 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 64882 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 59788 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 55197 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 51203 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 45175 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 41396 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2945 566 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2945 -8103 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2946 339 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2946, 1_Testes_ARID4B::1::294719916, -548 downstream, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2947 -23 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2947 14195 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2948 261 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2949 97 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2950 33 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2951 244 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2951 -510 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2952 471 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2953, 1_Testes_ARID4B::1::2954, 1_Testes_ARID4B::1::2955-2387, -3091, -4296 upstream, upstream, upstream1 18.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2956 161 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2957 307 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2958 201 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2958 -6934 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2959 7 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2960 -666 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2961 651 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2962 -257 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2962 88 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2963 -773 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2963 435 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2964 201 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2965 1663 in gene 1 13.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2966 91 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2967 348 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2968 861 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2969 99 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2970 -87 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2971 -241 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2972 507 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2973 460 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2974 778 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2975 38 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2976 -284 upstream 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2977 324 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2978 34739 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2978 174 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2979 -4684 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2979, 1_Testes_ARID4B::1::2980, 1_Testes_ARID4B::1::298127905, 20369, 241 in gene, in gene, in gene 1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2979, 1_Testes_ARID4B::1::2980, 1_Testes_ARID4B::1::298163742, 56206, 36078 downstream, downstream, in gene1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2982 220 in gene 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2983 260 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2984 263 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2984 -9214 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::2985 106 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2986, 1_Testes_ARID4B::1::29871583, 271 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2986, 1_Testes_ARID4B::1::2987-948, -2260 upstream, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2988 -126 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2989 -140 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2990 132 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2991 623 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2992 39 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2993 296 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2994 532 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2994 -6456 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2995 30 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2996 337 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2996 1214 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2997 459 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2998 446 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2998 118 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::2999, 1_Testes_ARID4B::1::300045392, 117088 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3000 65 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3001 198 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3002 153 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3003 149 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3004 144 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3005 111 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3006 -104 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3006 -159 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3007 237 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3008 196 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3008 24871 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3009 71 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3010 80 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3010 -145 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3011 1023 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3012 -17 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3013 -192 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3014 -27 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3015 138 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3015 -8532 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3016 85 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3017 227 in gene 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3017 -364 upstream 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3017, 1_Testes_ARID4B::1::3018-5196, 12916 upstream, downstream 1 43.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3018 44 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3021, 1_Testes_ARID4B::1::3022, 1_Testes_ARID4B::1::3023, 1_Testes_ARID4B::1::3024, 1_Testes_ARID4B::1::3025, 1_Testes_ARID4B::1::3026-869, 251, 1531, 4091, 5419, 9307upstream, in gene, in gene, in gene, in gene, in gene1 28.000 6 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3027 704 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3028, 1_Testes_ARID4B::1::3029, 1_Testes_ARID4B::1::3030270, 239374, 325902 in gene, in gene, in gene 1 23.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3031 85 in gene 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3032 -39 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3033, 1_Testes_ARID4B::1::3034538, -326 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3033, 1_Testes_ARID4B::1::3034-712, 152 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3035 -6268 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3035 280 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3036 2071 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3036 122 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3037 -817 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3038 305 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3039 -9234 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3039 1091 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3040, 1_Testes_ARID4B::1::30414655, 271 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3042 138 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3043 626 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3044 781 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3045 -386 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3046, 1_Testes_ARID4B::1::3047642, -1854 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3046, 1_Testes_ARID4B::1::3047-2238, 258 upstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3048 177 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3049 431 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3050, 1_Testes_ARID4B::1::3051, 1_Testes_ARID4B::1::3052171, 2107, 65755 in gene, in gene, downstream1 27.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3052 187 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3053 197 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3053, 1_Testes_ARID4B::1::3054111012, 612 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3055 675 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3056 259 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3057 -9127 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3057 8937 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3057 73 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3057 -5910 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3057 14509 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3058, 1_Testes_ARID4B::1::3059-1241, -4249 upstream, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3058, 1_Testes_ARID4B::1::3059114, 3122 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3058, 1_Testes_ARID4B::1::30599315, 6307 downstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3060 776 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3061 -779 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3062, 1_Testes_ARID4B::1::3063, 1_Testes_ARID4B::1::3064, 1_Testes_ARID4B::1::3065184, 103096, 105000, 115064in gene, in gene, in gene, downstream1 34.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3063, 1_Testes_ARID4B::1::3064, 1_Testes_ARID4B::1::30652099, 195, -9869 in gene, in gene, upstream 1 31.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3063, 1_Testes_ARID4B::1::3064, 1_Testes_ARID4B::1::306512049, 10145, 81 downstream, downstream, in gene1 31.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3064, 1_Testes_ARID4B::1::306583196, 73132 downstream, downstream 1 38.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3066 45353 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3066 51 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3067 -948 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3067 164 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3067 27795 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3068 420 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3069 15002 downstream 1 37.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3069 182 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3069 -2396 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3070, 1_Testes_ARID4B::1::3071562, 2162 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3070, 1_Testes_ARID4B::1::307116837, 15237 downstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3072 -8398 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3072 180 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3072, 1_Testes_ARID4B::1::307311592, 936 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3074 479 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3074 22815 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3075 8965 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3076 -555 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3076 387 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3076, 1_Testes_ARID4B::1::307721503, 159 downstream, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3077 208 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3077 13916 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3078, 1_Testes_ARID4B::1::307917478, 18486 downstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3078, 1_Testes_ARID4B::1::3079564, -444 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3078, 1_Testes_ARID4B::1::3079-792, 216 upstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3080, 1_Testes_ARID4B::1::30819518, 12942 downstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3080, 1_Testes_ARID4B::1::3081347, -3077 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3080, 1_Testes_ARID4B::1::3081, 1_Testes_ARID4B::1::3082-3391, 33, 14273 upstream, in gene, downstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3080, 1_Testes_ARID4B::1::3081, 1_Testes_ARID4B::1::308211282, 7858, -6382 downstream, downstream, upstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3082, 1_Testes_ARID4B::1::3083, 1_Testes_ARID4B::1::3084190, 13278, 16350 in gene, downstream, downstream1 32.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3082, 1_Testes_ARID4B::1::3083, 1_Testes_ARID4B::1::308413456, 368, -2704 downstream, in gene, upstream1 32.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3083, 1_Testes_ARID4B::1::3084-2487, 585 upstream, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3083, 1_Testes_ARID4B::1::308422521, 19449 downstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3085, 1_Testes_ARID4B::1::3086511, -7873 in gene, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3085, 1_Testes_ARID4B::1::3086-8010, 374 upstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3087, 1_Testes_ARID4B::1::3088239, 8015 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3087, 1_Testes_ARID4B::1::30887982, 206 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3089 -210 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3090 -2917 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3090, 1_Testes_ARID4B::1::3091, 1_Testes_ARID4B::1::3092, 1_Testes_ARID4B::1::309322284, 3196, 364, -1876in gene, in gene, in gene, upstream1 25.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3091, 1_Testes_ARID4B::1::3092, 1_Testes_ARID4B::1::3093-3419, -587, 1653 upstream, upstream, in gene1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3094, 1_Testes_ARID4B::1::3095-2963, -5139 upstream, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3094, 1_Testes_ARID4B::1::3095386, -1790 in gene, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3094, 1_Testes_ARID4B::1::3095, 1_Testes_ARID4B::1::30962441, 265, -10391 downstream, in gene, upstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3094, 1_Testes_ARID4B::1::3095, 1_Testes_ARID4B::1::3096, 1_Testes_ARID4B::1::309711482, 9306, -1350, -4806downstream, downstream, upstream, upstream1 26.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3095, 1_Testes_ARID4B::1::3096, 1_Testes_ARID4B::1::3097-9448, 1208, 4664 upstream, in gene, in gene 1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3098 1225 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3099, 1_Testes_ARID4B::1::31001551, -689 in gene, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3101 528 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3102 241 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3102 2964 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3103 -2079 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3103, 1_Testes_ARID4B::1::3104400, 15163 in gene, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3103, 1_Testes_ARID4B::1::310410775, -3988 downstream, upstream 1 35.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3103, 1_Testes_ARID4B::1::3104-10912, 3851 upstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3104, 1_Testes_ARID4B::1::3105532, 9748 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3104, 1_Testes_ARID4B::1::31056111, -3105 downstream, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3104, 1_Testes_ARID4B::1::3105, 1_Testes_ARID4B::1::310615448, 6232, -7837 downstream, in gene, upstream1 29.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3105, 1_Testes_ARID4B::1::3106-9083, 4986 upstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3105, 1_Testes_ARID4B::1::310613936, -133 downstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3106 -73 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3107 497 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3108 9226 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3108, 1_Testes_ARID4B::1::3109213, -5984 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3108, 1_Testes_ARID4B::1::3109-6041, 156 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3110 352 in gene 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3111 28935 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3111 413 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3111 -5858 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3112 758 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3113 9678 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3114 281 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3114 -10376 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3114 17891 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3115 -8444 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3115, 1_Testes_ARID4B::1::3116691, -7517 in gene, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3115, 1_Testes_ARID4B::1::3116, 1_Testes_ARID4B::1::31178626, 418, -8862 downstream, in gene, upstream1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3115, 1_Testes_ARID4B::1::3116, 1_Testes_ARID4B::1::3117-8031, 177, 9457 upstream, in gene, in gene 1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3117, 1_Testes_ARID4B::1::3118, 1_Testes_ARID4B::1::311918440, -4808, -5800 downstream, upstream, upstream1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3118, 1_Testes_ARID4B::1::3119, 1_Testes_ARID4B::1::3120-488, 504, 12248 upstream, in gene, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3118, 1_Testes_ARID4B::1::3119, 1_Testes_ARID4B::1::31205901, 4909, -6835 downstream, downstream, upstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3118, 1_Testes_ARID4B::1::3119, 1_Testes_ARID4B::1::312013091, 12099, 355 downstream, downstream, in gene1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3120 4976 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3120 8741 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3120 -8835 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3121, 1_Testes_ARID4B::1::3122, 1_Testes_ARID4B::1::3123320, 100011, 149408 in gene, in gene, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3123 108 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3123 11440 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3124 -90 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3125 -965 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3125, 1_Testes_ARID4B::1::312673044, 628 downstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3127 338 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3127 -315 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3128, 1_Testes_ARID4B::1::3129, 1_Testes_ARID4B::1::3130-153, 823, 4519 upstream, in gene, in gene 1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3128, 1_Testes_ARID4B::1::3129, 1_Testes_ARID4B::1::313065817, 64841, 61145 downstream, downstream, downstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3131 9897 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3131, 1_Testes_ARID4B::1::3132-10015, 12465 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3132 10086 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3132, 1_Testes_ARID4B::1::3133113, 6529 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3132, 1_Testes_ARID4B::1::3133-4766, 1650 upstream, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3132, 1_Testes_ARID4B::1::3133, 1_Testes_ARID4B::1::3134-5472, 944, 15776 upstream, in gene, downstream1 29.000 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3134, 1_Testes_ARID4B::1::313597, 17297 in gene, downstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3135 3404 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3135 67 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3135 12017 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3136, 1_Testes_ARID4B::1::3137-8414, -9534 upstream, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3136, 1_Testes_ARID4B::1::3137-8410, -9530 upstream, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3136, 1_Testes_ARID4B::1::31378281, 9401 downstream, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3136, 1_Testes_ARID4B::1::31374197, 5317 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3136, 1_Testes_ARID4B::1::3137-927, 193 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3138 9575 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3138 -612 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3138, 1_Testes_ARID4B::1::3139274, 12322 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3139 96 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3140 13446 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3140 255 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3141 220 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3142 205 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3143 113 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3143 18817 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3144 23372 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3144 52 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3145 159 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3146 232 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3147 317 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3148 67838 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3148 519 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3149 -391 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3149, 1_Testes_ARID4B::1::3150356, 30564 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3150 430 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3151 -215 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3151 -411 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3152 -1486 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3152 119 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3153 65 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3154 -33 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3155 193 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3156 3128 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3156 8978 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3157 844 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3158 22693 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3158 348 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3158 -3766 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3159, 1_Testes_ARID4B::1::3160671, -913 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3161 -221 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3162 146 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3162 -232 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3163 881 in gene 1 36.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3164 1021 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3165 133 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3166 223 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3167 395 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3168 197 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3168 -400 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3169, 1_Testes_ARID4B::1::3170500, 42436 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3170 -20 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3171 683 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3171 10 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3172 -937 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3172 419 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3173 362 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3174 470 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3174 -7735 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3175 297 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3176 376 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3177, 1_Testes_ARID4B::1::3178-316, 134388 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3179, 1_Testes_ARID4B::1::318078675, -205 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3179 322 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3181 -18 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3182, 1_Testes_ARID4B::1::3183374, 104982 in gene, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3183 151 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3184 1704 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3185 -290 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3186 237 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3186 1616 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3187 66 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3188 193 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3189 -61 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3189 -234 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3190 281 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3190 7246 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3191 367 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3192, 1_Testes_ARID4B::1::319338, -826 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3192, 1_Testes_ARID4B::1::3193-800, 64 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3194 -9 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3195 -6 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3196 -393 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3197 274 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3198 959 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3199 -516 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3200 552 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3201, 1_Testes_ARID4B::1::3202559, -6849 in gene, upstream 1 37.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3201, 1_Testes_ARID4B::1::3202-7039, 369 upstream, in gene 1 37.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3203, 1_Testes_ARID4B::1::320433053, -627 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3203 397 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3204 375 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3205 66 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3206 398 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3207 -576 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3207 79 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3208 765 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3209 18 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3210 66198 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3210 353 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3211 495 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3212 -156 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3212 120910 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3214 366 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3215 356 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3216 169 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3217 641 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3218 258 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3218 -416 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3218, 1_Testes_ARID4B::1::321948080, -592 downstream, upstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3219 -35 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3220 579 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3221 8454 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3222 347 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3223 2459 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3224 167 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3225 8 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3225 -31 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3226, 1_Testes_ARID4B::1::322760390, -154 in gene, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3228 185 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3228, 1_Testes_ARID4B::1::322937877, 405 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3229 28804 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3230, 1_Testes_ARID4B::1::3231-242, 78126 upstream, in gene 1 17.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3231 418 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3232 177 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3233 16864 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3233, 1_Testes_ARID4B::1::3234234, -9355 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3233, 1_Testes_ARID4B::1::3234-350, 9239 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3233, 1_Testes_ARID4B::1::3234-8968, 621 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3235, 1_Testes_ARID4B::1::3236, 1_Testes_ARID4B::1::3237, 1_Testes_ARID4B::1::3238-1371, 725, 2581, 3749 upstream, in gene, in gene, downstream1 26.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3239 1412 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3240 321 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3241, 1_Testes_ARID4B::1::3242628, -6460 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3241, 1_Testes_ARID4B::1::32427307, 219 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3241, 1_Testes_ARID4B::1::3242, 1_Testes_ARID4B::1::324341035, 33947, -53 downstream, downstream, upstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3243 32459 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3244 312 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3244 -5302 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3245 91 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3246, 1_Testes_ARID4B::1::3247197, 19685 in gene, downstream 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3247 361 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3248 4565 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3248, 1_Testes_ARID4B::1::324911861, -363 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3249 -3870 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3250, 1_Testes_ARID4B::1::3251685, -3491 in gene, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3250, 1_Testes_ARID4B::1::3251207, 4383 in gene, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3250, 1_Testes_ARID4B::1::3251, 1_Testes_ARID4B::1::325222212, 18036, -2124 downstream, downstream, upstream1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3252 1096 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3252, 1_Testes_ARID4B::1::32539380, -10300 downstream, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3253 6198 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3253 28 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3253 -7920 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3254, 1_Testes_ARID4B::1::3255-592, 1104 upstream, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3256 61 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3256 -341 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3257 213 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3257 278 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3258 476 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3259 -7622 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3259, 1_Testes_ARID4B::1::3260-68, 74412 upstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3260 211179 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3261 20 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3261 105585 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3262 -93 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3262 -10649 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3263 163 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3264 78 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3265 2558 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3266, 1_Testes_ARID4B::1::32672966, 19318 in gene, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3268 301 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3269 26 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3270 532 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3271 -106 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3272 11641 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3272 10042 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3273 34 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3274 375 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3275 384 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3275 -703 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3276, 1_Testes_ARID4B::1::32771006, 2094 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3278 -514 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3278 475 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3279 -8205 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3279 -4321 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3280 319 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3281 -637 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3281 527 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3282 166 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3283 136 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3284 756 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3285, 1_Testes_ARID4B::1::3286187, -757 in gene, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3285, 1_Testes_ARID4B::1::3286-242, 702 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3287 166 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3287 -137 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3288 137 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3289 512 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3290 255 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3291 109 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3291, 1_Testes_ARID4B::1::329234597, 261 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3293 348 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3294 352 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3295 362 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3296 142 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3296 -3570 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3296 -393 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3297 424 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3298 193 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3298, 1_Testes_ARID4B::1::329932094, 238 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3299 -340 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3300, 1_Testes_ARID4B::1::330151977, 73 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3302 -65 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3303 183 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3303 -409 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3304 537 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3305 -144 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3306 483 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3307 -82 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3307 -96 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3308 126 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3309 -88 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3309 -402 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3310 -194 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3311, 1_Testes_ARID4B::1::3312, 1_Testes_ARID4B::1::3313, 1_Testes_ARID4B::1::331411021, 9677, -2771, -10355in gene, in gene, upstream, upstream1 20.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3311, 1_Testes_ARID4B::1::3312, 1_Testes_ARID4B::1::3313-529, 815, 13263 upstream, in gene, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3313, 1_Testes_ARID4B::1::33147937, 353 downstream, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3314, 1_Testes_ARID4B::1::3315-7141, 10299 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3315 -721 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3316 318 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3317 -270 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3317, 1_Testes_ARID4B::1::3318, 1_Testes_ARID4B::1::3319-4826, 13174, 17318 upstream, downstream, downstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3318, 1_Testes_ARID4B::1::3319539, -3605 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3318, 1_Testes_ARID4B::1::3319-8830, -4686 upstream, upstream 1 24.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3320 191 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3321 233 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3321 -431 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3322 169 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3322 -334 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3323, 1_Testes_ARID4B::1::3324-631, -1495 upstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3323, 1_Testes_ARID4B::1::3324-522, 342 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3325 576 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3326 390 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3326 16081 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3327 230 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3328 12714 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3328 -38 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3328, 1_Testes_ARID4B::1::3329-897, 78527 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3329 181 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3330 458 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3331, 1_Testes_ARID4B::1::3332-202, -7498 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3331, 1_Testes_ARID4B::1::3332177, 7473 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3331, 1_Testes_ARID4B::1::3332, 1_Testes_ARID4B::1::3333-6982, 314, 9882 upstream, in gene, downstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3332, 1_Testes_ARID4B::1::33339506, -62 downstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3332, 1_Testes_ARID4B::1::3333-9554, 14 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3334 -9108 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3334, 1_Testes_ARID4B::1::3335186, -6886 in gene, upstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3334, 1_Testes_ARID4B::1::3335-6881, 191 upstream, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3336, 1_Testes_ARID4B::1::3337190, 7486 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3336, 1_Testes_ARID4B::1::3337-7019, 277 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3338 -6985 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3338 -390 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3338 118 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3339 286 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3340 36 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3340, 1_Testes_ARID4B::1::334113380, -8044 downstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3341 -4489 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3341 739 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3341, 1_Testes_ARID4B::1::334229086, 158 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3342 9390 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3343 1058 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3344 1754 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3345 300 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3345 10294 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3346, 1_Testes_ARID4B::1::3347163, 36275 in gene, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3347 302 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3347 7739 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3347, 1_Testes_ARID4B::1::334828845, -8691 downstream, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3348 -28 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3348 -4 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3348 19844 downstream 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3349 96 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3349 -576 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3350 142 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3351 114 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3352, 1_Testes_ARID4B::1::3353727, 11767 in gene, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3352, 1_Testes_ARID4B::1::335311060, 20 downstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3352, 1_Testes_ARID4B::1::33538801, -2239 downstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3352, 1_Testes_ARID4B::1::335310137, -903 downstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3353 -148 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3353 -6370 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354 -8035 upstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354 -206 upstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354 41 in gene 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354 5682 downstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354 -5573 upstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3354, 1_Testes_ARID4B::1::335522663, 615 downstream, in gene 1 42.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3355 -1173 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3356 36675 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3356 165 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3357 937 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3358 473 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3359 -75 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3360, 1_Testes_ARID4B::1::3361-561, 623 upstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3362, 1_Testes_ARID4B::1::3363199, 1959 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3364 -1868 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3364 126 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3365 16741 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3365 465 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3366 261 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3367 -40 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3367 -6 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3368 -1160 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3369, 1_Testes_ARID4B::1::3370186, -5425 in gene, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3369, 1_Testes_ARID4B::1::3370-5383, 228 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3371 -4472 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3371 481 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3372 236 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3373 473 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3373, 1_Testes_ARID4B::1::3374-182, 20490 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3374, 1_Testes_ARID4B::1::3375264, 45768 in gene, downstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3375, 1_Testes_ARID4B::1::337679, 30415 in gene, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3376 264 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3377 207 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3378, 1_Testes_ARID4B::1::3379, 1_Testes_ARID4B::1::33804788, 5332, 15764 in gene, in gene, downstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3380 -1006 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3381 -129 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3381 -9 upstream 1 27.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3382 19919 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3382 -94 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3382 15 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3383 100 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3383 -402 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3384, 1_Testes_ARID4B::1::33851175, 183 in gene, in gene 1 40.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3386 11534 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3387 4691 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3387 -8858 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3388 -1156 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3389, 1_Testes_ARID4B::1::339039, 14679 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3389, 1_Testes_ARID4B::1::339014878, 238 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3390 14261 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3391, 1_Testes_ARID4B::1::3392200, -10552 in gene, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3391, 1_Testes_ARID4B::1::339210483, -269 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3391, 1_Testes_ARID4B::1::3392-10508, 244 upstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3393 -195 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3394, 1_Testes_ARID4B::1::3395143505, 156017 in gene, downstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3395 162 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3396 -277 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3397 18015 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3397 196 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3398 217 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3399 308 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3400, 1_Testes_ARID4B::1::3401184, -9917 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3400, 1_Testes_ARID4B::1::3401, 1_Testes_ARID4B::1::3402-9890, 211, 18798 upstream, in gene, downstream1 27.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3402 107 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3402 5931 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3403 289 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3404 19998 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3404 7779 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3405 36333 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3405, 1_Testes_ARID4B::1::340611247, 207 in gene, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3407, 1_Testes_ARID4B::1::34083088, 288 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3407, 1_Testes_ARID4B::1::34083192, 392 downstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3407, 1_Testes_ARID4B::1::34083276, 476 downstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3408, 1_Testes_ARID4B::1::3409-8559, 36353 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3409 174 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3409 17975 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3410 869 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3411 250 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3412 -633 upstream 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3412 176 in gene 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3412 -1413 upstream 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3412, 1_Testes_ARID4B::1::341320168, 136 downstream, in gene 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3413 105284 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3414 412 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3415 196 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3416, 1_Testes_ARID4B::1::3417938, 234 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3418, 1_Testes_ARID4B::1::3419420, -636 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3421 155 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3422 146 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3422 -3620 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3423 704 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3424, 1_Testes_ARID4B::1::3425103430, 162065 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3426 488 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3427 140 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3427 -321 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3428 -9 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3428 8007 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3428, 1_Testes_ARID4B::1::342920209, -9082 downstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3429 8918 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3431 296 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3432 207 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3433 4078 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3434, 1_Testes_ARID4B::1::3435381, -5507 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3434, 1_Testes_ARID4B::1::3435-5900, -12 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3436, 1_Testes_ARID4B::1::34376747, 9883 downstream, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3436, 1_Testes_ARID4B::1::343775, -3061 in gene, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3436, 1_Testes_ARID4B::1::3437-3083, 53 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3437, 1_Testes_ARID4B::1::343857214, -34 downstream, upstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3438, 1_Testes_ARID4B::1::3439125290, 122 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3439, 1_Testes_ARID4B::1::344035730, 98 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3442 99 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3443 1074 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3444 142 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3445 419 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3446 101 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3446 -234 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3447 1399 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3448 379 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3449 442 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3449 -546 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3449, 1_Testes_ARID4B::1::3450252150, 198 downstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3451 -379 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3452 404 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3453 -1229 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3453 332 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3454, 1_Testes_ARID4B::1::34559091, 307 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3455 58058 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3456 86 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3456 738 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3457 222 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3458 124 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3459 622 in gene 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3460 132 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3461 270 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3462 332 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3463 -988 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3463 416 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3464, 1_Testes_ARID4B::1::346582084, 516 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3465 12463 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3466 14806 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3467 93970 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3467 1211 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3468 -478 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3469 153 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3471 909 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3472 395 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3473 227 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3474 105 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3475 -10274 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3475 -208 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3476 13399 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3477 390 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3477 23652 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3478 11969 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3478 402 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3479 267 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3480 456 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3481 -490 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3481 352 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3482 230 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3483 -161 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3484 54 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3485 213 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3486 104 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3487 459 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3488 149 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3489, 1_Testes_ARID4B::1::34901278, 254 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3489, 1_Testes_ARID4B::1::3490-264, 760 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3491 399 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3492 1610 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3492 39056 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3493 -174 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3494 18108 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3494 190 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3495 180 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3496, 1_Testes_ARID4B::1::3497379, -9285 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3496, 1_Testes_ARID4B::1::3497-9270, 394 upstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3497 -6309 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3498 13146 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3498, 1_Testes_ARID4B::1::3499813, 6285 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3498, 1_Testes_ARID4B::1::3499-5059, 413 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3499 -7313 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3500 -7326 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3500, 1_Testes_ARID4B::1::350111463, 34871 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3500 1478 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3500 -2614 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3501 3636 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3502 60 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3503 108 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3504 549 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3505 289 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3505 -383 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3506 -9600 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3506 64 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3507 150 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3508 223 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3509 310 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3510 133 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3511 21794 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3511 -9370 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3511 -10218 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3511 196 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3512 30 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3513 347 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3514 -260 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3514 11844 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3515 8820 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3515 -1846 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3515 631 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3516 13587 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3516 1200 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3517 -220 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3518 -1926 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3518 -4174 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3518, 1_Testes_ARID4B::1::3519559, 11263 in gene, downstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3519 -1996 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3520 4017 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3520, 1_Testes_ARID4B::1::352114918, 305 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3521, 1_Testes_ARID4B::1::3522-370, 13262 upstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3521, 1_Testes_ARID4B::1::352213634, 2 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3523 211 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3524 -307 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3525 135 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3525 12204 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3526 261 in gene 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3527 -3092 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3528 192 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3528, 1_Testes_ARID4B::1::3529-550, 19450 upstream, downstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3529, 1_Testes_ARID4B::1::3530262, 191622 in gene, downstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3530, 1_Testes_ARID4B::1::3531-429, 8979 upstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3530, 1_Testes_ARID4B::1::353110522, 1114 downstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3531 32395 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3532 106 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3534 186762 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3534 92 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3534 -3732 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3535 181 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3535 24996 downstream 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3536 902 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3537 1024 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3538 527 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3539 -52 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3540 97 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3540 -115 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3540, 1_Testes_ARID4B::1::354131555, 67 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3542 88 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3543 260 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3544 880 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3545 570 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3546 178 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3546, 1_Testes_ARID4B::1::3547, 1_Testes_ARID4B::1::354836568, 808, 200 downstream, in gene, in gene1 32.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3547, 1_Testes_ARID4B::1::354813790, 13182 downstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3549 -34 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3550 409 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3551 268 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3552 440 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3552 5492 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3553 67 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3554, 1_Testes_ARID4B::1::3555, 1_Testes_ARID4B::1::3556-466, -4242, -6914 upstream, upstream, upstream1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3554, 1_Testes_ARID4B::1::3555, 1_Testes_ARID4B::1::3556447, 4223, 6895 in gene, in gene, in gene 1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3557 183 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3558 19348 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3559 -4953 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3559 625 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3560 -6709 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3560 4031 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3560 -314 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3560 -2981 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3561 85 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3562, 1_Testes_ARID4B::1::35631032, 88 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3564 4066 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3564 6452 downstream 1 18.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3566 -554 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3567 85 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3568, 1_Testes_ARID4B::1::3569151, 90935 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3569 144 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3570 221 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3571, 1_Testes_ARID4B::1::3572, 1_Testes_ARID4B::1::357313991, 32935, 39719 in gene, in gene, downstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3572, 1_Testes_ARID4B::1::35737451, 667 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3573 25142 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3574 462 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3574, 1_Testes_ARID4B::1::357516437, 357 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3576 1041 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3577 -5567 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3577, 1_Testes_ARID4B::1::3578170, 12586 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3578, 1_Testes_ARID4B::1::3579257, 65745 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3579 47 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3580 170 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3581 148 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3581 40859 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3581 -6573 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3582 -7607 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3582 112 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3583 3509 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3583 -3096 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3584 -67 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3585 46693 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3585 104 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3586 -9112 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3586, 1_Testes_ARID4B::1::3587, 1_Testes_ARID4B::1::3588196, 67684, 69668 in gene, downstream, downstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3587, 1_Testes_ARID4B::1::3588415, 2399 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3587, 1_Testes_ARID4B::1::358817679, 15695 downstream, downstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3589, 1_Testes_ARID4B::1::3590422, 17542 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3591 5299 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3592 340 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3593 119 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3593 -3959 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3594 93 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3594, 1_Testes_ARID4B::1::3595119160, 408 downstream, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3595 -480 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3595 120539 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3596 586 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3596 -2029 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3597 109 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3597 -166 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3598 -272 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3598 162 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3599 -7015 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3599 388 in gene 1 32.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3599 7148 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3599 -7472 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3600 294 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3601 -377 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3601 16 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3602 129 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3603 162 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3603 67965 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3604 33032 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3604 20214 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3605 255 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3605 -7007 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3605 -9923 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3606 327 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3607 119 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3608 200 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3609 496 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3610, 1_Testes_ARID4B::1::3611214, -506 in gene, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3612 182 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3613 234 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3613 -434 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3614 -5973 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3614 83 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3615 160 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3616 -33 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3617 69 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3618 39660 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3618 -248 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3618, 1_Testes_ARID4B::1::361989, 22425 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3619 38 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3619 171 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3620 38746 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3621 -2779 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3621 30 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3622 211 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3623 273132 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3623 1722 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3624 99 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3625 11 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3626 257 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3627 356 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3628 9062 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3629 -249 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3629 213 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3630 -21 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3631 204 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3631 -362 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3631 12964 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3632 771 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3632 171 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3633 340 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3634 79366 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3634 148 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3634 -955 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3634 -3466 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3634 9891 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3635, 1_Testes_ARID4B::1::3636-1027, 69421 upstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3637 113562 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3637 -91 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3637 83 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3638, 1_Testes_ARID4B::1::3639246, -5898 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3638, 1_Testes_ARID4B::1::3639235, -5909 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3638, 1_Testes_ARID4B::1::363913011, 6867 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3640 431 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3641 -516 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3641 416 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3642 17388 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3642 15220 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3643 -4582 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3643 620 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3643 -7556 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3644 156 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3645 108 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3646 554 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3647 152 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3648 484 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3649 468 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3650 -10228 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3650 151 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3651 552 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3652 118 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3652 -399 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3653 1278 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3654 -815 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3655 129 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3657, 1_Testes_ARID4B::1::36581096, -808 in gene, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3659 590 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3660 629 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3661 -163 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3662 895 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3663 166 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3663 -4534 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3663 -299 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3664 43867 downstream 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3664 6031 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3664 143 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3665 103 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3666 -20 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3666 -64 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3667, 1_Testes_ARID4B::1::3668, 1_Testes_ARID4B::1::3669-3453, 179, 1107 upstream, in gene, in gene 1 17.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3670 60 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3671 2873 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3672 11631 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3672 1180 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3673 8761 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3673 256 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3674 76 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3675 417 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3676 107 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3676, 1_Testes_ARID4B::1::367759824, 176 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3677 570 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3678 148 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3679 294 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3680 173 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3681 205 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3681 10337 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3682, 1_Testes_ARID4B::1::368312007, 24311 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3683 316 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3684 232 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3685 16 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3686 463 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3686 11884 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3687 1166 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3688 1220 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3688 -1763 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3689 -4147 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3689, 1_Testes_ARID4B::1::3690192, 7552 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3691, 1_Testes_ARID4B::1::3692, 1_Testes_ARID4B::1::3693203, 36651, 38208 in gene, in gene, in gene 1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3694 238 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3695, 1_Testes_ARID4B::1::36962130, 514 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3697 324 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3698 21640 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3698, 1_Testes_ARID4B::1::3699216, -10024 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3698, 1_Testes_ARID4B::1::369918590, 8350 downstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3700 52683 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3700 215 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3701 468 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3702 168 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3703 -174 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3703 -155 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3704, 1_Testes_ARID4B::1::3705, 1_Testes_ARID4B::1::370686003, 84979, 1875 in gene, in gene, in gene 1 23.000 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3707 843 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3707 338 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3708 116 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3709 412 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3710 -10731 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3710 268 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3711 -10119 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3711 424 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3712 222 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3713 362 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3714 458 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3715 247 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3716 128 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3716 58799 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3717 96 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3717 37187 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3718 51280 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3718 -7421 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3718 301 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3718 8230 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3719 146 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3720 243 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3720, 1_Testes_ARID4B::1::372146509, 253 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3721 253 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3722 -198 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3722 231 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3722, 1_Testes_ARID4B::1::372335856, 272 downstream, in gene 1 42.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3723 -362 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3724, 1_Testes_ARID4B::1::3725153, 115689 in gene, downstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3725 368 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3725 -137 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3725 -10066 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3726 -10324 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3726 452 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3727 -562 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3727, 1_Testes_ARID4B::1::3728279, 107671 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3728 -467 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3729 -257 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3729, 1_Testes_ARID4B::1::373099, 23155 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3730 -287 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3730 -5163 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3730 110 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3730 23846 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3731 99 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3731, 1_Testes_ARID4B::1::373272289, 321 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3732 -8111 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3733 118 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3734 -202 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3734, 1_Testes_ARID4B::1::373574813, 317 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3735 134 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3736 182 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3737, 1_Testes_ARID4B::1::37385849, 185 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3737, 1_Testes_ARID4B::1::3738402, 6066 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3739 146 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3740 515 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3741, 1_Testes_ARID4B::1::37421267, 101555 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3742 189 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3743 620 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3744, 1_Testes_ARID4B::1::3745247, 86023 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3745 610 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3746 190 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3746, 1_Testes_ARID4B::1::3747-7870, 31458 upstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3747 200 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3748 172 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3749 30007 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3749, 1_Testes_ARID4B::1::375016, 37280 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3750 117 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3751 238 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3752 149 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3752 -65 upstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3753 215 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3753 78 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3754 403 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3755 478 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3755 -3554 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3756 2825 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3756 14454 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3757 -12 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3758 405 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3758 12342 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3759, 1_Testes_ARID4B::1::3760100, 11460 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3760 75 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3761 -2669 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3761 -5 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3761 -79 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3762 -6474 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3762 187 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3762 18673 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3763, 1_Testes_ARID4B::1::376410210, 11170 downstream, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3763, 1_Testes_ARID4B::1::3764-4362, -5322 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3763, 1_Testes_ARID4B::1::3764700, -260 in gene, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3763, 1_Testes_ARID4B::1::376423, 983 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3763, 1_Testes_ARID4B::1::3764, 1_Testes_ARID4B::1::376524812, 23852, 748 downstream, downstream, in gene1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3766 88 in gene 1 37.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3767 342 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3767 48 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3768 727 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3769 315 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3770 254 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3770, 1_Testes_ARID4B::1::377138895, 143 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3772 77 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3773 67 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3774 419 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3775 -408 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3776 12025 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3776, 1_Testes_ARID4B::1::3777211, 100659 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3777 144 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3778 550 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3779 95 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3780 -57 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3780 138 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3780 -2221 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3781 306 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3782 217 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3783 -86 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3783, 1_Testes_ARID4B::1::3784315, 11238 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3785, 1_Testes_ARID4B::1::3786-19, 861 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3787 -59 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3788 248 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3789 845 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3789 -1448 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3790 81 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3791 436 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3793 598 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3793, 1_Testes_ARID4B::1::379423915, 11 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3794 -254 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3795 675 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3796 34 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3797 15060 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3797 439 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3798 362 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3799 119 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3800 133 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3801 20414 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3801, 1_Testes_ARID4B::1::3802139, 21851 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3802 66 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3803 107 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3804 56477 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3805 -523 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3806, 1_Testes_ARID4B::1::380744256, 46368 in gene, in gene 1 37.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3808 112 in gene 1 36.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3809 -6006 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3809 808 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3809 -870 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3810, 1_Testes_ARID4B::1::38111286, -426 in gene, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3810, 1_Testes_ARID4B::1::3811-1493, 219 upstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3812, 1_Testes_ARID4B::1::3813-59, 17269 upstream, downstream 1 38.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3813 146 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3813 -227 upstream 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3814, 1_Testes_ARID4B::1::3815154, 52250 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3815 28 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3815, 1_Testes_ARID4B::1::381654243, 131 downstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3817 1608 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3817 -6495 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3818, 1_Testes_ARID4B::1::38198367, -220 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3818, 1_Testes_ARID4B::1::3819-10914, -2327 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3820 612 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3821 360 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3821 -8447 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3822 55 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3823 401 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3823 15045 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3824 45684 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3824 -4 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3824 477 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3825, 1_Testes_ARID4B::1::3826226, -382 in gene, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3827 1194 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3827, 1_Testes_ARID4B::1::3828-2853, 23419 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3828 167 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3829 117 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3829 3376 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3829 10605 downstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3830, 1_Testes_ARID4B::1::3831344, -8904 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3830, 1_Testes_ARID4B::1::3831, 1_Testes_ARID4B::1::3832-9014, 234, 13514 upstream, in gene, downstream1 23.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3831, 1_Testes_ARID4B::1::383213380, 100 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3832 4618 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3833 -232 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3834 20 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3835 275 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3836 857 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3837 191 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3838 159 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3838 4376 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3838 20021 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3839 1417 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3840 44900 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3840 17 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3841 241 in gene 1 39.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3842 442 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3843 142 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3844 88 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3845 2867 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3845 -812 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3846 310 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3846 -458 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3847 -313 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3848 178 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3849 257 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3850 212 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3851 402 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3852 247 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3853 213 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3854 395 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3856, 1_Testes_ARID4B::1::3857458, 19034 in gene, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3857 102 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3858 382 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3859 150 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3860 -67 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3861 90611 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3861 987 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3862 182 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3862 583 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3862 53051 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3863 80 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3864 19250 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3864 140 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3864 41533 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3865 -778 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3865 88 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3866 306 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3867 272 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3868, 1_Testes_ARID4B::1::3869-716, 676 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3870 54899 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3870 561 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3871 -935 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3872 230 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3873 9706 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3874 417 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3875 49331 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3875 -105 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3877 -7322 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3877 261 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3878 679 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3878 387 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3879, 1_Testes_ARID4B::1::38801134, 110 in gene, in gene 1 29.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3881 879 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3882 101 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3883, 1_Testes_ARID4B::1::3884111, -566 in gene, upstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3883, 1_Testes_ARID4B::1::3884-670, 7 upstream, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3885 579 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3886 159 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3887 68 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3887 -243 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3888 -311 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3888 124 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3889, 1_Testes_ARID4B::1::3890403157, 85 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3889 -1966 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3891 59 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3892 397 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3893 1047 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3894 412 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3894 -349 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3895 238 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3896 324 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3896 -525 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3897 -962 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3898 28466 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3899 21 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3900 165 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3901 935 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3902 192 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3903 153 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3904 145 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3905 9 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3906 1350 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3906 -383 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3907, 1_Testes_ARID4B::1::3908-7177, -84 upstream, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3909 305 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3910 355 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3911 602980 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3911 430398 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3912 398 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3913 -614 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3913, 1_Testes_ARID4B::1::3914212, 39396 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3913 -4588 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3913 -4718 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3914 374 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3915 116 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3915 -4257 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3916 -310 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3917 313 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3918 255 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3920 223 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3920 -736 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3921 195 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3922 512 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3923 -305 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3925 161 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3927 919 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3928 3871 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3929 -537 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3930 140 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3930 -3670 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3930 -1841 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3931 -306 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3932 1044 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3933 246 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3934 -1503 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3935 463 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3936 399 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3937 10600 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3937 51 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3937 -170 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3938 731 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3939 484 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3940 3959 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3940, 1_Testes_ARID4B::1::3941-7233, 12447 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3941, 1_Testes_ARID4B::1::3942124, 15324 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3942 63 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3943 -3776 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3943 29 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3944 -3418 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3944 421 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3945 11756 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3946 417 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3946 15240 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3947, 1_Testes_ARID4B::1::394820772, 308 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3949, 1_Testes_ARID4B::1::3950, 1_Testes_ARID4B::1::3951-683, 437, 4234 upstream, in gene, in gene 1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3949, 1_Testes_ARID4B::1::3950, 1_Testes_ARID4B::1::39514670, 3550, -247 downstream, downstream, upstream1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3949, 1_Testes_ARID4B::1::3950, 1_Testes_ARID4B::1::3951, 1_Testes_ARID4B::1::395216567, 15447, 11650, -5929downstream, downstream, downstream, upstream1 25.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3952 -1281 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3952 492 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3953 5009 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3954 238 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3955 -566 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3956 124908 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3956 2643 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3956 11247 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3957, 1_Testes_ARID4B::1::395812955, 18779 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3957, 1_Testes_ARID4B::1::3958275, 6099 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3957, 1_Testes_ARID4B::1::3958-5465, 359 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3959 11152 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3959 255 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3959 -1107 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3960 344 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3960 3674 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3960, 1_Testes_ARID4B::1::396114055, -41 downstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3962 1151 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3962 6289 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3963 188 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3963 -10 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3963 12170 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3964 835 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3964 504 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3964 10282 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3965 11913 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3965 -373 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3965 -6240 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3966 572 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3967 146 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3968, 1_Testes_ARID4B::1::3969, 1_Testes_ARID4B::1::3970232, -8616, -9320 in gene, upstream, upstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3968, 1_Testes_ARID4B::1::3969, 1_Testes_ARID4B::1::3970-9209, -361, 343 upstream, upstream, in gene1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3971 438 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3972 282 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3973 22020 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3974 9820 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3974 7189 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3975 11463 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3975 -790 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3976 423 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3976 44132 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3977 362 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3978 14743 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3978 69 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3978, 1_Testes_ARID4B::1::397918499, 387 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3979 5274 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3979 -5379 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3980 1236 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3980 -9146 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3981 366 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3982 49153 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3982 238 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3983 341 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3984, 1_Testes_ARID4B::1::3985394, -4150 in gene, upstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3984, 1_Testes_ARID4B::1::3985-4578, -34 upstream, upstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3986, 1_Testes_ARID4B::1::3987, 1_Testes_ARID4B::1::3988-3030, 5690, 8554 upstream, in gene, in gene 1 23.333 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::3988 45014 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3989 69 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3989 -172 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3989 12501 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3990 -8168 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3990 -227 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3990 92 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3990 41858 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3991 7211 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3991 170 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3992 639 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3993 631 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3994 10650 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3994 -321 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3994 62295 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3995 177 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3996 372 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3996 556 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3996 -833 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3997 7105 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3997 1739 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3998 34675 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3998 5880 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3998 451 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3998 -9776 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3999 26413 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3999 169 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::3999 12016 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4000 -433 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4000 261 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4001 274 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4002 279 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4003 46 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4004 120995 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4005 149 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4006 254 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4007, 1_Testes_ARID4B::1::4008, 1_Testes_ARID4B::1::4009143, 45146, 45775 in gene, in gene, in gene 1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4010 94 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4011 99 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4011 -214 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4012 716 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4012 -921 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4013 129 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4014 390 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4015 451 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4016 202 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4017 581 in gene 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4018 36 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4019 28706 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4020 1091 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4021 395 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4021, 1_Testes_ARID4B::1::402218507, 203 downstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4022 6055 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4022 -333 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4023 54652 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4023, 1_Testes_ARID4B::1::4024824, 54360 in gene, downstream 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4024 -164 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4024 370 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4025 694 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4026 336 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4027 212 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4028 8096 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4028 118 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4028, 1_Testes_ARID4B::1::402929411, 483 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4029, 1_Testes_ARID4B::1::403046425, -679 downstream, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4030 678 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4031 280 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4032 475 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4032 150 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4033 323 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4034 337 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4034 -403 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4035 446 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4035 -2896 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4036 214 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4037 -1102 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4037 58018 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4038 222 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4039 341 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4040 -29 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4040 -6412 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4041 16784 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4041 34 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4041 8098 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4042 19778 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4042, 1_Testes_ARID4B::1::4043199, 62770 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4043 135 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4044 166 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4045 376 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4046 1160 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4046 12 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4047 423 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4048 357 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4049 342 in gene 1 47.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4050 -306 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4050 263 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4051 1292 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4052 304 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4053 19579 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4053 0 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4054 341 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4054, 1_Testes_ARID4B::1::405549944, 472 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4056 371 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4057 175 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4058 175 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4059 258 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4060, 1_Testes_ARID4B::1::4061104, 29144 in gene, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4061, 1_Testes_ARID4B::1::4062322, 18983 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4062 306 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4063 115 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4064 1034 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4065 -289 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4066 343 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4067 51 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4068 275 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 37 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 8084 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 7949 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 7816 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 7688 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 7579 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4069 -177 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4070 436 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4071 14002 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4072 1502 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4073 -8567 upstream 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4073 324 in gene 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4073 -5667 upstream 1 57.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4074 196 in gene 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4075 1081 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4076 197 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4077 468 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4078 -377 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4078 112 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4079 252 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4079 -465 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4080 125 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4081, 1_Testes_ARID4B::1::4082-87, -551 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4081, 1_Testes_ARID4B::1::4082-7, 457 upstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4083 21 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4084 624 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4085 -18 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4086 -690 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4086 601 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4086 -2475 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4087 38 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4088 1713 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4088 1483 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4089 525 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4090 607 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4091 542 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4091 -636 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4092 17 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4093 308 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4093 -799 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4094, 1_Testes_ARID4B::1::40953255, 231 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4096 520 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4096 -731 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4097 80 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4098 529 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4098 -856 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4099 284 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4100, 1_Testes_ARID4B::1::4101166, 13766 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4101 112 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4102 866 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4103 -487 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4103 404 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4103 21183 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4104 177 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4106 -325 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4106 166 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4107, 1_Testes_ARID4B::1::410887, -6265 in gene, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4107, 1_Testes_ARID4B::1::4108, 1_Testes_ARID4B::1::4109-6158, 194, 49234 upstream, in gene, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4109 -298 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4110 74 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4110 313 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4111 127 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4112 374 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4113 159 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4113 -223 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4114 128 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4115 -507 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4115 24 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4116 378 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4117 64 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4118 100 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4119 234 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4120 396 in gene 1 18.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4121 382 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4122 547 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4123 140 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4124 87 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4125 -218 upstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4125, 1_Testes_ARID4B::1::412663123, 243 downstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4127 163 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4127 64815 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4128 114 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4128 -238 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4129 559 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4130 58 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4131 36 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4132 81 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4133 -299 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4134 202 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4134 -814 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4135 232 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4136 -2677 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4136 -12 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4137 321 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4138 7435 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4139 25 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4140 291 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4141 18 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4142 29 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4143 387 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4144 92 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4145, 1_Testes_ARID4B::1::4146615, 2215 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4147 -491 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4148 181 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4148 -4117 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4149 41967 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4149 321 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4150, 1_Testes_ARID4B::1::4151842, 48138 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4151 187 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4151 -289 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4152 641 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4153 371 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4154 -200 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4155 126 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4155 -142 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4156 366 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4157 -12 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4158 177 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4158 85 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4158 9704 downstream 1 30.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4159 -307 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4159 252 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4159 -197 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4160 349 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4161 318 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4161 -3542 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4162 22498 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4162 108 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4163 405 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4164 144 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4164 -444 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4165 5363 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4165 19621 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4166 1159 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4166 -1426 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4167 -147 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4167 9499 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4167 17478 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4168 467 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4168 -4723 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4169 667 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4169 10461 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4170 264 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4171 115049 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4171, 1_Testes_ARID4B::1::4172, 1_Testes_ARID4B::1::4173226, 43554, 44754 in gene, in gene, in gene 1 18.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4172, 1_Testes_ARID4B::1::41733598, 2398 downstream, downstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4174, 1_Testes_ARID4B::1::417512366, 16744 downstream, downstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4174, 1_Testes_ARID4B::1::41753996, -382 in gene, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4175, 1_Testes_ARID4B::1::417638813, 311 downstream, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4176 -362 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4176, 1_Testes_ARID4B::1::417716592, -80 downstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4177 209 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4177 5550 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4177 -8560 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4178, 1_Testes_ARID4B::1::4179385, 24369 in gene, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4179 -2752 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4179 141 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4179 12555 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4179 -7612 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4180 86 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4181 381 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4182 11793 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4183 539 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4185 6152 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4185 1488 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4186 -3618 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4186 241 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4187 109 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4187, 1_Testes_ARID4B::1::4188, 1_Testes_ARID4B::1::418930892, 348, -6372 downstream, in gene, upstream1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4188, 1_Testes_ARID4B::1::4189-758, 5962 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4188, 1_Testes_ARID4B::1::4189-6561, 159 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4190 204 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4191 209 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4192 23280 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4192 155 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4193 395 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4194 796 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4195 -309 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4195 273 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4196 279 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4197, 1_Testes_ARID4B::1::4198-525, 371 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4199 18031 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4199 28784 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4200 -329 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4201 228 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4202 -409 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4203 271 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4203 -565 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4204, 1_Testes_ARID4B::1::42052049, -319 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4204, 1_Testes_ARID4B::1::4205-8208, -5840 upstream, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4206 238 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4207 455 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4208 302 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4209 -316 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4209 31 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4210 87 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4211 191075 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4211, 1_Testes_ARID4B::1::421217, 83068 in gene, downstream 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4212 357 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4213 243 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4214 -1485 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4214 -601 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4215 518 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4216 2203 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4217 123 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4217 -121 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4217, 1_Testes_ARID4B::1::421863003, 219 downstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4219 517 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4220, 1_Testes_ARID4B::1::42211720, 973 in gene, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4222 -8087 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4223 227 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4224 149 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4225 231 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4226 276 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4227 45125 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4227 467 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4228 494 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4229 95 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4229 5046 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4229 -5401 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4230 140521 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4231, 1_Testes_ARID4B::1::4232-20, 101756 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4233 1007 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4234 227 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4235 818 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4236 -128 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4237 1079 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4237 -1404 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4238 9647 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4239 144123 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4240 738 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4241 956 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4242 144 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4243 -106 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4244 247 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4245, 1_Testes_ARID4B::1::4246302, -594 in gene, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4247 409 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4248 103 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4248, 1_Testes_ARID4B::1::424936246, 134 downstream, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4250, 1_Testes_ARID4B::1::4251405, 108693 in gene, downstream 1 49.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4251 119 in gene 1 56.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4252 34 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4253 220 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4254 1247 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4255 220 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4256 166 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4257 -485 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4258 28304 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4259 -105 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4260 156 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4260, 1_Testes_ARID4B::1::426146607, 95 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4261 9502 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4262 92 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4263 -2414 upstream 1 59.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4263 1438 in gene 1 59.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4264 196617 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4265 30 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4266 78 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4267 242 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4268 -194 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4268 -188 upstream 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4269 225 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4270 537 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4271 386 in gene 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4272 194 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4273 88 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4273 -9133 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4273 2377 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4274 151192 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4274 57 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4275, 1_Testes_ARID4B::1::4276-517, -5445 upstream, upstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4275, 1_Testes_ARID4B::1::4276351, 5279 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4277 388 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4278 509 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4279 379 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4280 66 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4282, 1_Testes_ARID4B::1::4283-558, 818 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4284 -546 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4284 282 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4285 53669 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4285 248 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4286 246 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4287 1325 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4287 19438 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4288 386 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4288, 1_Testes_ARID4B::1::428983554, 130 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4290 40306 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4290 -196 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4291 60767 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4292 13354 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4292 175 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4293 160 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4294 557 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4295, 1_Testes_ARID4B::1::4296237, -8483 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4295, 1_Testes_ARID4B::1::42967756, -964 downstream, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4296, 1_Testes_ARID4B::1::4297-10291, -19 upstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4298 215 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4299 150 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4300 252 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4302 930 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4302, 1_Testes_ARID4B::1::4303-1321, 16455 upstream, downstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4303 269 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4304 284 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4305 74 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4306 -2727 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4307 -217 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4308 462 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4309 -1202 upstream 1 30.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4309 807 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4310 -5640 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4310 -262 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4311 -1913 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4311 129 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4312 687 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4312 24410 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4313 294 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4313 129 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4314 118086 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4314 -1113 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4314 140 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4315, 1_Testes_ARID4B::1::431680, 76731 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4316 -217 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4317 -3267 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4317 2179 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4317 4960 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4318 6970 downstream 1 75.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4318 260 in gene 1 75.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4318 -1298 upstream 1 75.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4318 -24 upstream 1 75.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4318, 1_Testes_ARID4B::1::431926752, 166 downstream, in gene 1 46.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4320 12275 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4321 -62 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4322 518 in gene 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4323 -3788 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4323 65 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4323 4739 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4323 27735 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4324 130 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4324 45259 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4325 901 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4326 -241 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4326 167 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4327 9091 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4327 159 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4327 20311 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4328 167 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4329 -5573 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4329 274 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4329 22633 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4330 -396 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4330, 1_Testes_ARID4B::1::4331205, 12077 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4331 -10449 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4332, 1_Testes_ARID4B::1::4333897, 17 in gene, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4332, 1_Testes_ARID4B::1::4333, 1_Testes_ARID4B::1::433426907, 26027, 235 downstream, downstream, in gene1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4334, 1_Testes_ARID4B::1::4335, 1_Testes_ARID4B::1::433695233, 65, -6623 downstream, in gene, upstream1 31.333 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4335, 1_Testes_ARID4B::1::43366964, 276 downstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4335, 1_Testes_ARID4B::1::4336-7228, -540 upstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4337, 1_Testes_ARID4B::1::4338-655, -1423 upstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4337, 1_Testes_ARID4B::1::4338-264, 504 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4339 21634 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4340 125 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4341 191 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4342 180 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4343 349 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4344 6135 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4345 13 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4345 26709 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4346 143 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4348 445 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4349 139 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4350, 1_Testes_ARID4B::1::4351, 1_Testes_ARID4B::1::4352272723, 19048, -2520 in gene, in gene, upstream 1 27.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4350 274 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4353 107 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4354 -8598 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4354, 1_Testes_ARID4B::1::4355203, 12523 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4355 103 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4357 1010 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4358 -7470 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4358, 1_Testes_ARID4B::1::4359325, 14149 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4359 -13 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4360 60426 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4360, 1_Testes_ARID4B::1::4361-245, 47755 upstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4361 426 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4361 -455 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4361 11867 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4362 389 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4362 -520 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4363 -1111 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4363 75 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4365 22477 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4365 208 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4366 39483 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4366, 1_Testes_ARID4B::1::43671395, 7539 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4366, 1_Testes_ARID4B::1::4367, 1_Testes_ARID4B::1::4368, 1_Testes_ARID4B::1::4369-5909, 235, 34859, 44987upstream, in gene, in gene, downstream1 27.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4368, 1_Testes_ARID4B::1::4369-9187, 941 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4369 14397 downstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4370 134 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4371 31 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4371 -6117 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4372 34678 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4372 231 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4372 3727 downstream 1 41.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4372 -2127 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4373 134 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4373, 1_Testes_ARID4B::1::437439013, -219 downstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4375 -126 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4376 717 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4376, 1_Testes_ARID4B::1::437717877, -203 downstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4377 77 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4378 923 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4379, 1_Testes_ARID4B::1::4380, 1_Testes_ARID4B::1::4381, 1_Testes_ARID4B::1::4382-727, 345, 67033, 74761upstream, in gene, in gene, downstream1 21.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4381, 1_Testes_ARID4B::1::4382-7480, 248 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4383 73490 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4384 276 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4385 209 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4386 -801 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4386 513 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4387 -470 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4387 157 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4388 202 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4388 -858 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4389 227 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4389 28838 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4390 -232 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4390 173 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4390 13377 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4391 287 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4391 24358 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4392 383 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4393 321 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4394 39691 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4394 26 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4395 266 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4396 80 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4397 113 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4398 -5354 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4398 161 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4399, 1_Testes_ARID4B::1::4400-4772, -6660 upstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4399, 1_Testes_ARID4B::1::4400-1483, 405 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4399, 1_Testes_ARID4B::1::4400, 1_Testes_ARID4B::1::4401, 1_Testes_ARID4B::1::4402155025, 153137, 26801, 273downstream, downstream, in gene, in gene1 25.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4402 1965 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4403 256 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4403 8589 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4403 49549 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4404, 1_Testes_ARID4B::1::440516342, 438 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4405 8374 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4405 7214 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4405 7667 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4405, 1_Testes_ARID4B::1::440677134, 222 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

Page 442 of 1163



1_Testes_ARID4B::1::4407 177 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4408 216 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4409, 1_Testes_ARID4B::1::4410219, -2037 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4409, 1_Testes_ARID4B::1::4410-2119, 137 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4411 93290 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4411 210 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4411 24835 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4412 344 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4413 247 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4414 38065 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4414, 1_Testes_ARID4B::1::4415, 1_Testes_ARID4B::1::4416, 1_Testes_ARID4B::1::4417654, 27150, 50766, 54398in gene, in gene, in gene, in gene1 26.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4418 119 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4419, 1_Testes_ARID4B::1::4420446, 10158 in gene, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4420 12111 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4421 94 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4422 171 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4422 -7534 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4423, 1_Testes_ARID4B::1::4424327, 9831 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4423, 1_Testes_ARID4B::1::4424-9301, 203 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4425 -185 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4425, 1_Testes_ARID4B::1::4426, 1_Testes_ARID4B::1::442780779, 763, -768 downstream, in gene, upstream1 33.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4429 55 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4429 32928 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4430 -7041 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4430, 1_Testes_ARID4B::1::4431151, -5833 in gene, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4430, 1_Testes_ARID4B::1::44311677, 7661 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4430, 1_Testes_ARID4B::1::44318666, 2682 downstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4432 70 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4433 224 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4434 635 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4434 17414 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4435 194 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4436 196 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4437 -415 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4438, 1_Testes_ARID4B::1::4439196, -9212 in gene, upstream 1 40.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4438, 1_Testes_ARID4B::1::4439, 1_Testes_ARID4B::1::4440-8905, 503, 7543 upstream, in gene, downstream1 35.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4439, 1_Testes_ARID4B::1::4440-6852, 188 upstream, in gene 1 41.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4441 152 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4442 270 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4443 612 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4444 25460 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4444, 1_Testes_ARID4B::1::4445138, 25834 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4445, 1_Testes_ARID4B::1::4446, 1_Testes_ARID4B::1::4447107, 17371, 25931 in gene, downstream, downstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4446, 1_Testes_ARID4B::1::4447-1341, 7219 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4446, 1_Testes_ARID4B::1::44478770, 210 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4447 14860 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4448 369 in gene 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4449 187 in gene 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4450 82 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4451 150 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4452 4619 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4453 352 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4454, 1_Testes_ARID4B::1::4455287, 863 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4456 14755 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4457 799 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4458 167 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4459 333 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4460 138 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4461 -7075 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4462, 1_Testes_ARID4B::1::4463189, 1757 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4464 70675 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4464, 1_Testes_ARID4B::1::4465138, 64522 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4466 281 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4467, 1_Testes_ARID4B::1::4468195, 51411 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4469, 1_Testes_ARID4B::1::447080, 223952 in gene, downstream 1 40.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4470 781 in gene 1 46.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4471 120 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4472 730 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4473 148 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4474 379 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4475 6072 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4475 279 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4476 -214 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4476, 1_Testes_ARID4B::1::447737929, 297 downstream, in gene 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4478 157 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4479 -244 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4479 200 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4480 44620 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4481, 1_Testes_ARID4B::1::448217745, 257 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4482, 1_Testes_ARID4B::1::448318057, 233 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4483 -10233 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4484, 1_Testes_ARID4B::1::4485532, -8460 in gene, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4484, 1_Testes_ARID4B::1::4485-8658, 334 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4486, 1_Testes_ARID4B::1::4487187, 7323 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4488 -8615 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4488 47 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4489, 1_Testes_ARID4B::1::4490, 1_Testes_ARID4B::1::44912213, 805, -7835 in gene, in gene, upstream 1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4489, 1_Testes_ARID4B::1::4490, 1_Testes_ARID4B::1::4491203, 1611, 10251 in gene, downstream, downstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4489, 1_Testes_ARID4B::1::4490, 1_Testes_ARID4B::1::4491-9778, -8370, 270 upstream, upstream, in gene1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4492 6340 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4493 -7959 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4493 -2758 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4493, 1_Testes_ARID4B::1::449437523, 563 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4495 171 in gene 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4496 -140 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4496 -2828 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4497 152 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4498 80 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4498 -74 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4499 41 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4500, 1_Testes_ARID4B::1::450150757, 469 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4502 618 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4503 869 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4504 -4352 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4506 -7133 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4507 -4552 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4507 433 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4508 160 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4508 42794 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4509, 1_Testes_ARID4B::1::4510110106, 115450 downstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4509, 1_Testes_ARID4B::1::4510, 1_Testes_ARID4B::1::4511261, 5605, 33349 in gene, in gene, downstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4511 263 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4512 436 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4513 68 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4513 -4409 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4514 96 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4515 211 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4515, 1_Testes_ARID4B::1::4516141202, 338 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4517 407 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4518 -106 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4518 -85 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4519 347 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4520 382 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4521 479 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4522 337 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4523 288020 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4524 -155 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4524 13 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4525 11553 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4526 142 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4526, 1_Testes_ARID4B::1::452713473, 225 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4527, 1_Testes_ARID4B::1::4528, 1_Testes_ARID4B::1::4529, 1_Testes_ARID4B::1::4530, 1_Testes_ARID4B::1::4531804040, 753448, 257032, 191432, -568downstream, in gene, in gene, in gene, upstream1 24.000 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4531 303 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4532, 1_Testes_ARID4B::1::4533-8, 55016 upstream, downstream 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4533, 1_Testes_ARID4B::1::4534, 1_Testes_ARID4B::1::4535250, -5862, -6950 in gene, upstream, upstream1 34.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4533, 1_Testes_ARID4B::1::4534, 1_Testes_ARID4B::1::45357443, 1331, 243 downstream, in gene, in gene1 34.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4536, 1_Testes_ARID4B::1::4537373, 18533 in gene, downstream 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4536, 1_Testes_ARID4B::1::453718407, 247 downstream, in gene 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4537, 1_Testes_ARID4B::1::453811066, -870 downstream, upstream 1 39.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4538 33 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4539 29489 downstream 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4539 9865 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4539, 1_Testes_ARID4B::1::4540, 1_Testes_ARID4B::1::4541, 1_Testes_ARID4B::1::454225999, 20847, 13071, 47in gene, in gene, in gene, in gene1 19.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4542 5404 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4542 -6707 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4543 -324 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4544 9030 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4544, 1_Testes_ARID4B::1::45458270, -6034 downstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4545 482 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4545, 1_Testes_ARID4B::1::454620929, -7359 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4546 106 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4547 782 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4548 -7156 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4548 395 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4548, 1_Testes_ARID4B::1::454917449, 233 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4549, 1_Testes_ARID4B::1::4550-713, 36663 upstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4550 421 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4550 13820 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4551, 1_Testes_ARID4B::1::455218044, 18652 downstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4551, 1_Testes_ARID4B::1::4552268, -340 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4552, 1_Testes_ARID4B::1::4553-9689, 407 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4554 1241 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4554 735 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4554 -1282 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4555, 1_Testes_ARID4B::1::4556389, 3749 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4555, 1_Testes_ARID4B::1::4556-2821, 539 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4557 -423 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4557, 1_Testes_ARID4B::1::4558143, 64303 in gene, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4558, 1_Testes_ARID4B::1::455971655, 583 downstream, in gene 1 40.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4559 -9730 upstream 1 58.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4560 178 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4560 111247 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4561 959 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4562, 1_Testes_ARID4B::1::456328155, 29979 downstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4562, 1_Testes_ARID4B::1::4563360, -1464 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4562, 1_Testes_ARID4B::1::4563, 1_Testes_ARID4B::1::456416230, 14406, 454 downstream, in gene, in gene1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4565, 1_Testes_ARID4B::1::4566527, 10858 in gene, downstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4565, 1_Testes_ARID4B::1::4566-9946, 385 upstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4567 186 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4567 -280 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4567, 1_Testes_ARID4B::1::456813649, -9855 downstream, upstream 1 35.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4568 1458 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4568 -6756 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4569, 1_Testes_ARID4B::1::457094, 9054 in gene, downstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4569, 1_Testes_ARID4B::1::4570, 1_Testes_ARID4B::1::4571-8777, 183, 19159 upstream, in gene, downstream1 32.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4571 379 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4571, 1_Testes_ARID4B::1::4572-8032, 8224 upstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4572, 1_Testes_ARID4B::1::4573, 1_Testes_ARID4B::1::4574492, 12076, 22156 in gene, downstream, downstream1 27.000 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4573, 1_Testes_ARID4B::1::45743865, -6215 in gene, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4573, 1_Testes_ARID4B::1::45749952, -128 downstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4573, 1_Testes_ARID4B::1::4574, 1_Testes_ARID4B::1::4575-10079, 1, 22497 upstream, in gene, downstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4575 -302 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4575 189 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4576 9 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4577 294 in gene 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4577 -530 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4579, 1_Testes_ARID4B::1::458040264, 288 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4580 3618 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4580 -6084 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4581 -6370 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4581 -55 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4581 -1098 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4582, 1_Testes_ARID4B::1::4583, 1_Testes_ARID4B::1::4584-2760, -1656, -472 upstream, upstream, upstream1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4585 165 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4585 -221 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4586 198 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4587 473 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4588 1096 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4589 69 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4590 284 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4590 -418 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4591 307 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4592 -6 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4593 287 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4594 656 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4594 -134 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4595 338 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4596 378 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4597 253 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4598 -809 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4598, 1_Testes_ARID4B::1::4599442, 1475034 in gene, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4600 302 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4600 531 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4601 533 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4602, 1_Testes_ARID4B::1::4603125, -1747 in gene, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4602, 1_Testes_ARID4B::1::4603-243, 1629 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4604 -271 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4604 195 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4607 187 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4607 -9775 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4607 -1404 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4608 173 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4608 -4256 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4609 155 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4610, 1_Testes_ARID4B::1::4611293, 64498 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4611 125 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4612 3268 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4613 23421 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4613 3903 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4613 -5916 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4614 -7277 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4614 -4666 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4614, 1_Testes_ARID4B::1::4615335, 22543 in gene, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4616, 1_Testes_ARID4B::1::4617123, -9365 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4616, 1_Testes_ARID4B::1::46174561, -4927 downstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4616, 1_Testes_ARID4B::1::4617, 1_Testes_ARID4B::1::4618-9406, 82, 15874 upstream, in gene, downstream1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4617, 1_Testes_ARID4B::1::4618-5282, 10510 upstream, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4617, 1_Testes_ARID4B::1::461815170, -622 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4619 520 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4620 121 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4621 -302 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4621 -31 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4622, 1_Testes_ARID4B::1::4623703, -609 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4622, 1_Testes_ARID4B::1::4623-1717, -405 upstream, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4624 46 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4625 -2744 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4626 -437 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4627 -20 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4628 1088 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4629 -197 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4630 230 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4630 -305 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4631 390 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4632 -192 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4632 230 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4633 -508 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4633 166 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4634 203 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4634 246 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4635, 1_Testes_ARID4B::1::4636173, 19133 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4636 170 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4637, 1_Testes_ARID4B::1::4638-84, 55036 upstream, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4637 -948 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4638 145 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4639, 1_Testes_ARID4B::1::464019084, 25548 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4639, 1_Testes_ARID4B::1::4640-148, -6612 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4639, 1_Testes_ARID4B::1::4640-5850, 614 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4640 -7495 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4641 21884 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4641 399 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4641 15746 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4642 -7293 upstream 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4642 7128 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4642 1871 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4642, 1_Testes_ARID4B::1::464320113, 385 downstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4644, 1_Testes_ARID4B::1::4645-6, 618 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4645 -10170 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4646 -4598 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4646 165 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4646 -1869 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4647 113 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4647, 1_Testes_ARID4B::1::464883546, -118 downstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4648 -322 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4649, 1_Testes_ARID4B::1::4650-77, -3373 upstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4649, 1_Testes_ARID4B::1::4650-3224, 72 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4651 221 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4652 26 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4652, 1_Testes_ARID4B::1::465368630, 118 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4653 -9609 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4654, 1_Testes_ARID4B::1::4655-384, 576 upstream, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4656 364 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4657 18 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4657 5544 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4657 -5859 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4659 1423 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4660 208 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4663 210 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4664 254 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4665 1392 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4665 172072 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4666 1012 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4666, 1_Testes_ARID4B::1::4667-10197, 38971 upstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4667 90 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4668 187 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4669 47896 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4669, 1_Testes_ARID4B::1::4670-34, 63086 upstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4670 314 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4670 23348 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4671 147156 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4671 -7019 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4672 248 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4673 -3556 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4673 2915 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4674 62 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4674 13755 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4674 -8052 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4675, 1_Testes_ARID4B::1::46765126, 454 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4677 23020 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4678 135688 downstream 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4678 249 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4679 59 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4680 18687 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4680 413 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4680 -716 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4680, 1_Testes_ARID4B::1::4681102354, 55794 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4682 375 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4683 578 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4683, 1_Testes_ARID4B::1::468434473, 57 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4686 304 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4687 113 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4687 -1710 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4688 345 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4688 3676 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4689 173 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4690 459 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4691 33 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4691 -87 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4692 9 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4693 363 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4694 570 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4695 283 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4696 -69 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4697 1626 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4697 265 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4698 -187 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4700, 1_Testes_ARID4B::1::4701114, 26978 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4701 123 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4701, 1_Testes_ARID4B::1::4702119149, 77 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4703 -308 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4703 91 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4704 132 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4705 141 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4706 532 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4708 247 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4708 -409 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4708 26161 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4709 165 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4710 33981 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4711 261 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4712 -1361 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4712 1259 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4713 257 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4714 141 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4715, 1_Testes_ARID4B::1::47161406, 649 in gene, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4715, 1_Testes_ARID4B::1::4716-600, 157 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4717 -10238 upstream 1 27.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4717 197 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4717 -46 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4718 71 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4719 42853 downstream 1 58.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4719 167 in gene 1 58.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4719 -233 upstream 1 58.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4720 178 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4721 35 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4722 307 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4723 192 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4724 607 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4725 289 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4726 176 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4727 276 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4728 -109 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4729 757 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4729, 1_Testes_ARID4B::1::4730238791, 231 downstream, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4731 653 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4732 189 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4733 243 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4734 216 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4735 426 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4736 11148 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4737 -261 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4738 197 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4738 -250 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4739 162 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4739, 1_Testes_ARID4B::1::4740, 1_Testes_ARID4B::1::4741336261, 101, -3963 downstream, in gene, upstream1 42.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4740, 1_Testes_ARID4B::1::4741-3834, 230 upstream, in gene 1 43.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4742 418 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4743, 1_Testes_ARID4B::1::474442991, 46095 downstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4743, 1_Testes_ARID4B::1::47441021, 4125 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4745 124 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4746 111 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4747 -72 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4748 164 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4748 -498 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4748 26727 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4749 -159 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4750 -2914 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4751 316 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4752 23469 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4752 179 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4753 362 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4753 -6901 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4754 413 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4755 -1753 upstream 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4756 182 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4757, 1_Testes_ARID4B::1::475877, 10701 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4759 75 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4760 89 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4761 982 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4762 468 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4762 -1280 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4763 428 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4764 279 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4765 366 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4765 2665 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4766 136 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4767 223 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4767, 1_Testes_ARID4B::1::476870632, -56 downstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4769 574 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4770 143 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4771 479 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4771 -502 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4772 43 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4773, 1_Testes_ARID4B::1::4774550, -410 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4775 669 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4776 -626 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4776 471 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4777 252 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4778 202 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4778 -289 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4779 -302 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4781 -200 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4782 56 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4783 287 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4784, 1_Testes_ARID4B::1::4785260, -572 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4787, 1_Testes_ARID4B::1::47881146, 90 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4787, 1_Testes_ARID4B::1::4788-1143, -87 upstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4789 -138 upstream 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4789 -634 upstream 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4790 170 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4790, 1_Testes_ARID4B::1::479113471, 255 downstream, in gene 1 37.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4792 104 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4792 -263 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4792 22439 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4793 65 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4793 671 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4795 -130 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4796 237 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4797 479 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4798 145 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4799, 1_Testes_ARID4B::1::4800, 1_Testes_ARID4B::1::4801-273, 735, 32191 upstream, in gene, in gene 1 20.667 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4803 286 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4803 -321 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4804 478 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4805 699 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4806 6107 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4807 160 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4807 86389 downstream 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4808 191 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4809 -3234 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4810 107 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4810 -178 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4811 25870 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4811 747 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4812, 1_Testes_ARID4B::1::48137103, 8063 downstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4812, 1_Testes_ARID4B::1::48131125, 165 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4812, 1_Testes_ARID4B::1::4813-3020, -2060 upstream, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4814 54499 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4814 196 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4815 203 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4815 16472 downstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4816 9520 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4816, 1_Testes_ARID4B::1::4817, 1_Testes_ARID4B::1::481884887, 61783, 535 in gene, in gene, in gene 1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4819 -250 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4819 181 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4820 221 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4820 -453 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4820 10119 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4821 129 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4822 40047 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4822, 1_Testes_ARID4B::1::4823261, 99461 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4824 245 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4825, 1_Testes_ARID4B::1::4826-774, 298 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4827 20819 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4827, 1_Testes_ARID4B::1::4828-67, 31139 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4829 95 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4830 -6109 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4831 36214 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4832, 1_Testes_ARID4B::1::4833, 1_Testes_ARID4B::1::483420241, 97, -1207 in gene, in gene, upstream 1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4833, 1_Testes_ARID4B::1::48344452, 5756 downstream, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4833, 1_Testes_ARID4B::1::4834-1260, 44 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4835 530 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4836, 1_Testes_ARID4B::1::483727315, 30195 downstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4836, 1_Testes_ARID4B::1::4837528, -2352 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4836, 1_Testes_ARID4B::1::4837-2787, 93 upstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4838, 1_Testes_ARID4B::1::4839313, -455 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4838, 1_Testes_ARID4B::1::4839-415, 353 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4840 59 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4840 -338 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4841 -667 upstream 1 51.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4842, 1_Testes_ARID4B::1::484384, -1788 in gene, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4842, 1_Testes_ARID4B::1::48431575, -297 downstream, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4842, 1_Testes_ARID4B::1::4843, 1_Testes_ARID4B::1::4844-1732, 140, 38684 upstream, in gene, downstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4842, 1_Testes_ARID4B::1::4843-7186, -5314 upstream, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4844, 1_Testes_ARID4B::1::4845152, -9352 in gene, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4844, 1_Testes_ARID4B::1::48459644, 140 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4846, 1_Testes_ARID4B::1::4847-580, 124 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4848 113 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4848, 1_Testes_ARID4B::1::484915775, 159 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4849, 1_Testes_ARID4B::1::485023360, -459 downstream, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4850 27486 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4851, 1_Testes_ARID4B::1::4852-123, 2213 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4851, 1_Testes_ARID4B::1::4852, 1_Testes_ARID4B::1::485337167, 34831, 511 downstream, downstream, in gene1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4853, 1_Testes_ARID4B::1::4854-7318, 21066 upstream, downstream 1 38.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4854 222 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4855, 1_Testes_ARID4B::1::4856231, 13815 in gene, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4855, 1_Testes_ARID4B::1::4856, 1_Testes_ARID4B::1::485713753, 169, -7399 downstream, in gene, upstream1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4856, 1_Testes_ARID4B::1::4857-255, 7313 upstream, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4856, 1_Testes_ARID4B::1::48577963, 395 downstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4858 1067 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4858 5886 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4859, 1_Testes_ARID4B::1::4860, 1_Testes_ARID4B::1::4861146, 47506, 52930 in gene, in gene, downstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4860, 1_Testes_ARID4B::1::4861-5259, 165 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4861, 1_Testes_ARID4B::1::4862-5631, 66321 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4862 232 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4862 -403 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4863 236 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4863 5038 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4864, 1_Testes_ARID4B::1::4865345, -4279 in gene, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4864, 1_Testes_ARID4B::1::4865, 1_Testes_ARID4B::1::4866-4481, 143, 121007 upstream, in gene, in gene 1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4867 70 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4867, 1_Testes_ARID4B::1::4868-98, 38430 upstream, downstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4868, 1_Testes_ARID4B::1::4869391, 31623 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4869 95 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4870 190 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4871 1168 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4872 66 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4873 129 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4874 35 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4875 247 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4875 -7816 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4876 181 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4876 -591 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4877, 1_Testes_ARID4B::1::487816725, 1429 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4879 229 in gene 1 21.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4880 267 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4881 421 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4882 194 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4883 250 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4883 -485 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4884 559 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4885 432 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4885 25546 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4886 -450 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4886 374 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4887 1255 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4888, 1_Testes_ARID4B::1::4889, 1_Testes_ARID4B::1::48908097, 241, -855 in gene, in gene, upstream 1 24.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4891 3900 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4891, 1_Testes_ARID4B::1::4892194897, -2511 downstream, upstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4893 665 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4894 156 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4895, 1_Testes_ARID4B::1::4896354, 29298 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4897 -557 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4897, 1_Testes_ARID4B::1::4898339, 18067 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4897, 1_Testes_ARID4B::1::489817211, -517 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4898, 1_Testes_ARID4B::1::4899-28, 19524 upstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4899 104 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4900 84 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4901 705 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4902 562 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4902, 1_Testes_ARID4B::1::490342491, 299 downstream, in gene 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4904 52 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4905, 1_Testes_ARID4B::1::490688948, 1364 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4906 -1626 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4907 -2584 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4907 382 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4908 269 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4909, 1_Testes_ARID4B::1::4910, 1_Testes_ARID4B::1::4911-6331, -9163, -9611 upstream, upstream, upstream1 27.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4909, 1_Testes_ARID4B::1::4910, 1_Testes_ARID4B::1::4911, 1_Testes_ARID4B::1::4912708, 3540, 3988, 5140 in gene, downstream, downstream, downstream1 25.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4909, 1_Testes_ARID4B::1::4910, 1_Testes_ARID4B::1::4911, 1_Testes_ARID4B::1::4912-3233, -401, 47, 1199 upstream, upstream, in gene, in gene1 25.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4913 226 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4914 1024 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4915 100 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4915 48951 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4916 67 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4917 228 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4917 -542 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4918 53 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4919 68 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4920, 1_Testes_ARID4B::1::49213934, 8910 downstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4920, 1_Testes_ARID4B::1::4921164, 5140 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4920, 1_Testes_ARID4B::1::4921100146, 95170 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4922 78339 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4923, 1_Testes_ARID4B::1::49241956, 868 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4925 602 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4926, 1_Testes_ARID4B::1::4927623, -9921 in gene, upstream 1 39.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4926, 1_Testes_ARID4B::1::4927, 1_Testes_ARID4B::1::4928-10023, 521, 12153 upstream, in gene, downstream1 34.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4928 80 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4929 30499 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4929 181 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4930 45 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4930 -529 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4931, 1_Testes_ARID4B::1::4932, 1_Testes_ARID4B::1::4933, 1_Testes_ARID4B::1::4934, 1_Testes_ARID4B::1::4935123043, 121070, 98254, 38446, 462in gene, in gene, in gene, in gene, in gene1 24.000 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4936 198 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4937 497 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4938 -370 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4939 208 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4940 -412 upstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4941 113 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4942 490 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4943 -7089 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4943 72 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4943 -9475 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4944 -299 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4944 167 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4944 -7009 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4945 -7989 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4945 398 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4945 -8651 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4946 50805 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4946 2880 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4947 38 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4947 -195 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4948, 1_Testes_ARID4B::1::4949, 1_Testes_ARID4B::1::49501003895, 583, -729 in gene, in gene, upstream 1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4951 -36 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4952 143 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4952 -7414 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4953 495 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4954 338 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4954 8075 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4955 224 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4956 334 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4956 11766 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4957 18380 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4958 218 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4958 242 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4958 13818 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4959 277 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4960, 1_Testes_ARID4B::1::4961209, 18993 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4961, 1_Testes_ARID4B::1::4962332, 19372 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4962, 1_Testes_ARID4B::1::4963421, 63461 in gene, downstream 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4963 263 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4964 594 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4965 55778 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4966 54930 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4966 28 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4966, 1_Testes_ARID4B::1::496734241, -303 downstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4967 39 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4968 156 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4969, 1_Testes_ARID4B::1::497012935, 887 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4970, 1_Testes_ARID4B::1::4971323415, 487 downstream, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4972 211 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4973 10 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4974 554 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4974 309 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4974 -4105 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4975 2217 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4975 13548 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4976 5835 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4976 -557 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4976, 1_Testes_ARID4B::1::4977, 1_Testes_ARID4B::1::497813562, -6310, -7254 downstream, upstream, upstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4977, 1_Testes_ARID4B::1::4978257, -687 in gene, upstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4977, 1_Testes_ARID4B::1::4978, 1_Testes_ARID4B::1::497919598, 18654, -242 downstream, in gene, upstream1 20.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4980 35 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4981 -8515 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4981, 1_Testes_ARID4B::1::4982, 1_Testes_ARID4B::1::4983, 1_Testes_ARID4B::1::4984-7936, 6128, 10613, 12960upstream, in gene, downstream, downstream1 23.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4982, 1_Testes_ARID4B::1::4983, 1_Testes_ARID4B::1::49848221, 3736, 1389 downstream, in gene, in gene1 23.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4985 -4266 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4985 221 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4985 221 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4986, 1_Testes_ARID4B::1::4987-1410, -7362 upstream, upstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4986, 1_Testes_ARID4B::1::4987-4561, 1391 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4988, 1_Testes_ARID4B::1::4989666, 6330 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4988, 1_Testes_ARID4B::1::49897117, 1453 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4988, 1_Testes_ARID4B::1::4989-8218, -2554 upstream, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4990 148 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 10050 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 710 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 -5748 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 -5542 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 -5334 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 -869 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4991 16034 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4992 8230 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4992 340 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4992 -333 upstream 1 22.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::4992 9042 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4992 16225 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4993 60 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4994 -521 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4995, 1_Testes_ARID4B::1::4996, 1_Testes_ARID4B::1::49971753, 169, -951 in gene, in gene, upstream 1 26.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4998 81 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::4999 227 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5000 4087 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5000, 1_Testes_ARID4B::1::5001, 1_Testes_ARID4B::1::5002103830, 88438, 79702 downstream, in gene, in gene1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5001 -2351 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5001, 1_Testes_ARID4B::1::5002-5601, 3135 upstream, downstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5001, 1_Testes_ARID4B::1::5002-8571, 165 upstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5003 331 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5004 23529 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5004 3382 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5005 190 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5006, 1_Testes_ARID4B::1::5007112, 21456 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5007 1291 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5008 347 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5009 137 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5010 80 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5010 10426 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5010 -10450 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5011 119 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5012, 1_Testes_ARID4B::1::5013147, 14819 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5012, 1_Testes_ARID4B::1::5013-8207, 6465 upstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5013, 1_Testes_ARID4B::1::501426871, 279 in gene, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5015 250 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5015 -2895 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5016 383 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5018, 1_Testes_ARID4B::1::5019359, 62663 in gene, downstream 1 39.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5019 229 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5020 229 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5021, 1_Testes_ARID4B::1::5022, 1_Testes_ARID4B::1::5023, 1_Testes_ARID4B::1::50242251, 75, -3045, -4394 in gene, in gene, upstream, upstream1 30.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5025, 1_Testes_ARID4B::1::5026-26, -11194 upstream, upstream 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5025, 1_Testes_ARID4B::1::502611460, 292 downstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5027 445 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5028 18264 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5028 16550 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5029 4468 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5030 352 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5030, 1_Testes_ARID4B::1::503114230, 166 downstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5031 -236 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5032 84 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5033 345 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5034 97 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5036 133 in gene 1 20.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5036 35889 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5037 -20 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5038 11147 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5038 102528 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5039 -124 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5039 273 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5040 -7094 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5040 -120 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5041 88550 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5042, 1_Testes_ARID4B::1::5043-61, 31011 upstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5043 624 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5044 217 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5044 -525 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5044, 1_Testes_ARID4B::1::504527232, -176 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5045 56 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5046 27441 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5046 285 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5047 -2639 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5048 -9615 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5048 -603 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5049 230 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5050 14991 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5050 149 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5051 -388 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5051 -581 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5052 11684 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5052 -276 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5053 500 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5054 204 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5055 384 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5056 -489 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5057 -115 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5058 -7874 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5059 219 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5059 -5506 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5060 -9751 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5060 431 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5061 189 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5062, 1_Testes_ARID4B::1::5063460, -8788 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5062, 1_Testes_ARID4B::1::5063-8675, 573 upstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5064 449 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5066 65 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5067 -498 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5067 392 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5068 405 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5068 -5767 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5069 404 in gene 1 19.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5070 181 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5071 359 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5072 161 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5073 159 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5074 872 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5075 379 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5076 251 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5077 -268 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5077 115 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5079 105 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5080 -637 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5082 99 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5083 285 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5084 1396 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5085 -239 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5086, 1_Testes_ARID4B::1::5087352084, 353364 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5086, 1_Testes_ARID4B::1::5087-685, -1965 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5088 -5852 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5088 9008 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5089 34690 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5089 463 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5090 383 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5091, 1_Testes_ARID4B::1::5092679, 33095 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5092 149 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5093 700 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5094 99643 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5095 4638 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5095 -3155 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5095 12494 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5096 654 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5097 -187 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5097 132 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5098 289 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5099 126 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5100 241 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5101 71036 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5101 48 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5102 464 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5103 272 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5104 324 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5105 101 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5106 107 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5107 251 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5108 52556 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5108 155 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5109 567 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5110, 1_Testes_ARID4B::1::5111478, -386 in gene, upstream 1 28.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5112 557 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5112 -681 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5113 341 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5114 75 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5114 -3796 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5115 401 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5116 394 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5117 439 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5119 348 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5119 23092 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5121 6679 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5121 -148 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5122 662 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5123 -5335 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5123 179 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5124 27389 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5125 104 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5126 25 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5126 -10190 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5127, 1_Testes_ARID4B::1::512822802, 498 in gene, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5129, 1_Testes_ARID4B::1::51307017, 225 in gene, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5129, 1_Testes_ARID4B::1::5130-9421, -2629 upstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5131, 1_Testes_ARID4B::1::51324443, 8187 downstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5131, 1_Testes_ARID4B::1::5132, 1_Testes_ARID4B::1::51335, 3749, 8565 in gene, in gene, downstream1 23.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5134 157 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5135, 1_Testes_ARID4B::1::5136, 1_Testes_ARID4B::1::51371194, -438, -3078 in gene, upstream, upstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5138 436 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5139 458 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5140 29997 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5140 -50 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5141 -746 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5142 690 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5143 -147 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5143 -60 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5143 6367 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5143 -7210 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5144, 1_Testes_ARID4B::1::51459259, -8597 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5144, 1_Testes_ARID4B::1::51452684, 20540 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5144 779 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5144 4816 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5144, 1_Testes_ARID4B::1::514511480, -6376 downstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5145, 1_Testes_ARID4B::1::5146-3091, -7251 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5145, 1_Testes_ARID4B::1::5146, 1_Testes_ARID4B::1::51475706, 1546, -7318 downstream, in gene, upstream1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5145, 1_Testes_ARID4B::1::5146, 1_Testes_ARID4B::1::51478501, 4341, -4523 downstream, downstream, upstream1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5145, 1_Testes_ARID4B::1::5146, 1_Testes_ARID4B::1::514719190, 15030, 6166 downstream, downstream, in gene1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5147 11079 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5148 76 in gene 1 30.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5149 207 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5150 665 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5151 -28 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5152 365 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5153 190 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5154 -2344 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5154 361 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5155 68 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5156 175 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5157 244 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5158 103 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5159 236 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5160 -1956 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5161 421 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5162 133 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5163 24990 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5163 115 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5164 127 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5164 681 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5165 669 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5166 605 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5167 586 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5168 402 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5169 217 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5170 511 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5171 190 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5172 537 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5173 55 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5173, 1_Testes_ARID4B::1::5174-2197, 14779 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5173, 1_Testes_ARID4B::1::5174-10363, 6613 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5174 285 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5174, 1_Testes_ARID4B::1::517518372, 68 downstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5175 10267 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5176 24963 downstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5176 262 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5176 613 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5177 -164 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5178, 1_Testes_ARID4B::1::51791115, -341 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5180 524 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5181 566 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5182, 1_Testes_ARID4B::1::518316464, 20496 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5182, 1_Testes_ARID4B::1::51833883, -149 downstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5182, 1_Testes_ARID4B::1::5183-3965, 67 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5182, 1_Testes_ARID4B::1::5183, 1_Testes_ARID4B::1::5184-7156, -3124, 13532 upstream, upstream, downstream1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5184 -1151 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5184 -7014 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5185, 1_Testes_ARID4B::1::5186297, 14356 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5185, 1_Testes_ARID4B::1::5186-7295, 6764 upstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5186, 1_Testes_ARID4B::1::5187366, 6494 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5186, 1_Testes_ARID4B::1::51875589, -539 downstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5186, 1_Testes_ARID4B::1::51879157, 3029 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5188, 1_Testes_ARID4B::1::51891760, 26413 in gene, downstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5189, 1_Testes_ARID4B::1::5190-5842, -9365 upstream, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5189, 1_Testes_ARID4B::1::51905817, 9340 in gene, downstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5189, 1_Testes_ARID4B::1::5190-3703, -180 upstream, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5191, 1_Testes_ARID4B::1::5192164, -8476 in gene, upstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5191, 1_Testes_ARID4B::1::5192-8599, 41 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5193 16916 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5193, 1_Testes_ARID4B::1::519475278, 78 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5194, 1_Testes_ARID4B::1::5195-155, 15077 upstream, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5197, 1_Testes_ARID4B::1::519810004, 6292 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5199 217 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5200 46 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5200, 1_Testes_ARID4B::1::520141258, 170 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5200 2997 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5202 8274 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5202 184 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5203, 1_Testes_ARID4B::1::520418726, -8986 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5204 1670 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5205 138 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5206 11801 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5207 397 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5208, 1_Testes_ARID4B::1::5209221, 5869 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5208, 1_Testes_ARID4B::1::5209-5636, 12 upstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5210, 1_Testes_ARID4B::1::5211126, -7394 in gene, upstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5210, 1_Testes_ARID4B::1::5211-7195, 325 upstream, in gene 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5212 -709 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5212 -450 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5213 418 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5213 60624 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5214 66 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5215 -9292 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5215 507 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5216 355 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5216 27335 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5217 26300 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5217 264 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5218 50 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5218 -251 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5220 167 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5221 -123 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5222 340 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5223 -3684 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5223 213 in gene 1 38.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5224 789 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5225 204 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5226 36631 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5226 426 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5227 286 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5228, 1_Testes_ARID4B::1::522993899, 73163 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5230 -134 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5231 189 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5232, 1_Testes_ARID4B::1::5233378, 2746 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5234 59 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5235 113 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5236 142 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5237 277 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5238 -77 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5238, 1_Testes_ARID4B::1::523930164, 244 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5239 26762 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5240, 1_Testes_ARID4B::1::5241129881, 473 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5243 131 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5244 73 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5245 -674 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5246 117 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5247 201 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5248 46 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5248 30890 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5249 127 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5250, 1_Testes_ARID4B::1::525145, 46013 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5251 431 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5252 400 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5253, 1_Testes_ARID4B::1::525429961, 30793 downstream, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5253, 1_Testes_ARID4B::1::5254956, 124 in gene, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5253, 1_Testes_ARID4B::1::5254-1351, -519 upstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5255 24701 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5255 -189 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5256 16864 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5256 82 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5257 -7029 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5257 267 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5258 11297 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5258, 1_Testes_ARID4B::1::5259-817, 11151 upstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5259 7098 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5260 150 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5260, 1_Testes_ARID4B::1::5261-194, 73342 upstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5261 -4309 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5261, 1_Testes_ARID4B::1::5262252, 19420 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5262 171 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5263 59069 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5263 37 in gene 1 32.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5265 123 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5266 34019 downstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5266 167 in gene 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5266 -473 upstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5266 29836 downstream 1 61.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5267 509 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5268 206 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5268 2690 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5269 74069 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5269 181 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5270 148 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5271 7068 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5272 -231 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5272 35858 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5273 21017 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5273 139 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5274, 1_Testes_ARID4B::1::527565211, 64235 in gene, in gene 1 40.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5274, 1_Testes_ARID4B::1::5275-532, 444 upstream, in gene 1 40.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5276 -234 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5276 191 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5277 767 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5277 -3577 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5278 -65 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5279 -95 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5279 365 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5280 131 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5281 83 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5282 203 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5283 189 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5284 228 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5285 21070 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5286 163 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5287 379 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5288, 1_Testes_ARID4B::1::5289112, 49376 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5289 -302 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5289 191 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5289 5505 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5289 5910 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5289, 1_Testes_ARID4B::1::5290, 1_Testes_ARID4B::1::529126229, -7147, -9291 downstream, upstream, upstream1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5290, 1_Testes_ARID4B::1::5291-4777, -6921 upstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5290, 1_Testes_ARID4B::1::5291-4570, -6714 upstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5290, 1_Testes_ARID4B::1::529110631, 8487 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5292, 1_Testes_ARID4B::1::5293190, 4659 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5292, 1_Testes_ARID4B::1::52935165, 696 downstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5292, 1_Testes_ARID4B::1::529320316, 15847 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5294 -5511 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5294 730 in gene 1 27.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5294, 1_Testes_ARID4B::1::5295353, 14689 in gene, downstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5295 164 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5296 265 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5297 528 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5298, 1_Testes_ARID4B::1::529961, 35485 in gene, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5299 -235 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5300, 1_Testes_ARID4B::1::530113863, 20151 in gene, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5300, 1_Testes_ARID4B::1::53016479, 191 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5300, 1_Testes_ARID4B::1::530132482, 26194 downstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5302 259 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5302 16020 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5303 206 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5303 -7676 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5304 515 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5305 67 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5305 -478 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5306 7482 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5306 29168 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5307 424 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5307 1235 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5308 108730 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5309, 1_Testes_ARID4B::1::5310331, -7381 in gene, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5309, 1_Testes_ARID4B::1::5310-484, 7228 upstream, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5309, 1_Testes_ARID4B::1::53107377, -335 downstream, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5309, 1_Testes_ARID4B::1::5310-7474, 238 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5311 263 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5311 -389 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5312 -315 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5313 -415 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5314 169 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5315, 1_Testes_ARID4B::1::5316-145, 6927 upstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5315, 1_Testes_ARID4B::1::5316-8836, -1764 upstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5317 1839 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5318 9696 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5318 189 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5319 -4017 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5319 200 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5319 19768 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5320 912 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5321 299 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5322 333 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5323 1497 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5324 875 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5325 79 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5325, 1_Testes_ARID4B::1::532641311, 127 downstream, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5326 -283 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5327 327 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5328 434 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5329 249 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5330 523 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5331 290 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5333 27501 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5334 775 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5334 -1096 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5336, 1_Testes_ARID4B::1::53372033, -1284 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5338 -104 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5339 -8032 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5339 45 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5340 510 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5341 98 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5342 10471 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5342 238 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5343 -4808 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5343 765 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5344 220 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5344 193 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5345 598 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5345 -512 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5346, 1_Testes_ARID4B::1::534789568, -64 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5348 832 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5348 733 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5349 720 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5350 58 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5351 15679 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5351 395 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5351 -10298 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5352 958 in gene 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5352 237 in gene 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5352 17156 downstream 1 14.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5353 12429 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5353 387 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5353 15217 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5354 10084 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5354 -3464 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5354 59 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5355 308 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5356, 1_Testes_ARID4B::1::5357-113, 5135 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5356, 1_Testes_ARID4B::1::5357-7147, -1899 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5357 -5492 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5358 1413 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5359, 1_Testes_ARID4B::1::53606088, -3203 in gene, upstream 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5359, 1_Testes_ARID4B::1::5360-6868, 2423 upstream, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5360, 1_Testes_ARID4B::1::5361-2445, 11037 upstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5361 7033 downstream 1 20.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5362, 1_Testes_ARID4B::1::5363, 1_Testes_ARID4B::1::5364, 1_Testes_ARID4B::1::5365228, 1524, 5460, 10772in gene, in gene, downstream, downstream1 22.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5362, 1_Testes_ARID4B::1::5363, 1_Testes_ARID4B::1::5364, 1_Testes_ARID4B::1::5365-4966, -3670, 266, 5578upstream, upstream, in gene, downstream1 22.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5362, 1_Testes_ARID4B::1::5363, 1_Testes_ARID4B::1::5364, 1_Testes_ARID4B::1::5365, 1_Testes_ARID4B::1::5366-10383, -9087, -5151, 161, 18337upstream, upstream, upstream, in gene, downstream1 24.000 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5366 245 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5367, 1_Testes_ARID4B::1::536823299, 499 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5369 -4967 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5370 91 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5370 -413 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5371 191 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5372 344 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5373 -9936 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5373, 1_Testes_ARID4B::1::53741672, 24 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5375 136 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5375, 1_Testes_ARID4B::1::537610489, -9330 downstream, upstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5375, 1_Testes_ARID4B::1::537613987, -5832 downstream, upstream 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5376 10657 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5378 26714 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5378 13 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5379 28628 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5380 572 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5380 13675 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5381, 1_Testes_ARID4B::1::5382, 1_Testes_ARID4B::1::5383529, 2705, 4241 in gene, in gene, in gene 1 27.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5384 73 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5385 4 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5386 405 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5386 23596 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5387 926 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5388, 1_Testes_ARID4B::1::53895372, 220 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5388, 1_Testes_ARID4B::1::5389-4529, 623 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5390 1216 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5391 502 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5392 804 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5392, 1_Testes_ARID4B::1::539332522, 298 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5393, 1_Testes_ARID4B::1::539434811, 6128 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5395 4732 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5395, 1_Testes_ARID4B::1::53961011, 13251 in gene, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5396 431 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5396, 1_Testes_ARID4B::1::539719043, -1261 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5397 423 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5398 25729 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5398 4216 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5398, 1_Testes_ARID4B::1::5399-3433, 11511 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5398, 1_Testes_ARID4B::1::5399-6412, 8532 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5399 816 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5400 -8564 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5400 7922 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5400 8367 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5401, 1_Testes_ARID4B::1::540294, -7634 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5401, 1_Testes_ARID4B::1::54028289, 561 downstream, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5402 -3179 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5403 8324 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5403, 1_Testes_ARID4B::1::5404477, -9987 in gene, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5404 22193 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5405 15089 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5405 -677 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5405 -1056 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5406 382 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5406, 1_Testes_ARID4B::1::5407, 1_Testes_ARID4B::1::5408, 1_Testes_ARID4B::1::5409-5219, 6269, 11197, 26301upstream, in gene, in gene, in gene1 17.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5410, 1_Testes_ARID4B::1::54111099, -533 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5410, 1_Testes_ARID4B::1::5411, 1_Testes_ARID4B::1::5412-1497, 135, 15383 upstream, in gene, downstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5411, 1_Testes_ARID4B::1::5412-9867, 5381 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5412, 1_Testes_ARID4B::1::541338286, 494 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5413 11439 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5414, 1_Testes_ARID4B::1::54159854, 270 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5415, 1_Testes_ARID4B::1::541635862, 198 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5416 12032 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5417 357 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5417 21316 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5418 19292 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5418, 1_Testes_ARID4B::1::5419-231, 25337 upstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5419 273 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5420 3656 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5420 11701 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5421 1817 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5421 -1719 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5422 14711 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5422 54 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5423 504 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5423, 1_Testes_ARID4B::1::542433671, -4569 downstream, upstream 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5424, 1_Testes_ARID4B::1::5425, 1_Testes_ARID4B::1::542661905, 26097, -9402 in gene, in gene, upstream 1 20.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5426 4566 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5426 50689 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5427 851 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5427 -2443 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5427, 1_Testes_ARID4B::1::542818843, -7093 downstream, upstream 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5427 -9715 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5428, 1_Testes_ARID4B::1::5429, 1_Testes_ARID4B::1::54305814, 1558, 678 in gene, in gene, in gene 1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5431, 1_Testes_ARID4B::1::5432, 1_Testes_ARID4B::1::5433, 1_Testes_ARID4B::1::5434, 1_Testes_ARID4B::1::5435-9955, -8899, -2947, 717, 15549upstream, upstream, upstream, in gene, downstream1 22.800 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5435, 1_Testes_ARID4B::1::5436227, -8285 in gene, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5435, 1_Testes_ARID4B::1::5436-3631, 4881 upstream, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5435, 1_Testes_ARID4B::1::5436, 1_Testes_ARID4B::1::5437-8380, 132, 9508 upstream, in gene, in gene 1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5437 -1548 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5438 8987 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5438 856 in gene 1 23.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5438 30281 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5439 6442 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5439 598 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5440 192 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5440, 1_Testes_ARID4B::1::544134205, 6989 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5442 12686 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5442 402 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5442 12483 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5442 9693 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5443 223 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5443 267 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5443 -9488 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5444 309 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5444 -4725 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5445 4204 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5445 22600 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5446 74589 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5447 38577 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5447 312 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5448 742 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5448 -805 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5449 40342 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5449, 1_Testes_ARID4B::1::545060, 9804 in gene, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5449, 1_Testes_ARID4B::1::5450-9675, 69 upstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5451 9975 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5451 150 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5451, 1_Testes_ARID4B::1::545213278, -3458 downstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5452, 1_Testes_ARID4B::1::54537193, -10055 in gene, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5453 206 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5453 26879 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5454, 1_Testes_ARID4B::1::5455, 1_Testes_ARID4B::1::5456310, -6346, -9194 in gene, upstream, upstream1 21.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5454, 1_Testes_ARID4B::1::5455, 1_Testes_ARID4B::1::54566876, 220, -2628 downstream, in gene, upstream1 21.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5455, 1_Testes_ARID4B::1::545613682, 10834 downstream, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5457 559 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5458 20055 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5458, 1_Testes_ARID4B::1::5459-1866, 182 upstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5460 200 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5460 19734 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5461 21099 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5461 178 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5461, 1_Testes_ARID4B::1::546212615, -2617 downstream, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5462 1054 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5462 9409 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5462 42769 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5463 170 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5463 -5971 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5464, 1_Testes_ARID4B::1::5465361, -7559 in gene, upstream 1 21.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5464, 1_Testes_ARID4B::1::5465-7704, 216 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5466 5371 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5467 -6207 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5468 164 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5468, 1_Testes_ARID4B::1::546921591, 151 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5469 17838 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5470 10901 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5470 -24 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5471 197 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5471 130 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5472 13423 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5472 7360 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5472 199 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5473 2874 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5474 310 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5474 4526 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5475 17176 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5475 126 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5475 -171 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5475 9948 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5476 707 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5476 -1313 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5476, 1_Testes_ARID4B::1::547717373, 381 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5477 -716 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5478 -10542 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5478 -1410 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5478 2792 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5478 -7071 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5479 130 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5480 65 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5480 -7248 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5481 231 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5481 33889 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5483 271 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5484, 1_Testes_ARID4B::1::5485-588, -2519 upstream, upstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5486 136839 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5487 201 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5488 534 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5489 1091 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5490 728 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5491 398 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5491, 1_Testes_ARID4B::1::5492-1063, 60985 upstream, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5492 250 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5493 134 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5494 93 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5494 304 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5495, 1_Testes_ARID4B::1::5496, 1_Testes_ARID4B::1::5497-2326, 250, 26394 upstream, in gene, in gene 1 24.667 3 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5498 288 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5500 122 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5502 173 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5503 -10694 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5503 94 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5503 -3039 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5503 -3334 upstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5503 10388 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5504 2175 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5504, 1_Testes_ARID4B::1::5505-5480, 42120 upstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5505 22646 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5506, 1_Testes_ARID4B::1::5507, 1_Testes_ARID4B::1::5508-1601, -2705, -4977 upstream, upstream, upstream1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5506, 1_Testes_ARID4B::1::5507, 1_Testes_ARID4B::1::55083507, 2403, 131 in gene, in gene, in gene 1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5509 114 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5509 174 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5509 124 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5510 -4857 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5510, 1_Testes_ARID4B::1::5511, 1_Testes_ARID4B::1::55124712, 14264, 19352 in gene, downstream, downstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5510 4237 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5510, 1_Testes_ARID4B::1::5511, 1_Testes_ARID4B::1::5512-3245, 6307, 11395 upstream, downstream, downstream1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5510, 1_Testes_ARID4B::1::5511, 1_Testes_ARID4B::1::551215852, 6300, 1212 downstream, in gene, in gene1 27.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5512 23790 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5513 242 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5514 -10368 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5514 10299 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5514 8302 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5514 -10060 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5515, 1_Testes_ARID4B::1::5516, 1_Testes_ARID4B::1::55176897, 4337, 321 in gene, in gene, in gene 1 19.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5515, 1_Testes_ARID4B::1::5516, 1_Testes_ARID4B::1::551715668, 13108, 9092 downstream, downstream, downstream1 19.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5517, 1_Testes_ARID4B::1::5518-9869, 14211 upstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5518 15573 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5519 170 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5519 -30 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5519 -9553 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5520 18366 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5520 -5353 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5521 -597 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5521 1453 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5521 2948 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5521 28031 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5522 9848 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5522 2113 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5522 -2551 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5522 -5138 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5522, 1_Testes_ARID4B::1::552318656, 336 downstream, in gene 1 18.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5523 -711 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5524, 1_Testes_ARID4B::1::55254961, 6769 downstream, downstream 1 22.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5524, 1_Testes_ARID4B::1::5525, 1_Testes_ARID4B::1::5526-319, 1489, 12961 upstream, in gene, downstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5524, 1_Testes_ARID4B::1::5525, 1_Testes_ARID4B::1::552613074, 11266, -206 downstream, downstream, upstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5526 137 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5526 -3012 upstream 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5526 7608 downstream 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5527 -2209 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5527, 1_Testes_ARID4B::1::5528, 1_Testes_ARID4B::1::55291813, 14517, 30165 in gene, in gene, downstream1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5528, 1_Testes_ARID4B::1::552915852, 204 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5529, 1_Testes_ARID4B::1::553010635, -5941 downstream, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5530 101 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5530, 1_Testes_ARID4B::1::553135993, -6663 downstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5531 504 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5532 19123 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5532 5234 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5533 -3586 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5533 176 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5534 646 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5535 -140 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5535 -73 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5536 13712 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5536 372 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5537 106 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5537, 1_Testes_ARID4B::1::553838694, 118 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5538 17511 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5539 222 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5540 208 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5541 -207 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5541 608 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5542 287199 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5543 19566 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5543 314 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5544 254 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5545 285 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5545 -323 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5546 505 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5547 102 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5548 466 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5549 235 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5550 158 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5551 419 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5552, 1_Testes_ARID4B::1::5553283728, 336 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5552 240 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5554 -9306 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5554, 1_Testes_ARID4B::1::5555262, 48638 in gene, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5555 119 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5556 198504 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5556, 1_Testes_ARID4B::1::5557304, 19408 in gene, downstream 1 40.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5557 95 in gene 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5558 -395 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5559 53 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5559, 1_Testes_ARID4B::1::556039189, 117 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5561 372 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5562, 1_Testes_ARID4B::1::5563634, -422 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5564 622 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5565, 1_Testes_ARID4B::1::5566-1121, 159 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5567 214 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5568, 1_Testes_ARID4B::1::5569, 1_Testes_ARID4B::1::5570, 1_Testes_ARID4B::1::5571, 1_Testes_ARID4B::1::557220538, 16442, 8682, 6714, 4602downstream, downstream, in gene, in gene, in gene1 22.200 5 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5570, 1_Testes_ARID4B::1::5571, 1_Testes_ARID4B::1::5572-7319, -5351, -3239 upstream, upstream, upstream1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5573 -2 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5573, 1_Testes_ARID4B::1::5574256, 15904 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5575 571 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5576 -273 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5577 445 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5578 658 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5579 332 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5580 82 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5581 7883 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5581 233 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5582 206 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5583 1057 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5583 -1193 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5584 460 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5585 -1430 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5585 17160 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5586, 1_Testes_ARID4B::1::5587, 1_Testes_ARID4B::1::5588562, 2546, 57202 in gene, in gene, in gene 1 22.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5588 -6759 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5589 150 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5590, 1_Testes_ARID4B::1::5591, 1_Testes_ARID4B::1::5592103, 11815, 45735 in gene, in gene, downstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5592 40 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5592 -317 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5593 23608 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5593 8769 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5593, 1_Testes_ARID4B::1::5594329, 25097 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5594 287 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5595 -37 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5595 -2881 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5595, 1_Testes_ARID4B::1::5596, 1_Testes_ARID4B::1::559731119, 8351, 655 downstream, in gene, in gene1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5597 17226 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5598, 1_Testes_ARID4B::1::55993447, 2327 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5600 717 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5601 163 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5602, 1_Testes_ARID4B::1::5603-956, 13892 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5604 -452 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5605, 1_Testes_ARID4B::1::5606-524, 212 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5607 146 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5607, 1_Testes_ARID4B::1::5608109670, 1030 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5608 40197 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5609 -4795 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5609 484 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5610 535 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5611 343 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5612 354 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5613 475 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5614 267 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5615 80 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5615 -166 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5616 16401 downstream 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5616 667 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5617 1429 in gene 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5617 -9088 upstream 1 49.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5618 565 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5619 230 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5620 402 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5621 -720 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5621 424 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5622 1059 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5622 13368 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5623 161 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5623, 1_Testes_ARID4B::1::562432931, 296 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5625 809 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5626 -285 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5627 457 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5628 204 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5628 -6563 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5629 -967 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5629, 1_Testes_ARID4B::1::5630568, 116861 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5630 -136 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5630 100 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5632 8197 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5632, 1_Testes_ARID4B::1::563366897, 177 downstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5633 822 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5634 119 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5635 1200 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5636 4258 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5637 601 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5638 -3565 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5639 216 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5640 313 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5641 78825 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5641, 1_Testes_ARID4B::1::56426967, 183 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5643, 1_Testes_ARID4B::1::564451, 86723 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5644, 1_Testes_ARID4B::1::56452268, 17532 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5644, 1_Testes_ARID4B::1::564515437, 173 downstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5645 -3829 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5645 -604 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5646 799 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5647 138 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5648 348 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5649 243 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5650 58105 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5650 192 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5651 3679 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5651 17791 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5652 92 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5652 318 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5653 165 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5653, 1_Testes_ARID4B::1::565468913, 3361 downstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5654 35566 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5655 185 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5656 200 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5657, 1_Testes_ARID4B::1::56581586, 274 in gene, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5657, 1_Testes_ARID4B::1::56588691, 7379 downstream, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5659 429 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5660 104 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5661, 1_Testes_ARID4B::1::5662214, -442 in gene, upstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5663 -344 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5664 229 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5664 18692 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5665 10628 downstream 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5666, 1_Testes_ARID4B::1::56671033, -6551 in gene, upstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5666, 1_Testes_ARID4B::1::5667-238, 7346 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5666, 1_Testes_ARID4B::1::56677986, 402 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5666, 1_Testes_ARID4B::1::5667, 1_Testes_ARID4B::1::566815855, 8271, -10513 downstream, downstream, upstream1 23.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5667, 1_Testes_ARID4B::1::566843614, 24830 downstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5669 255 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5670 -4418 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5670 161 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5671 141 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5671 294 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5671 69222 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5672 229 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5672 -708 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5672 97723 downstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5674 -73 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5674 16 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5674 29209 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5675 167 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5676 165 in gene 1 48.000 1 1_Testes_ARID4B::1

Page 476 of 1163



1_Testes_ARID4B::1::5677 121 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5678 -3964 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5679 93 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5679 18665 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5680 -23 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5681 534 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5682 -368 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5682 270 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5683 660 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5684 454 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5685, 1_Testes_ARID4B::1::56861041, 305 in gene, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5685, 1_Testes_ARID4B::1::5686-280, 456 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5687 -453 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5688 58 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5689 101 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5690 184 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5690, 1_Testes_ARID4B::1::569121620, 116 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5692 -1031 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5692 938 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5694 194 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5695 371 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5695, 1_Testes_ARID4B::1::569613849, 313 downstream, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5696, 1_Testes_ARID4B::1::5697114325, 213 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5697 -483 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5698 -4352 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5699 807 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5700 130 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5700 -7003 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5701 174 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5701 49 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5702 235 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5703 -575 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5703 28 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5704 235 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5705 23443 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5705, 1_Testes_ARID4B::1::5706-7023, 321 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5707 464 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5708 168 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5708 -365 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5709 371 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5710 -139 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5711 61 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5711 39566 downstream 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5712 -425 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5712 290 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5713 -222 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5713, 1_Testes_ARID4B::1::5714127, 26543 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5714 147 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5715 379 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5716 235 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5716 -340 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5717 403 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5718 8 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5718 -196 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5719 363 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5720 72 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5721 181 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5722 1 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5723 5861 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5723, 1_Testes_ARID4B::1::572410086, 459 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5725 158 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5725 18072 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5726 18 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5726 -235 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5726 8989 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5727 166 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5727, 1_Testes_ARID4B::1::5728-6622, 10610 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5728 49 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5728, 1_Testes_ARID4B::1::5729-4459, 10645 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5728, 1_Testes_ARID4B::1::5729, 1_Testes_ARID4B::1::573015447, 343, -6537 downstream, in gene, upstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5729, 1_Testes_ARID4B::1::57308319, 1439 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5731, 1_Testes_ARID4B::1::5732, 1_Testes_ARID4B::1::5733337, 19729, 21105 in gene, downstream, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5732, 1_Testes_ARID4B::1::5733973, -403 in gene, upstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5732, 1_Testes_ARID4B::1::5733, 1_Testes_ARID4B::1::5734-1927, -551, 26105 upstream, upstream, downstream1 20.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5734 -807 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5734 726 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5734, 1_Testes_ARID4B::1::5735, 1_Testes_ARID4B::1::5736, 1_Testes_ARID4B::1::573737954, -2142, -8590, -10830downstream, upstream, upstream, upstream1 27.500 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5735, 1_Testes_ARID4B::1::5736, 1_Testes_ARID4B::1::5737616, -5832, -8072 in gene, upstream, upstream1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5735, 1_Testes_ARID4B::1::5736, 1_Testes_ARID4B::1::57374475, -1973, -4213 downstream, upstream, upstream1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5735, 1_Testes_ARID4B::1::5736, 1_Testes_ARID4B::1::57379743, 3295, 1055 downstream, in gene, in gene1 30.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5736, 1_Testes_ARID4B::1::5737, 1_Testes_ARID4B::1::573819236, 16996, 164 downstream, downstream, in gene1 35.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5738 9721 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5739 372 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5739 -3512 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5739 10349 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5740 -118 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5740, 1_Testes_ARID4B::1::5741-195, 11229 upstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5741 146 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5742 203 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5743 49724 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5743 -670 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5744 166 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5745 178 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5746 229 in gene 1 32.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5746 657 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5747 22310 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5747, 1_Testes_ARID4B::1::5748-6563, -10211 upstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5747, 1_Testes_ARID4B::1::57483425, -223 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5749 286 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5749 -7 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5749 -4256 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5749 17136 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5750, 1_Testes_ARID4B::1::57511497, 30377 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5751 7337 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5751 -237 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5752 288 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5753 951 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5753 -1829 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5753 15098 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5754 1925 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5755 179 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5755 -9517 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5756 -164 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5757 545 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5758, 1_Testes_ARID4B::1::5759333, -4691 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5758, 1_Testes_ARID4B::1::5759-4774, 250 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5760 1208 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5761 41 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5762 517 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5763, 1_Testes_ARID4B::1::576468692, 115236 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5765 -44 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5765 458 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5766 37 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5767, 1_Testes_ARID4B::1::5768138, -8598 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5767, 1_Testes_ARID4B::1::5768-8586, 150 upstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5769 254 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5769 -377 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5770 6514 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5770 185 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5771 644 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5772 291 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5772 -645 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5772 1200 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5773 -500 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5774 157 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5775, 1_Testes_ARID4B::1::5776755, -805 in gene, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5775, 1_Testes_ARID4B::1::5776-5523, -3963 upstream, upstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5777 -299 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5778 271 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5778 -309 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5779 227 in gene 1 29.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5779 -315 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5780 65 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5781 -9170 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5781, 1_Testes_ARID4B::1::57820, 141152 in gene, in gene 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5783 267 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5784 1293 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5785 416 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5786 -309 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5786 190 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5787 23585 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5787 191 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5788 34884 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5788 -610 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5789 192299 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5789 1389 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5790 49496 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5790 336 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5791 94 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5791 -135 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5791 12832 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5792 11947 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5792 68 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793 -11015 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793 11139 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793 8788 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793 -321 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793 -693 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5793, 1_Testes_ARID4B::1::579425605, 5 downstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5794 -90 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5795, 1_Testes_ARID4B::1::5796, 1_Testes_ARID4B::1::57971924, 324, -385 in gene, in gene, upstream 1 21.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5795, 1_Testes_ARID4B::1::5796, 1_Testes_ARID4B::1::5797, 1_Testes_ARID4B::1::5798-2050, -450, 259, 21886upstream, upstream, in gene, downstream1 23.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5798 -1936 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5798 156 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5798 5477 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5799 -8052 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5799, 1_Testes_ARID4B::1::5800402, -9822 in gene, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5799, 1_Testes_ARID4B::1::58005883, -4341 downstream, upstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5799, 1_Testes_ARID4B::1::5800, 1_Testes_ARID4B::1::5801-10178, 46, 7726 upstream, in gene, downstream1 31.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5800, 1_Testes_ARID4B::1::5801-1107, 6573 upstream, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5800, 1_Testes_ARID4B::1::5801, 1_Testes_ARID4B::1::5802-7492, 188, 12284 upstream, in gene, downstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5801, 1_Testes_ARID4B::1::5802, 1_Testes_ARID4B::1::5803-5718, 6378, 14490 upstream, downstream, downstream1 32.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5802, 1_Testes_ARID4B::1::5803110, 8222 in gene, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5802, 1_Testes_ARID4B::1::5803, 1_Testes_ARID4B::1::58047681, -431, -7087 downstream, upstream, upstream1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5802, 1_Testes_ARID4B::1::5803, 1_Testes_ARID4B::1::5804-7764, 348, 7004 upstream, in gene, in gene 1 30.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5805 476 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5806 948 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5807 -9701 upstream 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5807 -4003 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5808 126 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5809 163 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5810 224 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5810 -5815 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5810 1118 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5811 1040 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5812 216 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5812 402 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5813 474 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5814 98 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5814 51098 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5815 407 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5815 83201 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5816 236 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5817 277 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5818 1879 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5819 39833 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5819 240 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5820 25314 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5820 3038 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5820 -4343 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5821 19650 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5821 -3398 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5821 198 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5822 10942 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5822 10548 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5822 227 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5822 17470 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5823 10378 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5823 5490 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5823 682 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5823 17313 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5824 -52 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5824 -58 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5825 -139 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5826 142 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5827 -699 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5827 -329 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5827, 1_Testes_ARID4B::1::582829065, 425 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5829, 1_Testes_ARID4B::1::5830, 1_Testes_ARID4B::1::583129934, 2766, -370 downstream, in gene, upstream1 23.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5830, 1_Testes_ARID4B::1::5831-2186, 950 upstream, in gene 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5832 335 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5832 -338 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5833 67 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5833 768 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5834 190 in gene 1 40.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5835 -6317 upstream 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5835 1022 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5836 234 in gene 1 43.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5837 30151 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5838 132 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5839 392 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5840 32043 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5841 -961 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5841 583 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5842 497 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5843 -346 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5844 199 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5845 563 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5846, 1_Testes_ARID4B::1::58476, 27782 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5847 -143 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5848 20455 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5848 175 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5849 249 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5850 99547 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5850, 1_Testes_ARID4B::1::5851239, 16847 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5852 139 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5853 377 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5854 205 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5856 -662 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5856 15 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5857 -7173 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5857 132 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5858 399 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5858 -220 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5858 -3784 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5859 181 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5860 -2794 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5861 685 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5862 174734 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5862 7061 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5862 -6954 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5862 -3655 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5863 485 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5864 434 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5865 346 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5865 -635 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5865 22386 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5866 489 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5868 108 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5869 -4177 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5869 -642 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5870 -184 upstream 1 24.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5870 -16 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5870, 1_Testes_ARID4B::1::587130745, -231 downstream, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5871 -151 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5872 72 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5872 17449 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5873 200 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5873 -356 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5874, 1_Testes_ARID4B::1::5875120, 1928 in gene, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5876 201 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5877, 1_Testes_ARID4B::1::5878111, 35615 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5878 7176 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5879 214 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5879 14604 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5880 185 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5881 -9086 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5881 282 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5882 18388 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5882 20 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5884 659 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5884 66431 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5885 -649 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5885 -149 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5886 539 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5887 -442 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5887 342 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5887 15514 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5888 49 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5889 83 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5889 -7907 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5890 454 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5890 2345 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5891 298 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5892 397 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5893 28 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5893 1194 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5894 972 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5896 245 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5897 -211 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5898 -728 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5898 249 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5899 209 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5900 -322 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5901 273 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5902 233 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5903 -3241 upstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5905 81 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5906 334 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5907, 1_Testes_ARID4B::1::590859, -1621 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5907, 1_Testes_ARID4B::1::5908-289, 1391 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5909 63132 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5909, 1_Testes_ARID4B::1::5910157146, 33018 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5911 887 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5911 -1105 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5912 363 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5913 183 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5914 11020 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5915 118866 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5916 806 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5917 110 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5918 31613 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5918 324 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5919 189 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5920 895 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5920 407 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5921 196 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5922 277 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5923 351 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5924 311618 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5925 287 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5926, 1_Testes_ARID4B::1::5927135, 903 in gene, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5928 106 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5929 837 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5930 90 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5931 292 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5932 230 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5933 293 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5934 -8601 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5934 -18 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5934 361 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5934, 1_Testes_ARID4B::1::5935, 1_Testes_ARID4B::1::593693803, 22507, 443 downstream, in gene, in gene1 32.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5937 206 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5937 -285 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5938 299 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5938 -103 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5939 9800 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5939, 1_Testes_ARID4B::1::5940393, 19929 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5939, 1_Testes_ARID4B::1::594019060, -476 downstream, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5940, 1_Testes_ARID4B::1::5941143, 13167 in gene, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5941, 1_Testes_ARID4B::1::5942177, 17601 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5941, 1_Testes_ARID4B::1::5942177, 17601 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5942, 1_Testes_ARID4B::1::594319897, 313 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5944 1060 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5944 64965 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5945 17052 downstream 1 33.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5945 -3469 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5945 159 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5945 12972 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5946 12033 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5946, 1_Testes_ARID4B::1::5947101, 55109 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5947 303 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5947, 1_Testes_ARID4B::1::5948, 1_Testes_ARID4B::1::594913530, -982, -3238 downstream, upstream, upstream1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5948, 1_Testes_ARID4B::1::5949, 1_Testes_ARID4B::1::5950-7548, -5292, 14580 upstream, upstream, downstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5950 211 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5951 282 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5952 2165 in gene 1 63.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5952 -8256 upstream 1 63.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5953 31040 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5953 425 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5953 5817 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5953, 1_Testes_ARID4B::1::5954, 1_Testes_ARID4B::1::595511559, -8238, -9737 downstream, upstream, upstream1 28.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5954, 1_Testes_ARID4B::1::59551811, 312 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5954, 1_Testes_ARID4B::1::5955-1961, -462 upstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5954, 1_Testes_ARID4B::1::5955, 1_Testes_ARID4B::1::595617532, 16033, -4399 downstream, downstream, upstream1 24.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5957 648 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5957, 1_Testes_ARID4B::1::595817936, -8608 downstream, upstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5958, 1_Testes_ARID4B::1::59592619, 10427 downstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5958, 1_Testes_ARID4B::1::59597874, 66 downstream, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5959, 1_Testes_ARID4B::1::5960, 1_Testes_ARID4B::1::596119333, -2187, -4587 downstream, upstream, upstream1 28.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5960, 1_Testes_ARID4B::1::5961, 1_Testes_ARID4B::1::59622499, 99, -9085 in gene, in gene, upstream 1 28.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5960, 1_Testes_ARID4B::1::5961912, -1488 downstream, upstream 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5961, 1_Testes_ARID4B::1::5962-8630, 554 upstream, in gene 1 34.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5963 -226 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5963, 1_Testes_ARID4B::1::5964102, 94646 in gene, downstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5964, 1_Testes_ARID4B::1::5965512, 4608 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5964, 1_Testes_ARID4B::1::5965, 1_Testes_ARID4B::1::5966-3938, 158, 9758 upstream, in gene, downstream1 35.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5964, 1_Testes_ARID4B::1::5965, 1_Testes_ARID4B::1::596614592, 10496, 896 downstream, downstream, in gene1 35.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5966, 1_Testes_ARID4B::1::596714745, -10343 downstream, upstream 1 45.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5967 9289 downstream 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5967 132 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5968, 1_Testes_ARID4B::1::59692073, 41 in gene, in gene 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5968, 1_Testes_ARID4B::1::5969-3342, -1310 upstream, upstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5968, 1_Testes_ARID4B::1::5969, 1_Testes_ARID4B::1::5970-7610, -5578, 12182 upstream, upstream, downstream1 22.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5970 4691 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5970 -6727 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5971 23425 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5971 168 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5971, 1_Testes_ARID4B::1::5972-5294, 13714 upstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5972 336 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5973 120 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5973 -4746 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5974 -340 upstream 1 16.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::5975, 1_Testes_ARID4B::1::5976100, 26276 in gene, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5976 368 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5977 170 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5978 98 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5978 22402 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5979 257 in gene 1 48.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5979, 1_Testes_ARID4B::1::598017638, 486 downstream, in gene 1 39.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5980, 1_Testes_ARID4B::1::598156182, 454 downstream, in gene 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5982, 1_Testes_ARID4B::1::598315753, 76670 in gene, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5983 93 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5984 -788 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5985, 1_Testes_ARID4B::1::5986-7, 40185 upstream, downstream 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5986 202 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5987 16046 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5987 136 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5988 227 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5988 624 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5989 75 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5990 -288 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5990 -119 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5991 1851 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5992 44 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5993 -60 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5994 316 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5994 -396 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5995 -8 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5996 835 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5997 767 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5998 602 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5998 728 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::5999 46 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6000 294 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6001 337 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6002, 1_Testes_ARID4B::1::6003186, 15642 in gene, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6003 1680 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6003 30859 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6004 215 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6004 25919 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6005 990 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6006 17586 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6006, 1_Testes_ARID4B::1::6007, 1_Testes_ARID4B::1::6008302, 25646, 28558 in gene, downstream, downstream1 23.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6007, 1_Testes_ARID4B::1::6008952, 3864 in gene, downstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6007, 1_Testes_ARID4B::1::6008, 1_Testes_ARID4B::1::6009-3082, -170, 9878 upstream, upstream, downstream1 20.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6008, 1_Testes_ARID4B::1::600910620, 572 downstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6008, 1_Testes_ARID4B::1::600910097, 49 downstream, in gene 1 18.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6009 -9890 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6010 -7576 upstream 1 20.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6010 -5341 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6010 -5167 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6011 -7142 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6011 -7296 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6011 -7439 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6011 7531 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6011 35666 downstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6012, 1_Testes_ARID4B::1::6013225, -7423 in gene, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6012, 1_Testes_ARID4B::1::60137788, 140 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6012, 1_Testes_ARID4B::1::601320824, 13176 downstream, downstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6014 185148 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6015 996 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6015, 1_Testes_ARID4B::1::601626006, 310 downstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6016 -1695 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6017, 1_Testes_ARID4B::1::601874815, 1076 in gene, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6017 2518 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6019 -215 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6019, 1_Testes_ARID4B::1::6020198, 12534 in gene, downstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6019, 1_Testes_ARID4B::1::6020, 1_Testes_ARID4B::1::60218161, -4175, -6079 downstream, upstream, upstream1 35.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6019, 1_Testes_ARID4B::1::6020, 1_Testes_ARID4B::1::6021, 1_Testes_ARID4B::1::602214451, 2115, 211, -10141downstream, in gene, in gene, upstream1 34.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6020, 1_Testes_ARID4B::1::6021, 1_Testes_ARID4B::1::6022-2372, -468, 9884 upstream, upstream, downstream1 36.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6021, 1_Testes_ARID4B::1::6022-10266, 86 upstream, in gene 1 43.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6023 11096 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6023 4400 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6023 24329 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6024 18849 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6024, 1_Testes_ARID4B::1::6025, 1_Testes_ARID4B::1::6026171, -3813, -10373 in gene, upstream, upstream1 24.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6024, 1_Testes_ARID4B::1::6025, 1_Testes_ARID4B::1::6026, 1_Testes_ARID4B::1::60273693, -291, -6851, -8483downstream, upstream, upstream, upstream1 26.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6024, 1_Testes_ARID4B::1::6025, 1_Testes_ARID4B::1::6026, 1_Testes_ARID4B::1::6027-3808, 176, 6736, 8368 upstream, in gene, downstream, downstream1 26.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6025, 1_Testes_ARID4B::1::6026, 1_Testes_ARID4B::1::6027, 1_Testes_ARID4B::1::60288924, 2364, 732, -7268 downstream, downstream, in gene, upstream1 25.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6028 -4579 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6029 -1730 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6029, 1_Testes_ARID4B::1::6030, 1_Testes_ARID4B::1::6031175, 10127, 11263 in gene, downstream, downstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6029, 1_Testes_ARID4B::1::6030, 1_Testes_ARID4B::1::6031, 1_Testes_ARID4B::1::6032-9907, 45, 1181, 23501 upstream, in gene, in gene, downstream1 23.000 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6032 27 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6032, 1_Testes_ARID4B::1::6033297, 11657 in gene, downstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6032, 1_Testes_ARID4B::1::60337566, -3794 downstream, upstream 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6033 19 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6033 8970 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6033 -9187 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6034 153 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6034 -288 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6035 471 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6036 7 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6037 245 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6037 -298 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6038 149 in gene 1 35.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6039 566 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6039 -259 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6040 607 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6041, 1_Testes_ARID4B::1::6042, 1_Testes_ARID4B::1::60438731, 10091, 12011 downstream, downstream, downstream1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6041, 1_Testes_ARID4B::1::6042, 1_Testes_ARID4B::1::60433392, 2032, 112 in gene, in gene, in gene 1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6041, 1_Testes_ARID4B::1::6042, 1_Testes_ARID4B::1::6043-3612, -2252, -332 upstream, upstream, upstream1 22.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6044 1035 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6045 153 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6046 995 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6047, 1_Testes_ARID4B::1::604893, 24237 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6049 303 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6050 576 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6051 8384 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6052 49837 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6052 156 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6053 79485 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6054 242 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6055 1350 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6055 -1871 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6056 1216 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6057 288 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6057 24687 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6058 151 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6058 -8200 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6059 92 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6060 60037 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6060 -228 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6061 -124 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6061 2766 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6061, 1_Testes_ARID4B::1::606247, 19439 in gene, downstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6062 406 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6062 18456 downstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6063 4802 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6063 -10398 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6064, 1_Testes_ARID4B::1::606516869, 20080 downstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6064, 1_Testes_ARID4B::1::60653566, 355 in gene, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6064, 1_Testes_ARID4B::1::6065, 1_Testes_ARID4B::1::6066-3900, -689, 20308 upstream, upstream, downstream1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6066 255 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6067 -92 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6068 41 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6069 13155 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6069 279 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6069, 1_Testes_ARID4B::1::607091270, 422 downstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6070 210 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6071 559 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6072 190 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6072 -2535 upstream 1 20.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6072 -9867 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6073 463 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6074 439 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6074 67279 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6075 125 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6075 -6295 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6076 -6468 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6076 457 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6076 10864 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6077 21352 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6078 558 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6079, 1_Testes_ARID4B::1::608029436, 34540 downstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6079, 1_Testes_ARID4B::1::6080527, -4577 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6079, 1_Testes_ARID4B::1::60809970, 4866 downstream, in gene 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6079, 1_Testes_ARID4B::1::6080-10024, -4920 upstream, upstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6080 -10073 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6081 13729 downstream 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6081, 1_Testes_ARID4B::1::6082-648, -8456 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6081, 1_Testes_ARID4B::1::60825922, -1886 in gene, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6081, 1_Testes_ARID4B::1::6082-7487, 321 upstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6082 -7617 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6082 10476 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6083, 1_Testes_ARID4B::1::60841202, 173 in gene, in gene 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6083, 1_Testes_ARID4B::1::6084-1490, -461 upstream, upstream 1 19.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6085 -58 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6086 328 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6086 2586 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6087, 1_Testes_ARID4B::1::6088115, 15211 in gene, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6087, 1_Testes_ARID4B::1::6088-10122, 4974 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6088, 1_Testes_ARID4B::1::608917438, 566 downstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6089 774 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6090 9590 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6090 599 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6090 -658 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6090 7672 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6090 -7807 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6091 175 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6091 68918 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6092 -8696 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6092 5601 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6092 70 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6093 227 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6093 13531 downstream 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6094 48397 downstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6094, 1_Testes_ARID4B::1::6095301, 77261 in gene, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6095 110 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6095 1464 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6096 18593 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6096 117 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6097 21 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6097 -142 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6098 -9007 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6098 197 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6099 16185 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6099 -40 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6100 132 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6101, 1_Testes_ARID4B::1::6102542, 23550 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6102 -199 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6102 152 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6103 570 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6104, 1_Testes_ARID4B::1::610566, 17090 in gene, downstream 1 35.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6105, 1_Testes_ARID4B::1::6106198, -7738 in gene, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6105, 1_Testes_ARID4B::1::61068321, 385 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6105, 1_Testes_ARID4B::1::6106-8461, -525 upstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6106 9292 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6107 321 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6108 226 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6109 354 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6110 636 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6111 -50 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6112, 1_Testes_ARID4B::1::6113208, 90459 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6113 496 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6114 10 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6115 351647 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6115 -14 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6116 243 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6116 -7962 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6116 -464 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6117 444 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6118 22385 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6118 13 in gene 1 47.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6119 -281 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6120 386 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6121 222 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6122 112 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6123 285 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6124, 1_Testes_ARID4B::1::6125, 1_Testes_ARID4B::1::612629817, 26985, 12729 in gene, in gene, in gene 1 20.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6127 358 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6128 19863 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6129, 1_Testes_ARID4B::1::6130159, -7281 in gene, upstream 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6129, 1_Testes_ARID4B::1::6130-7071, 369 upstream, in gene 1 29.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6131 -247 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6131 193 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6132 1006 in gene 1 34.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6133 -1 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6134 -388 upstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6134, 1_Testes_ARID4B::1::613584, 21972 in gene, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6135 319 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6136 105 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6136 89105 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6137 137 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6138 261 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6139 137 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6139 -310 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6140 468 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6141 384 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6141, 1_Testes_ARID4B::1::6142-419, 29789 upstream, downstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6142 216 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6142 -2399 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6142 -7723 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6143 63 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6144 12 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6145 192 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6146 -24 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6149, 1_Testes_ARID4B::1::6150, 1_Testes_ARID4B::1::6151, 1_Testes_ARID4B::1::6152-1026, 31646, 48446, 80254upstream, in gene, in gene, in gene1 22.750 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6153 240 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6153 -418 upstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6154 -8933 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6154, 1_Testes_ARID4B::1::61551141, 12021 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6154, 1_Testes_ARID4B::1::6155-10373, 507 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6156, 1_Testes_ARID4B::1::6157-67, -1411 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6158 161 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6159 262 in gene 1 55.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6159, 1_Testes_ARID4B::1::6160-409, 15879 upstream, downstream 1 36.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6159, 1_Testes_ARID4B::1::6160, 1_Testes_ARID4B::1::616137488, 21200, -6224 downstream, in gene, upstream1 33.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6161 603 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6162 23069 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6162, 1_Testes_ARID4B::1::6163, 1_Testes_ARID4B::1::6164995, 2243, 54979 in gene, in gene, in gene 1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6165 72 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6166 -288 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6166 209 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6166, 1_Testes_ARID4B::1::616774977, 417 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6168, 1_Testes_ARID4B::1::6169145, 8753 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6168, 1_Testes_ARID4B::1::61698747, 139 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6168, 1_Testes_ARID4B::1::616943327, 34719 downstream, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6170 20549 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6171 652 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6171 -943 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6172, 1_Testes_ARID4B::1::6173220, 37116 in gene, downstream 1 44.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6173 274 in gene 1 68.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6173 -434 upstream 1 68.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6174 132 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6174 6125 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6174, 1_Testes_ARID4B::1::6175-202, 12054 upstream, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6175, 1_Testes_ARID4B::1::617671, 10871 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6175, 1_Testes_ARID4B::1::617611297, 497 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6175, 1_Testes_ARID4B::1::6176-10179, 621 upstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6176, 1_Testes_ARID4B::1::617718463, -513 downstream, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6177 493 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6178, 1_Testes_ARID4B::1::6179247, 40983 in gene, downstream 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6179 -57 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6180 186 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6181 407 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6182 369 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6183 -271 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6183, 1_Testes_ARID4B::1::618433586, 477 downstream, in gene 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6185 510 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6186 80 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6187 49 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6188 377 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6188 58983 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6189 1765 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6190 -123 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6190, 1_Testes_ARID4B::1::6191119, 35111 in gene, downstream 1 39.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6191 -439 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6191 258 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6191, 1_Testes_ARID4B::1::619251110, 806 downstream, in gene 1 40.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6193 123 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6194, 1_Testes_ARID4B::1::6195231, -537 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6196 102 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6197 638 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6198 -35 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6199 187 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6199, 1_Testes_ARID4B::1::620052377, 281 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6201, 1_Testes_ARID4B::1::6202, 1_Testes_ARID4B::1::6203, 1_Testes_ARID4B::1::62048988, 3276, 284, -1380 downstream, in gene, in gene, upstream1 33.250 4 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6205 360 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6206 447 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6206 279 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6207 51 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6208 -7882 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6208 362 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6209 147 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6210 468 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6211 1895 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6212 101 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6212 2624 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6213 -221 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6213 -399 upstream 1 32.000 1 1_Testes_ARID4B::1

Page 492 of 1163



1_Testes_ARID4B::1::6214 275 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6215 458 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6216 -318 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6216 181 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6217 34 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6218 70 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6218 66700 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6219 144 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6219 90 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6220 156 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6222 167 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6224 -86 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6224, 1_Testes_ARID4B::1::622528587, 187 downstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6226, 1_Testes_ARID4B::1::62271407, -7457 in gene, upstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6226, 1_Testes_ARID4B::1::622742, 8906 in gene, downstream 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6226, 1_Testes_ARID4B::1::6227-8770, 94 upstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6228 -34 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6228, 1_Testes_ARID4B::1::622911102, -8738 downstream, upstream 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6229, 1_Testes_ARID4B::1::6230, 1_Testes_ARID4B::1::6231273, 3281, 10161 in gene, in gene, downstream1 29.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6229, 1_Testes_ARID4B::1::6230, 1_Testes_ARID4B::1::623110142, 7134, 254 downstream, downstream, in gene1 29.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6231 61552 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6232 281 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6233 143 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6234, 1_Testes_ARID4B::1::623517096, 21704 downstream, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6234, 1_Testes_ARID4B::1::62353683, 8291 downstream, downstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6234, 1_Testes_ARID4B::1::62351018, 5626 in gene, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6234, 1_Testes_ARID4B::1::6235-728, -5336 upstream, upstream 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6234, 1_Testes_ARID4B::1::62354726, 118 downstream, in gene 1 27.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6236 -6347 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6236, 1_Testes_ARID4B::1::623718568, 168 in gene, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6236 74 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6236, 1_Testes_ARID4B::1::623718548, 148 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6238 -626 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6239, 1_Testes_ARID4B::1::62408485, 13221 downstream, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6239, 1_Testes_ARID4B::1::6240, 1_Testes_ARID4B::1::62415476, 740, -5308 in gene, in gene, upstream 1 19.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6239, 1_Testes_ARID4B::1::6240, 1_Testes_ARID4B::1::624114587, 9851, 3803 downstream, downstream, in gene1 19.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6242 43837 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6242 -120 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6242, 1_Testes_ARID4B::1::62433, 13299 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6243 228 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6244 -3000 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6244 407 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6245 168 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6246, 1_Testes_ARID4B::1::62473442, -270 in gene, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6246, 1_Testes_ARID4B::1::6247, 1_Testes_ARID4B::1::624857531, 53819, 134 downstream, downstream, in gene1 26.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6249 5015 downstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6249 2808 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6250 177 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6250 166 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6250 14259 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6251 17707 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6251 -2791 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6251 18786 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6252 278 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6253 420 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6253 -7779 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6254 581 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6255 41 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6256 190 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6256 -271 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6257 -257 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6258 421 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6258 140 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6259 55 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6260 231 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6261 -266 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6262 202 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6262 -120 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6262 59379 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6263 -435 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6263 157 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6263 56420 downstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6265 10934 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6265 -331 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6265 4265 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6266 -94 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6266 40826 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6267 337 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6268, 1_Testes_ARID4B::1::62691938, 802 in gene, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6270 17130 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6271 -169 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6272 5241 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6272 4 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6273 52 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6274 404 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6275 183 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6275 -2127 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6275 -2539 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6275 -3292 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6276 182 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6277 54 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6277 -5319 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6277 10906 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6278 536 in gene 1 22.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6280 -528 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6281 168 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6282 6854 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6282 6854 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6282 4427 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6283, 1_Testes_ARID4B::1::62844469, -571 in gene, upstream 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6283, 1_Testes_ARID4B::1::6284-4642, 398 upstream, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6285 670 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6285 -7301 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6286 52 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6286 17479 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6287, 1_Testes_ARID4B::1::6288538, -6710 in gene, upstream 1 26.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6287, 1_Testes_ARID4B::1::6288, 1_Testes_ARID4B::1::6289-7101, 147, 7939 upstream, in gene, downstream1 32.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6288, 1_Testes_ARID4B::1::6289-7723, 69 upstream, in gene 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6288, 1_Testes_ARID4B::1::628917236, 9444 downstream, downstream 1 33.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6290 -66 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6291 9696 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6291 -324 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6291 158 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6291 10135 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6292, 1_Testes_ARID4B::1::6293, 1_Testes_ARID4B::1::62941295, 463, -3473 in gene, in gene, upstream 1 29.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6295 -348 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6296 1118 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6296, 1_Testes_ARID4B::1::629733728, 288 downstream, in gene 1 32.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6297, 1_Testes_ARID4B::1::6298-5489, 26351 upstream, downstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6298 -144 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6298 3591 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6298, 1_Testes_ARID4B::1::629981914, -518 downstream, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6300 864 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6300 75 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6301 221 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6301 87 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6302 337 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6302, 1_Testes_ARID4B::1::630329959, 135 downstream, in gene 1 40.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6304, 1_Testes_ARID4B::1::6305-212, 332 upstream, in gene 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6306 4640 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6306 184 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6306 -9764 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6307 1248 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6308 151 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6309 209 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6310 701 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6311 65 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6311 26562 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6312 184 in gene 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6312 -41 upstream 1 37.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6313 404 in gene 1 26.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6313 68608 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6314 -7320 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6314 7234 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6314 247 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6315 201 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6316 241 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6317 -534 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6318 -248 upstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6319 301 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6320 1234 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6321 31 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6322 82682 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6322 329 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6323 -161 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6323 -215 upstream 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6324 110 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6324, 1_Testes_ARID4B::1::632557267, 179 downstream, in gene 1 36.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6326 283 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6327 154 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6328 -391 upstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6329 149 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6330 33750 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6330 -86 upstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6330 181 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6331 63 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6331 22048 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6332 59655 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6332 89 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6333 355 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6334 1219 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6334, 1_Testes_ARID4B::1::6335395747, 163 downstream, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6336 171 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6337 78 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6338, 1_Testes_ARID4B::1::633950149, 49253 in gene, in gene 1 20.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6340 33040 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6341, 1_Testes_ARID4B::1::63422611, -9357 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6342 228 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6343, 1_Testes_ARID4B::1::6344200, 77608 in gene, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6344, 1_Testes_ARID4B::1::6345-610, -4898 upstream, upstream 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6344, 1_Testes_ARID4B::1::6345, 1_Testes_ARID4B::1::6346536, 4824, 58920 in gene, in gene, downstream1 30.667 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6344, 1_Testes_ARID4B::1::63454731, 443 downstream, in gene 1 28.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6346 330 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6346 183 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6347 21535 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6347, 1_Testes_ARID4B::1::63484508, 167 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6349 314 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6350, 1_Testes_ARID4B::1::635148, 16464 in gene, downstream 1 33.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6351 168 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6351 15056 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6352 28848 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6352 340 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6352 16489 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6353 -452 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6354 820 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6355 29409 downstream 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6355 260 in gene 1 40.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6356 28624 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6356 1509 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6357 5071 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6358 252 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6359 197 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6360 302 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6361 -88 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6362, 1_Testes_ARID4B::1::6363441, -407 in gene, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6364 454 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6364 -4179 upstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6365 61 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6366 39404 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6366 320 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6367, 1_Testes_ARID4B::1::6368, 1_Testes_ARID4B::1::6369673, -543, -2015 in gene, upstream, upstream1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6367, 1_Testes_ARID4B::1::6368, 1_Testes_ARID4B::1::6369-846, 370, 1842 upstream, in gene, in gene 1 24.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6371 302 in gene 1 45.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6371, 1_Testes_ARID4B::1::637232591, 359 downstream, in gene 1 37.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6372 80350 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6373 66 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6374, 1_Testes_ARID4B::1::6375-431, 1441 upstream, in gene 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6376 64 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6377 111 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6378 4409 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6379 -240 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6379 33 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6380 -150 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6381, 1_Testes_ARID4B::1::638268187, 1611 in gene, in gene 1 30.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6383 195 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6383 -651 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6383 -2696 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6383 -6561 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6384 245 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6385 185 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6386 521 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6387 156 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6388 621 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6389 245 in gene 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6390, 1_Testes_ARID4B::1::6391393, 40169 in gene, downstream 1 27.000 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6391 475 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6392 830 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6393 201 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6394 844 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6395 -6972 upstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6395 136 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6396 186 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6397, 1_Testes_ARID4B::1::6398-1070, -7950 upstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6397, 1_Testes_ARID4B::1::6398-6101, 779 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6399, 1_Testes_ARID4B::1::6400-550, 538 upstream, in gene 1 23.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6401 -758 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6401 19229 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6401 542 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6402 55 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6402 9507 downstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6403 142 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6404, 1_Testes_ARID4B::1::6405660, 84 in gene, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6406 143 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6406, 1_Testes_ARID4B::1::640729223, 412 downstream, in gene 1 32.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6408, 1_Testes_ARID4B::1::6409, 1_Testes_ARID4B::1::641019421, 5501, 1053 in gene, in gene, in gene 1 24.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6412 810 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6412 -8876 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6413, 1_Testes_ARID4B::1::6414118, 636886 in gene, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6413 -1383 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6415 -3090 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6415 461 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6415 -2800 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6416 1132 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6416 -1338 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6417, 1_Testes_ARID4B::1::6418227, 23155 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6418 106 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6419 50 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6419 82221 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6420 198 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6421 502 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6422 119 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6423 787 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6424 367 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6425 258 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6426 635 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6427 -670 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6427 288 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6428 117 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6429, 1_Testes_ARID4B::1::6430-106, 118022 upstream, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6430 -354 upstream 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6431 11266 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6431 195 in gene 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6432 13899 downstream 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6432 415 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6433 -8943 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6433 -214 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6434 82354 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6434 2973 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6435, 1_Testes_ARID4B::1::6436654, 126 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6435, 1_Testes_ARID4B::1::6436-824, -296 upstream, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6437 265 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6437, 1_Testes_ARID4B::1::643851933, 381 downstream, in gene 1 31.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6439 273 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6440 340 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6440 -712 upstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6441 313 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6442 152 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6443, 1_Testes_ARID4B::1::6444509, -4259 in gene, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6443, 1_Testes_ARID4B::1::6444-648, 4120 upstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6445 -5189 upstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6445, 1_Testes_ARID4B::1::6446126, 32878 in gene, downstream 1 38.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6446 636 in gene 1 50.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6447 219 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6448 425 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6449 -760 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6449 1382 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6450 210 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6451 81 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6452 431 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6453 174 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6454 193 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6455 127 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6456 54 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6457 -421 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6457 1700 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6458, 1_Testes_ARID4B::1::645952, -2380 in gene, upstream 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6458, 1_Testes_ARID4B::1::6459-2290, 142 upstream, in gene 1 30.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6460 194 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6460 -340 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6460, 1_Testes_ARID4B::1::6461124266, 442 downstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6461 30 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6462 676 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6463 140 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6464 23 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6465 247 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6466 957 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6467 318 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6468 462 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6469 373 in gene 1 25.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6469 273 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6470, 1_Testes_ARID4B::1::6471353, -735 in gene, upstream 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6472, 1_Testes_ARID4B::1::64731374, 518 in gene, in gene 1 19.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6474 412 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6475 528 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6475 195 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6476 3 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6477 -17 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6478 -402 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6479 -365 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6479 2754 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6480 257 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6481 169 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6482 159 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6483 -1522 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6483 1225 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6484 -6409 upstream 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6484 180 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6485 258 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6486 328 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6487 -7069 upstream 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6487 169 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6488 17386 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6488 293 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6489 746 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6490 157 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6491 713 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6492 187 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6493, 1_Testes_ARID4B::1::6494-1255, 249 upstream, in gene 1 34.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6495 664 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6496, 1_Testes_ARID4B::1::649784, 2740 in gene, in gene 1 41.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6498 568 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6499 113 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6500 1028 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6501 177 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6501 -759 upstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6502 146 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6503 125 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6504 25801 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6505 175 in gene 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6505 -7736 upstream 1 31.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6506 347 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6507 456 in gene 1 42.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6508 157 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6508 8540 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6508 17982 downstream 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6509, 1_Testes_ARID4B::1::65109490, 11058 in gene, downstream 1 21.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6509, 1_Testes_ARID4B::1::65102612, 1044 downstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6509, 1_Testes_ARID4B::1::6510, 1_Testes_ARID4B::1::651113323, 11755, -6309 downstream, downstream, upstream1 21.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6511 5651 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6512 604 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6512, 1_Testes_ARID4B::1::6513103869, 205 downstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6514 64040 downstream 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6514, 1_Testes_ARID4B::1::6515984, -4840 in gene, upstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6514, 1_Testes_ARID4B::1::65155922, 98 downstream, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6514, 1_Testes_ARID4B::1::6515345893, 340069 downstream, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6516 134680 downstream 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6516 615 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6516, 1_Testes_ARID4B::1::65177305, -9895 downstream, upstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6516, 1_Testes_ARID4B::1::6517-7649, 9551 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6517 4450 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6517, 1_Testes_ARID4B::1::6518205, 17565 in gene, downstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6517, 1_Testes_ARID4B::1::651816655, -705 downstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6518 5865 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6518 -43 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6518 -7832 upstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6519, 1_Testes_ARID4B::1::65201518, 206 in gene, in gene 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6519, 1_Testes_ARID4B::1::6520-1285, -2597 upstream, upstream 1 24.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6521 635 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6522 314 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6522, 1_Testes_ARID4B::1::6523102131, 243 downstream, in gene 1 26.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6524 18879 downstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6524 119 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6525 9425 downstream 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6525 924 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6525, 1_Testes_ARID4B::1::6526-7511, 10345 upstream, downstream 1 31.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6526 200 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6527 143 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6527, 1_Testes_ARID4B::1::6528-1204, 13932 upstream, downstream 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6527, 1_Testes_ARID4B::1::652815248, 112 downstream, in gene 1 29.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6528, 1_Testes_ARID4B::1::652996015, 84751 downstream, in gene 1 22.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6530 152 in gene 1 36.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6531, 1_Testes_ARID4B::1::653233123, 41731 downstream, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6531, 1_Testes_ARID4B::1::6532248, 8856 in gene, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6531, 1_Testes_ARID4B::1::6532-8503, 105 upstream, in gene 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6533 15870 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6533, 1_Testes_ARID4B::1::65349229, 1005 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6533, 1_Testes_ARID4B::1::6534-8166, 58 upstream, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6535, 1_Testes_ARID4B::1::6536426, 11306 in gene, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6535, 1_Testes_ARID4B::1::6536-10388, 492 upstream, in gene 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6537 8795 downstream 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6537, 1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539-287, 49889, 53121 upstream, downstream, downstream1 26.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::65396475, 9707 downstream, downstream 1 27.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539366, -2866 in gene, upstream 1 27.500 2 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539, 1_Testes_ARID4B::1::6540-1343, 1889, 10241 upstream, downstream, downstream1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539, 1_Testes_ARID4B::1::6540-1801, 1431, 9783 upstream, downstream, downstream1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539, 1_Testes_ARID4B::1::6540-2916, 316, 8668 upstream, in gene, downstream1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6538, 1_Testes_ARID4B::1::6539, 1_Testes_ARID4B::1::654011694, 8462, 110 downstream, downstream, in gene1 25.000 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6539, 1_Testes_ARID4B::1::6540, 1_Testes_ARID4B::1::654127392, 19040, 192 downstream, downstream, in gene1 25.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6541, 1_Testes_ARID4B::1::654251972, 100 downstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6543 30398 downstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6543 353 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6544 19332 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6544, 1_Testes_ARID4B::1::65451392, 28048 in gene, downstream 1 23.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6545 325 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6546 152 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6547 13216 downstream 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6547 2762 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6547 276 in gene 1 41.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6548 549 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6549 48 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6549 -135 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6550, 1_Testes_ARID4B::1::6551168, 113688 in gene, downstream 1 25.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6551 1929 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6552 48003 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6552, 1_Testes_ARID4B::1::655326914, 130 downstream, in gene 1 28.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6554, 1_Testes_ARID4B::1::655555138, 55810 downstream, downstream 1 25.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6554, 1_Testes_ARID4B::1::6555, 1_Testes_ARID4B::1::6556-501, 171, 92699 upstream, in gene, downstream1 24.333 3 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6556 -903 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6556 28865 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6557 4233 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6558 13702 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6558, 1_Testes_ARID4B::1::6559241, 15953 in gene, downstream 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6558, 1_Testes_ARID4B::1::655921875, 6163 downstream, in gene 1 20.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6559 -6254 upstream 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6560 161 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6561 -123 upstream 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6562 227 in gene 1 44.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6563 255 in gene 1 35.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6564 666 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6565 248 in gene 1 33.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6566 97 in gene 1 30.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6567 308 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6567 62467 downstream 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6568 435 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6569 4307 downstream 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6570 469 in gene 1 34.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6571 451 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6572 461 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6573 395 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6574 -344 upstream 1 28.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6575 411 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6576 -1528 upstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6576 274 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6577 45339 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6577 219 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6578 20741 downstream 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6579 529 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6580 1042 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6581, 1_Testes_ARID4B::1::6582193, 17521 in gene, downstream 1 37.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6582 154 in gene 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6582 -2514 upstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6582 8409 downstream 1 38.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6583 290 in gene 1 24.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6585, 1_Testes_ARID4B::1::6586-2670, -3582 upstream, upstream 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6585, 1_Testes_ARID4B::1::658672, 984 in gene, in gene 1 21.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6587, 1_Testes_ARID4B::1::6588-155, -5499 upstream, upstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6587, 1_Testes_ARID4B::1::6588-5205, 139 upstream, in gene 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6588, 1_Testes_ARID4B::1::6589-8653, 40755 upstream, downstream 1 22.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6589 7 in gene 1 22.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6589, 1_Testes_ARID4B::1::6590-97, 18463 upstream, downstream 1 21.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6590 889 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6590 14011 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6591 784 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6592 512 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6593 58 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6594 -104 upstream 1 39.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6594, 1_Testes_ARID4B::1::659523, 70327 in gene, downstream 1 33.000 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6595 82 in gene 1 27.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6596 -75 upstream 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6596 49 in gene 1 32.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6597 133 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6598, 1_Testes_ARID4B::1::6599851, 51283 in gene, downstream 1 24.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6599 102 in gene 1 26.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6600 181 in gene 1 28.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6602 104 in gene 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6602 17508 downstream 1 29.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6603 190 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6604 520 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6604 0 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6604 -6076 upstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6605, 1_Testes_ARID4B::1::660681715, 80035 in gene, in gene 1 17.500 2 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6607 566 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6608 2 in gene 1 23.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6610 604 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6611 -10330 upstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6611 210 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6612 466 in gene 1 17.000 1 1_Testes_ARID4B::1
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1_Testes_ARID4B::1::6613 745 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6614 71 in gene 1 19.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6615 14275 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6615 334 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6615 14490 downstream 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6616 100 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6617 484 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6618 15959 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6618 8044 downstream 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6618 23 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6619 5 in gene 1 25.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6620 2586 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6621 379 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6622 670 in gene 1 21.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6623 151 in gene 1 18.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6624 74 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6625 461 in gene 1 17.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6626 6833 downstream 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6626 302 in gene 1 16.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6627 192 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6628 942 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6629 204 in gene 1 15.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6630 353 in gene 1 20.000 1 1_Testes_ARID4B::1

1_Testes_ARID4B::1::6631 270 in gene 1 29.000 1 1_Testes_ARID4B::1
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Peak ValueUCSC Link Altsymbols Full Description RNA

18 Gene Xkr4 Gm210, Xkr4, mKIAA1889, KIAA1889, AY534250, XRG4X Kell blood group precursor related family member 4NM_001011874.1

18 Gene Gm10568ENSMUSG00000073742, Gm10568predicted gene 10568 XR_140426.1, XR_141892.1

28 Gene Mrpl15 Rpml7, Mrpl15, MRP-L7, HSPC145mitochondrial ribosomal protein L15 NM_001177658.1, NM_025300.4, NR_033530.1

27 Gene Atp6v1h Atp6v1h, 0710001F19Rik, VMA13, SFD, AU022349, MGC11985, CGI-11, SFDbeta, SFDalphaATPase, H+ transporting, lysosomal V1 subunit H NM_133826.4

22 Gene Npbwr1 Nbpwr1, Gpr7, Npbwr1neuropeptides B/W receptor 1 NM_010342.1

26 Gene Rb1cc1 LaXp180, 5930404L04Rik, 2900055E04Rik, FIP200, Cc1, Rb1cc1RB1-inducible coiled-coil 1 NM_009826.4

56 Gene Rrs1 Rrs1, D1Ertd701e, 5730466A07Rik, Rrr, AA415037RRS1 ribosome biogenesis regulator homolog (S. cerevisiae)NM_021511.2

56 Gene Adhfe1 Adh8, Adhfe1, 6330565B14Rik, AI043035alcohol dehydrogenase, iron containing, 1 NM_175236.4, NR_027664.1

23 Gene Mybl1 A-myb, G1-419-6, MGC123416, Mybl1, repro9myeloblastosis oncogene-like 1 NM_008651.2

26 Gene Vcpip1 5730421J18Rik, Vcpip1, 4932442A08, 5730538E15Rik, mKIAA1850, VCIP135valosin containing protein (p97)/p47 complex interacting protein 1NM_173443.2

26 Gene 1700034P13Rik1700034P13RikRIKEN cDNA 1700034P13 gene NR_040462.1

32 Gene Mcmdc2Mcmdc2, 6030422M02Rikminichromosome maintenance domain containing 2NM_177722.3

32 Gene Snhg6 1110008H02Rik, Snhg6small nucleolar RNA host gene (non-protein coding) 6NR_024067.2

32 Gene Snord87 MBII-276, Snord87, U87, Rnu87small nucleolar RNA, C/D box 87 NR_004410.1

21 Gene Gm10567ENSMUSG00000073738, Gm10567predicted gene 10567 XR_140429.1, XR_141896.1

21 Gene Tcf24 Tcf24, Gm2330transcription factor 24 XM_003688767.1, XM_003689325.1

21 Gene Ppp1r42 TLRR, Ppp1r42, 4930418G15Rik, 1700011J18Rik, Lrrc67protein phosphatase 1, regulatory subunit 42 NM_145692.1, NM_027033.4

24 Gene Cops5 Cops5, Jab1, Sgn5, Mov34, AI303502, CSN5COP9 (constitutive photomorphogenic) homolog, subunit 5 (Arabidopsis thaliana)NM_013715.1

24 Gene Cspp1 2310020J12Rik, Cspp2, AA387550, Cspp3, 4930413O22Rik, BC055915, Cspp1centrosome and spindle pole associated protein 1 NM_026493.3

23 Gene Arfgef1 Arfgef1, D730028O18Rik, D130059B05Rik, ARFGEP1, BIG1, P200ADP-ribosylation factor guanine nucleotide-exchange factor 1(brefeldin A-inhibited)NM_001102430.1

25 Gene Prex2 D430013K02, AI553603, P-Rex2, C030045D06Rik, AI316880, Prex2, Depdc2, 6230420N16Rikphosphatidylinositol-3,4,5-trisphosphate-dependent Rac exchange factor 2NM_029525.1, NM_001033636.4, XM_003946036.1

24 Gene Ncoa2 SRC-2, 9530095N19, TIF2, D1Ertd433e, Grip1, bHLHe75, Ncoa2, GRIP-1, TIF-2, KAT13Cnuclear receptor coactivator 2 NM_008678.2, NM_001077695.1

21 Gene Eya1 Eya1, bor eyes absent 1 homolog (Drosophila) NM_010164.2, NM_001252192.1

22 Gene Sbspon Sbspon, Rpesp, Gm106somatomedin B and thrombospondin, type 1 domain containingNM_001033288.3

41 Gene Rpl7 Rpl7, MGC102113, Rpl7a, Surf-3ribosomal protein L7 NM_011291.5

41 Gene Rdh10 AI875664, AW549993, Rdh10, D1Ertd762e, 3110069K09Rik, m366Asp, 4921506A21Rikretinol dehydrogenase 10 (all-trans) NM_133832.3

27 Gene Ube2w 6130401J04Rik, Ube2wubiquitin-conjugating enzyme E2W (putative) NM_001271016.1, NM_001271017.1, NR_073122.1, NM_025773.3

25 Gene Jph1 JP-1, Jp1, Jph1, ENSMUSG00000054314junctophilin 1 NM_020604.2

28 Gene Mcm3 Mcmd, C80350, AL033361, p1.m, Mcm3, P1minichromosome maintenance deficient 3 (S. cerevisiae)NM_008563.2

21 Gene Tram2 MGC25725, C330003D03Rik, Tram2translocating chain-associating membrane protein 2 NM_177409.3

26 Gene B3gat2 B3gat2, KIAA1963, Glcats, GlcAT-Sbeta-1,3-glucuronyltransferase 2 (glucuronosyltransferase S)NM_172124.2

24 Gene Fam135aFam135a, 4921533L14Rik, AI835491, AI256732, KIAA1411family with sequence similarity 135, member A NM_026604.4

18 Gene Col19a1 Col19a1 NM_007733.2

31 Gene Ptp4a1 MGC102117, MGC25304, AA415290, AU019864, C130021B01, Prl-1, Ptp4a1protein tyrosine phosphatase 4a1 NM_011200.2

21 Gene Prim2 AI323589, Prim2DNA primase, p58 subunit NM_008922.1

21 Gene 1700001G17Rik1700001G17RikRIKEN cDNA 1700001G17 gene NR_033199.1

29 Gene Bag2 BC016230, MGC36682, 2610042A13Rik, Bag2BCL2-associated athanogene 2 NM_145392.2

30 Gene Zfp451 Kiaa0576-hp, Znf451, AI596398, mKIAA1702, COASTER, Zfp451, 4930515K21Rik, 4933435G09Rikzinc finger protein 451 NM_133817.2

24 Gene Arhgef4 Asef, Arhgef4, 9330140K16Rik, ENSMUSG00000070955Rho guanine nucleotide exchange factor (GEF) 4 NM_183019.2

47 Gene Hs6st1 6Ost1, Hs6st1 heparan sulfate 6-O-sulfotransferase 1 NM_015818.2

30 Gene Arid5a Mrf1, D430024K22Rik, MGC36895, Arid5aAT rich interactive domain 5A (MRF1-like) NM_001172205.1, NM_001172206.1, NM_145996.4, NR_033310.1

19 Gene Kansl3 AI431067, 4932435K23, C85723, Kiaa1310, mKIAA1310, AI647574, 4632411B12Rik, Kansl3KAT8 regulatory NSL complex subunit 3 NM_172652.3

36 Gene Cnnm4 Cnnm4, 5430430O18Rik, Acdp4cyclin M4 NM_033570.2
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36 Gene Cnnm3 Cnnm3, Acdp3, Clp3cyclin M3 NM_053186.2, NM_001039551.1

43 Gene Ankrd39 Ankrd39, 9130416N05Rik, C030004B10Rikankyrin repeat domain 39 NM_026241.3

43 Gene Sema4c mKIAA1739, Semaf, Semacl1, AI426163, Semai, Sema4csema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4CNM_001126047.1

43 Gene Fam178bMGC60970, MGC141033, 1700024G10Rik, Fam178b, Gm990family with sequence similarity 178, member B NM_201365.2, NM_027957.1, NM_001126046.1

23 Gene Cox5b MGC117683, Cox5bcytochrome c oxidase subunit Vb NM_009942.2

23 Gene Actr1b MGC36526, Actr1b, 2310066K23Rik, AA960180, AI851923, Arp1bARP1 actin-related protein 1B, centractin beta NM_146107.2

26 Gene Tmem131YR-23, CC28, Tmem131, mKIAA0257, D1Bwg0491e, Neg, 2610524E03Rik, RW1transmembrane protein 131 NM_018872.2

29 Gene Inpp4a D130048C09Rik, 9630012D15, Inpp4a, 107kDa, R74740inositol polyphosphate-4-phosphatase, type I NM_172971.2, NM_030266.3

29 Gene Coa5 1700001A24Rik, 6330578E17Rik, Coa5, Pet191cytochrome C oxidase assembly factor 5 NM_198006.4

29 Gene Unc50 UNCL, URP, Unc50, GMH1, 1110002A21Rikunc-50 homolog (C. elegans) NM_026123.3

29 Gene Mgat4a 9530018I07Rik, glcNAc-T-IVa, GnT-IVa, Mgat4amannoside acetylglucosaminyltransferase 4, isoenzyme ANM_173870.2

25 Gene Txndc9 Txndc9, AI098020, APACDthioredoxin domain containing 9 NM_172054.4

25 Gene Eif5b BC018347, A030003E17Rik, Eif5b, IF2eukaryotic translation initiation factor 5B NM_198303.2

21 Gene Rev1 1110027I23Rik, Rev1, AU022044, MGC66950, Rev1lREV1 homolog (S. cerevisiae) NM_019570.3

24 Gene Aff3 A730046J16, Aff3, 3222402O04Rik, LAF-4, Laf4AF4/FMR2 family, member 3 NM_010678.2

19 Gene Pdcl3 1110061A19Rik, C80025, Pdcl3, Viaf1phosducin-like 3 NM_026850.4

35 Gene Npas2 MGC129355, MOP4, bHLHe9, Npas2neuronal PAS domain protein 2 NM_008719.2

35 Gene Rpl31 MGC107628, MGC106651, Rpl31ribosomal protein L31 NM_053257.3, NM_001252218.1, NM_001252219.1

35 Gene Tbc1d8 Tbc1d8, HBLP1, VRP, AD3TBC1 domain family, member 8 NM_018775.4

21 Gene Map4k4 AU045934, Nik, HGK, AW046177, Map4k4, AU043147, 9430080K19Rikmitogen-activated protein kinase kinase kinase kinase 4NM_008696.2, NM_001252200.1, NM_001252201.1, NM_001252202.1

27 Gene Mrps9 mg637, Mrps9, 2310002A08Rik, MGC144643, AW322516, Mrp-S9mitochondrial ribosomal protein S9 NM_023514.4

21 Gene Fhl2 Fhl2, C76204, SLIM3four and a half LIM domains 2 NM_010212.3

29 Gene Nck2 4833426I10Rik, Nck2, Grb4, NCKbeta, Nck-2non-catalytic region of tyrosine kinase adaptor protein 2NM_010879.3

25 Gene Tex30 MGC118304, 1700029F09Rik, Tex30, 3110030D08Riktestis expressed 30 NM_029368.1

25 Gene Kdelc1 EP58, Kdelc1, 5730416C13Rik, Kdel1, 1810049A15RikKDEL (Lys-Asp-Glu-Leu) containing 1 NM_023645.3

23 Gene Bivm AI854267, Bivmbasic, immunoglobulin-like variable motif containingNM_144558.4

23 Gene Ercc5 Xpg, Ercc5, MGC176031excision repair cross-complementing rodent repair deficiency, complementation group 5NM_011729.2

27 Gene Myo1b myosin-1b, AA406997, Myo1bmyosin IB NM_010863.3, NM_001161817.1

24 Gene Gls Gls, 6330442B14, B230365M23Rik, AI314027glutaminase NM_001081081.2, NM_001113383.1

31 Gene Tmem194b9830163O08, Tmem194b, 5330401P04Riktransmembrane protein 194B NM_001142647.1, NR_024590.1

30 Gene Stk17b AI120141, Drak2, 3110009A03Rik, Stk17bserine/threonine kinase 17b (apoptosis-inducing) NM_133810.3

23 Gene Ankrd44 E130014H08Rik, A130096K20, 4930444A19Rik, Ankrd44ankyrin repeat domain 44 NM_001081433.3

32 Gene Sf3b1 SAP155, Targ4, Prp10, TA-8, 155kDa, 2810001M05Rik, Sf3b1, AA409119, SF3b155splicing factor 3b, subunit 1 NM_031179.2

24 Gene Coq10b AV002237, Coq10b, 1500041J02Rik, AW742641, 1700030I21Rik, 9530077A17Rikcoenzyme Q10 homolog B (S. cerevisiae) NM_026424.3, NM_001039710.1

51 Gene Hspd1 Hspd1, Hsp60, 60kDaheat shock protein 1 (chaperonin) NM_010477.4

51 Gene Hspe1 mt-cpn10, 10kDa, Hspe1, Hsp10, MGC117526heat shock protein 1 (chaperonin 10) NM_008303.4

32 Gene Mob4 Mobkl3, Prei3, Phocn, 2610109B12Rik, Mob4MOB family member 4, phocein NM_025283.3

45 Gene Gm10561EG628004, ENSMUSG00000073675, Gm10561predicted gene 10561 XR_168381.1, XR_168797.1

45 Gene Mars2 MetRS, Mars2, C730026E21Rikmethionine-tRNA synthetase 2 (mitochondrial) NM_175439.3

25 Gene Plcl1 Plcl1, PLCE, PLDL1, PRIP-1, KIAA1092, C230017K02Rik, PLCL, PLC-Lphospholipase C-like 1 NM_001114663.1

28 Gene Satb2 Satb2, mKIAA1034special AT-rich sequence binding protein 2 NM_139146.2

28 Gene 9130024F11Rik9130024F11Rik, B530002L08, EG329160RIKEN cDNA 9130024F11 gene NR_024325.1, NR_024326.1

31 Gene 4930558J18Rik4930558J18RikRIKEN cDNA 4930558J18 gene NR_037999.1

31 Gene 1700066M21Rik1700066M21Rik, AI428479RIKEN cDNA 1700066M21 gene NM_028546.1

31 Gene Tyw5 MGC117744, FLJ37953, 1110034B05Rik, Tyw5tRNA-yW synthesizing protein 5 NM_001037742.2, NR_004860.1, NM_001114102.1

24 Gene 9430016H08Rik9430016H08Rik, C78988, AA409999RIKEN cDNA 9430016H08 gene NM_001081181.2

30 Gene Spats2l AW413586, AI480531, AA987173, AI842453, A230104H11Rik, Spats2l, 2810022L02Rikspermatogenesis associated, serine-rich 2-like NM_144882.4, NM_001164566.1
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19 Gene Kctd18 Kctd18, 6530404F10Rik, 4932411A20Rikpotassium channel tetramerisation domain containing 18NM_001159864.1, NM_001159865.1, NR_027630.1

36 Gene Sgol2 AV008062, 5730576N04Rik, 1110007N04Rik, 4932411A20Rik, AU018846, Sgol2, Tripin, D1Ertd8eshugoshin-like 2 (S. pombe) NM_199007.2, NM_001177867.1

25 Gene Gm6860 EG628262, Gm6860ribosomal protein S27 pseudogene

25 Gene Bzw1 mKIAA0005, Bzw1, 1200015E15Rik, MGC6434basic leucine zipper and W2 domains 1 NM_025824.3

36 Gene Clk1 Clk1, STY CDC-like kinase 1 NR_027853.1, NM_001042634.2, NR_027854.1

36 Gene Ppil3 2310076N22Rik, Ppil3, 2510026K04Rik, Cyp10lpeptidylprolyl isomerase (cyclophilin)-like 3 NM_027374.3, NM_027351.3

27 Gene Orc2 Orc2, AU041563, Orc2lorigin recognition complex, subunit 2 NM_008765.2, NM_001025378.1

27 Gene Gm15834C130065N10Rik, OTTMUSG00000026620, Gm15834predicted gene 15834 XR_107316.1, XR_104582.1

22 Gene Cflar Gm9845, MRIT, I-FLICE, AI646576, MGC103395, ENSMUSG00000050533, 2310024N18Rik, A430105C05Rik, Flip, Cflar, Cash, FLAME, ENSMUSG00000072980, c-Flip, Casper, CLARP, AU021929CASP8 and FADD-like apoptosis regulator NM_207653.3, NM_009805.4

26 Gene Trak2 AI480836, mKIAA0549, Trak2, 4733401O11Rik, 2900022D04Rik, GRIF1, CALS-C, Als2cr3, AW046271, GRIF-1, OIP98trafficking protein, kinesin binding 2 NM_172406.3

26 Gene Stradb ILPIPA, Syradb, Stradb, PRO1038, B830008M19, Als2cr2, Papk, ILPIP, D1Ucla2, AA792893STE20-related kinase adaptor beta NM_172656.5

25 Gene Als2 Alsin, 3222402C23Rik, Als2, MGC27807, 9430073A21Rik, Als2cr6, mKIAA1563amyotrophic lateral sclerosis 2 (juvenile) NM_001159948.2, NM_146109.3, NM_028717.6

31 Gene Fzd7 Fzd7, Fz7 frizzled homolog 7 (Drosophila) NM_008057.3

22 Gene Sumo1 GMP1, SENTRIN, PIC1, SMTP3, Sumo1, SMT3, SUMO-1, MGC103203, Ubl1, Smt3C, SMT3H3SMT3 suppressor of mif two 3 homolog 1 (yeast) NM_009460.2

26 Gene Nop58 nop5, Nop58, Nol5, MSSP, SIK, MGC105209NOP58 ribonucleoprotein NM_018868.2

26 Gene Snord70 MBII-234, Snord70, snoRNA234small nucleolar RNA, C/D box 70 NR_028554.1

32 Gene Bmpr2 AW546137, Gm20272, BMPRII, BMP-2, BB189135, 2610024H22Rik, Bmpr2, AL117858, BMPR-IIbone morphogenetic protein receptor, type II (serine/threonine kinase)NM_007561.3

31 Gene Fam117bFam117b, 6330416D14Rik, Als2cr13, 2810425F24Rik, MGC90831family with sequence similarity 117, member B NM_001037725.2

23 Gene Raph1 9430025M21Rik, Raph1, C730009O10Rik, LpdRas association (RalGDS/AF-6) and pleckstrin homology domains 1NM_001045513.3

24 Gene Pard3b 2810455B10Rik, 2010002N16Rik, RP23-20G7.1, PAR3B, Als2cr19, 1810008K04Rik, PAR3L, PAR3beta, Pard3bpar-3 partitioning defective 3 homolog B (C. elegans)NM_001081050.2

22 Gene Nrp2 Np-2, Nrp2, Npn2, Npn-2, 1110048P06Rik, Np2neuropilin 2 NM_001077403.1, NM_010939.2, NM_001077406.1, NM_001077404.1, NM_001077405.1, NM_001077407.1

20 Gene Ndufs1 MGC7850, 5830412M15Rik, 9930026A05Rik, MGC19199, Ndufs1NADH dehydrogenase (ubiquinone) Fe-S protein 1 NM_145518.2, NM_001160038.1, NM_001160039.1, NM_001160040.1

20 Gene Eef1b2 Eef1b, Eef1b2, 2810017J07Rikeukaryotic translation elongation factor 1 beta 2 NM_018796.3

20 Gene Snora41 MBI-83, Snora41small nucleolar RNA, H/ACA box 41 NR_028558.1

20 Gene Gpr1 MGC41704, Gpr1G protein-coupled receptor 1 NM_146250.1

20 Gene Zdbf2 Zdbf2, 9330107J05Rik, 4930431J08Rikzinc finger, DBF-type containing 2 NM_028673.1, NM_001267872.1

34 Gene Klf7 Klf7, 9830124P08RikKruppel-like factor 7 (ubiquitous) NM_033563.2

20 Gene Creb1 Creb, Creb1, 2310001E10Rik, AV083133, 3526402H21Rik, Creb-1cAMP responsive element binding protein 1 NM_133828.2, NM_009952.2, NM_001037726.1

27 Gene Mettl21aFam119a, Mettl21a, AI464204, 2310038H17Rikmethyltransferase like 21A NM_025964.3

25 Gene 2810408I11Rik2810408I11RikRIKEN cDNA 2810408I11 gene NR_038009.1

30 Gene Ccnyl1 Ccnyl1, 9630037P07Rik, AW554339cyclin Y-like 1 NM_001097644.1

30 Gene Fzd5 5330434N09Rik, AI427138, Fzd5, Fz5, MGC141642, Fz-5frizzled homolog 5 (Drosophila) NM_001042659.1, NM_022721.3

22 Gene Idh1 Idh1, E030024J03Rik, Idpc, Idh-1, Id-1, MGC115782, AI314845, AI788952isocitrate dehydrogenase 1 (NADP+), soluble NM_010497.3, NM_001111320.1

22 Gene Pikfyve Pip5k3, p235, Pipk5k3, Pikfyve, 5230400C17Rik, Pip5kphosphoinositide kinase, FYVE finger containing NM_011086.2

44 Gene Bard1 ENSMUSG00000073653, ENSMUSG00000060893, Bard1BRCA1 associated RING domain 1 NM_007525.3

25 Gene Atic Atic, AW212393, AA536954, 2610509C24Rik5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolaseNM_026195.3

22 Gene Fn1 Fn1, E330027I09, MGC117493, Fn, Fn-1fibronectin 1 NM_010233.1

22 Gene Apol7d OTTMUSG00000022136, Apol7d, ENSMUSG00000073652, Gm15456apolipoprotein L 7d NR_040308.1

17 Gene Rpl37a Rpl37a ribosomal protein L37a NM_009084.4

20 Gene Igfbp2 Igfbp2, Igfbp-2, AI255832, mIGFBP-2insulin-like growth factor binding protein 2 NM_008342.3

19 Gene Igfbp5 Igfbp5, AW208790, AI256729, IGFBP-5P, IGFBP-5insulin-like growth factor binding protein 5 NM_010518.2

20 Gene Tns1 E030037J05Rik, Tns1, 1200014E20Rik, 1110018I21Rik, Tns, E030018G17Rik, AI648117tensin 1 NM_027884.3

17 Gene Rufy4 Rufy4, F930048N03RikRUN and FYVE domain containing 4 NM_001034060.3, NM_001170641.1

23 Gene Arpc2 34kDa, 2210023N03Rik, p34-Arc, Arpc2, MGC141099actin related protein 2/3 complex, subunit 2 NM_029711.1

27 Gene Pnkd Brp17, AI854243, 2810403H05Rik, MNCb-5687, Tahccp2, MR-1, Pnkd, 2210013N15Rikparoxysmal nonkinesiogenic dyskinesia NM_001039509.1, NM_025580.2, NM_019999.2

27 Gene Tmbim1 AU024746, RECS1, Tmbib1, C78899, 2310061B02Rik, Tmbim1, mKIAA4161, AA960455, KIAA4161transmembrane BAX inhibitor motif containing 1 NM_027154.5

27 Gene LOC101055811 uncharacterized LOC101055811 XM_003945311.1, XM_003946059.1
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29 Gene Slc11a1 Ity, ity, Bcg, Nramp1, MGC129156, Slc11a1, MGC129157, Lsh, Nrampsolute carrier family 11 (proton-coupled divalent metal ion transporters), member 1NM_013612.2

29 Gene Ctdsp1 GIP, Nif3, Ctdsp1, NLIIF, SCP1CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase 1NM_153088.2

29 Gene Mir26b Mirn26b, Mir26b, mmu-mir-26bmicroRNA 26b NR_029743.1

30 Gene Usp37 C330008N13Rik, 4932415L06Rik, Usp37ubiquitin specific peptidase 37 NM_176972.4

30 Gene Rqcd1 Rqcd1, 2610007F23Rik, Fl10, AI593551rcd1 (required for cell differentiation) homolog 1 (S. pombe)NM_021383.5

20 Gene Bcs1l Bcs1l, 9130022O19RikBCS1-like (yeast) NM_025784.4

20 Gene Rnf25 0610009H16Rik, AO7, Rnf25ring finger protein 25 NM_021313.2

20 Gene Stk36 Fused, FU, KIAA1278, B930045J24, Stk36, 1700112N14Rik, mKIAA1278, MGC58023NM_175031.3

22 Gene Cyp27a1Cyp27a1, Cyp27, 1300013A03Rikcytochrome P450, family 27, subfamily a, polypeptide 1NM_024264.4

18 Gene Ihh Ihh NM_010544.2

27 Gene Slc23a3 MGC143682, SVCT3, Yspl1, Slc23a3, MGC143681solute carrier family 23 (nucleobase transporters), member 3NM_194333.3

27 Gene Cnppd1 Cnppd1, AU043960, 1810031K17Rikcyclin Pas1/PHO80 domain containing 1 NM_026977.2

27 Gene Fam134aFam134a, MGC47289family with sequence similarity 134, member A NM_170755.2

30 Gene Zfand2b C81256, Zfand2b, 1110060O18Rikzinc finger, AN1 type domain 2B NM_026846.3, NM_001159905.1, NM_001159906.1

30 Gene Abcb6 1200005B17Rik, Abcb6ATP-binding cassette, sub-family B (MDR/TAP), member 6NM_023732.2

30 Gene Atg9a AU019532, Atg9l1, Apg9l1, Atg9, MGC105176, Atg9aautophagy related 9A NM_001003917.3

32 Gene Glb1l Glb1l, 4833408P15Rikgalactosidase, beta 1-like NM_029010.1

32 Gene Stk16 EDPK, Krct, Stk16, PKL12serine/threonine kinase 16 NM_011494.5

32 Gene Tuba4a M[a]4, Tuba4, Tuba4atubulin, alpha 4A NM_009447.3

32 Gene A630095N17RikA630095N17Rik, Gm1624RIKEN cDNA A630095N17 gene NM_001243090.1, NM_001243091.1

18 Gene Dnajb2 2700059H22Rik, Hsj1, MGC113758, Dnajb10, mDj8, Dnajb2DnaJ (Hsp40) homolog, subfamily B, member 2 NM_020266.2, NM_178055.4, NM_001159883.1, NM_001159884.1, NM_001159885.1

18 Gene Ptprn mIA-A, mKIAA4064, IA-2, Ptprn, KIAA4064protein tyrosine phosphatase, receptor type, N NM_008985.2

21 Gene Des Des desmin NM_010043.1

21 Gene Gm15179OTTMUSG00000019417, Gm15179predicted gene 15179 NR_037976.1

21 Gene Speg Apeg1, SPEGalpha, mKIAA1297, AW125581, SPEGbeta, Speg, D1Bwg1450e, BPEGSPEG complex locus NM_001085371.1, NM_001085370.1, NM_007463.4, NM_001173477.1

31 Gene Asic4 Asic4, BNAC4, Accn4acid-sensing (proton-gated) ion channel family member 4NM_183022.3

31 Gene Chpf D1Bwg1363e, Chpf, AI414328, 1700028N03Rikchondroitin polymerizing factor NM_001001565.2, NM_001001566.3

31 Gene Tmem198A230078I05Rik, Tmem198, Tmem198-1, Tmem198atransmembrane protein 198 NM_177056.4

43 Gene Obsl1 Obsl1, AW822216obscurin-like 1 NM_178884.5

43 Gene Inha AW555078, Inhainhibin alpha NM_010564.4

18 Gene Stk11ip LKB1IP, Stk11ip, BB131189, 1200014D22Rik, LIP1serine/threonine kinase 11 interacting protein NM_027886.3

18 Gene Slc4a3 Ae3, Slc4a3, A930038D23Riksolute carrier family 4 (anion exchanger), member 3 NM_009208.3

19 Gene Gm2102 Gm2102 predicted gene 2102 XM_001472451.2

32 Gene Utp14b jsd, 4932411L21Rik, Utp14bUTP14, U3 small nucleolar ribonucleoprotein, homolog B (yeast)NM_001001981.3, NM_001136226.1

32 Gene Acsl3 Acsl3, C85929, 2610510B12Rik, Facl3, Acs3, Pro2194acyl-CoA synthetase long-chain family member 3 NM_028817.3, NM_001033606.2, NM_001136222.1

18 Gene Ap1s3 Ap1s3, Jr2, [s]3A, 1190009B22adaptor-related protein complex AP-1, sigma 3 NM_183027.2

31 Gene Wdfy1 KIAA1435, 1700013B03Rik, ZFYVE17, FENS-1, mKIAA1435, 1700120F24Rik, WDF1, Jr1, Wdfy1WD repeat and FYVE domain containing 1 NM_001111279.1, NM_027057.3

31 Gene Gm10555ENSMUSG00000073642, Gm10555predicted gene 10555 XR_140443.1, XR_141939.1

22 Gene Mrpl44 5730593H20Rik, 1810030E18Rik, Mrpl44, AI463302mitochondrial ribosomal protein L44 NM_001081210.1

20 Gene Serpine2B230326M24Rik, Spi4, PAI-1, PI7, PI-7, PN-1, Serpine2serine (or cysteine) peptidase inhibitor, clade E, member 2NM_009255.4

20 Gene Dock10 Dock10, Jr4, Zizimin3, R75174, ZIZ3, MGC183664, 9330153B10Rik, mKIAA0694, Jr5, A630054M16Rikdedicator of cytokinesis 10 NM_175291.3

25 Gene Irs1 G972R, IRS-1, Irs1insulin receptor substrate 1 NM_010570.4

25 Gene Gm19537Gm19537 predicted gene, 19537 XR_140445.1, XR_141940.1

32 Gene Agfg1 D730048C23Rik, C130049H11Rik, AU045498, Agfg1, Hrb, Rip, C85612, RABArfGAP with FG repeats 1 NM_010472.2

37 Gene Trip12 AA410158, 6720416K24Rik, Trip12, Gtl6, 1110036I07Rik, MGC31615, TRIP-12thyroid hormone receptor interactor 12 NM_133975.4

37 Gene Fbxo36 1110020F21Rik, Fbxo36, 2410002G19Rik, 0610008D19Rik, D1Ertd757eF-box protein 36 NM_025386.3

19 Gene Cab39 AA960512, AA408805, MO25, C78372, MO25alpha, Cab39calcium binding protein 39 NM_133781.4
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29 Gene 2810459M11Rik2810459M11RikRIKEN cDNA 2810459M11 gene NM_001144992.1, NM_001144993.1

29 Gene Psmd1 2410026J11Rik, S1, P112, Psmd1proteasome (prosome, macropain) 26S subunit, non-ATPase, 1NM_027357.2

48 Gene Ncl D0Nds28, Ncl, D1Nds28, Nucl, B530004O11Rik, C23nucleolin NM_010880.3

48 Gene Snora75 MBI-55, Snora75small nucleolar RNA, H/ACA box 75 NR_028478.1

48 Gene Snord82 Snord82, U82, Z25, Rnu82small nucleolar RNA, C/D box 82 NR_002851.1

48 Gene C130036L24RikC130036L24Rik, ENSMUSG00000073627RIKEN cDNA C130036L24 gene NR_015507.2

39 Gene Ptma MGC103390, Ptma, MGC102090, Thymprothymosin alpha NM_008972.2

23 Gene Nppc Nppc, CNP, MGC130574, lbabnatriuretic peptide type C NM_010933.5

19 Gene Efhd1 4931430I01Rik, mitocalcin, Efhd1, AI452351, PP3051, MGC103094EF hand domain containing 1 NM_028889.2

24 Gene Gigyf2 BC006835, AW259676, A830080H02Rik, Gigyf2, 2610016F01Rik, AI852361, Tnrc15, mKIAA0642, MGC38689GRB10 interacting GYF protein 2 NM_146112.4, NM_001110212.1

28 Gene Atg16l1 Apg16l, AI035639, Atg16l, WDR30, Atg16l1, 1500009K01Rik, AI225866autophagy related 16-like 1 (S. cerevisiae) NM_029846.4, NM_001205391.1, NM_001205392.1

15 Gene Usp40 B230215L03Rik, C730029K03, Usp40ubiquitin specific peptidase 40 NM_001033291.2, NM_001198573.1

22 Gene Arl4c Arl7, A630084M22Rik, Arl4c, LAKADP-ribosylation factor-like 4C NM_177305.4

28 Gene Sh3bp4 AI594717, BOG25, AW227605, Sh3bp4SH3-domain binding protein 4 NM_133816.2

35 Gene Agap1 Ggap1, Centg2, mKIAA1099, R75364, Agap1ArfGAP with GTPase domain, ankyrin repeat and PH domain 1NM_178119.3, NM_001037136.1

18 Gene Gbx2 Stra7, Gbx-2, MMoxA, D130058E05Rik, Gbx2gastrulation brain homeobox 2 NM_010262.3

26 Gene Cops8 Csn8, Sgn8, Cops8, 9430009J09Rik, AA408242COP9 (constitutive photomorphogenic) homolog, subunit 8 (Arabidopsis thaliana)NM_133805.3

22 Gene Lrrfip1 Fliiap1, Lrrfip1, AU024550leucine rich repeat (in FLII) interacting protein 1 NM_001111311.1, NM_008515.4, NM_001111312.1

33 Gene Ube2f Ube2f, 2510010F15Rik, AI851109ubiquitin-conjugating enzyme E2F (putative) NM_026454.3

21 Gene Espnl Gm556, Espnl espin-like NM_001033292.3

21 Gene Klhl30 4631423F02Rik, MGC143856, Klhl30 NM_027551.2

21 Gene Fam132b4832406C22, Fam132b, myonectinfamily with sequence similarity 132, member B NM_173395.2

29 Gene Ilkap 0710007A14Rik, PP2C-DELTA, Ilkap, 1600009O09Rikintegrin-linked kinase-associated serine/threonine phosphatase 2CNM_023343.2

29 Gene 1700020N18Rik1700020N18RikRIKEN cDNA 1700020N18 gene NR_026924.1

26 Gene Hes6 Hes6, AI326893, bHLHb41hairy and enhancer of split 6 (Drosophila) NM_019479.3

44 Gene Per2 mPer2, Per2, mKIAA0347period circadian clock 2 NM_011066.3

27 Gene Traf3ip1 Traf3ip1, MGC143957, 3930402D05Rik, AU041749, MIP-T3TRAF3 interacting protein 1 NM_028718.2

27 Gene Twist2 Twist2, Dermo1, bHLHa39twist basic helix-loop-helix transcription factor 2 NM_007855.2

29 Gene Ndufa10 Ndufa10, 2900053E13RikNADH dehydrogenase (ubiquinone) 1 alpha subcomplex 10NM_024197.1

29 Gene Olfr1416Olfr1416, MOR103-3olfactory receptor 1416 NM_147038.1

24 Gene Myeov2 Myeov2, 1110002M09Rikmyeloma overexpressed 2 NM_001163425.1, NR_028108.1

24 Gene Otos Otos, OTOSP otospiralin NM_153114.2

24 Gene Gpc1 AI462976, Gpc1glypican 1 NM_016696.4

29 Gene Ankmy1 Ankmy1, 4930483I10Rik, MGC141406, ZMYND13ankyrin repeat and MYND domain containing 1 NM_172850.3

29 Gene Dusp28 AV005521, 0710001B24Rik, Dusp28dual specificity phosphatase 28 NM_175118.3

29 Gene Rnpepl1 1110014H17Rik, AI894167, Rnpepl1arginyl aminopeptidase (aminopeptidase B)-like 1 NM_181405.4

42 Gene E030010N08RikE030010N08Rik, Gm976RIKEN cDNA E030010N08 gene XM_977156.2, XM_001474855.2

42 Gene Sned1 AI642697, D430044C15Rik, SST3, Snep, 6720455I24Rik, Sned1, AI197264sushi, nidogen and EGF-like domains 1 NM_172463.4

40 Gene Pask Pask, mKIAA0135PAS domain containing serine/threonine kinase NM_080850.2

40 Gene Ppp1r7 SDS22, Ppp1r7, 2310014J01Rikprotein phosphatase 1, regulatory (inhibitor) subunit 7NM_023200.2

28 Gene Hdlbp Hdlbp, AA960365, D1Ertd101e, 1110005P14Rik, AI118566high density lipoprotein (HDL) binding protein NM_133808.4

28 Gene Sept2 Sept2, AW208991, Nedd-5, Nedd5, mKIAA0158septin 2 NM_010891.2, NM_001159717.1, NM_001159718.1, NM_001159719.1

24 Gene Stk25 Ste20-like, AU018434, 1500019J11Rik, C86992, Ysk1, Stk25serine/threonine kinase 25 (yeast) NM_021537.3

32 Gene Bok Bok, AI847676, mtd, AU021146, matadorBCL2-related ovarian killer protein NM_016778.2

32 Gene Thap4 Thap4, 2010320B01RikTHAP domain containing 4 NM_025920.3

32 Gene Atg4b AW048066, Atg4bl, 2510009N07Rik, Apg4b, Atg4b, Autl1autophagy related 4B, cysteine peptidase NM_174874.3

35 Gene Dtymk mtmk, AU044245, Dtymk, D10Ertd203e, Tmk, TYPK, CDC8, TMPKdeoxythymidylate kinase NM_001105667.1, NM_023136.2
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35 Gene Ing5 Ing5, 1810018M11Rik, 1700001C14Rik, 1700027H23Rik, AI225768inhibitor of growth family, member 5 NM_025454.2

29 Gene Fam174aFam174, 2310044D20Rik, Fam174a, Naa6, Tmem157family with sequence similarity 174, member A NM_026321.4

29 Gene D1Ertd622eAI987691, D1Ertd622e, AW047450DNA segment, Chr 1, ERATO Doi 622, expressed NM_133825.3

24 Gene Pign Pign, Gm20308phosphatidylinositol glycan anchor biosynthesis, class NNM_013784.3

24 Gene 2310035C23Rik2310035C23Rik, 6430401N10, Kiaa1468, mKIAA1468RIKEN cDNA 2310035C23 gene NM_173187.3, NM_029349.1

44 Gene Gm7160 Gm7160, EG635504predicted gene 7160 XM_921685.3, XM_983271.2

44 Gene Zcchc2 AW212015, 9930114B20Rik, Zcchc2zinc finger, CCHC domain containing 2 NM_001122675.1, NM_001122676.1

32 Gene Gm20753Gm20753 predicted gene, 20753 NR_040630.1

32 Gene Phlpp1 mKIAA0606, Phlpp, SCOP, Plekhe1, AI836256, Phlpp1PH domain and leucine rich repeat protein phosphatase 1NM_133821.3

28 Gene Vps4b Vps4b, 8030489C12Rik, Skd1vacuolar protein sorting 4b (yeast) NM_009190.2

22 Gene Dsel Dsel, 9330132E09Rikdermatan sulfate epimerase-like NM_001081316.1

21 Gene Tsn Tsn, AU040286, C3PO, 2610034C24Rik, TB-RBPtranslin NM_011650.3

25 Gene Gli2 AW546128, Gli2GLI-Kruppel family member GLI2 NM_001081125.1

42 Gene Inhbb Inhbb NM_008381.3

24 Gene Ralb Ralb, 5730472O18Rikv-ral simian leukemia viral oncogene homolog B (ras related)NM_022327.5

38 Gene Tmem185bMGC25511, 2500001K11Rik, Tmem185btransmembrane protein 185B NM_146103.2

23 Gene Epb4.1l5AL022914, E230025E14Rik, Lulu1, BE37, 1700030C16Rik, Epb41l5, NBL5, Epb4.1l5erythrocyte protein band 4.1-like 5 NM_145506.4, NM_001113416.1

23 Gene Ptpn4 TEP, PTPMEG, TEP/mPTPMEG, Ptpn4, Ptn4, hPTP-MEGprotein tyrosine phosphatase, non-receptor type 4 NM_019933.2

31 Gene Ddx18 MGC117904, Ddx18, 2310005B10RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 18 NM_025860.3

20 Gene Actr3 MGC118188, Arp3, 1200003A09Rik, Actr3ARP3 actin-related protein 3 NM_023735.2, NM_001205385.1, NM_001205386.1

25 Gene Slc35f5 Slc35f5, 1300003P13Rik, AI646727solute carrier family 35, member F5 NM_028787.4

16 Gene Lypd1 C530008O16Rik, AI853408, 2700050C12Rik, Lypdc1, Lypd1, Lynx2Ly6/Plaur domain containing 1 NM_145100.3

16 Gene Nckap5 MGC90557, Nckap5, Erih1, Nap5, D130011D22Rik, Erih2, 8430408F21, Gm1548, E030049G20RikNCK-associated protein 5 NM_001081756.1, NM_172484.3, NM_176957.3

27 Gene Mgat5 AI480971, 4930471A21Rik, Mgat5, 5330407H02Rik, GlcNAc-TVmannoside acetylglucosaminyltransferase 5 NM_145128.3

24 Gene Zranb3 4933425L19Rik, AH2, C730006D09, Zranb3, AI316834zinc finger, RAN-binding domain containing 3 NM_027678.2

31 Gene R3hdm1 R3hdm1, R3hdmR3H domain containing 1 NM_181750.2

31 Gene Ubxn4 mKIAA0242, 1300013G12Rik, Ubxd2, Ubxn4, KIAA0242UBX domain protein 4 NM_026390.2

26 Gene Mcm6 ASP-l1, Mcm6, Mcmd6, D1Wsu22eminichromosome maintenance deficient 6 (MIS5 homolog, S. pombe) (S. cerevisiae)NM_008567.1

26 Gene Dars Dars, 5730439G15Rikaspartyl-tRNA synthetase NM_145507.2, NM_177445.5

27 Gene Pfkfb2 4930568D07Rik, Pfkfb26-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2NM_008825.4, NM_001162415.1, NR_027859.1, NM_001162416.1

27 Gene Yod1 Hshin7, Yod1, 9930028C20RikYOD1 OTU deubiquitinating enzyme 1 homologue (S. cerevisiae)NM_178691.4

29 Gene Mapkapk2Rps6kc1, MK-2, MK2, Mapkapk2, AA960234, MAPKAP-K2MAP kinase-activated protein kinase 2 NM_008551.1

32 Gene Dyrk3 Dyrk3, BC006704dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3NM_145508.2

31 Gene Rassf5 Nore1A, Maxp1, Rassf5, Nore1, AU042887, Nore1B, MGC107647, Rapl, 1300019G20RikRas association (RalGDS/AF-6) domain family member 5NM_018750.3

31 Gene Ikbke IKK-i, Ikki, Ikbke, AW558201, IKKepsiloninhibitor of kappaB kinase epsilon NM_019777.3

33 Gene Srgap2 FBP2, srGAP3, Fnbp2, Srgap2, AI448945, 9930124L22RikSLIT-ROBO Rho GTPase activating protein 2 NM_001081011.2

33 Gene Fam72a MGC117955, 2700049P18Rik, Fam72a, P17family with sequence similarity 72, member A NM_175382.3

28 Gene Nucks1 AI647518, 8430423A01Rik, Nucks1, Nucks, 2700010L10Rik, C78391nuclear casein kinase and cyclin-dependent kinase substrate 1NM_175294.3, NM_001145804.1

40 Gene Elk4 Sap1, A130026I01Rik, 2310011G17Rik, BB162516, Elk4ELK4, member of ETS oncogene family NM_007923.2

27 Gene Klhdc8a A630065K24Rik, MGC19056, Klhdc8akelch domain containing 8A NM_144810.5

27 Gene Nuak2 mKIAA0537, Snark, Nuak2, Omphk2, 1200013B22RikNUAK family, SNF1-like kinase, 2 NM_028778.4, NM_001195025.1

17 Gene Tmcc2 1110063G11Rik, Tmcc2, KIAA0481transmembrane and coiled-coil domains 2 NM_178874.2

23 Gene Dstyk A930019K20Rik, Dstyk, C820013G01, Ripk5, C430014H23Rikdual serine/threonine and tyrosine protein kinase NM_172516.4

24 Gene Lrrn2 5730406J09Rik, NLRR-2, Lrrn2leucine rich repeat protein 2, neuronal NM_010732.4

20 Gene Pik3c2b PI3KC2beta, C330011J12Rik, Pik3c2b, Gm199, PI3K-C2betaphosphoinositide-3-kinase, class 2, beta polypeptideNM_001099276.2

37 Gene Ppp1r15b1810033K10Rik, C530022L24Rik, AI606441, CReP, Ppp1r15bprotein phosphatase 1, regulatory (inhibitor) subunit 15bNM_133819.3

18 Gene Golt1a 0610012C01Rik, metastatin, Kiss1, Golt1agolgi transport 1 homolog A (S. cerevisiae) NM_026680.4
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18 Gene Kiss1 metastatin, Kiss1KiSS-1 metastasis-suppressor NM_178260.3

25 Gene Ren1 Ren-A, Ren, Ren1, Rn-1, D19352, Ren-1, Ren1c, Ren1d, Rnrrenin 1 structural NM_031192.3

25 Gene Etnk2 Etnk2, 4933417N20Rik, AI197444, Eki2, Tuc1, EKI 2ethanolamine kinase 2 NM_175443.5

30 Gene Sox13 Sox-13, Sox13, AW259412, AA407916, AW540933SRY-box containing gene 13 NM_011439.2

32 Gene Snrpe SME, AL022645, C76690, Snrpesmall nuclear ribonucleoprotein E NM_009227.3

32 Gene Zc3h11a 5730454B08Rik, Zc3h11a, 1110003F06Rik, mKIAA0663, G630041M05Rik, Zc3hdc11a, KIAA0663, Zc3hh11azinc finger CCCH type containing 11A NM_144530.5

23 Gene Btg2 Pc3, APRO1, AA959598, TIS21, Btg2B cell translocation gene 2, anti-proliferative NM_007570.2

26 Gene Cyb5r1 C80155, Nqo3a2, B5R.1, 1500005G05Rik, Cyb5r1cytochrome b5 reductase 1 NM_028057.2

26 Gene Adipor1 ACDCR1, CGI-45, 2810031L11Rik, Paqr1, Adipor1adiponectin receptor 1 NM_028320.3

30 Gene Klhl12 Klhl12, C3ip1, MGC7076 NM_153128.2

30 Gene Rabif AW549708, AI842864, E130318E12Rik, RASGFR3, Rabif, MSS4RAB interacting factor NM_145510.1

20 Gene 4931440L10Rik4931440L10RikRIKEN cDNA 4931440L10 gene NM_001145300.1, NR_026896.1

45 Gene Kdm5b mKIAA4034, Plu1, Kdm5b, PUT1, Jarid1b, 2210016I17Rik, RBBP2H1A, KIAA4034, PLU-1, 2010009J12Rik, D1Ertd202e, AW556288, Rb-Bp2lysine (K)-specific demethylase 5B NM_152895.2

24 Gene Ppp1r12bAI132431, B230333M12, 9530009M10Rik, Ppp1r12b, 1810037O03Rik, A330043L12, Mypt2protein phosphatase 1, regulatory (inhibitor) subunit 12BNM_001081307.1, NR_015606.3

24 Gene Ube2t Ube2t, 2700084L22Rik, C80607ubiquitin-conjugating enzyme E2T (putative) NM_026024.2

22 Gene Lgr6 Lgr6, A530037C04Rik, D830026M09leucine-rich repeat-containing G protein-coupled receptor 6NM_001033409.3

34 Gene Ptpn7 C920001D21Rik, LPTP, MGC107411, Ptpn7, HEPTP, BPTP-4, LC-PTPprotein tyrosine phosphatase, non-receptor type 7 NM_177081.3

34 Gene Arl8a gie2, Arl10b, Arl8a, 1110033P22RikADP-ribosylation factor-like 8A NM_026823.2

35 Gene Rnpep MGC29229, Rnpeparginyl aminopeptidase (aminopeptidase B) NM_145417.3, NM_001159624.1

22 Gene Lmod1 9530015K06Rik, Lmod1, SM-Lmodleiomodin 1 (smooth muscle) NM_053106.2

22 Gene Shisa4 9330132O05Rik, Shisa4, Tmem58, mShisa4shisa homolog 4 (Xenopus laevis) NM_175259.4

22 Gene Ipo9 C78347, Ipo9, 0710008K06Rik, AI845704, mKIAA1192, Imp9, Ranbp9importin 9 NM_153774.1

39 Gene Nav1 Nav1, C230080M11Rik, Pomfil3, Unc53h1, 9530089B19, steerin-1, mKIAA1151, 9930003A20Rikneuron navigator 1 NM_173437.2

39 Gene Gm4793 Gm4793, EG215714predicted gene 4793 XR_168789.1, XR_168598.1

32 Gene LOC101056010 uncharacterized LOC101056010 XM_003945620.1, XM_003946044.1

31 Gene Phlda3 Phlda3, Tih1 pleckstrin homology-like domain, family A, member 3NM_013750.2

30 Gene Gm15850Gm15850, OTTMUSG00000026868, 6530439I21predicted gene 15850 NR_046167.1, NR_046168.1, NR_046169.1, NR_046170.1

30 Gene Kif21b 2610511N21Rik, KIAA0449, Kif21b, mKIAA0449kinesin family member 21B NM_001039472.1

30 Gene Camsap24930541M15Rik, Camsap2, mKIAA1078, Camsap1l1, 1600013L13Rikcalmodulin regulated spectrin-associated protein family, member 2NM_001081360.1

24 Gene 9230116N13Rik9230116N13RikRIKEN cDNA 9230116N13 gene NR_024328.1

24 Gene Ddx59 Ddx59, 4833411G06Rik, 1210002B07RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 59 NM_026500.3

29 Gene Kif14 Kif14, MGC189899, D1Ertd367e, E130203M01kinesin family member 14 NM_001081258.1

20 Gene Nr5a2 Nr5a2, D1Ertd308e, AU020803, LRH-1, Ftf, UF2-H3Bnuclear receptor subfamily 5, group A, member 2 NM_030676.3, NM_001159769.2

29 Gene Nek7 AU020186, 2810460C19Rik, Nek7NIMA (never in mitosis gene a)-related expressed kinase 7NM_021605.3

19 Gene Lhx9 3110009O07Rik, BB104635, LH2B, Lhx9LIM homeobox protein 9 NM_010714.3, NM_001042577.1, NM_001025565.2

16 Gene 2310009B15Rik2310009B15RikRIKEN cDNA 2310009B15 gene NM_001081226.1

29 Gene Zbtb41 Zbtb41, 9430031N01, AI316857, 8430415N23Rik, 9830132G07Rikzinc finger and BTB domain containing 41 homolog NM_172643.5

29 Gene Aspm D330028K02Rik, Sha1, Calmbp1, MCPH5, Aspm, FLJ10518asp (abnormal spindle)-like, microcephaly associated (Drosophila)NM_009791.4

22 Gene Cdc73 MGC29274, C130030P16Rik, C81219, BC027756, MGC36559, Hrpt2, 8430414L16Rik, Cdc73cell division cycle 73, Paf1/RNA polymerase II complex componentNM_145991.1

19 Gene Glrx2 Glrx2, AI645710, Grx2, 1700010P22Rikglutaredoxin 2 (thioltransferase) NM_023505.2, NM_001038593.1, NM_001038594.1, NM_001038592.1

21 Gene Hmcn1 EG545370, Gm201, Hmcn1hemicentin 1 NM_001024720.3

36 Gene Ivns1abpNS1-BP, 1700126I16Rik, mKIAA0850, Ivns1abp, Nd1-S, HSPC068, ND1, 1190004M08Rik, AA960440, NS-1, Nd1-Linfluenza virus NS1A binding protein NM_054102.2, NM_001039511.1, NM_001039512.1

27 Gene Fam129aNiban, AI256368, AU019833, Fam129afamily with sequence similarity 129, member A NM_022018.3

33 Gene Edem3 2310050N11Rik, Edem3ER degradation enhancer, mannosidase alpha-like 3 NM_001039644.2

19 Gene 1700025G04RikAV212693, 1700025G04Rik, 2610510E02Rik, ENSMUSG00000073540, MGC14005, 2900042O04RikRIKEN cDNA 1700025G04 gene NM_197990.3

25 Gene Tsen15 AL023077, 5730449L18Rik, Sen15, Tsen15tRNA splicing endonuclease 15 homolog (S. cerevisiae)NM_025677.3

23 Gene Colgalt2 Colgalt2, AI427652, Glt25d2, D730024P12collagen beta(1-O)galactosyltransferase 2 NM_177756.4
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31 Gene Apobec4Apobec4, 4933431M11Rikapolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 4 (putative)NM_001081197.1

31 Gene Arpc5 Arpc5, p16-Arc, 5830443F10Rikactin related protein 2/3 complex, subunit 5 NM_026369.2

22 Gene Smg7 9430023P16Rik, Smg7, mKIAA0250, MGC91209Smg-7 homolog, nonsense mediated mRNA decay factor (C. elegans)NM_001005507.2, NM_001160256.1, NM_001160257.1

26 Gene Lamc1 Lamb2, Lamc1 laminin, gamma 1 NM_010683.2

20 Gene Shcbp1l MGC130601, 1700012A16Rik, Shcbp1lShc SH2-domain binding protein 1-like NM_001033162.2

35 Gene Dhx9 RHA, NDHII, HEL-5, Dhx9, MGC90954, AI326842, Ddx9DEAH (Asp-Glu-Ala-His) box polypeptide 9 NM_007842.2

40 Gene Teddm1 Epdd1, e9-1, Teddm1transmembrane epididymal protein 1 NM_178244.3

40 Gene Glul Glul, Glns, GS glutamate-ammonia ligase (glutamine synthetase) NM_008131.3

20 Gene Zfp648 Zfp648, Gm10178, ENSMUSG00000066797, Gm203zinc finger protein 648 NM_001204908.1

33 Gene Ier5 Ier5 immediate early response 5 NM_010500.2

26 Gene BC034090mKIAA1614, 6820428L09, BC034090cDNA sequence BC034090 XM_148974.8, XM_993701.3

29 Gene Xpr1 Rmc-1, Syg1, Xpr1, Sxv, Rmc1, XRxenotropic and polytropic retrovirus receptor 1 NM_011273.2

20 Gene Lhx4 Gsh4, Gsh-4, Lhx4, A330062J17RikLIM homeobox protein 4 NM_010712.2

23 Gene Qsox1 Qsox1, SOx, 1300003H02Rik, Qscn6, QSOXquiescin Q6 sulfhydryl oxidase 1 NM_023268.2, NM_001024945.1

23 Gene Cep350 4933409L06Rik, MGC107324, Cep350, 6430546F08Rikcentrosomal protein 350 NM_001039184.1

23 Gene Tor1aip1Tor1aip1, MGC6357, Lap1B, LAP1torsin A interacting protein 1 NM_144791.2, NM_001160018.1, NM_001160019.1

23 Gene Tor1aip2AA103493, Lull1, AW610675, MGC102429, MGC70203, AW060462, MGC76434, Tor1aip2, Ifrg15, FLJ13142, 1110020D10Rik, A130072J07, 15kDa, C77739torsin A interacting protein 2 NM_022329.4, NM_001160180.1, NM_001160181.1, NM_001160182.1, NM_172843.4

20 Gene Abl2 Abll, Arg, Abl2, MGC169395, AA536808v-abl Abelson murine leukemia viral oncogene 2 (arg, Abelson-related gene)NM_009595.3, NM_001136104.1

28 Gene Fam20b C530043G21Rik, Fam20b, mKIAA0475family with sequence similarity 20, member B NM_145413.4

23 Gene Rasal2 A330066M24Rik, 6530401P13, Rasal2RAS protein activator like 2 NM_177644.5

23 Gene 2810025M15Rik2810025M15Rik, AI429618RIKEN cDNA 2810025M15 gene NR_027984.1

25 Gene Cacybp Cacybp, SIP NM_009786.2

25 Gene Rabgap1l9630005B12Rik, HHL, Hh1, Rabgap1l, mKIAA0471, 8430421H08Rik, 5830411O09Rik, AW049894RAB GTPase activating protein 1-like NM_001038621.2, NM_013862.5

31 Gene Rc3h1 Rc3h1, 5730557L09Rik, Gm551, N28103, mKIAA2025RING CCCH (C3H) domains 1 NM_001024952.2

30 Gene Zbtb37 Zbtb37, D430004I08Rikzinc finger and BTB domain containing 37 NM_173424.3

30 Gene Gas5 Gas-5, MGC6251, Gas5growth arrest specific 5 NR_002840.2

30 Gene Mir5117 mmu-mir-5117, Mir5117, mu-mir-5117microRNA 5117 NR_039577.1

30 Gene Snord47 Snord47, MBII-96small nucleolar RNA, C/D box 47 NR_028543.1

30 Gene Dars2 Dars2, 5830468K18Rik, MGC99963aspartyl-tRNA synthetase 2 (mitochondrial) NM_172644.3

19 Gene Vamp4 Vamp4, D1Ertd147evesicle-associated membrane protein 4 NM_016796.3

26 Gene Prrc2c Bat2d, E130112L15Rik, 9630039I18Rik, 1810043M20Rik, Bat2d1, mKIAA1096, Bat2l2, A630006J20, Prrc2c, Prrc3proline-rich coiled-coil 2C NM_001081290.1

26 Gene Scyl3 6030457O16, AW214499, Pace1, Scyl3, 1200016D23RikSCY1-like 3 (S. cerevisiae) NM_028776.4

39 Gene Slc19a2 AV276020, TRMA, AW322295, DDA1, THTR1, Slc19a2solute carrier family 19 (thiamine transporter), member 2NM_054087.2

25 Gene Atp1b1 Atpb, Atpb-1, Atp1b1, NKbeta1, Atp4bATPase, Na+/K+ transporting, beta 1 polypeptide NM_009721.5

33 Gene Tiprl 1810011K17Rik, TiprlTIP41, TOR signalling pathway regulator-like (S. cerevisiae)NM_145513.4

27 Gene Mpzl1 Mpzl1, PZR, 1110007A10Rikmyelin protein zero-like 1 NM_001083897.1, NM_001001880.2

25 Gene Rcsd1 A430105K13Rik, MGC32399, BC025872, Rcsd1RCSD domain containing 1 NM_001038846.1, NM_178593.3

44 Gene Pou2f1 Pou2f1, Otf-1, Otf1, 2810482H01Rik, Oct-1, Oct1POU domain, class 2, transcription factor 1 NM_011137.3, NM_198932.3, NM_198933.3, NM_198934.3

23 Gene Pogk mKIAA1513, 9130401E23Rik, BASS2, Pogkpogo transposable element with KRAB domain NM_175170.4, NM_001142948.1

26 Gene Uck2 AI481316, TSA903, UMK, Umpk, AA407809, UK, AU018180, Uck2, AU020720uridine-cytidine kinase 2 NM_030724.3

36 Gene Tmco1 Tmco1, ESTM39, 4930403O06Rik, AU022572, AA109065, 1190006A08Riktransmembrane and coiled-coil domains 1 NM_001039483.1

22 Gene Uap1 AA420407, AA437972, AgX, ESTM38, SPAG2, AGX-1, AGX-2, Uap1, AGX1UDP-N-acetylglucosamine pyrophosphorylase 1 NM_133806.4, XM_003689330.1

24 Gene Nos1ap Capon, 6330408P19Rik, Nos1apnitric oxide synthase 1 (neuronal) adaptor protein NM_027528.2, NM_001109985.1

25 Gene Atf6 AA789574, 9630036G24, Atf6alpha, Atf6, ESTM49, 9130025P16Rikactivating transcription factor 6 NM_001081304.1

30 Gene Dusp12 VH1, Dusp12, LMW-DSP4, MGC117646, mVH1, ESTM36, 1190004O14Rik, AW049275, AA027408, T-DSP4dual specificity phosphatase 12 NM_023173.2

24 Gene Ppox Ppox, Ppo protoporphyrinogen oxidase NM_008911.2

24 Gene Usp21 W53272, Usp16, ESTM28, Usp21, Usp23ubiquitin specific peptidase 21 NM_013919.4
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24 Gene Ufc1 AA062310, ESTM29, 1110021H02Rik, Ufc1ubiquitin-fold modifier conjugating enzyme 1 NM_025388.2

23 Gene Dedd FLDED1, CASP8IP1, DEFT, Dedpro1, Dedd, KE05death effector domain-containing NM_011615.3, NM_001128609.1

23 Gene Nit1 AI255805, Nit1, ESTM30, W57327nitrilase 1 NM_012049.2, NM_001242580.1

23 Gene Pfdn2 W48336, ESTM27, Pfdn2prefoldin 2 NM_011070.3

34 Gene Arhgap30mFLJ00267, MGC99989, 6030405P05Rik, FLJ00267, Gm102, Arhgap30Rho GTPase activating protein 30 NM_001005508.2

34 Gene Usf1 bHLHb11, Usf1upstream transcription factor 1 NM_009480.2

34 Gene Tstd1 EG226654, Tstd1, KAT, Gm4848, AV065366thiosulfate sulfurtransferase (rhodanese)-like domain containing 1NM_001164525.1

20 Gene Alyref2 C130042O11Rik, Alyref2, Refbp2, REF2, MGC117570Aly/REF export factor 2 NM_019484.4

24 Gene Vangl2 ska17, Lpp1, Ltap, C530001F03Rik, loop-tail, Lp, strabismus, Vangl2, stbm, Vang1l2, ska&lt;m17Jus&gt;vang-like 2 (van gogh, Drosophila) NM_033509.3

27 Gene Ncstn D1Dau13e, Kiaa0253, Nct, 9430068N19Rik, mKIAA0253, AA727311, Aph2, Ncstnnicastrin NM_021607.3

27 Gene Copa xenin, AU040324, Copacoatomer protein complex subunit alpha NM_009938.4

39 Gene Dcaf8 Dcaf8, Wdr42a, H326, AA792214, C76055, MGC38511, D1Dau35e, AU018973, D1Ucla4, AA433120, AA408877DDB1 and CUL4 associated factor 8 NM_153555.2

28 Gene Igsf8 AU041109, EWI-2, ESTM34, Igsf8, PGRL, R75384, AA033172, KCT-4immunoglobulin superfamily, member 8 NM_080419.1

28 Gene Kcnj9 Girk3, 1700085N21Rik, Kcnj9, mbGIRK3, Kir3.3potassium inwardly-rectifying channel, subfamily J, member 9NM_008429.2

30 Gene Kcnj10 Kcnj10, BIR10, BIRK-1, Kir1.2, Kir4.1potassium inwardly-rectifying channel, subfamily J, member 10NM_001039484.1

30 Gene Pigm AV302080, 4933437L05Rik, C920011G20Rik, Pigm, AI644422phosphatidylinositol glycan anchor biosynthesis, class MNM_026234.4

20 Gene Igsf9 NRT1, Ncaml, mKIAA1355, Dasm1, Kiaa1355-hp, Igsf9, 644ETD8immunoglobulin superfamily, member 9 NM_033608.3, NM_001145800.1

20 Gene Tagln2 Sm22a, Sm22B, Tagln2, KIAA0120, 2700094C18Rik, SM22betatransgelin 2 NM_178598.2

22 Gene Vsig8 EG240916, Vsig8, A030011M19V-set and immunoglobulin domain containing 8 NM_177723.4, NR_027644.1

25 Gene Dusp23 Dusp23, LDP-3, 1300005N15Rik, MGC73633dual specificity phosphatase 23 NM_026725.2

23 Gene Rgs7 Rgs7 NM_011880.3, NM_001199003.1

27 Gene Opn3 MGC124138, Ecpn, panopsin, Opn3, EROopsin 3 NM_010098.2

27 Gene Chml Rep2, E030003F13Rik, AI450814, Chmlchoroideremia-like NM_021350.2

27 Gene Wdr64 4930415O10Rik, 4930511H01Rik, Wdr64WD repeat domain 64 NM_029453.2

23 Gene Exo1 Exo1, Msa, 5730442G03Rikexonuclease 1 NM_012012.4

20 Gene Akt3 Nmf350, Akt3, D930002M15Rik, AI851531thymoma viral proto-oncogene 3 NM_011785.3

29 Gene Adss Adss, AS, Adss2, AI314886adenylosuccinate synthetase, non muscle NM_007422.3

28 Gene B230369F24RikB230369F24RikRIKEN cDNA B230369F24 gene XR_107314.1, XR_104601.1

28 Gene Cox20 Fam36a, 2310005N03Rik, Cox20COX20 Cox2 chaperone NM_025511.2

48 Gene Hnrnpu hnRNP U, AL024194, AA408410, Hnrnpu, Sp120, C86794, Hnrpu, AW557595, SAFA, AL024437, AI256620heterogeneous nuclear ribonucleoprotein U NM_016805.2

32 Gene Efcab2 D830011E08Rik, 1700073K01Rik, Efcab2EF-hand calcium binding domain 2 NM_026626.2

18 Gene Kif26b MGC169313, BC056349, D230039L06Rik, Kif26b, 4832420M10, MGC156028kinesin family member 26B NM_001161665.1

32 Gene Tfb2m Hkp1, Tfb2m transcription factor B2, mitochondrial NM_008249.4

32 Gene Cnst Cnst, 9630058J23Rik, MGC31547consortin, connexin sorting protein NM_146105.3

28 Gene Sccpdh Sccpdh, C330023F11Rik, AW214504saccharopine dehydrogenase (putative) NM_178653.3

30 Gene Ahctf1 AV011447, Ahctf1, 6230412P20Rik, ElysAT hook containing transcription factor 1 NM_026375.2

28 Gene Psen2 PS-2, Alg3, ALG-3, PS2, AI266870, Psen2, STM2, Ad4h, Psnl2presenilin 2 NM_001128605.1, NM_011183.3

26 Gene Itpkb Itpkb, E130307H12Rik, 1110033J02Rikinositol 1,4,5-trisphosphate 3-kinase B NM_001081175.1

20 Gene 6330403A02RikGm10001, ENSMUSG00000056615, R75555, 6330403A02RikRIKEN cDNA 6330403A02 gene NM_001081227.2

28 Gene Parp1 PARP, parp-1, Adprp, C80510, 5830444G22Rik, Parp1, Adprt1, sPARP-1, AI893648, PPOL, ARTD1poly (ADP-ribose) polymerase family, member 1 NM_007415.2

25 Gene Lin9 TGS, Lin9, AA545216, 2700022J23Rik, AA537062, Bara, TGS1lin-9 homolog (C. elegans) NM_175186.4, NM_001103182.1

20 Gene Mixl1 Mixl1, Mm1, MmlMix1 homeobox-like 1 (Xenopus laevis) NM_013729.3

27 Gene Acbd3 GOLPH1, GCP60, 8430407O11Rik, Gocap1, D1Ertd10e, Acbd3, 60kDa, Pap7acyl-Coenzyme A binding domain containing 3 NM_133225.3

32 Gene H3f3a H3f3b, H3.3A, H3f3a, MGC102150H3 histone, family 3A NM_008210.4

32 Gene LOC101055935 uncharacterized LOC101055935 XR_168385.1, XR_168795.1

21 Gene Lefty2 6030463A22Rik, Lefty2, Ebaf, AV214969, Lefta, MGC98569, Leftbleft-right determination factor 2 NM_177099.3

21 Gene Pycr2 P5cr2, Pycr2, 1810018M05Rik, Leftbpyrroline-5-carboxylate reductase family, member 2NM_133705.2
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22 Gene Lefty1 lefty, Tgfb4, AI450052, Stra3, Ebaf, lefty-1, Leftb, Lefty1left right determination factor 1 NM_010094.3

22 Gene Tmem63aMGC11687, Tmem63a, MGC25803, Tmem64a, BC014795transmembrane protein 63a NM_144794.2

27 Gene Wdr26 AI447817, Gid7, AA693241, 1600024A01Rik, C77982, Wdr26, AU044014WD repeat domain 26 NM_145514.5

24 Gene Lbr Lbr, ic, AI505894lamin B receptor NM_133815.2

24 Gene Gm5533 Gm5533, EG433384predicted gene 5533 XR_035218.2, XR_035284.2

28 Gene Srp9 Srp9, 9kDa signal recognition particle 9 NM_012058.3

25 Gene Trp53bp253BP2, ASPP2, AI746547, X98550, PPP1R13A, Tp53bp2, Trp53bp2transformation related protein 53 binding protein 2 NM_173378.2

20 Gene Capn2 Capn2, m-calpain, m-calpin, AI326419, Capa2, Capa-2calpain 2 NM_009794.3

31 Gene Brox Brox, 0610010K06RikBRO1 domain and CAAX motif containing NM_027861.2

31 Gene Aida MGC101949, MGC6869, BC004835, 2610208M17Rik, Aidaaxin interactor, dorsalization associated NM_181732.4

27 Gene Mia3 KIAA0268, Tango, B230399H06Rik, A930039G15Rik, Gm1525, C80126, Mia3, 9130229H14Rik, AU022327melanoma inhibitory activity 3 NM_177389.3

30 Gene Iars2 2010002H18Rik, C79125, Iars2, MGC63429isoleucine-tRNA synthetase 2, mitochondrial NM_198653.2

32 Gene Bpnt1 Bpnt1, BPntasebisphosphate 3'-nucleotidase 1 NM_011794.3

32 Gene Eprs 2410081F06Rik, C79379, Qprs, Eprs, 3010002K18Rikglutamyl-prolyl-tRNA synthetase NM_029735.1

23 Gene Tgfb2 Tgfb-2, Tgfb2, Tgf-beta2, BB105277transforming growth factor, beta 2 NM_009367.3

30 Gene Kctd3 E330032J19Rik, 9330185B06, 4930438A20Rik, Kctd3, NY-REN-45potassium channel tetramerisation domain containing 3NM_172650.2

20 Gene Kcnk2 A430027H14Rik, AI848635, TREK-1, Kcnk2potassium channel, subfamily K, member 2 NM_010607.2, NM_001159850.1, NR_027627.1

20 Gene A430027H14RikA430027H14RikRIKEN cDNA A430027H14 gene XR_168386.1, XR_168796.1

22 Gene Cenpf 6530404A22Rik, CENF, AI325968, Lek1, PRO1779, mitosin, Cenpfcentromere protein F NM_001081363.2

20 Gene Ptpn14 PTP36, Ptpn14, C130080N23Rik, OTTMUSG00000022087protein tyrosine phosphatase, non-receptor type 14 NM_008976.2

31 Gene Smyd2 1110020E07Rik, Zmynd14, Smyd2, 4930402C15, KMT3CSET and MYND domain containing 2 NM_026796.1

20 Gene Prox1 A230003G05Rik, Prox1prospero-related homeobox 1 NM_008937.2

21 Gene Rps6kc1 Rps6kc1, AA682037, B130003F20Rik, C80612, Rpk118, RPK118ribosomal protein S6 kinase polypeptide 1 NM_178775.4

23 Gene Vash2 MGC38004, B130052G07Rik, Vash2vasohibin 2 NM_144879.2, NR_027352.1

19 Gene Batf3 9130211I03Rik, Batf3, Snftbasic leucine zipper transcription factor, ATF-like 3 NM_030060.2

21 Gene D730003I15RikD730003I15Rik, AU020850RIKEN cDNA D730003I15 gene XR_140481.2, XR_141936.2

20 Gene Nenf SCIRP10, Nenf, 1110060M21Rik, Spufneuron derived neurotrophic factor NM_025424.2

20 Gene Tmem2062310028N02Rik, AI118576, Tmem206transmembrane protein 206 NM_025864.3

28 Gene Ppp2r5a Ppp2r5a, MGC38798, PR61alphaprotein phosphatase 2, regulatory subunit B (B56), alpha isoformNM_144880.4

28 Gene Gm20201Gm20201 predicted gene, 20201 XR_107310.1, XR_104624.1

36 Gene Dtl 5730564G15Rik, Ramp, 2810047L02Rik, Dtldenticleless homolog (Drosophila) NM_029766.2

36 Gene Ints7 5930412E23Rik, Ints7integrator complex subunit 7 NM_178632.5

22 Gene Lpgat1 MGC18768, AI649174, KIAA0205, BC013667, Lpgat1, AW112037lysophosphatidylglycerol acyltransferase 1 NM_172266.3, NM_001134829.1

42 Gene Nek2 C77054, Nek2, AA617254NIMA (never in mitosis gene a)-related expressed kinase 2NM_010892.3

48 Gene 1700034H15Rik4930557M11Rik, BB016121, 1700034H15RikRIKEN cDNA 1700034H15 gene NR_030669.1

48 Gene Slc30a1 AI839647, Znt1, C130040I11Rik, Slc30a1solute carrier family 30 (zinc transporter), member 1NM_009579.3

28 Gene Rcor3 E130101E15Rik, MGC28186, 4921514E24Rik, Rcor3, C730034D20RikREST corepressor 3 NM_144814.2

28 Gene Gm10516ENSMUSG00000073476, Gm10516predicted gene 10516 NR_033536.1

23 Gene Hhat AP-2CRE, Hhat, MGC11697, 2810432O22Rik, Skn, Tg(TFAP2A-cre)1Will, AI462858hedgehog acyltransferase NM_144881.4

24 Gene A730013G03RikA730013G03RikRIKEN cDNA A730013G03 gene XR_035313.2, XR_035377.2

24 Gene 1700065J18Rik1700065J18RikRIKEN cDNA 1700065J18 gene NR_040468.1

27 Gene Sertad4 C130018M11Rik, 4833404A09, Sertad4SERTA domain containing 4 NM_001177794.1, NM_198247.2

27 Gene Gm15867Gm15867, OTTMUSG00000027054predicted gene 15867 XM_003946057.1, XM_003945323.1

20 Gene Plxna2 2810428A13Rik, AA589422, OCT, Plxn2, mKIAA0463, Plxna2, AW457381plexin A2 NM_008882.2

26 Gene Plekhg1 Gm521, Plekhg1, mKIAA1209, D10Ertd733epleckstrin homology domain containing, family G (with RhoGef domain) member 1NM_001033253.3, NM_001159942.1

26 Gene Mthfd1l 2410004L15Rik, Fthfsdc1, Mthfd1l, AI647056methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-likeNM_172308.4, NM_001170785.1, NM_001170786.1

24 Gene Akap12 Tsga12, AI317366, Srcs5, SSeCKS, Akap12A kinase (PRKA) anchor protein (gravin) 12 NM_031185.3
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24 Gene Zbtb2 Gm1103, Zbtb2zinc finger and BTB domain containing 2 NM_001033466.3

21 Gene Rmnd1 AW536662, AA408137, Rmnd1, 0610042C05Rik, AI462664required for meiotic nuclear division 1 homolog (S. cerevisiae)NM_025343.5

21 Gene 1700052N19RikAW536799, 1700052N19Rik, AW320013, MGC102037RIKEN cDNA 1700052N19 gene NM_024261.2

62 Gene Fbxo5 Fbxo5, 2510044I10Rik, C85305, Fbxo31, Emi1F-box protein 5 NM_025995.2

62 Gene Mtrf1l Mtrf1l, 9130004K12Rikmitochondrial translational release factor 1-like NM_175374.3

20 Gene Rgs17 6430507P11Rik, Rgsz2, Rgs17regulator of G-protein signaling 17 NM_019958.4, NM_001161822.1

26 Gene Cnksr3 6820402C05, MGC37681, Magi1, Cnksr3, BC024086Cnksr family member 3 NM_172546.2

32 Gene Lrp11 9830160H19Rik, 6330533B21, Lrp11, 1700034J19Riklow density lipoprotein receptor-related protein 11 NM_172784.3

32 Gene Pcmt1 C79501, PIMT, Pcmt1protein-L-isoaspartate (D-aspartate) O-methyltransferase 1NM_008786.2

32 Gene A630066F11RikA630066F11RikRIKEN cDNA A630066F11 gene NR_030698.1

32 Gene Nup43 2610529I12Rik, AA409950, Nup43, 2610016K01Rik, p42nucleoporin 43 NM_145706.2

23 Gene BC020402BC020402 cDNA sequence BC020402 NR_033219.1

23 Gene Lats1 AW208599, Lats1large tumor suppressor NM_010690.1

20 Gene 6530403G13Rik6530403G13RikRIKEN cDNA 6530403G13 gene XM_003945462.1, XM_003945850.1

20 Gene Ppil4 PPIase, 3732410E19Rik, AI788954, AW146233, Ppil4, 3830425H19Rikpeptidylprolyl isomerase (cyclophilin)-like 4 NM_026141.3

30 Gene Tab2 A530078N03Rik, 1110030N06Rik, Map3k7ip2, mKIAA0733, Tab2TGF-beta activated kinase 1/MAP3K7 binding protein 2NM_138667.3

25 Gene Ust UA2OST, Ust, D930010O20Rikuronyl-2-sulfotransferase NM_177387.3

28 Gene Sash1 2500002E12Rik, A330076K04Rik, Sash1, 1100001C18Rik, mKIAA0790SAM and SH3 domain containing 1 NM_175155.4

28 Gene LOC101056021 uncharacterized LOC101056021 XM_003945459.1, XM_003945849.1

19 Gene Stxbp5 Stxbp5, mKIAA1006, AW742610, 4930565N16Rik, LGL3, 0710001E20Riksyntaxin binding protein 5 (tomosyn) NM_001081344.2

28 Gene Fbxo30 Fbxo30, 1700026A16RikF-box protein 30 NM_027968.3, NM_001168297.1

26 Gene Utrn Utrn, DRP, AA589569, Dmdlutrophin NM_011682.4

22 Gene Plagl1 Zac1, Plagl1, Lot1pleiomorphic adenoma gene-like 1 NM_009538.2

34 Gene Ltv1 Ltv1, 2610020N02RikLTV1 homolog (S. cerevisiae) NM_181470.4

17 Gene Phactr2 AV158170, Phactr2, BC012871phosphatase and actin regulator 2 NM_001195065.1, NM_001195066.1, NM_001033257.4, NM_001195096.1

26 Gene Hivep2 Shn-2, MIBP1, Hivep2, Schnurri-2human immunodeficiency virus type I enhancer binding protein 2NM_010437.2

26 Gene Gm20114Gm20114 predicted gene, 20114 XR_106495.1, XR_105340.1

24 Gene Vta1 1110059P08Rik, Vta1, C85340, 1110001D18Rik, AU040813, LIP5Vps20-associated 1 homolog (S. cerevisiae) NM_025418.3

24 Gene 1700016L04Rik1700016L04RikRIKEN cDNA 1700016L04 gene NR_045824.1

24 Gene Gje1 Gjf1, D230044M03Rik, Cx23, Gje1, AEY12, Gsfaey12gap junction protein, epsilon 1 NM_029722.1

33 Gene Cited2 Cited2, p35srj, Mrg1, ER154-like, Msg2, AI835299Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2NM_010828.3

25 Gene Abracl 3110003A17Rik, MGC107537, 1700028I04Rik, AbraclABRA C-terminal like NM_028440.1

22 Gene Reps1 Reps1, BB161292, MGC91085RalBP1 associated Eps domain containing protein NM_009048.2, NM_001111065.1

25 Gene Map3k5 ASK, MGC141518, Mekk5, ASK1, Map3k5, MGC141519, 7420452D20Rik, MAPKKK5mitogen-activated protein kinase kinase kinase 5 NM_008580.4

20 Gene Hbs1l Hbs1l, 2810035F15Rik, AI326327, eRFSHbs1-like (S. cerevisiae) NM_019702.2, NM_001042593.1, NM_001145209.1

25 Gene Sgk1 Sgk, Sgk1 serum/glucocorticoid regulated kinase 1 NM_001161845.2, NM_001161847.2, NM_001161848.2, NM_001161849.2, NM_001161850.2, NM_011361.3

28 Gene Tbpl1 Tlp, TLF, TRP, AW491032, 4732475G08, Tbpl1, TRF2, D18347, STD, AW011832TATA box binding protein-like 1 NM_011603.5

20 Gene Gm10824ENSMUSG00000075292, Gm10824predicted gene 10824 XR_140973.1, XR_141522.1

20 Gene Tcf21 Pod-1, Pod1, Tcf21, epc, bHLHa23, epicardin, capsulintranscription factor 21 NM_011545.1

38 Gene Rps12 MGC117504, MGC102111, MGC102112, MGC102499, Rps12ribosomal protein S12 NM_011295.6

38 Gene Snora33 Snora33, ACA33, MBI-42small nucleolar RNA, H/ACA box 33 NR_037680.1

38 Gene Snord100Snord100, Z51, MBII-429small nucleolar RNA, C/D box 100 NR_037681.1

38 Gene Slc18b1 Slc18b1, 1110021L09Riksolute carrier family 18, subfamily B, member 1 NM_183116.2

22 Gene Stx7 Stx7, AI315064, AW107239, AI317144, Syn7syntaxin 7 NM_016797.4

29 Gene Ctgf fisp-12, Fisp12, Hcs24, Ctgf, Ccn2connective tissue growth factor NM_010217.2

24 Gene Epb4.1l2NBL2, AW555191, 4.1G, D10Ertd398e, Epb4.1l2, Epb41l2erythrocyte protein band 4.1-like 2 NM_013511.3, NM_001199265.1

18 Gene L3mbtl3 AI481284, MBT-1, MGC90546, L3mbtl3l(3)mbt-like 3 (Drosophila) NM_172787.2
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21 Gene Ptprk AI853699, Ptprk, PTPk, RPTPkappaprotein tyrosine phosphatase, receptor type, K NM_008983.2

18 Gene Soga3 Soga3, 6330407J23RikSOGA family member 3 NM_026138.2

33 Gene Cenpw Cug2, 2610036L11Rik, Cenpw NM_001109747.1

20 Gene Trmt11 3110045I18Rik, Trmt11, AW213713, 2410075D05Rik NM_028604.2

20 Gene Gm20300Gm20300 predicted gene, 20300 NR_045008.1

20 Gene Hint3 AV009015, Hint3, HINT-4, 0610010I17Rik, HINT4histidine triad nucleotide binding protein 3 NM_025798.3

22 Gene Hey2 hesr2, Hey2, Herp1, Hrt2, bHLHb32, CHF1hairy/enhancer-of-split related with YRPW motif 2 NM_013904.1

18 Gene Tpd52l1 Tpd52l1, D53 tumor protein D52-like 1 NM_009413.1

25 Gene Rwdd1 2610002D06Rik, Rwdd1, 0710001K08Rik, 2700069A07RikRWD domain containing 1 NM_025614.3

27 Gene Dse 6030499O08, Sart2, Dse, AI480506, B130024B19Rikdermatan sulfate epimerase NM_172508.2

32 Gene Tspyl1 Tspyl1, Tspyl testis-specific protein, Y-encoded-like 1 NM_009433.3

21 Gene Marcks Marcks, PKCSL, Macsmyristoylated alanine rich protein kinase C substrateNM_008538.2

21 Gene 5930403N24Rik5930403N24RikRIKEN cDNA 5930403N24 gene XR_106509.1, XR_168466.1

26 Gene Fyn MGC115870, AW552119, AI448320, FynFyn proto-oncogene NM_008054.2, NM_001122892.1, NM_001122893.1

35 Gene E130307A14RikE130307A14RikRIKEN cDNA E130307A14 gene NR_038037.1

35 Gene Rev3l Rev, Sez4, Rev3l, Rev3REV3-like, catalytic subunit of DNA polymerase zeta RAD54 like (S. cerevisiae)NM_011264.3

30 Gene Amd1 Amd1, 1, AdoMetDC, MGC91044, Amd-1, MGC102468, adoMetDC1, SAMDCS-adenosylmethionine decarboxylase 1 NM_009665.5

33 Gene Cdk19 Cdc2l6, 2700084L06Rik, AW228747, mKIAA1028, Cdk19, CDK11, AI845279cyclin-dependent kinase 19 NM_001168304.1, NM_198164.3

26 Gene Mettl24 Mettl24, 9030224M15Rikmethyltransferase like 24 NM_177793.3

23 Gene Cdc40 EHB3, 1200003H23Rik, Cdc40, PRP17cell division cycle 40 NM_027879.2

23 Gene Wasf1 Wasf1, AI195380, WAVE-1, AI838537, WAVE, ScarWAS protein family, member 1 NM_031877.3

25 Gene Fig4 A530089I17Rik, Fig4, AI326867, Sac3FIG4 homolog (S. cerevisiae) NM_133999.1

26 Gene Mical1 MGC38321, Nical, MICAL, MGC27831, MICAL-1, Mical1microtubule associated monooxygenase, calponin and LIM domain containing 1NM_138315.2, NM_001164433.1

26 Gene Smpd2 AW108287, Smpd2, nSMase, nSMase1sphingomyelin phosphodiesterase 2, neutral NM_009213.2

31 Gene Ppil6 Ppil6, 2900084F20Rikpeptidylprolyl isomerase (cyclophilin)-like 6 NM_028430.1

31 Gene Cd164 AA589639, A115, Cd164, MSSP, MGC-24, A24, AW540279CD164 antigen NM_016898.2

22 Gene Sesn1 Sesn1, 1110002G11Rik, AU044290, Sest1, MGC118148, Pa26sestrin 1 NM_001162908.1, NM_001013370.2

43 Gene Foxo3 2010203A17Rik, Foxo3, FKHRL1, Fkhr2, 1110048B16Rik, C76856, Foxo3aforkhead box O3 NM_019740.2

24 Gene Lace1 Lace1, CG8520, MGC107616lactation elevated 1 NM_145743.2

22 Gene Snx3 MGC151262, SDP3, Snx3, MGC151266sorting nexin 3 NM_017472.4

24 Gene Ostm1 1200002H13Rik, AW123348, gl, HSPC019, Ostm1osteopetrosis associated transmembrane protein 1 NM_172416.3

35 Gene Sec63 AW319215, 5730478J10Rik, Sec63, AI649014SEC63-like (S. cerevisiae) NM_153055.3

19 Gene Sobp MGC67344, 5330439J01Rik, Sobp, 2900009C16Rik, JXC1, jcsine oculis-binding protein homolog (Drosophila) NM_175407.3

19 Gene 9030612E09Rik9030612E09RikRIKEN cDNA 9030612E09 gene NM_172419.2

20 Gene Bend3 Bend3, mKIAA1553BEN domain containing 3 NM_199028.2

19 Gene Cd24a Cd24a, nectadrin, HSA, Cd24, Ly-52CD24a antigen NM_009846.2

23 Gene Qrsl1 2700038P16Rik, Qrsl1, GatA, C80053glutaminyl-tRNA synthase (glutamine-hydrolyzing)-like 1NM_001081054.2

23 Gene Rtn4ip1 Rtn4ip1, NIMP, D10Ertd690ereticulon 4 interacting protein 1 NM_130892.4

18 Gene Prep AI047692, Prep, D10Wsu136e, Pop, PEP, AI450383prolyl endopeptidase NM_011156.2

21 Gene Hace1 KIAA1320, A730034A22Rik, BC025474, Hace1, 1700042J16RikHECT domain and ankyrin repeat containing, E3 ubiquitin protein ligase 1NM_172473.3

19 Gene Dcbld1 Dcbld1, 4631413K11Rikdiscoidin, CUB and LCCL domain containing 1 NM_025705.3

22 Gene Gopc PIST, 2210402P09Rik, AI844555, Gopc, GOPC1, CAL, FIGgolgi associated PDZ and coiled-coil motif containingNM_053187.3, NM_001199272.1

22 Gene Nepn Npn, 5730521E12Rik, periolin, Nepnnephrocan NM_025684.2

29 Gene Nus1 Nus1, 1600027K07Rik, MGC7199, D10Ertd438e, BC003223, AW538011, AU019165nuclear undecaprenyl pyrophosphate synthase 1 homolog (S. cerevisiae)NM_030250.2

16 Gene Cep85l Cep85l, Gm9766, ENSMUSG00000038594centrosomal protein 85-like NM_001204983.1

26 Gene Mcm9 MGC70158, 9030408O17Rik, Mcmdc1, Gm235, Mcm9minichromosome maintenance complex component 9NM_027830.2

26 Gene Asf1a 2310079C17Rik, Asf1a, C79052ASF1 anti-silencing function 1 homolog A (S. cerevisiae)NM_025541.3
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26 Gene Gm3902 Gm3902 predicted gene 3902 XR_140984.1, XR_141531.1

29 Gene Man1a Man1a1, PCR1, Man1amannosidase 1, alpha NM_008548.4

29 Gene Gm16998Gm16998 predicted gene, 16998 NR_038016.1

38 Gene D630037F22RikD630037F22Rik, BromiRIKEN cDNA D630037F22 gene NM_001033385.3

38 Gene Msl3l2 Msl3l2, 1700060H10Rikmale-specific lethal 3-like 2 (Drosophila) NM_001163833.1

30 Gene Serinc1 Tde2, Tde1l, AI315070, Serinc1, Tms2, 1500011D18Rik, mKIAA1253, TMS-2, AIGP-2serine incorporator 1 NM_019760.3

41 Gene Ranbp2 Ranbp2, NUP358, AI256741, A430087B05RikRAN binding protein 2 NM_011240.3

28 Gene Sept10 AI874685, AA408298, 9430099J10Rik, Sept10, 4921515A04Rikseptin 10 NM_001024911.2, NM_001024910.3

28 Gene Sowahc Ankrd57, 9430099J10Rik, 4921515A04Rik, C820004L04Rik, Sowahcsosondowah ankyrin repeat domain family member CNM_172939.3

29 Gene P4ha1 AL022634, P4ha, P4ha1procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha 1 polypeptideNM_011030.2

22 Gene Mcu Gm64, 2010012O16Rik, D130073L02Rik, Ccdc109a, AV064928, C10orf42, McuNM_001033259.4

30 Gene Dnajb12 Dnajb12, Dj10, mDj10DnaJ (Hsp40) homolog, subfamily B, member 12 NM_019965.2

34 Gene Ascc1 AI550520, CGI-18, Ascc1, ASC1p50, 1810015P09Rikactivating signal cointegrator 1 complex subunit 1 NM_026937.3, NM_001199187.2

34 Gene Spock2 AA407235, Gcap26, Spock2, mKIAA0275sparc/osteonectin, cwcv and kazal-like domains proteoglycan 2NM_052994.2

22 Gene Chst3 Chst3, C6ST, GST-0, C6ST-1carbohydrate (chondroitin 6/keratan) sulfotransferase 3NM_016803.3

21 Gene Psap AI037048, SGP-1, Psapprosaposin NM_011179.3, NM_001146120.1, NM_001146121.1, NM_001146122.1, NM_001146123.1, NM_001146124.1

27 Gene Cdh23 4930542A03Rik, bus, bob, sals, mdfw, v, Cdh23, nmf252, ahl, ahl1, nmf112, USH1D, nmf181cadherin 23 (otocadherin) NM_001252635.1, NM_023370.3, NR_045556.1

21 Gene Unc5b Unc5b, A630020F16, 6330415E02Rik, Unc5h2, D10Bwg0792eunc-5 homolog B (C. elegans) NM_029770.2

22 Gene Sgpl1 Sgpl1, D10Xrf456, Spl, S1PL, AI428538sphingosine phosphate lyase 1 NM_009163.3

29 Gene Adamts14TS14, Adamts-14, Adamts14a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 14NM_001081127.1

22 Gene Pald1 X99384, Pald, Pald1, MMPAL, mKIAA1274, MGC169319phosphatase domain containing, paladin 1 NM_013753.2

37 Gene Eif4ebp2MGC141219, 2810011I19Rik, 4E-BP2, PHAS-II, AA792569, BC010348, Eif4ebp2eukaryotic translation initiation factor 4E binding protein 2NM_010124.2

31 Gene Ppa1 Pyp, 2010317E03Rik, Ppa1pyrophosphatase (inorganic) 1 NM_026438.4

37 Gene Sar1a Sar1a, Sara, Sara1, 1600019H17RikSAR1 gene homolog A (S. cerevisiae) NM_009120.2

37 Gene Tysnd1 Tysnd1, 1300019N10Riktrypsin domain containing 1 NM_027912.1

28 Gene H2afy2 macroH2A2, MGC130228, MGC130227, H2afy2H2A histone family, member Y2 NM_207000.2

28 Gene Mir5108 mmu-mir-5108, Mir5108, mu-mir-5108microRNA 5108 NR_039568.1

20 Gene Col13a1 Col13a1 NM_007731.2

18 Gene Tspan15 2700063A19Rik, AW048364, Tspan15, Tm4sf15, 1110036D12Riktetraspanin 15 NM_197996.2

21 Gene 2510003E04RikKBP, 0710007C18Rik, MGC107132, 2510003E04Rik, mKIAA1279RIKEN cDNA 2510003E04 gene NM_028197.2

26 Gene Ddx21 AL022742, Ddx21, AI255159, D10Wsu42e, D10Ertd645eDEAD (Asp-Glu-Ala-Asp) box polypeptide 21 NM_019553.2

29 Gene Ddx50 GU2, 8430408E17Rik, Ddx50, RH-II, 4933429B04RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 50 NM_053183.2

29 Gene Stox1 Gm63, 4732470K04Rik, Stox1storkhead box 1 NM_001033260.1

23 Gene Slc25a163110021G18Rik, Slc25a16, HGT.1, GDC, GDA, ML7solute carrier family 25 (mitochondrial carrier, Graves disease autoantigen), member 16NM_175194.2

26 Gene Dna2 Dna2, KIAA0083, Dna2l, E130315B21RikDNA replication helicase 2 homolog (yeast) NM_177372.3

26 Gene Rufy2 Denn, ZFYVE13, LZ-FYVE, Rufy2, 2610111M19Rik, AI844453RUN and FYVE domain-containing 2 NM_027425.3

26 Gene Hnrnph3AA693301, Hnrnph3, AI666703, Hnrph3heterogeneous nuclear ribonucleoprotein H3 NM_001079824.1

26 Gene Pbld2 Pbld2, 3110049J23Rik, Mawbpphenazine biosynthesis-like protein domain containing 2NM_026085.2

31 Gene 1700120B22Rik1700120B22RikRIKEN cDNA 1700120B22 gene XM_001472938.2, XM_001472786.2

31 Gene Herc4 1700056O17Rik, 4921531D01Rik, mKIAA1593, Herc4, 9530080M15Rikhect domain and RLD 4 NM_030114.2, NM_026101.4

31 Gene Gm19337Gm19337 predicted gene, 19337 XR_141007.1, XR_141539.1

26 Gene Gm7075 EG631906, Gm7075ring finger protein 7 pseudogene

26 Gene Ctnna3 Catna3, Vr22, Ctnna3, 4930429L08Rik, 4933408A16catenin (cadherin associated protein), alpha 3 NM_177612.3, NM_001164376.1, NM_001164519.1

34 Gene Reep3 Reep3, AW742655, AI265725, D10Ucla1receptor accessory protein 3 NM_178606.5, NM_001204915.1

21 Gene Jmjd1c Jmjd1c, Jmjdic, TRIP8, D630035I23Rik, 5430433L24Rikjumonji domain containing 1C NM_207221.2, NM_001242396.1

21 Gene Nrbf2 NRBF-2, Nrbf2 nuclear receptor binding factor 2 NM_001036293.2

38 Gene Egr2 Zfp-25, Krox-20, Zfp-6, Egr2, NGF1-B, Egr-2, Krox20early growth response 2 NM_010118.3
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38 Gene Ado MGC67243, Gm237, Ado, MGC735112-aminoethanethiol (cysteamine) dioxygenase NM_001005419.2

21 Gene Zfp365 talanin, Zfp365, Znf365, Su48, AI839779, AV340892zinc finger protein 365 NM_178679.2

24 Gene Rtkn2 Plekhk1, MGC189880, B130039D23Rik, Mbf, Rtkn2rhotekin 2 NM_001081346.1

26 Gene Rhobtb1 AV350930, Rhobtb1, AI573858, AI173445, MGC107538, 3110048G13Rik, 1700008H16RikRho-related BTB domain containing 1 NM_001081347.1, NM_001252636.1, NM_001252637.1, NM_001252638.1

26 Gene A930033H14RikA930033H14RikRIKEN cDNA A930033H14 gene XR_105403.3, XR_106523.3

39 Gene Cdk1 Cdk1, Cdc2, Cdc2a, p34&lt;CDC2&gt;cyclin-dependent kinase 1 NM_007659.3

20 Gene 4833431D13Rik4833431D13RikRIKEN cDNA 4833431D13 gene XR_168681.1, XR_168474.1

44 Gene Ccdc6 AA536681, AA960498, 2810012H18Rik, AW061011, Ccdc6coiled-coil domain containing 6 NM_001111121.1

19 Gene Bicc1 Bicc1, jcpk, Bic-C, bpk, MGC124370bicaudal C homolog 1 (Drosophila) NM_031397.2

19 Gene C730027H18RikC730027H18RikRIKEN cDNA C730027H18 gene NR_038040.1

31 Gene Tfam tsHMG, AI661103, Hmgts, mtTFA, Tfamtranscription factor A, mitochondrial NM_009360.4

24 Gene Ube2d1 Ube2d1, MGC28550, UBCH5 NM_145420.2

24 Gene Cisd1 AW743335, Zcd1, D10Ertd214e, AU043990, mitoNEET, Cisd1CDGSH iron sulfur domain 1 NM_134007.4

24 Gene Ipmk AA408208, Ipmk, 2410017C19Rik, Impkinositol polyphosphate multikinase NM_027184.1

30 Gene Rab36 6330593L16Rik, Rab36, AW047545RAB36, member RAS oncogene family NM_029781.3

30 Gene Bcr mKIAA3017, AI561783, 5133400C09Rik, AI853148, Bcrbreakpoint cluster region NM_001081412.2

16 Gene Adora2a A2AAR, A2aR, AA2AR, MGC118414, Adora2aadenosine A2a receptor NM_009630.2

27 Gene Gucd1 1110038D17Rik, Gucd1guanylyl cyclase domain containing 1 NM_175133.1

27 Gene Snrpd3 AW046420, 2310009E13Rik, 1700043E15Rik, Snrpd3, SMD3small nuclear ribonucleoprotein D3 NM_026095.4

26 Gene Derl3 IZP6, MGC118672, 1810006I20Rik, 1810063P04Rik, MGC144274, derlin-3, MGC144275, Derl3Der1-like domain family, member 3 NM_024440.2

26 Gene Smarcb1MGC132387, SNF5/INI1, Smarcb1, Baf47, Ini1, AU020204, Snf5SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily b, member 1NM_011418.2, NM_001161853.1

33 Gene Mmp11 Stmy3, ST3, Mmp11matrix metallopeptidase 11 NM_008606.2

33 Gene Chchd101620401E04Rik, Chchd10, Ndg2, AI267078coiled-coil-helix-coiled-coil-helix domain containing 10NM_175329.3

33 Gene Gm867 Gm867, Gm736predicted gene 867 XR_106529.1, XR_105408.1

22 Gene Dip2a Dip2, AI426328, 4931420H10Rik, Dip2a, Kiaa0184-hp, mKIAA0184DIP2 disco-interacting protein 2 homolog A (Drosophila)NM_001081419.2

22 Gene Pcnt AW476095, KEN, Pcnt2, m239Asp, Pcnt, kendrin, C86676, m275Asppericentrin (kendrin) NM_008787.3

25 Gene Pcbp3 Pcbp3, AlphaCP-3poly(rC) binding protein 3 NM_021568.2

18 Gene Col18a1 Col18a1, endostatincollagen, type XVIII, alpha 1 NM_009929.3, NM_001109991.1

22 Gene Fam207a1810008A18Rik, AI303072, Fam207afamily with sequence similarity 207, member A NM_133998.3

26 Gene Pttg1ip AU018448, 1810010L20Rik, AI314311, MGC36923, Pttg1ip, C79540pituitary tumor-transforming 1 interacting protein NM_145925.2

33 Gene Sumo3 AW121497, 2810014B19Rik, SUMO-3, Smt3h1, D10Ertd345e, Smt3B, SMT3A, Sumo3, AA409334, AW536077SMT3 suppressor of mif two 3 homolog 3 (yeast) NM_019929.3

33 Gene Ube2g2 UBC7, D10Xrf369, 1110003O05Rik, Ube2g2, Ubc7pubiquitin-conjugating enzyme E2G 2 NM_019803.3

22 Gene Trpm2 Trrp7, Trp7, C79133, LTRPC2, 9830168K16Rik, Trpm2, TRPC7transient receptor potential cation channel, subfamily M, member 2NM_138301.2

22 Gene 1810043G02RikAV026620, D10Jhu13e, 1810043G02RikRIKEN cDNA 1810043G02 gene NM_026431.2

28 Gene Pfkl Pfkl, AA407869phosphofructokinase, liver, B-type NM_008826.4

22 Gene Dnmt3l MGC102308, D6Ertd14e, ecat7, Dnmt3lDNA (cytosine-5-)-methyltransferase 3-like NM_001081695.1, NM_019448.3

22 Gene Icosl Ly115l, B7-H2, LICOS, BG071784, GI50, Icoslg, B7h, mKIAA0653, AU044799, GL50, ICOS-L, B7RP-1, GL50-B, KIAA0653, Icoslicos ligand NM_015790.3

20 Gene Pwp2 wdp103, MGC117973, Pwp2h, 6530411D08Rik, Pwp2PWP2 periodic tryptophan protein homolog (yeast) NM_029546.2, XM_003946427.1, XM_003946428.1

29 Gene Trappc10Tmem1, Trappc10, B230307C21Rik, Gm870trafficking protein particle complex 10 NM_001081055.1

20 Gene Cstb AA960480, Cstb, Stfbcystatin B NM_007793.3

21 Gene Pdxk AA119688, 2310036D04Rik, C77999, Pdxkpyridoxal (pyridoxine, vitamin B6) kinase NM_172134.2

25 Gene Mier2 2700087H15Rik, Mier2, mKIAA1193mesoderm induction early response 1, family member 2NM_027422.2

20 Gene Shc2 6720466E06, SCK, Shc2, ShcB, SliSHC (Src homology 2 domain containing) transforming protein 2NM_001024539.1

20 Gene Odf3l2 Odf3l2, Gm1157outer dense fiber of sperm tails 3-like 2 NM_001033473.2

33 Gene Madcam1MGC144711, MGC144710, Madcam1, MGC35998, AV211525mucosal vascular addressin cell adhesion molecule 1NM_013591.2

33 Gene Tpgs1 PGs1, AV005629, Gm16517, Gtrgeo22, Tpgs1 NM_148934.2

28 Gene Cdc34 Cdc34, AI327276, UBE2R1cell division cycle 34 NM_177613.2
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24 Gene Hcn2 trls, Hcn2, BCNG2, HAC1hyperpolarization-activated, cyclic nucleotide-gated K+ 2NM_008226.2

24 Gene Polrmt 1110018N15Rik, MGC118526, Polrmt, 4932416K13polymerase (RNA) mitochondrial (DNA directed) NM_172551.3

20 Gene Fgf22 2210414E06Rik, FGF-22, Fgf22fibroblast growth factor 22 NM_023304.1

20 Gene Rnf126 2610010O19Rik, Rnf126ring finger protein 126 NM_144528.3, NR_027505.2

20 Gene Fstl3 Fstl3, Flrg, E030038F23Rikfollistatin-like 3 NM_031380.2

18 Gene Prss57 UNQ782, GLGL782, Prssl1, 2900092M14Rik, Prss57protease, serine 57 NM_001042710.1

18 Gene Palm Palm paralemmin NM_023128.4, NM_001161747.1

28 Gene E130317F20RikE130317F20RikRIKEN cDNA E130317F20 gene NR_029447.1

28 Gene Ptbp1 Ptbp1, PTB4, pPTB, HNRPI, AL033359, PTB-1, PTB3, PTB2, AA407203, Ptbpolypyrimidine tract binding protein 1 NM_001077363.1, NM_008956.2

28 Gene BC005764Lppr3, Prg2, KIAA4076, BC005764cDNA sequence BC005764 NM_181681.2, NR_033210.1, NM_001170935.1

21 Gene Prtn3 mPR3, Prtn3, PR3proteinase 3 NM_011178.2

17 Gene Elane F430011M15Rik, Ela2, NE, Elaneelastase, neutrophil expressed NM_015779.2

17 Gene Cfd DF, Cfd, Adn complement factor D (adipsin) NM_013459.2

19 Gene Med16 95kDa, A630083L04, Med16, Trap95, Thrap5mediator complex subunit 16 NM_198107.2, NM_001163276.1

29 Gene R3hdm4 R3hdm4, AI503502, C030046I01RikR3H domain containing 4 NM_177994.4

29 Gene Kiss1r Kiss1r, KiSS-1, Gpr54KISS1 receptor NM_053244.5

29 Gene Arid3a Dri1, Bright, Arid3a, Dril1AT rich interactive domain 3A (BRIGHT-like) NM_007880.3

23 Gene Wdr18 AW122032, Wdr18, AU044733, 2310012I10Rik, MGC106215WD repeat domain 18 NM_175450.4

23 Gene Grin3b Grin3b, NR3B, GluN3Bglutamate receptor, ionotropic, NMDA3B NM_130455.2

24 Gene Tmem259Tmem259, R32184_3, MGC90890, FLJ00277, AC087114.7gm2, AC087114.7gm12, mFLJ00277, ORF61transmembrane protein 259 NM_001003949.3

24 Gene Cnn2 Cnn2, AI324678, Calpo2, AA408047calponin 2 NM_007725.2

24 Gene Abca7 Abca7, Abc51, ABCXATP-binding cassette, sub-family A (ABC1), member 7NM_013850.1

25 Gene Gpx4 mtPHGPx, PHGPx, 1700027O09Rik, MGC103187, MGC118087, snGPx, Gpx4glutathione peroxidase 4 NM_001037741.2, NM_008162.2

32 Gene Sbno2 Sno, Sbno2, Stno, BC019206, F730040C21strawberry notch homolog 2 (Drosophila) NM_183426.1

41 Gene Stk11 Lkb1, Stk11, Par-4, mLKB1, R75140, AA408040serine/threonine kinase 11 NM_011492.3

48 Gene Dos R29144/1, Dos, MGC118572, 9630008F14downstream of Stk11 NM_001195268.1, NR_036582.1

48 Gene Atp5d AI876556, C85518, 1500000I11Rik, AA960090, Atp5d, 0610008F14Rik, AU020773ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunitNM_025313.2

48 Gene Midn Midn, 3000003C15Rikmidnolin NM_021565.1

40 Gene Cirbp Cirbp, R74941, Cirpcold inducible RNA binding protein NM_007705.2

40 Gene 1600002K03Rik1600002K03Rik NM_027207.2

31 Gene Efna2 Efna2, CEK7L, Lerk6, Epl6, Eplg6, Elf1ephrin A2 NM_007909.3

18 Gene Mum1 UBE-1C2, 9430059D04Rik, Mum1, 2610019J09melanoma associated antigen (mutated) 1 NM_023431.5

33 Gene Ndufs7 1010001M04Rik, Ndufs7NADH dehydrogenase (ubiquinone) Fe-S protein 7 NM_029272.3

33 Gene Gamt AA571402, Spintz1, Gamtguanidinoacetate methyltransferase NM_010255.3

55 Gene Dazap1 2410042M16Rik, Dazap1, mPrrpDAZ associated protein 1 NM_133188.2, NM_001122604.1, NM_001122605.1

55 Gene Gm15122Gm15122, AI462171, OTTMUSG00000019109predicted gene 15122 XR_141027.1, XR_141550.1

55 Gene Rps15 rig, Rps15 ribosomal protein S15 NM_009091.2

55 Gene Apc2 Apc2, APCL, AI852447, R75424adenomatosis polyposis coli 2 NM_011789.2

24 Gene 2310011J03RikAI452186, 2310011J03Rik, AW545358RIKEN cDNA 2310011J03 gene NM_025521.3

24 Gene Pcsk4 Pcsk4, 0710008O07, NEC3, SPC5, L21221, PC4, MGC63195, AI647044proprotein convertase subtilisin/kexin type 4 NM_008793.2

24 Gene Reep6 0610011M24Rik, Reep6, Dp1l1receptor accessory protein 6 NM_001204931.1, NM_139292.2

23 Gene Adamtsl52010109H09Rik, Adamtsl5, MGC41037, Thsd6ADAMTS-like 5 NM_025629.2, NM_001113548.1

19 Gene Plk5 Plk5, MGC106082, 6330514A18Rik NM_183152.3

47 Gene Mex3d Rkhd1, BC059858, Mex3d, MGC69704mex3 homolog D (C. elegans) NM_198615.2

47 Gene Mbd3 Mbd3, AU019209, AI181826methyl-CpG binding domain protein 3 NM_013595.2

25 Gene Tcf3 E12/E47, E2A, ME2, A1, E12, ALF2, E47, VDIR, Tcfe2a, Pan1, bHLHb21, Pan2, AA408400, AW209082, Tcf3transcription factor 3 NM_001164147.1, NM_001164148.1, NM_001164149.1, NM_001164150.1, NM_001164151.1, NM_001164152.1, NM_001164153.1, NM_011548.4

24 Gene Atp8b3 SAPLT, 1700042F02Rik, Atp8b3, 1700056N23Rik, ATPIKATPase, class I, type 8B, member 3 NM_026094.3
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25 Gene Rexo1 EloA-BP1, 2610511M11Rik, Tceb3bp1, 1700021P10Rik, AW050347, Rexo1REX1, RNA exonuclease 1 homolog (S. cerevisiae) NM_025852.3

36 Gene Klf16 DRRF, Klf16, BTEB4, AI843742Kruppel-like factor 16 NM_078477.2

36 Gene Abhd17aAbhd17a, MGC11699, 1700013O15Rik, Fam108a, D10Bwg1364e, MGC90979, BC005632abhydrolase domain containing 17A NM_145421.2

33 Gene Adat3 MGC65589, A430024H01Rik, Adat3adenosine deaminase, tRNA-specific 3 NM_001100606.1

33 Gene Scamp4 Scamp4, AW742369, Sc4, AU022392, AI448940, 2410022D05Riksecretory carrier membrane protein 4 NM_019575.4

18 Gene Csnk1g2 Csnk1g2, 2810429I12Rik, AI463719casein kinase 1, gamma 2 NM_001159591.1, NM_134002.2

18 Gene Btbd2 4930512K17Rik, Btbd2, 2610037C03RikBTB (POZ) domain containing 2 NM_145361.2

27 Gene Ap3d1 AA407035, mBLVR1, Bolvr, MGC140989, mh, Ap3d, mocha, Ap3d1adaptor-related protein complex 3, delta 1 subunit NM_007460.1

28 Gene Dot1l KMT4, mDot1, Dot1, Dot1l, AW907654, A630076O07DOT1-like, histone H3 methyltransferase (S. cerevisiae)NM_199322.1

39 Gene Plekhj1 9530063M10Rik, Plekhj1pleckstrin homology domain containing, family J member 1NM_023900.2

39 Gene Sf3a2 SFA66, AW047242, Sf3a2, 66kDa, PRP11, Sap62splicing factor 3a, subunit 2 NM_013651.4

39 Gene Amh MIS, Amh anti-Mullerian hormone NM_007445.2

39 Gene Jsrp1 JP-45, 2310032K21Rik, 2300003C06Rik, Jsrp1, JP45junctional sarcoplasmic reticulum protein 1 NM_028001.3

22 Gene Oaz1 AZ1, ODC-Az, AZ-1, Oaz1, Oaz, Antizymeornithine decarboxylase antizyme 1 NM_008753.4

22 Gene Mir1982 mmu-mir-1982, Mir1982microRNA 1982 NR_035503.1

22 Gene Lingo3 LERN2, Lingo3, AI851712leucine rich repeat and Ig domain containing 3 NM_001013758.2

31 Gene Lsm7 0910001B06Rik, Lsm7, 1110033F18RikLSM7 homolog, U6 small nuclear RNA associated (S. cerevisiae)NM_025349.2

31 Gene Sppl2b AW550292, Sppl2b, 3110056O03Rik, PSL1signal peptide peptidase like 2B NM_175195.3

23 Gene Tmprss9 Serase-1B, Tmprss9transmembrane protease, serine 9 NM_001081688.2

23 Gene Timm13 Tim9, Timm9, D10Ertd378e, Timm13translocase of inner mitochondrial membrane 13 NM_013895.4

23 Gene Lmnb2 Lmnb2 lamin B2 NM_010722.5

33 Gene Gadd45bGadd45b, AI323528, Myd118growth arrest and DNA-damage-inducible 45 beta NM_008655.1

24 Gene Slc39a3 MGC109671, MGC7461, Zip3, Slc39a3, AI845814solute carrier family 39 (zinc transporter), member 3NM_134135.1

24 Gene Sgta Sgta, Stg, Sgt, MGC6336, 5330427H01Rik, D10Ertd190e, AI194281small glutamine-rich tetratricopeptide repeat (TPR)-containing, alphaNM_024499.1

38 Gene Creb3l3 Creb3l3, CREB-H, D10Bur1e, BC010786cAMP responsive element binding protein 3-like 3 NM_145365.3

38 Gene Map2k2 Prkmk2, Map2k2, MK2, AA589381, MEK2mitogen-activated protein kinase kinase 2 NM_023138.4

27 Gene Zbtb7a FBI-1, Pokemon, 9030619K07Rik, Zbtb7, Lrf, 9130006G12Rik, AI452336, Zbtb7azinc finger and BTB domain containing 7a NM_010731.3

27 Gene Pias4 Pias-gamma, Pias4, Piasg, PIASYprotein inhibitor of activated STAT 4 NM_021501.4

26 Gene Eef2 MGC98463, Eef2, Ef-2eukaryotic translation elongation factor 2 NM_007907.2

26 Gene Dapk3 Dapk3, ZIPK NM_001190473.1, NM_001190474.1, NM_007828.2

26 Gene 2310050B05Rik2310050B05RikRIKEN cDNA 2310050B05 gene NR_015477.1

26 Gene Nmrk2 Nmrk2, 2310015C21Rik, Itgb1bp3, Mibp NM_027120.2

33 Gene Tjp3 Tjp3, ZO-3 tight junction protein 3 NM_013769.2

33 Gene Pip5k1c Pip5kIgamma, Pip5k1c, AI835305, AI115456phosphatidylinositol-4-phosphate 5-kinase, type 1 gammaNM_008844.2, NM_001146687.1

24 Gene Cactin 2510012J08Rik, Cactincactin, spliceosome C complex subunit NM_027381.2

24 Gene Tbxa2r MGC107665, Tbxa2r, TXA2, TPthromboxane A2 receptor NM_009325.3

24 Gene Gipc3 Gipc3, Rgs19ip3, Ahl5GIPC PDZ domain containing family, member 3 NM_148951.1

27 Gene Hmg20b Hmgx2, AW610687, Hmgxb2, Hmg20b, BRAF35, Smarce1rhigh mobility group 20B NM_010440.3, NM_001163165.1, NM_001163166.1

27 Gene Mfsd12 MGC148235, F630110N24Rik, C19orf28, Wdt1, Mfsd12major facilitator superfamily domain containing 12 NM_028657.3

27 Gene 4930404N11Rik2210409H10Rik, AI854616, 5730551K18Rik, 4930404N11RikRIKEN cDNA 4930404N11 gene NM_001014836.3

27 Gene Fzr1 FZR2, HCDH, Fzr1, AW108046, Cdh1, HCDH1, Fyr, FZRfizzy/cell division cycle 20 related 1 (Drosophila) NM_019757.1

20 Gene Dohh 1110033C18Rik, Dohh, AI585913, Hlrc1, AL022869deoxyhypusine hydroxylase/monooxygenase NM_133964.2

20 Gene 2210404O07Rik2210404O07Rik NM_001099917.1

22 Gene Nfic NF1-C, 1110019L22Rik, Nfic, AI746521, AA589446, 1500041O16Riknuclear factor I/C NM_008688.3, NM_026756.2

20 Gene Celf5 Celf5, 4930565A21Rik, Brunol5CUGBP, Elav-like family member 5 NM_176954.3

32 Gene Gna11 Gna11, Dsk7, E430025L19guanine nucleotide binding protein, alpha 11 NM_010301.3

17 Gene Aes Aes, AL024115, Grg5, Grg, Grg-5, Esp1, Tle5amino-terminal enhancer of split NM_010347.3
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17 Gene Tle2 Grg2, KIAA4188, mKIAA4188, Tle2transducin-like enhancer of split 2, homolog of Drosophila E(spl)NM_001252401.1, NM_019725.2

28 Gene Ankrd24 5730519E19Rik, 4631433D01Rik, Ankrd24, D10Bur2eankyrin repeat domain 24 NM_027480.3

28 Gene Gm10778ENSMUSG00000074860, Gm10778predicted gene 10778 NM_001142963.1

21 Gene AU041133AU041133 expressed sequence AU041133 NM_001163064.1

36 Gene Glt8d2 Glt8d2, 1110021D20Rik, MGC100315glycosyltransferase 8 domain containing 2 NM_029102.3

36 Gene Hcfc2 1700129L13Rik, AU019838, Hcfc2host cell factor C2 NM_001081218.1

27 Gene Chst11 C4ST1, Chst11, C4s, C4ST, 1110020P09Rik, C4ST-1carbohydrate sulfotransferase 11 NM_021439.2

28 Gene D10Wsu102eD10Wsu102e, AI747614, C430041I18RikDNA segment, Chr 10, Wayne State University 102, expressedNM_026579.3

33 Gene Aldh1l2 MGC19039, D330038I09Rik, mtFDH, Aldh1l2aldehyde dehydrogenase 1 family, member L2 NM_153543.2

33 Gene A230046K03RikA230046K03Rik, mKIAA1033, Kiaa1033, AA589518RIKEN cDNA A230046K03 gene NM_001033375.2

30 Gene Nuak1 Omphk1, AU014801, Nuak1, AW494241, B230104P22Rik, MGC90816NUAK family, SNF1-like kinase, 1 NM_001004363.1

28 Gene Ckap4 5630400A09Rik, Ckap4, P63, CLIMP-63cytoskeleton-associated protein 4 NM_175451.1

39 Gene Tcp11l2 E430026E19Rik, MGC39016, Tcp11l2t-complex 11 (mouse) like 2 NM_146008.2

33 Gene Fhl4 Fhl4 four and a half LIM domains 4 NM_010214.4

33 Gene AI597468AI597468 expressed sequence AI597468 NM_001013028.2

39 Gene Cry1 AU021000, AU020726, Phll1, Cry1cryptochrome 1 (photolyase-like) NM_007771.3

25 Gene Btbd11 6330404E16Rik, Btbd11BTB (POZ) domain containing 11 NM_001017525.1, NM_028709.2

33 Gene Pwp1 AW550690, 2610205J09Rik, Pwp1, 2310058A11Rik, AI098170, AV083409, AL022879PWP1 homolog (S. cerevisiae) NM_133993.3

26 Gene Prdm4 1700031E19Rik, SC-1, AW552272, 2810470D21Rik, Prdm4PR domain containing 4 NM_181650.2

25 Gene Ascl4 Ascl4, bHLHa44, 1700054F16Rikachaete-scute complex homolog 4 (Drosophila) NM_001163614.1

28 Gene D10Wsu52eHSPC117, AI255213, AI463255, D10Wsu52e, FAAPDNA segment, Chr 10, Wayne State University 52, expressedNM_145422.4

40 Gene Bpifc Bpifc, 4732454E24, Bpil2, MGC130596BPI fold containing family C NM_177772.4

40 Gene Fbxo7 Fbxo7, A230052G17Rik, C85118, AW260462, 2410015K21Rik, AI117679F-box protein 7 NM_153195.2

27 Gene Syn3 Syn3, MGC130403synapsin III NM_001164495.1, NM_013722.3

27 Gene Timp3 Timp3, Timp-3 tissue inhibitor of metalloproteinase 3 NM_011595.2

26 Gene BC030307AI449705, Gnn, AU041509, BC030307, MGC40847, Nt5dc3cDNA sequence BC030307 NM_153595.3, NM_001003939.2, NM_001003910.2

26 Gene Nt5dc3 AW540062, C630002B14Rik, TU12B1-TY, Gnn, AU040402, Nt5dc35'-nucleotidase domain containing 3 NM_175331.3

29 Gene Parpbp Parpbp, AI503644, 4930547N16Rik, PARI, PARPBPPARP1 binding protein NM_029249.2

29 Gene Nup37 2410003L22Rik, 2810039M17Rik, Nup37nucleoporin 37 NM_027191.2, NM_028334.4

22 Gene Gnptab KIAA1208, mKIAA1208, Gnptab, EG432486, MGC79224N-acetylglucosamine-1-phosphate transferase, alpha and beta subunitsNM_001004164.2

43 Gene Utp20 AA617408, mDRIN, 3830408P06Rik, Utp20, Drim, mDRIMUTP20, small subunit (SSU) processome component, homolog (yeast)NM_175158.3

26 Gene Uhrf1bp1lKIAA0701, 2010319N22Rik, E030041M21Rik, C80672, mKIAA0701, Uhrf1bp1l, 4930506D01Rik, AA589495UHRF1 (ICBP90) binding protein 1-like NM_029166.2

22 Gene Apaf1 Apaf1, Apaf1l, mKIAA0413, Apaf-1, 6230400I06Rik, KIAA0413, fogapoptotic peptidase activating factor 1 NM_001042558.1, NM_009684.2

22 Gene Ikbip 1700023M03Rik, D18354, Ikbip, Ikip, 1200009F10RikIKBKB interacting protein NM_027078.2, NM_026166.2

37 Gene Slc25a3 5730556H19Rik, Phc, PTP, Slc25a3solute carrier family 25 (mitochondrial carrier, phosphate carrier), member 3NM_133668.3

40 Gene Tmpo AW214352, AI195756, Tmpo, 5630400D24Rik, TP, AI606875, AW547477, LAP2thymopoietin NM_011605.2, NM_001080131.1, NM_001080129.1, NM_001080130.1, NM_001080132.1, NM_001080134.1

22 Gene Cdk17 Cdk17, 6430598J10Rik, Pctk2, MGC25109cyclin-dependent kinase 17 NM_146239.2

22 Gene Mir1931 Mir1931, mmu-mir-1931microRNA 1931 NR_035452.1

17 Gene Ntn4 Ntn4 NM_021320.3

16 Gene Usp44 Usp44, E430004F17Rikubiquitin specific peptidase 44 NM_183199.3, NM_001206851.1

24 Gene Vezt vezatin, AI854408, 6330418D12, Veztvezatin, adherens junctions transmembrane protein NM_172538.4

24 Gene Fgd6 AA123052, Fgd6, ZFYVE24, Etohd4FYVE, RhoGEF and PH domain containing 6 NM_053072.3

24 Gene Nr2c1 4831444H07Rik, 80.3, Nr2c1, Eenr, TR2, Tr2-11nuclear receptor subfamily 2, group C, member 1 NM_011629.3

33 Gene Tmcc3 C88213, MGC30586, C630016B22Rik, AW488095, Tmcc3, Tmcc1transmembrane and coiled coil domains 3 NM_172051.3, NM_001168684.1, NM_177026.1

30 Gene 4932415G12Rik4932415G12RikRIKEN cDNA 4932415G12 gene NR_015524.1

30 Gene Ccdc41 Ccdc41, 2600001G24Rik, 5730513H21Rik, 4921537D05Rikcoiled-coil domain containing 41 NM_029852.2

53 Gene Plxnc1 CD232, 2510048K12Rik, Plxnc1, AW742158, Vesprplexin C1 NM_018797.2
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20 Gene Cradd RAIDD, Cradd CASP2 and RIPK1 domain containing adaptor with death domainNM_009950.2

35 Gene Socs2 8030460M17, AI527257, Cish2, AW108012, SSI-2, JAB, MGC118106, CIS2, hg, Socs2, SOCS-2, D130043N08Riksuppressor of cytokine signaling 2 NM_007706.4, NM_001168655.1, NM_001168656.1, NM_001168657.1

35 Gene 5730420D15Rik5730420D15RikRIKEN cDNA 5730420D15 gene NR_045338.1, NR_045339.1

29 Gene Ube2n 1500026J17Rik, UBC13, AL022654, Ube2n, BB101821ubiquitin-conjugating enzyme E2N NM_080560.3

24 Gene Nudt4 HDCMB47P, Nudt4, DIPP2beta, DIPP2alpha, 4933436C10Rik, DIPP2nudix (nucleoside diphosphate linked moiety X)-type motif 4NM_027722.4

24 Gene Mir3058 mmu-mir-3058, Mir3058microRNA 3058 NR_037212.1

21 Gene Eea1 B230358H09Rik, ZFYVE2, Eea1, A430109M19Rikearly endosome antigen 1 NM_001001932.3

29 Gene Btg1 AI426953, AW546738, Btg1B cell translocation gene 1, anti-proliferative NM_007569.2

31 Gene Atp2b1 E130111D10Rik, Atp2b1, Pmca1, 2810442I22RikATPase, Ca++ transporting, plasma membrane 1 NM_026482.2

25 Gene Poc1b Poc1b, Wdr51b, 4933430F16RikPOC1 centriolar protein homolog B (Chlamydomonas)NM_027740.6

25 Gene Galnt4 AV011803, Galnt4UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 4NM_015737.4

32 Gene Dusp6 Dusp6, MKP3, MGC98540, MKP-3, 1300019I03Rik, PYST1dual specificity phosphatase 6 NM_026268.3

24 Gene Tmtc2 MGC116613, D330034A10Rik, Tmtc2, 8430438D04Riktransmembrane and tetratricopeptide repeat containing 2NM_177368.4

24 Gene Gm15663OTTMUSG00000025047, Gm15663, 9330159K06predicted gene 15663 NR_038032.1

31 Gene Ppp1r12aAA792106, AV099298, D10Ertd625e, MGC159084, Mypt1, Ppp1r12a, 1200015F06Rik, 5730577I22Rikprotein phosphatase 1, regulatory (inhibitor) subunit 12ANM_027892.2

26 Gene Pawr Pawr, Par-4, 2310001G03Rik, PAR4PRKC, apoptosis, WT1, regulator NM_054056.2

29 Gene E2f7 E2f7, A630014C11Rik, D10Ertd739eE2F transcription factor 7 NM_178609.4

26 Gene Zdhhc17 Zdhhc17, A230053P19Rik, KIAA0946, Hip14, D130071N24Rik, BB187739zinc finger, DHHC domain containing 17 NM_172554.2

32 Gene Osbpl8 AA536976, ORP-8, D330025H14Rik, C730029P18Rik, Osbpl8, AA536995oxysterol binding protein-like 8 NM_175489.3, NM_001003717.1

28 Gene Nap1l1 AI256722, Nap1l1, NAP-1, D10Ertd68e, AA407126nucleosome assembly protein 1-like 1 NM_015781.4, NM_001146707.1

28 Gene Gm5176 Gm5176, MGC60992, EG382421high mobility group box 2 pseudogene NR_033603.1

28 Gene Phlda1 TDAG51, Phlda1, DT1P1B11, Tdagpleckstrin homology-like domain, family A, member 1NM_009344.3

20 Gene Krr1 AI255219, 2610511F02Rik, Krr1, AI428520, D10Ertd773e, Hrb2KRR1, small subunit (SSU) processome component, homolog (yeast)NM_178610.4

37 Gene Atxn7l3bAI315132, 4921506J03Rik, ENSMUSG00000074747, 6230409E21Rik, Atxn7l3bataxin 7-like 3B NM_001033474.2

37 Gene LOC544737 uncharacterized LOC544737 XR_168684.1, XR_168473.1

28 Gene Tbc1d15 AU023730, Rab7-GAP, Ly6dl, AW557774, Tbc1d15, 4432405K22Rik, AU022358TBC1 domain family, member 15 NM_025706.3

22 Gene Rab21 Rab21, 9630024B22RAB21, member RAS oncogene family NM_024454.1

22 Gene Gm10752Gm10752, ENSMUSG00000074742predicted gene 10752 XR_140995.1, XR_141566.1

29 Gene Thap2 AI649097, 9030625G08Rik, AI450385, Thap2, 2900040O07RikTHAP domain containing, apoptosis associated protein 2NM_025780.3

29 Gene Zfc3h1 Psrc2, BC033596, Ccdc131, Zfc3h1zinc finger, C3H1-type containing NM_001033261.2

18 Gene Lgr5 Lgr5, FEX, Gpr49leucine rich repeat containing G protein coupled receptor 5NM_010195.2

18 Gene A930009A15RikA930009A15RikRIKEN cDNA A930009A15 gene NM_029982.1

16 Gene Ptprb Ptpz, Ptprb, 3230402H02Rik, C130094E24, Rptpb, VE-PTP, Veptpprotein tyrosine phosphatase, receptor type, B NM_029928.2

20 Gene Kcnmb4 MGC143660, Kcnmb4, 2900045G12Rik, 1700058G18Rikpotassium large conductance calcium-activated channel, subfamily M, beta member 4NM_021452.1

20 Gene 4933400F03Rik4933400F03RikRIKEN cDNA 4933400F03 gene XR_105383.2, XR_106559.2

39 Gene Cnot2 AA537049, AA959607, 2600016M12Rik, MGC115808, 2810470K03Rik, AW557563, Cnot2, C79650CCR4-NOT transcription complex, subunit 2 NM_001037847.2, NM_028082.2, NM_001037848.3, NR_024327.1, NM_001037846.3

39 Gene 5330438D12Rik5330438D12RikRIKEN cDNA 5330438D12 gene XR_168475.1, XR_168685.1

32 Gene Cct2 Cct2, Cctb chaperonin containing Tcp1, subunit 2 (beta) NM_007636.2

32 Gene Frs2 4732458E18, C330018A15Rik, Frs2alpha, Frs2, SNT1fibroblast growth factor receptor substrate 2 NM_177798.3

37 Gene Mdm2 Mdm-2, Mdm2, 1700007J15Rik, AA415488transformed mouse 3T3 cell double minute 2 NM_010786.3

21 Gene Rap1b 2810443E11Rik, Rap1bRAS related protein 1b NM_024457.2

38 Gene Dyrk2 Dyrk2, 1810038L18Rikdual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2NM_001014390.2

39 Gene Cand1 AI846556, AI195005, 2310038O07Rik, Tp120a, 6330512O03Rik, D10Ertd516e, Cand1, mKIAA0829cullin associated and neddylation disassociated 1 NM_027994.1

22 Gene Irak3 4833428C18Rik, Irak3, IRAK-M, AI563835interleukin-1 receptor-associated kinase 3 NM_028679.3

35 Gene Tmbim4 AU022431, Tmbim4, 0610007H07Riktransmembrane BAX inhibitor motif containing 4 NM_026617.3

35 Gene Llph MGC117871, 1190005P17Rik, LlphLLP homolog, long-term synaptic facilitation (Aplysia)NM_025431.2

23 Gene Hmga2 Hmga2, MGC103393, HMGI-C, 9430083A20Rik, Hmgic, pg, pygmyhigh mobility group AT-hook 2 NM_010441.2
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28 Gene Lemd3 Man1, AI316861, Lemd3LEM domain containing 3 NM_001081193.2

29 Gene Gns Gns, N28088, G6S, 2610016K11Rik, AU042285, C87209glucosamine (N-acetyl)-6-sulfatase NM_029364.3

28 Gene Rassf3 Rassf3, AW212023, AW322379Ras association (RalGDS/AF-6) domain family member 3NM_138956.3

40 Gene Xpot 3110065H13Rik, AI452076, EXPORTIN-T, C79645, Xpot, 1110004L07Rikexportin, tRNA (nuclear export receptor for tRNAs) NM_001081056.1

30 Gene BC048403E030027L10, BC048403cDNA sequence BC048403 NM_173022.2

24 Gene Tmem5 Tmem5, MGC103359, 6330415D21Rik, MGC28135transmembrane protein 5 NM_153059.1

21 Gene Mirlet7i Mirnlet7i, Mirlet7i, mmu-let-7imicroRNA let7i NR_029527.1

21 Gene Mon2 Mon2, mKIAA1040, AW495628, 2610528O22Rik, Sf21MON2 homolog (yeast) NM_153395.2, NM_001163024.1, NM_001163025.1

26 Gene Usp15 E430033I05Rik, mKIAA0529, Usp15, AI327321, Gcap18, 4921514G19Rikubiquitin specific peptidase 15 NM_027604.3

26 Gene Gm4129 Gm4129 predicted gene 4129 XR_105393.2, XR_106569.2

17 Gene Fam19a26330575M02, TAFA2, AI851790, Tafa-2, Fam19a2family with sequence similarity 19, member A2 NM_182807.3, NR_045514.1, NM_001252387.1

26 Gene Lrig3 9030421L11Rik, Lrig3, mKIAA3016, 9430095K15Rik, 9130004I02Rikleucine-rich repeats and immunoglobulin-like domains 3NM_177152.5

33 Gene Ctdsp2 OS4, D10Ertd73e, OS-4, MGC38258, SCP2, AI586070, Ctdsp2CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase 2NM_146012.2, NM_001113470.1

29 Gene Avil Avil, DOC6, Adviladvillin NM_009635.3

29 Gene Tsfm EF-TS, 9430024O13Rik, Tsfm, EF-Tsmt, 2310050B20RikTs translation elongation factor, mitochondrial NM_025537.3

35 Gene LOC100504608 protein FAM119B-like NM_001205036.1

35 Gene Mettl1 2810012D02Rik, Mettl1methyltransferase like 1 NM_010792.1

35 Gene Cyp27b1Cyp27b, MGC91184, Pddr, P450c1, Vdd1, VddrI, Cyp40, Vdr, Vddr, Cyp27b1, Cp2b, Cyp1cytochrome P450, family 27, subfamily b, polypeptide 1NM_010009.2

25 Gene March9 March9, BC019560, AI608492membrane-associated ring finger (C3HC4) 9 NM_001033262.2

25 Gene Cdk4 Cdk4, Crk3 cyclin-dependent kinase 4 NM_009870.3

25 Gene Tspan31 Tspan31, Sas, 2700085A14Rik, AW742554tetraspanin 31 NM_025982.4

25 Gene A730063M14RikA730063M14RikRIKEN cDNA A730063M14 gene NR_040660.1

21 Gene Os9 4632413K17Rik, Os9, AU022351amplified in osteosarcoma NM_177614.3, NM_001171026.1

19 Gene B4galnt1GalNAcT, Gal-NAc-T, Ggm-2, Ggm2, GalNAc-T, Galgt1, 4933429D13Rik, B4galnt1beta-1,4-N-acetyl-galactosaminyl transferase 1 NM_001244617.1, NM_001244618.1, NM_008080.5, NM_027739.2, NR_045166.1

19 Gene Slc26a10Slc26a10, MGC107595, C78409, D630010I07solute carrier family 26, member 10 NM_177615.3

20 Gene Arhgef25GEFT, D10Ertd610e, 2410008H17Rik, Arhgef25Rho guanine nucleotide exchange factor (GEF) 25 NM_028027.3, NM_001166413.1

20 Gene Dtx3 Deltex3, mg310, MGC106339, Dtx3deltex 3 homolog (Drosophila) NM_030714.2

20 Gene F420014N23RikENSMUSG00000074658, F420014N23RikRIKEN cDNA F420014N23 gene NR_045715.1, NR_045716.1

20 Gene Pip4k2c Pip5k2c, Pip4k2cphosphatidylinositol-5-phosphate 4-kinase, type II, gammaNM_054097.3

23 Gene Mars Mars, Mtrns, Metrs, MGC90747methionine-tRNA synthetase NM_001171582.1, NM_001003913.2

19 Gene Gli1 Gli1, Zfp5, Zfp-5, AV235269GLI-Kruppel family member GLI1 NM_010296.2

19 Gene Inhbe Inhbe NM_008382.2

20 Gene Ndufa4l2Ndufa4l2, BC064011, MGC117746NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4-like 2NM_001098789.1

20 Gene Shmt2 2700043D08Rik, AA408223, AA986903, Shmt2serine hydroxymethyltransferase 2 (mitochondrial) NM_001252316.1, NM_028230.4

20 Gene Nxph4 AI851051, 1110036M10Rik, Nxph4neurexophilin 4 NM_183297.2

32 Gene Stat6 Stat6 signal transducer and activator of transcription 6 NM_009284.2

32 Gene Nab2 AI451907, Nab2Ngfi-A binding protein 2 NM_008668.2, NM_001122895.1

32 Gene 1700012D01Rik1700012D01RikRIKEN cDNA 1700012D01 gene NR_045171.1

30 Gene Tmem194MGC40914, Tmem194a, Tmem194transmembrane protein 194 NM_001113211.1, NM_173732.3

19 Gene Zbtb39 mKIAA0352, 7030401O21Rik, Zbtb39zinc finger and BTB domain containing 39 NM_198035.1

19 Gene Gpr182 G10-D, Gpcr22, Gpcr17, Admr, MB10, Gpr182, NOW, AM-RG protein-coupled receptor 182 NM_007412.2

32 Gene Prim1 Prim1, AI324982, MGC107288DNA primase, p49 subunit NM_008921.2

32 Gene Naca AL024382, mKIAA0363, skNAC, Gm1878, AL022831, Nacanascent polypeptide-associated complex alpha polypeptideNM_013608.3, NM_001113199.1

28 Gene Ptges3 Ptges3, Ptges, 5730442A20Rik, Tebp, sid3177, cPGES, p23prostaglandin E synthase 3 (cytosolic) NM_019766.4

28 Gene Atp5b Atp5b NM_016774.3

28 Gene Mir677 Mir677, Mirn677, mmu-mir-677microRNA 677 NR_030442.2

28 Gene Baz2a AA415431, Baz2a, C030005G16Rik, Walp3, Tip5, C78388, mKIAA0314bromodomain adjacent to zinc finger domain, 2A NM_054078.2, XM_003945870.1, XM_003945869.1, XM_003945868.1, XM_003945872.1, XM_003945867.1, XM_003945871.1
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30 Gene Gls2 Lga, A330074B06Rik, GLS, Gls2, KIAA4146, AI195532, GAglutaminase 2 (liver, mitochondrial) NM_001033264.3

18 Gene Mip Mip, Hfi, Lop, MIP26, Aqp0, shrivelled, Cat, Svlmajor intrinsic protein of eye lens fiber NM_008600.4

18 Gene TimelessC77407, tim, Timeless, Debt69timeless circadian clock 1 NM_011589.2, NM_001136082.2, NM_001164080.1, NM_001164081.1

22 Gene Cs Cs, BB234005, Cis, 9030605P22Rik, 2610511A05Rik, ahl4citrate synthase NM_026444.3

19 Gene Coq10a Coq10a, Gm1, MGC182867, MGC182861coenzyme Q10 homolog A (yeast) NM_001081040.1

19 Gene Ankrd52 6430544C07, Ankrd52, G431002C21Rikankyrin repeat domain 52 NM_172790.2

26 Gene Smarcc2 5930405J04Rik, Smarcc2SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 2NM_198160.2, NM_001114096.1, NM_001114097.1

37 Gene Esyt1 Fam62a, Mbc2, vp115, Esyt1extended synaptotagmin-like protein 1 NM_011843.2

26 Gene Dgka Dgka, 80kDa, AW146112, Dagk1diacylglycerol kinase, alpha NM_016811.2

26 Gene Wibg A030010B05Rik, Wibg, Pymwithin bgcn homolog (Drosophila) NM_001170869.2, NM_001253704.1, NM_001253705.1, NM_030100.4

33 Gene Mmp19 Mmp19, MGC123370matrix metallopeptidase 19 NM_021412.2, NM_001164197.1

33 Gene Tmem198b1110012D08Rik, Tmem198btransmembrane protein 198b NM_178066.2

33 Gene Dnajc14 DRIP78, Dnajc14, DNAJ, 5730551F12Rik, LIP6, HDJ3DnaJ (Hsp40) homolog, subfamily C, member 14 NM_028873.4

35 Gene Cd63 Cd63, Tspan30, MGC103180, MGC107286, ME491, C75951CD63 antigen NM_007653.3, NM_001042580.1

35 Gene Rdh5 AI987873, RDH4, Rdh5, 9-cis, cRDHretinol dehydrogenase 5 NM_134006.4

35 Gene Bloc1s1 BLOS1, AI839753, Gcn5l1, Bloc1s1biogenesis of lysosome-related organelles complex-1, subunit 1NM_015740.3

35 Gene Itga7 [a]7, Itga7, alpha7integrin alpha 7 NM_008398.2

34 Gene Drg1 AI132520, Drg1, AA408859, Nedd3developmentally regulated GTP binding protein 1 NM_007879.1

47 Gene Patz1 Zfp278, 8430401L15Rik, AI447519, Mazr, Patz, Patz1POZ (BTB) and AT hook containing zinc finger 1 NM_019574.3, NM_001253690.1, NM_001253691.1, NR_045108.2, NR_045109.2

22 Gene Gm12592OTTMUSG00000007639, Gm12592predicted gene 12592 XR_105429.2, XR_106630.2

22 Gene Pik3ip1 Hgfl, Pik3ip1, 5830455E04Rik, Crkd, 1500004A08Rikphosphoinositide-3-kinase interacting protein 1 NM_178149.4

22 Gene Limk2 Limk2, Limk2b, Limk2a, 9430059K01, A930024P04Rik, C85310LIM motif-containing protein kinase 2 NM_173053.1, NM_001034030.1, NM_010718.3

22 Gene Rnf185 AL033296, Rnf185, MGC19394, 1700022N24Rikring finger protein 185 NM_145355.4

26 Gene Tug1 Tug1, AI316828taurine upregulated gene 1 NR_002322.1, NR_002321.1

26 Gene Morc2a Zcwcc1, 8430403M08Rik, Morc2amicrorchidia 2A NM_198162.1, NM_001159288.1

31 Gene Ccdc157 mKIAA1656, KIAA1656, 4930562D19Rik, Ccdc157coiled-coil domain containing 157 NM_177616.3, NM_001164620.1

31 Gene Sf3a1 1200014H24Rik, AI159724, 5930416L09Rik, Sf3a1splicing factor 3a, subunit 1 NM_026175.5

22 Gene Tbc1d10amFLJ00288, Tbc1d10a, EPI64, Tbc1d10, AI447804, FLJ00288TBC1 domain family, member 10a NM_134023.1

22 Gene Gatsl3 Gatsl3, 2410008K03Rik, MGC141006GATS protein-like 3 NM_028022.1

31 Gene Mtmr3 mKIAA0371, 1700092A20Rik, Mtmr3, AI255150, AW557713, FYVE-DSP1, MGC78036, ZFYVE10myotubularin related protein 3 NM_028860.2

23 Gene Gas2l1 GAR22, D0Jmb1, Gas2l1, 4930500E24Rik, TU-71.1, Gar22growth arrest-specific 2 like 1 NM_001190406.1, NM_001190408.1, NM_030228.3, NM_144560.3

23 Gene Rasl10a 2210403B10Rik, MGC130094, MGC130093, Rasl10a, AI852688RAS-like, family 10, member A NM_145216.3

35 Gene Ewsr1 Ewsh, Ews, AU018891, Ewsr1Ewing sarcoma breakpoint region 1 NM_007968.2

35 Gene Rhbdd3 Rhbdd3, Ptag, 5730411O18Rikrhomboid domain containing 3 NM_177370.3

35 Gene Emid1 Emid1, CO-5, AW122071EMI domain containing 1 NM_080595.2

22 Gene Kremen1AV002070, Kremen, Krm1, Kremen1kringle containing transmembrane protein 1 NM_032396.3

18 Gene Znrf3 Gm1167, AA591877, Znrf3, BC019575zinc and ring finger 3 NM_001080924.2

32 Gene Xbp1 D11Ertd39e, Xbp1, TREB-5, TREB5, XBP-1X-box binding protein 1 NM_013842.2

32 Gene Ccdc117 AV173073, Ccdc117, BC018601, 1700026O03Rik, 1110004K02Rik, AU018638, MGC30640, AU042822coiled-coil domain containing 117 NM_134033.2

30 Gene Mrps24 Mrps24, AI414579, Rpms24, 3110030K20Rikmitochondrial ribosomal protein S24 NM_026080.2

30 Gene Urgcp 9130001I21Rik, mKIAA1507, 2010005J08Rik, Urgcp, AW060359, Urg4upregulator of cell proliferation NM_178623.3, NM_001077661.1

31 Gene 2210015D19Rik1600028I17Rik, AI596465, 2210015D19RikRIKEN cDNA 2210015D19 gene NR_015577.1

31 Gene Dbnl Abp1, mAbp1, Dbnl, SH3P7drebrin-like NM_013810.3, NM_001146308.1, NM_001146309.1

24 Gene Aebp1 Aebp1, ACLP AE binding protein 1 NM_009636.2

24 Gene Pold2 po1D2, p50, 50kDa, Pold2polymerase (DNA directed), delta 2, regulatory subunitNM_008894.2

29 Gene Gck GLK, Gck, MODY2, HXKP, HKIV, Gk, HK4, Gls006glucokinase NM_010292.4

29 Gene Ykt6 AW105923, Ykt6, 1810013M05Rik, 0610042I15RikYKT6 homolog (S. Cerevisiae) NM_019661.4
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31 Gene Nudcd3 BC024322, Nudcd3, AI427847, KIAA1068, mKIAA1068, RP23-28G13.2NudC domain containing 3 NM_173748.4

28 Gene Ddx56 Noh61, D11Ertd619e, Ddx56, 2600001H07RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 56 NM_026538.3

28 Gene Tmed4 AI326346, 1110014L17Rik, Tmed4transmembrane emp24 protein transport domain containing 4NM_134020.1

32 Gene Ogdh Ogdh, 2210403E04Rik, mKIAA4192, KIAA4192, 2210412K19Rik, AA409584, d1401oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide)NM_001252282.1, NM_001252283.1, NM_001252287.1, NM_001252288.1, NM_010956.4

30 Gene Zmiz2 2410117E06Rik, Zmiz2, D11Bwg0280e, R74931, Zimp7zinc finger, MIZ-type containing 2 NM_028601.2, NM_001005867.1

30 Gene Ppia 2700098C05, Cphn, CypA, CyP-18, Ppiapeptidylprolyl isomerase A NM_008907.1

35 Gene Purb Purb, 2310015K15Rik, D11Bwg0414e, Cager-2, AA114818purine rich element binding protein B NM_011221.3

28 Gene Myo1g Myo1g, E430002D17Rikmyosin IG NM_178440.4

28 Gene Gm11974OTTMUSG00000005115, Gm11974predicted gene 11974 NR_045893.1

25 Gene Ccm2 BC029157, Ccm2, MGC37115cerebral cavernous malformation 2 NM_001190343.1, NM_001190344.1, NM_146014.3

32 Gene Tbrg4 Tbrg4, 2310042P22Rik, Cpr2, mKIAA0948, Tb-12, AI527316, R74877, TB-12, AA120735, AA408001transforming growth factor beta regulated gene 4 NM_134011.2, NM_001130457.1, XM_003945890.1, XM_003945889.1, XM_003945888.1, XM_003945887.1

32 Gene Snora5c Snora5c, MBI-80small nucleolar RNA, H/ACA box 5C NR_034042.1

32 Gene Wap MGC25317, Wapwhey acidic protein NM_011709.5

20 Gene Igfbp3 IGgfbp3, Igfbp3, AI649005, IGFBP-3insulin-like growth factor binding protein 3 NM_008343.2

25 Gene Tns3 F830010I22Rik, TEM6, Tns3, BC023928, Tens1tensin 3 NM_001083587.1

29 Gene Hus1 mHus1, Hus1 Hus1 homolog (S. pombe) NM_008316.4

29 Gene Sun3 MGC130135, D630047F21Rik, Sun3, Sunc1Sad1 and UNC84 domain containing 3 NM_177576.3

24 Gene Fignl1 Fignl1 NM_021891.3, NM_001163359.1, NM_001163360.1

24 Gene Ddc Aadc, Ddc dopa decarboxylase NM_001190448.1, NM_016672.4

27 Gene Grb10 mKIAA0207, AI325020, 5730571D09Rik, Meg1, Grb10growth factor receptor bound protein 10 NM_001177629.1, NM_010345.4

22 Gene Egfr AI552599, Egfr, wa-2, Errp, Erbb, Errb1, 9030024J15Rik, Wa5, wa2epidermal growth factor receptor NM_207655.2, NM_007912.4

19 Gene 2810442I21Rik2810442I21Rik, 4930500E12RikRIKEN cDNA 2810442I21 gene NR_015469.1

19 Gene Fbxo48 A630050E13Rik, Fbxo48F-box protein 48 NM_176982.2

23 Gene Etaa1 Etaa1, 5730466H23Rik, AA672646Ewing's tumor-associated antigen 1 NM_026576.3

21 Gene Meis1 C530044H18Rik, Evi8, Meis1Meis homeobox 1 NM_010789.3, NM_001193271.1

21 Gene LOC101055656 uncharacterized LOC101055656 XM_003945472.1, XM_003945891.1

28 Gene Spred2 Spred2, C79158sprouty-related, EVH1 domain containing 2 NM_033523.4

27 Gene Actr2 Actr2, 4921510D23Rik, Arp2, AA409782, MGC36604, D6Ertd746eARP2 actin-related protein 2 NM_146243.2

30 Gene Rab1 Rab-1, mKIAA3012, Gtbp, Ypt1, Rab1A, Rab1RAB1, member RAS oncogene family NM_008996.3

26 Gene Cep68 6030463E10Rik, BC027174, MGC6990, AI481761, Cep68, Kiaa0582centrosomal protein 68 NM_172260.3

27 Gene Slc1a4 ASCT-1, ASCT1, AW045657, SATT, Slc1a4solute carrier family 1 (glutamate/neutral amino acid transporter), member 4NM_018861.3

30 Gene Sertad2 MNCb-1504, AB041541, AU021878, Sertad2, Kiaa0127, Sei2, SEI-2, TRIP-Br2, mKIAA0127SERTA domain containing 2 NM_001038625.1, NM_021372.2

25 Gene Aftph 9130023F12Rik, AU016543, AU018432, AU019184, AU015099, Aftph, AU044244aftiphilin NM_001252503.1, NM_181411.3

35 Gene Peli1 AI586297, Peli1, D11Ertd676e, A930031K15Rik, 2810468L03Rik, AA409794pellino 1 NM_023324.2

23 Gene Ugp2 Ugp2, MGC38262UDP-glucose pyrophosphorylase 2 NM_139297.5

22 Gene Ehbp1 Flj21950, AF424697, Ehbp1, NACSINEH domain binding protein 1 NM_001252515.1, NM_153078.4

33 Gene Tmem17Tmem17, AI503894, MGC40971, AW049890transmembrane protein 17 NM_153596.3

15 Gene B3gnt2 AA408337, BGnT1, B3gnt1, AW260308, AA409404, B3gnt2, B3Galt6, Beta3gnt, BGnT2, beta-3GntUDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 2NM_016888.5, NM_001169114.1

65 Gene Commd1Commd1, U2/Mu, AI256843, Murr1COMM domain containing 1 NM_144514.2

20 Gene Zrsr1 Irlgs2, SP2, U2af1-rs1, D11Ncvs75, U2afbp-rs, Zrsr1zinc finger (CCCH type), RNA binding motif and serine/arginine rich 1NM_011663.3

65 Gene Cct4 Cct4, A45, 2610204B21Rik, C78323, Cctdchaperonin containing Tcp1, subunit 4 (delta) NM_009837.1

34 Gene Xpo1 Crm1, Xpo1, AA420417, Exp1exportin 1, CRM1 homolog (yeast) NM_134014.3, NM_001035226.1

32 Gene Usp34 A530081C03Rik, Usp34, Murr2ubiquitin specific peptidase 34 NM_001190401.2

32 Gene Ahsa2 FLJ36626, 1110064P04Rik, Ahsa2, AI450991AHA1, activator of heat shock protein ATPase 2 NM_172391.3

28 Gene Rel c-Rel, Rel reticuloendotheliosis oncogene NM_009044.2

22 Gene Papolg 9630006B20Rik, Papolgpoly(A) polymerase gamma NM_172555.2

15 Gene A830031A19RikGm662, A830031A19RikRIKEN cDNA A830031A19 gene XR_035331.1, XR_035402.1
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15 Gene Bcl11a Evi9b, Evi9, Ctip1, Evi9a, mKIAA1809, D930021L15Rik, Bcl11a, 2810047E18Rik, BCL-11A, Evi9cB cell CLL/lymphoma 11A (zinc finger protein) NM_016707.3, NM_001159289.1, NM_001159290.1, NM_001242934.1

32 Gene Pnpt1 PNPase, 1200003F12Rik, Old35, Pnptl1, Pnpt1polyribonucleotide nucleotidyltransferase 1 NM_027869.1, XM_003689261.1, XM_003945897.1, XM_003945896.1, XM_003945895.1

32 Gene A630052C17RikA630052C17RikRIKEN cDNA A630052C17 gene XR_106647.2, XR_168477.1

32 Gene Smek2 AW011752, KIAA1387, mKIAA1387, AW557776, Smek2SMEK homolog 2, suppressor of mek1 (Dictyostelium)NM_134034.2

29 Gene Ccdc88a AI848406, C130096N06Rik, Hkrp1, D130005J21Rik, Ape, Ccdc88a, Grdn, A430106J12Rik, C330012F17Rik, Girdin, Givcoiled coil domain containing 88A NM_176841.3

31 Gene Mtif2 2310038D14Rik, IF-2mt, Mtif2, 2410112O06Rikmitochondrial translational initiation factor 2 NM_133767.2

31 Gene Rps27a Rps27a, Uba52, Ubc, Ubb, 0610006J14Rikribosomal protein S27A NM_024277.2, NM_001033865.1

31 Gene 1700034F02Rik1700034F02Rik, Clhc1 NM_028504.1, NM_001163521.1

29 Gene Rtn4 AA960376, mKIAA0886, 1110020G17Rik, AA407876, Rtn4, C130026I10Rik, Nogo-B, AA409940, Nogo-A, ASY, Nogo-C, NSP-CL, NOGO, KIAA4153, mKIAA4153, NgAreticulon 4 NM_024226.4, NM_194052.3, NM_194053.3, NM_194054.3, NM_194051.3

29 Gene LOC101055730 uncharacterized LOC101055730 XR_168478.1, XR_168694.1

29 Gene Gm8098 Gm8098, EG666427predicted gene 8098 XR_168479.1

22 Gene Acyp2 Acyp2, 2310004B09Rikacylphosphatase 2, muscle type NM_029344.3

19 Gene Psme4 Psme4, KIAA0077, mKIAA0077, TEMO, AA409398, AU041366proteasome (prosome, macropain) activator subunit 4NM_134013.3

32 Gene Stc2 Stc2, mustc2, AW125853, Stc2lstanniocalcin 2 NM_011491.3

21 Gene Il9r Il9r, MGC130502interleukin 9 receptor NM_008374.2, NM_001134458.1

21 Gene Snrnp25 AL033324, 3300001G02Rik, C16ORF33, Snrnp25small nuclear ribonucleoprotein 25 (U11/U12) NM_030093.3

26 Gene Rhbdf1 Dist1, Egfr-rs, Rhbdf1, mKIAA4242, C16ORF8, Dist, KIAA4242rhomboid family 1 (Drosophila) NM_010117.2

26 Gene Mpg 9830006D05, AI326268, Mpg, Mid1, Aag, APNGN-methylpurine-DNA glycosylase NM_010822.3

26 Gene Nprl3 CGTHBA, HS-40, m(alpha)RE, HS-26, Aag, Prox1, Phg, Nprl3, Mare NM_181569.2

23 Gene Hba-x AI450015, Hba-x, Hbzhemoglobin X, alpha-like embryonic chain in Hba complexNM_010405.4

30 Gene Ubtd2 4930571L24, Ubtd2, AI645720, 9630054F20Rikubiquitin domain containing 2 NM_173784.3

18 Gene Efcab9 1700007I06Rik, 4930403C08Rik, Efcab9, MGC107247EF-hand calcium binding domain 9 NM_027031.3

18 Gene Stk10 mKIAA4026, Gek1, KIAA4026, Lok, Stk10serine/threonine kinase 10 NM_009288.2

28 Gene Fgf18 Fgf18, D130055P09Rik, FGF-18fibroblast growth factor 18 NM_008005.1

31 Gene Npm1 MGC102162, NO38, Npm1, B23, Npm, MGC107291nucleophosmin 1 NM_001252260.1, NM_001252261.1, NM_008722.3

21 Gene Tlx3 Rnx, Hox11l2, Tlx3, Tlx1l2T cell leukemia, homeobox 3 NM_019916.2

21 Gene Ranbp17Ranbp17, 4932704E15RikRAN binding protein 17 NM_023146.2

21 Gene Spdl1 Spdl1, 2810049B11Rik, 1700018I02Rik, Ccdc99, 2600001J17Rik, AA409762spindle apparatus coiled-coil protein 1 NM_027411.2

22 Gene Pank3 Pank3, MGC38148pantothenate kinase 3 NM_145962.2

22 Gene Rars AW985894, Rars, AL033339, 2610037E21Rik, 2610011N19Rikarginyl-tRNA synthetase NM_025936.3

22 Gene Wwc1 AA408228, mKIAA0869, Kibra, KIAA0869, AU017197, MGC47054, BC037006, Wwc1WW, C2 and coiled-coil domain containing 1 NM_170779.1

18 Gene Tenm2 D3Bwg1534e, Odz2, 9330187F13Rik, Odz3, 2610040L17Rik, Ten-m2, mKIAA1127, Tenm2teneurin transmembrane protein 2 NM_011856.3

33 Gene Mat2b MATIIbeta, TGR, Mat2b, 2410018D16Rik, AU022853, AI182287, 1110064C04Rik, MAT-IImethionine adenosyltransferase II, beta NM_134017.2, NM_001199274.1

33 Gene Hmmr CD168, Hmmr, AA386826, Rhammhyaluronan mediated motility receptor (RHAMM) NM_013552.2

30 Gene Nudcd2 Nudcd2, 2700047N05Rik, D11Ertd603eNudC domain containing 2 NM_026023.4

18 Gene Pttg1 C87862, AW555095, Pttg1, Pttg3, Pttgpituitary tumor-transforming gene 1 NM_013917.2, NM_001131054.1

18 Gene Slu7 D3Bwg0878e, Slu7, D11Ertd730e, MGC31026, AU018913SLU7 splicing factor homolog (S. cerevisiae) NM_148673.3, NM_198936.1

27 Gene Ccnjl Gm877, Ccnjl cyclin J-like NM_001045530.1

31 Gene Ublcp1 8430435I17Rik, MGC7513, Ublcp1, MGC117826, BC002236, 4930527B16Rikubiquitin-like domain containing CTD phosphatase 1NM_024475.5, XM_003945884.1

31 Gene Rnf145 3732413I11Rik, Rnf145, TMRF1ring finger protein 145 NM_028862.3, NM_001166553.1

20 Gene Ebf1 Ebf, O/E-1, Ebf1, AW990631, Olf1, 9830166E18Rik, Olf-1early B cell factor 1 NM_007897.2

21 Gene F630206G17RikF630206G17RikRIKEN cDNA F630206G17 gene NR_045876.1

21 Gene Clint1 KIAA0171, AW537616, Clint1, C530049I24Rik, Enth, Epn4, mKIAA0171, F630206G17Rik, AI642036clathrin interactor 1 NM_001045520.3

23 Gene Lsm11 Lsm11, 2210404M20Rik, AV079530U7 snRNP-specific Sm-like protein LSM11 NM_028185.2

23 Gene Thg1l Thg1l, 1700121M19Rik, AA387658, MGC107321, 5730409G07RiktRNA-histidine guanylyltransferase 1-like (S. cerevisiae)NM_001080969.2

18 Gene Cyfip2 1500004I01Rik, AU022376, AA930218, Pir121, 6430511D02Rik, mKIAA1168, Cyfip2cytoplasmic FMR1 interacting protein 2 NM_001252459.1, NM_001252460.1, NM_133769.3

19 Gene Med7 Crsp9, Crsp33, Med7, 1110063B05Rikmediator complex subunit 7 NM_025426.3, NM_001104530.1, NM_001104556.1, NM_001104557.1
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38 Gene Gnb2l1 Rack1, Gnb2-rs1, Gnb2l1, GB-like, AL033335, p205guanine nucleotide binding protein (G protein), beta polypeptide 2 like 1NM_008143.3

38 Gene Snord96aSnord96a small nucleolar RNA, C/D box 96A NR_028563.1

38 Gene Snord95 Snord95 small nucleolar RNA, C/D box 95 NR_028564.1

38 Gene Trim41 R75223, AW552703, MGC28280, BC020156, RINCK, Trim41tripartite motif-containing 41 NM_145377.2

24 Gene Trim7 Trim7, AI790312tripartite motif-containing 7 NM_053166.2

24 Gene Gm16170OTTMUSG00000031272, Gm16170predicted gene 16170 XR_141058.1, XR_141631.1

17 Gene Olfr1394Olfr1394, MOR280-1, MGC157519olfactory receptor 1394 NM_146276.1

17 Gene Btnl9 D330012D11Rik, Btnl9, B430208I01, Btn3butyrophilin-like 9 NM_172793.2

34 Gene Zfp62 AI227021, Zfp62zinc finger protein 62 NM_001024846.1, NM_009562.2

31 Gene Cnot6 CCR4, MGC98472, A230103N10Rik, AW456442, AA407540, Cnot6CCR4-NOT transcription complex, subunit 6 NM_212484.1

24 Gene Gfpt2 GFAT2, AI480523, Gfpt2glutamine fructose-6-phosphate transaminase 2 NM_013529.3

24 Gene Mapk9 AI851083, JNK2, Mapk9, Prkm9, p54aSAPKmitogen-activated protein kinase 9 NM_207692.2, NM_016961.3, NM_001163671.1, NM_001163672.1

23 Gene Tbc1d9b AU019384, Tbc1d9b, 2700008N14RikTBC1 domain family, member 9B NM_029745.2

39 Gene 3010026O09RikAI851514, 3010026O09Rik, 2900016G09Rik, AW475975RIKEN cDNA 3010026O09 gene NM_026543.3

39 Gene Sqstm1 STAP, p62, Sqstm1, OSF-6, Osi, A170sequestosome 1 NM_011018.2

25 Gene Mgat4b Mgat4b, GnTIVb, AA407995mannoside acetylglucosaminyltransferase 4, isoenzyme BNM_145926.3

25 Gene Ltc4s Ltc4s NM_008521.1

29 Gene Maml1 mKIAA0200, AW743257, Mam-1, Maml1, Mam1, AI644666, D930008C07Rikmastermind like 1 (Drosophila) NM_175334.3

34 Gene Canx AI988026, Cnx, Canx, D11Ertd153e, 1110069N15Rikcalnexin NM_007597.3, NM_001110499.1, NM_001110500.1

43 Gene Hnrnph1Hnrnph1, Hnrph1, E430005G16Rik, AI642080, Hnrnphheterogeneous nuclear ribonucleoprotein H1 NM_021510.2

24 Gene Adamts2hPCPNI, A430089F14, PCINP, ADAM-TS2, KIAA4060, mKIAA4060, Adamts2, 4732482M10, ADAMTS-3a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 2NM_175643.2

28 Gene BC0497624930503F14, BC049762cDNA sequence BC049762 NM_177567.3

28 Gene Clk4 C85119, Clk4, AI987988CDC like kinase 4 NM_007714.5

37 Gene Agxt2l2 Agxt2l2, 2900006B13Rikalanine-glyoxylate aminotransferase 2-like 2 NM_028398.2

37 Gene HnrnpabHnrnpab, CBF-A, Hnrpab, Cgbfa, 3010025C11Rikheterogeneous nuclear ribonucleoprotein A/B NM_010448.3, NM_001048061.1

33 Gene Nhp2 Nola2, Nhp2, D11Ertd175e, 2410130M07RikNHP2 ribonucleoprotein NM_026631.3

33 Gene Rmnd5b 0610039K22Rik, Rmnd5b, Gid2required for meiotic nuclear division 5 homolog B (S. cerevisiae)NM_025346.1

26 Gene N4bp3 N4bp3, C330016O10Rik, MGC7136NEDD4 binding protein 3 NM_145974.3

17 Gene D930048N14RikD930048N14Rik, AI315703, R75254RIKEN cDNA D930048N14 gene NR_027958.1

36 Gene Sec24a 9430090N21Rik, Sec24a, AI504915Sec24 related gene family, member A (S. cerevisiae) NM_175255.3

36 Gene Sar1b Sara2, Sar1b, 2310075M17Rik, CMRD, Sara1b, 2900019I22Rik, SarbSAR1 gene homolog B (S. cerevisiae) NM_025535.2

29 Gene Phf15 mKIAA0239, 1200017K05Rik, Jade2, Phf15, AI480685PHD finger protein 15 NM_199299.3

27 Gene Ube2b E2-14k, Ube2b, mHR6B, HR6B, Rad6b, 2610301N02Rik NM_009458.4

27 Gene Cdkl3 B230379H01Rik, AI852479, Cdkl3, MGC28957cyclin-dependent kinase-like 3 NM_153785.4, NM_001166653.1, NM_001166654.1, NM_001166655.1, NM_001166656.1, NM_001166657.1

40 Gene Ppp2ca PP2A, R75353, Ppp2caprotein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoformNM_019411.4

30 Gene Skp1a 2610206H23Rik, Tceb1l, 15kDa, OCP2, p19A, 2610043E24Rik, SKP1, p19Skp1, EMC19, Skp1a, OCP-IIS-phase kinase-associated protein 1A NM_011543.4

30 Gene LOC101056192 uncharacterized LOC101056192 XR_168612.1, XR_168697.1

24 Gene Tcf7 Tcf1, Tcf7, TCF-1, AI465550transcription factor 7, T cell specific NM_009331.3

24 Gene A630014C17RikA630014C17RikRIKEN cDNA A630014C17 gene XR_106661.1, XR_106224.1

33 Gene Vdac1 Vdac1, Vdac5, AL033343voltage-dependent anion channel 1 NM_011694.4

17 Gene Fstl4 mKIAA1061, Fstl4, SPIG1, B230374F23Rik, KIAA1061follistatin-like 4 NM_177059.3

48 Gene Hspa4 Hsp110, APG-2, AI317151, KIAA4025, mKIAA4025, 70kDa, Hsp70RY, Hspa4heat shock protein 4 NM_008300.3

24 Gene Aff4 MGC107469, AF5Q31, MCEF, Laf4l, Aff4, Alf4AF4/FMR2 family, member 4 NM_033565.2

26 Gene Gm10447Gm10447, ENSMUSG00000072963predicted gene 10447 XR_141090.1, XR_141633.1

26 Gene Shroom1Shroom1, Shrm1, 1300007L22Rik, Apxshroom family member 1 NM_027917.2

22 Gene Gm9837 ENSMUSG00000049427, Gm9837predicted gene 9837 XR_035310.2, XR_035252.2

22 Gene Sowaha Ankrd43, Sowaha, A830006N08Riksosondowah ankyrin repeat domain family member ANM_183173.2
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22 Gene Gm19835Gm19835 predicted gene, 19835 XR_106662.1, XR_106225.1

31 Gene A430108G06RikA430108G06RikRIKEN cDNA A430108G06 gene XR_106663.1, XR_106226.1

31 Gene Kif3a 111-11-86, AW124694, 111-11-71, Kif3, Kifl, Kif3a, Kns3kinesin family member 3A NM_008443.3

28 Gene Rad50 Rad50l, Mrell, Rad50RAD50 homolog (S. cerevisiae) NM_009012.2

34 Gene Irf1 Irf-1, Irf1, AU020929interferon regulatory factor 1 NM_008390.2, NM_001159393.1, NM_001159396.1

20 Gene Slc22a21Slc22a9, Octn3, Slc22a21solute carrier family 22 (organic cation transporter), member 21NM_019723.2

20 Gene Slc22a4 Octn1, Slc22a4solute carrier family 22 (organic cation transporter), member 4NM_019687.3

22 Gene Fnip1 AI838773, A730024A03Rik, MGC100017, AW557298, KIAA1961, Fnip1folliculin interacting protein 1 NM_173753.4

35 Gene Cdc42se2Cdc42se2, SPEC2, 2810404F18Rik, AA536669, AA408783CDC42 small effector 2 NM_178626.3

29 Gene Lyrm7 Lyrm7, 9330147L21Rik, 1700024C24RikLYR motif containing 7 NM_029327.3

29 Gene Hint1 Hint, AA673479, PKCI-1, PRKCNH1, Hint1, Ipk1histidine triad nucleotide binding protein 1 NM_008248.2

26 Gene Tnip1 ABIN1, VAN, Naf1, ABIN-1, Tnip1, AU018810, ABIN, NefTNFAIP3 interacting protein 1 NM_001199275.1, NM_021327.3, NM_001199276.1

32 Gene Anxa6 AW107198, Cabm, AnxVI, Anxa6, Camb, Anx6annexin A6 NM_013472.4, NM_001110211.1

33 Gene Gm2a Gm2a, AA408702, AW215435GM2 ganglioside activator protein NM_010299.3

20 Gene 4921508A21Rik4921508A21RikRIKEN cDNA 4921508A21 gene NR_046034.1

20 Gene Slc36a1 Slc36a1, AI839897, 5830411H19Rik, Pat1solute carrier family 36 (proton/amino acid symporter), member 1NM_153139.4

20 Gene Fam114a2Fam114a2, 9030624B09Rik, 1810073G14Rikfamily with sequence similarity 114, member A2 NM_026342.3, NM_001168667.1, NM_001168668.1

20 Gene Mfap3 2610509F16Rik, AW536327, 2700079M14Rik, Mfap3microfibrillar-associated protein 3 NM_180599.1, NM_145426.2

22 Gene Galnt10 GalNAc-T10, AU018154, GalNAc-T9, Galnt9, C330012K04Rik, Galnt10, ppGaNTaseUDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 10NM_134189.2

22 Gene 4933426K07Rik4933426K07RikRIKEN cDNA 4933426K07 gene XR_106230.1

26 Gene Sap30l MGC151408, L55, Sap30l, 2310079P12Rik, AF006998, MGC151406SAP30-like NM_001081168.1

46 Gene Larp1 Larp, 1810024J12Rik, 3110040D16Rik, Larp1, mKIAA0731La ribonucleoprotein domain family, member 1 NM_028451.1

28 Gene Gemin5 C330013N08, AA407208, AA407055, Gemin5, AI451603, BB194447gem (nuclear organelle) associated protein 5 NM_172558.3, NM_001166669.1, NM_001166670.1, NM_001166671.1

28 Gene Mrpl22 Mrpl22, HSPC158, E030011D16Rik, Rpml25, MRP-L25mitochondrial ribosomal protein L22 NM_175001.3

21 Gene Zfp692 AI746306, Zfp692, Znf692, AI839920, Zfp692-pszinc finger protein 692 NM_001040686.1, NM_182996.3

21 Gene Zfp672 Zfp672, 4930488P06Rik, 4930511N19Rik, Znf672zinc finger protein 672 NM_001256516.1, NM_001256517.1, NM_001256518.1, NM_001256519.1, NM_001256520.1, NM_178761.5, NR_028331.2, NR_046280.1

26 Gene Trim17 Rnf16, Trim17, terftripartite motif-containing 17 NM_031172.2

26 Gene 2310058D17Rik2310058D17RikRIKEN cDNA 2310058D17 gene XR_106668.1, XR_106232.1

26 Gene Trim11 Trim11 NM_053168.1

28 Gene Gjc2 B230382L12Rik, Gjc2, Gja12, MGC130506, Cx47gap junction protein, gamma 2 NM_080454.4, NM_175452.4

28 Gene Guk1 Gmk, AL033299, Guk-1, AA409738, AV026611, AL033300, Guk1guanylate kinase 1 NM_008193.3, NM_001159410.1

41 Gene 2610507I01Rik2610507I01Rik, 5033414D05RikRIKEN cDNA 2610507I01 gene NR_037964.1

41 Gene Mrpl55 2810038N09Rik, Mrpl55mitochondrial ribosomal protein L55 NM_026035.2

41 Gene 2310033P09RikMGC7354, 2310033P09Rik, Mmtag2RIKEN cDNA 2310033P09 gene NM_024210.2

41 Gene Arf1 Arf1 ADP-ribosylation factor 1 NM_007476.3, NM_001130408.1

19 Gene Zkscan17Nizp1, BC040205, Zkscan17, Zfp496, D130067D09, MGC36538, Znf496zinc finger with KRAB and SCAN domains 17 NM_172941.3, NM_001130529.1

19 Gene 4933439C10Rik2610028M21Rik, 4933439C10RikRIKEN cDNA 4933439C10 gene NR_015585.2

19 Gene Mprip p116Rip, MGC67316, AI647711, Rhoip3, C76423, RIP3, 9530046C02, Mprip, mKIAA0864, AA536749myosin phosphatase Rho interacting protein NM_201245.3, NM_012027.2

43 Gene Cops3 Csn3, Cops3, Sgn3COP9 (constitutive photomorphogenic) homolog, subunit 3 (Arabidopsis thaliana)NM_011991.1

43 Gene Nt5m dNT-2, 2010013E09Rik, AI846937, Nt5m5',3'-nucleotidase, mitochondrial NM_134029.2

28 Gene Med9 Med25, MGC30366, Med9, FLJ10193, BC019367mediator of RNA polymerase II transcription, subunit 9 homolog (yeast)NM_138675.3

28 Gene Rasd1 Dexras1, Rasd1RAS, dexamethasone-induced 1 NM_009026.4

28 Gene Pemt Pempt2, AI255394, Pempt, Pemtphosphatidylethanolamine N-methyltransferase NM_008819.2

34 Gene Rai1 Gt1, Rai1 retinoic acid induced 1 NM_001037764.1, NM_009021.2

34 Gene 4930412M03Rik4930412M03RikRIKEN cDNA 4930412M03 gene XR_141096.2

18 Gene Srebf1 bHLHd1, ADD1, D630008H06, SREBP-1, SREBP-1a, SREBP1c, SREBP1, SREBP-1c, ADD-1, Srebf1sterol regulatory element binding transcription factor 1NM_011480.3

28 Gene Atpaf2 ATP12p, Atpaf2, ATP12ATP synthase mitochondrial F1 complex assembly factor 2NM_145427.2
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28 Gene Gid4 4933439F18Rik, Gid4GID complex subunit 4, VID24 homolog (S. cerevisiae)NM_025757.4

40 Gene Myo15 sh-2, Myo15, sh2, Myo15amyosin XV NM_010862.2, NM_182698.2, NM_001103171.1

40 Gene Alkbh5 Ofoxd, Alkbh5, Abh5, AW050020, AW215868, E130207K11alkB, alkylation repair homolog 5 (E. coli) NM_172943.4

24 Gene Llgl1 Llglh, AI325176, Lgl1, Llgl1, Mgl1lethal giant larvae homolog 1 (Drosophila) NM_008502.2, NM_001159404.1, NM_001159405.1

23 Gene Flii Flii, Fliih, 3632430F08Rik, Fli1flightless I homolog (Drosophila) NM_022009.1

23 Gene Smcr7 Gm11, AI482195, MGC113770, Smcr7Smith-Magenis syndrome chromosome region, candidate 7 homolog (human)NM_001009927.1

23 Gene Mir5100 mu-mir-5100, Mir5100, mmu-mir-5100microRNA 5100 NR_039559.1

37 Gene Tmem11AA409091, Tmem11, 5730466P16Riktransmembrane protein 11 NM_173453.3, NM_001168507.1

31 Gene Gm16515Gm16515, Gtlf3b, F3-2, AI256713predicted gene, Gm16515 NM_025294.5

31 Gene Gm16516Gm16516, F3-1, Gtlf3apredicted gene, Gm16516 NR_027800.1

33 Gene Usp22 MGC91200, Usp22, AI427806, KIAA1063ubiquitin specific peptidase 22 NM_001004143.4

29 Gene Aldh3a2 Aldh4, Ahd3, Ahd-3, Aldh4-r, Ahd-3r, Ahd3-r, Aldh3a2, FALDH, AI194803aldehyde dehydrogenase family 3, subfamily A2 NM_007437.4

23 Gene Slc47a2 Slc47a2, 4933429E10Riksolute carrier family 47, member 2 NM_001033542.2

23 Gene Slc47a1 1300013J15Rik, MATE1, Slc47a1, mMATE1, AI036982solute carrier family 47, member 1 NM_026183.5

32 Gene Gm12271Gm12271, OTTMUSG00000005835predicted gene 12271 XM_890719.4

31 Gene Mfap4 1110007F23Rik, Mfap4microfibrillar-associated protein 4 NM_029568.2

31 Gene Mapk7 BMK1, PRKM7, Mapk7, ERK5, Erk5-Tmitogen-activated protein kinase 7 NM_011841.1

31 Gene 3110043A19Rik3110043A19RikRIKEN cDNA 3110043A19 gene XR_141098.1

23 Gene B9d1 Eppb9, B9, AW045994, B9d1B9 protein domain 1 NM_013717.2

23 Gene Epn2 Epn2, 9530051D10Rik, AA536924, Ibp2epsin 2 NM_001252188.1, NM_001252189.1, NM_010148.3

33 Gene Ulk2 Ulk2, mKIAA0623, A830085I22Rik, AU015340, Unc51.2unc-51 like kinase 2 NM_013881.4

28 Gene Akap10 Akap10, D-AKAP2, B130049N18Rik, 1500031L16RikA kinase (PRKA) anchor protein 10 NM_019921.2

20 Gene LOC101055684 cytospin-B-like XM_003945641.1

24 Gene Specc1 KIAA4061, B230396K10Rik, mKIAA4061, Specc1, Cytsb, 2810012G08RikNM_001029936.2

26 Gene Adora2b AI480866, MGC144574, A2b, AA2BR, Adora2b, AI605384, A2BR, MGC144575, A2BARadenosine A2b receptor NM_007413.4

27 Gene Ncor1 mKIAA1047, 5730405M06Rik, A230020K14Rik, N-CoR, RIP13, Ncor1, Rxrip13nuclear receptor co-repressor 1 NM_001252313.1, NM_011308.3, NM_177229.3

27 Gene Pigl Pigl, MGC106811, Gm737phosphatidylinositol glycan anchor biosynthesis, class LNM_001039536.2

23 Gene Gm12279OTTMUSG00000005861, Gm12279predicted gene 12279 XR_106673.1, XR_106243.1

23 Gene Ubb Rps27a, Ubb2, Uba52, AL033289, Ubc, Ubbubiquitin B NM_011664.3

44 Gene Trpv2 Trpv2, Vrl1, GRC, VRL-1, OTRPC2transient receptor potential cation channel, subfamily V, member 2NM_011706.2

44 Gene 2410006H16Rik2410006H16RikRIKEN cDNA 2410006H16 gene NR_030738.1

44 Gene Snord49bMBII-252, Snord49b, MBII-366small nucleolar RNA, C/D box 49B NR_028526.1

44 Gene Snord49aMBII-243, Snord49asmall nucleolar RNA, C/D box 49A NR_028550.1

44 Gene Snord65 MBII-135, Snord65, snoRNA135small nucleolar RNA, C/D box 65 NR_028541.1

44 Gene Fam211aBC046404, Fam211a, MGC59632family with sequence similarity 211, member A NM_198861.1

24 Gene Mmgt2 AI852046, Mmgt2, MGC36859membrane magnesium transporter 2 NM_175002.2

20 Gene Fbxw10 Fbw10, Fbxw10, SM25H2, SM2SH2, HREPF-box and WD-40 domain protein 10 NM_001033669.2

20 Gene Tvp23b 1810036I24Rik, Tvp23b, Fam18b, Fam18b1trans-golgi network vesicle protein 23B NM_026210.4

25 Gene Pmp22 Pmp22, HNPP, Tr, Gas-3, 22kDa, tremblerperipheral myelin protein 22 NM_008885.2

25 Gene Hs3st3b1Hs3st3b, AU041882, Hs3st3b1, AW536289, 3OST3B1, 3-OST-3B, m3-OST-3B, 3Ost3bheparan sulfate (glucosamine) 3-O-sulfotransferase 3B1NM_018805.2

27 Gene F930015N05RikF930015N05RikRIKEN cDNA F930015N05 gene NR_028445.1

27 Gene Hs3st3a1Hs3st3a, Hs3st3a1, 3Ost3aheparan sulfate (glucosamine) 3-O-sulfotransferase 3A1NM_178870.5

16 Gene Map2k4 Serk1, Sek1, MKK4, PRKMK4, MEK4, JNKK1, Map2k4mitogen-activated protein kinase kinase 4 NM_009157.4

16 Gene LOC101055694 uncharacterized LOC101055694 XR_168613.1

19 Gene Dnahc9 mKIAA0357, 9030022M04, Dnahc9, A230091C01, DNAH9, D11Ertd686e, C230051G16, KIAA0357dynein, axonemal, heavy chain 9 NM_001099633.1

21 Gene Shisa6 Shisa6, Gm879shisa homolog 6 (Xenopus laevis) NM_001034874.3

24 Gene Myh10 Myhn2, Myhn-2, 5730504C04Rik, SMemb, mKIAA3005, NMHCII-B, NMHC-B, MGC115764, Fltn, II-B, NMHC, Myh10, 9330167F11Rik, NMHC II-Bmyosin, heavy polypeptide 10, non-muscle NM_175260.2
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36 Gene Rnf222 Rnf222, 9930039A11Rikring finger protein 222 NM_177060.3

36 Gene Rpl26 SIG-20, Rpl26 ribosomal protein L26 NM_009080.2

28 Gene Ctc1 AAF132, 1500010J02Rik, Ctc1, AAF-132CTS telomere maintenance complex component 1 NM_001013256.2, NM_001143790.1, NR_026565.1

28 Gene Aurkb STK-1, Stk5, AurB, AL022959, Stk12, Aurkb, IPL1, Aim1, Ark2, AIRK2, AIM-1, Aik2aurora kinase B NM_011496.1

26 Gene 2310047M10Rik2310047M10Rik NM_028005.3

26 Gene Tmem1071110004B13Rik, 2810049P21Rik, Tmem107transmembrane protein 107 NM_025838.2, NM_028336.3

37 Gene Vamp2 Syb2, Syb-2, Vamp2, sybIIvesicle-associated membrane protein 2 NM_009497.3

37 Gene Per1 Per1, mPer1, MGC102121, m-rigui, Perperiod circadian clock 1 NM_011065.4, NM_001159367.1

28 Gene 9130213A22Rik9130213A22Rik, ENSMUSG00000072807RIKEN cDNA 9130213A22 gene XR_141105.2, XR_141640.2

28 Gene Hes7 bHLHb37, Hes7hairy and enhancer of split 7 (Drosophila) NM_033041.4

28 Gene Aloxe3 Aloxe3, MGC143829, e-LOX-3, MGC143830arachidonate lipoxygenase 3 NM_011786.2

22 Gene Gucy2e GC-E, GC1, Gucy2e, ROS-GC1guanylate cyclase 2e NM_008192.3

26 Gene Cntrob 9830165K03Rik, Cntrob, Lip8centrobin, centrosomal BRCA2 interacting protein NM_172560.3

26 Gene Trappc1 MUM2, BET5, D11Ertd172e, Trappc1trafficking protein particle complex 1 NM_001024206.2

26 Gene Kcnab3 Kcnab4, Kcnab3, mKv(beta)4, C330022D06Rikpotassium voltage-gated channel, shaker-related subfamily, beta member 3NM_010599.4

18 Gene A030009H04RikA030009H04Rik, RNF21, AB041807, 2310043C11Rik, MNCb-2875, AA589459RIKEN cDNA A030009H04 gene NR_027827.1

23 Gene Chd3 2600010P09Rik, Prp9-1, MGC40857, AF020312, Chd7, Prp7, Chd3chromodomain helicase DNA binding protein 3 NM_146019.3

25 Gene Cyb5d1 Gm740, Cyb5d1, MGC118302cytochrome b5 domain containing 1 NM_001045525.1

25 Gene Lsmd1 Lsmd1, 1500034E06RikLSM domain containing 1 NM_030083.2

31 Gene Tmem88Tmem88, 2600017H02Riktransmembrane protein 88 NM_025915.4

31 Gene Kdm6b Jmjd3, KIAA0346, mKIAA0346, Kdm6b, 1700064E03Rik, BC038313KDM1 lysine (K)-specific demethylase 6B NM_001017426.1

31 Gene Dnahc2 4930564A01, D330014H01Rik, 2900022L05Rik, Dnahc2, Dnah2, Dnhd3, D130094J20dynein, axonemal, heavy chain 2 NM_001081330.1

19 Gene Efnb3 NLERK-2, Epl8, EFL-6, Efnb3, Elk-L3, LERK-8, ELF-3ephrin B3 NM_007911.5

19 Gene Wrap53 Wdr79, BC021790, MGC28622, Wrap53WD repeat containing, antisense to TP53 NM_144824.2

33 Gene Atp1b2 Amog, Atp1b2, Atpb-2ATPase, Na+/K+ transporting, beta 2 polypeptide NM_013415.5

33 Gene Shbg Shbg, ABP sex hormone binding globulin NM_011367.2

23 Gene Sat2 MGC74376, SSAT-2, Sat2, 2610016A03Rik, SSAT2spermidine/spermine N1-acetyl transferase 2 NM_026991.2

23 Gene Fxr2 Fxr2h, Fxr2 fragile X mental retardation, autosomal homolog 2 NM_011814.2

23 Gene Mir467f mmu-mir-467f, Mirn467f, Mir467fmicroRNA 467f NR_035420.1

54 Gene Mpdu1 Supl15h, Mpdu1, SL15, LEC35mannose-P-dolichol utilization defect 1 NM_011900.3

54 Gene Mir1934 Mir1934, mmu-mir-1934microRNA 1934 NR_035455.1

54 Gene Cd68 gp110, Scard1, Cd68, Lamp4CD68 antigen NM_009853.1

54 Gene Eif4a1 Ddx2a, BM-010, Eif4, Eif4a1eukaryotic translation initiation factor 4A1 NM_144958.4, NM_001159375.1

54 Gene Senp3 Smt3ip1, AA408656, Smt3ip, Senp3SUMO/sentrin specific peptidase 3 NM_030702.4, NM_001163571.1

54 Gene 2010012P19Rik2010012P19RikRIKEN cDNA 2010012P19 gene XR_106197.1

54 Gene Tnfsf13 Trdl1, Tnfsf13, TALL2, Tnfsf12, APRIL, MGC106105, 2310026N09Rik, TRDL1, April, Tall2tumor necrosis factor (ligand) superfamily, member 13NM_023517.2, NM_001159505.1

54 Gene BC096441BC096441, Twe-pril, Tnfsf12-Tnfsf13, TWE-PRILcDNA sequence BC096441 NM_001034097.2, NM_001159503.2

28 Gene Tnfsf12 Tnfsf12, APO3L, DR3L, Dr3l, Dr3lg, Apo3l, DR3LG, Tweaktumor necrosis factor (ligand) superfamily, member 12NM_011614.3

23 Gene Polr2a Rpb1, 220kDa, Polr2a, Rpo2-1polymerase (RNA) II (DNA directed) polypeptide A NM_009089.2

23 Gene Slc35g3 Amac1, Slc35g3solute carrier family 35, member G3 NM_019871.2

23 Gene Zbtb4 Zbtb4, 2310026P19Rik, mKIAA1538, 9230111I22Rik, RP23-422L16.16zinc finger and BTB domain containing 4 NM_029348.2

23 Gene Chrnb1 Achr-2, Chrnb1, Acrbcholinergic receptor, nicotinic, beta polypeptide 1 (muscle)NM_009601.4

23 Gene Fgf11 Fhf3, Fgf11 fibroblast growth factor 11 NM_010198.1

23 Gene Tmem102Tmem102, Cbap, Tmem102-ps, 4632403M07Riktransmembrane protein 102 NM_001033433.4

23 Gene G630025P09Rik4632403M07Rik, G630025P09RikRIKEN cDNA G630025P09 gene NR_027913.1

21 Gene 4933402P03Rik4933402P03Rik, RP23-422L16.21 NM_175368.1

21 Gene Spem1 RP23-422L16.22, MGC118350, 1700095G12Rik, Spem1sperm maturation 1 NM_028855.1
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21 Gene Nlgn2 NL2, MGC67386, Nlgn2, RP23-422L16.24neuroligin 2 NM_198862.2

18 Gene Tmem95Tmem95, 432576transmembrane protein 95 NM_001195710.1

18 Gene Kctd11 Ren, Kctd11, AF465352potassium channel tetramerisation domain containing 11NM_153143.4

21 Gene Acap1 MGC25782, Centb1, MGC47358, Acap1ArfGAP with coiled-coil, ankyrin repeat and PH domains 1NM_153788.3

21 Gene 2810408A11Rik1700019L01Rik, 4930470J18Rik, 2810408A11Rik, RP23-172M21.16RIKEN cDNA 2810408A11 gene NM_027419.3

37 Gene Neurl4 0610025P10Rik, MGC189889, Neurl4, KIAA1787, BC023037, RP23-172M21.17neuralized homolog 4 (Drosophila) NM_001013414.2

37 Gene Gps2 AI505953, Gps2G protein pathway suppressor 2 NM_019726.3

37 Gene Eif5a MGC6725, Eif4d, Eif5a1, D19Wsu54e, Eif5a, AA410058eukaryotic translation initiation factor 5A NM_001166589.1, NM_001166590.1, NM_001166591.1, NM_001166592.1, NM_181582.4, NM_001166593.1, NM_001166594.1, NM_001166595.1, NM_001166596.1

22 Gene Elp5 Rai12, Derp6, Elp5elongator acetyltransferase complex subunit 5 NM_018740.2, NM_001253700.1

30 Gene Ctdnep1 2610507E10Rik, Dullard, Ctdnep1CTD nuclear envelope phosphatase 1 NM_026017.2

30 Gene Gabarap Gabarap gamma-aminobutyric acid receptor associated proteinNM_019749.4

30 Gene Phf23 Phf23, 2410141M05Rik, JUNE-1, RP23-172M21.13PHD finger protein 23 NM_030064.3

30 Gene Dvl2 Dvl2 NM_007888.3

30 Gene Acadvl vlcad, Acadvl acyl-Coenzyme A dehydrogenase, very long chain NM_017366.2

17 Gene Slc16a11Slc16a11, RP23-198E14.4, AB041591, MNCb-2717solute carrier family 16 (monocarboxylic acid transporters), member 11NM_153081.3

17 Gene Slc16a13Slc16a13, RP23-198E14.5, 1700007D07Riksolute carrier family 16 (monocarboxylic acid transporters), member 13NM_172371.3

22 Gene Bcl6b Bcl6b, Bazf B cell CLL/lymphoma 6, member B NM_007528.3

22 Gene Mir497 Mir497, mmu-mir-497, Mirn497, MirmicroRNA 497 NR_030444.1

22 Gene Mir195 mmu-mir-195, Mir195, Mirn195microRNA 195 NR_029581.1

22 Gene 0610010K14RikAU045833, AL033328, RP23-198E14.7, 0610010K14Rik, 1110020A23Rik, Bap18RIKEN cDNA 0610010K14 gene NM_001177601.1, NM_001177603.1, NM_001177606.1, NM_001177607.1, NM_026757.2, NM_145758.1

22 Gene Rnasek D11Bwg0434e, AA571397, 2310033H11Rik, RP23-198E14.6, Rnasekribonuclease, RNase K NM_173742.3

22 Gene Alox12 9930022G08Rik, P-12LO, Alox12, Alox12parachidonate 12-lipoxygenase NM_007440.4

24 Gene Pelp1 MNAR, 4930563C04Rik, Pelp1proline, glutamic acid and leucine rich protein 1 NM_029231.4

29 Gene Arrb2 RP23-42P20.7, AW122872, AI326910, Arrb2arrestin, beta 2 NM_145429.4

25 Gene Tm4sf5 2010003F10Rik, Tm4sf5, AI323987transmembrane 4 superfamily member 5 NM_029360.3

25 Gene Vmo1 Gm741, Vmo1, RP23-122P1.11vitelline membrane outer layer 1 homolog (chicken) NM_001013607.1

25 Gene Gltpd2 MGC37941, C730027E14Rik, Gltpd2, RP23-122P1.9glycolipid transfer protein domain containing 2 NM_146020.1

25 Gene Psmb6 Mpnd, Psmb6, Lmp19proteasome (prosome, macropain) subunit, beta type 6NM_008946.4

29 Gene Pld2 Pld2 NM_008876.2

29 Gene Mink1 RP23-122P1.6, Ysk2, MINK, B55, Mink1, Map4k6misshapen-like kinase 1 (zebrafish) NM_001045964.1, NM_176893.2, NM_016713.2, NM_001045959.1

24 Gene Gp1ba Gp1ba, GPIbalpha, GPIbaglycoprotein 1b, alpha polypeptide NM_010326.2

48 Gene Slc25a11Slc25a11, 2310022P18Rik, 2oxocsolute carrier family 25 (mitochondrial carrier oxoglutarate carrier), member 11NM_024211.3

48 Gene Rnf167 5730408C10Rik, AV328608, 0610010G05Rik, AU019305, RP23-326P7.8, Rnf167ring finger protein 167 NM_027445.1

48 Gene Pfn1 Pfn, Pfn1 profilin 1 NM_011072.4

48 Gene Eno3 Eno-3, Eno3 enolase 3, beta muscle NM_007933.2, NM_001136062.1

48 Gene Spag7 FSA-1, MGC67704, 5730443G10, Spag7, ACRP, Fsa1lsperm associated antigen 7 NM_172561.3, NM_001167669.1

22 Gene Camta2 RP23-326P7.7, Kiaa0909-hp, mKIAA0909, Camta2calmodulin binding transcription activator 2 NM_001190376.1, NM_001190378.1, NM_001190379.1, NM_178116.4

22 Gene Inca1 AI842396, Inca1inhibitor of CDK, cyclin A1 interacting protein 1 NM_213729.1, NM_001252482.1, NM_001252483.1, NM_001252484.1, NM_001252485.1

19 Gene Kif1c B430105J22Rik, Kif1c, D11Bwg1349e, Ltxs1, MGC28766kinesin family member 1C NM_153103.2

26 Gene Zfp3 Zfp3, Zfp-3, Fnp-1, B230309J24, AI854635, RP23-326P7.13zinc finger protein 3 NM_177565.3

25 Gene Rabep1 MGC150053, rabaptin-5, AA409789, Rab5ep, MGC150054, Rabep1, AI481320, AW240603, AV213537rabaptin, RAB GTPase binding effector protein 1 NM_019400.2

23 Gene Nup88 Prei2, 88kDa, Nup84, Nup88nucleoporin 88 NM_172394.2, NM_001083331.1

43 Gene Rpain Rpain, 2400006N03Rik, RP23-83I13.5, RipRPA interacting protein NM_001252413.1, NM_001252414.1, NM_001252415.1, NM_027186.2

43 Gene C1qbp P32, AA407365, gC1qBP, AA986492, D11Wsu182e, HABP1, C1qbpcomplement component 1, q subcomponent binding proteinNM_007573.2

43 Gene Dhx33 3110057P17Rik, Dhx33, Ddx33, 9430096J02RikDEAH (Asp-Glu-Ala-His) box polypeptide 33 NM_178367.4

27 Gene Derl2 Derlin-2, Derl2, CGI-101, Flana, BC005682, RP23-83I13.8, MGC11613, F-lanaDer1-like domain family, member 2 NM_033562.3

26 Gene 4933427D14RikC85113, Kiaa0753, 4933427D14RikRIKEN cDNA 4933427D14 gene NM_028963.2
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26 Gene Txndc17 Txnl5, D11Ertd672e, Txndc17, TRP14, 4831443O22Rikthioredoxin domain containing 17 NM_026559.3

26 Gene Med31 3110004H13Rik, l11Jus15, CGI-125, Med31mediator of RNA polymerase II transcription, subunit 31 homolog (yeast)NM_026068.2

26 Gene 4930563E22Rik4930563E22RikRIKEN cDNA 4930563E22 gene NM_001163728.1

48 Gene Smtnl2 D130058I21Rik, Smtnl2, MGC47155smoothelin-like 2 NM_177776.3

31 Gene Ggt6 9030405D14Rik, AI427679, Ggt6, AW490214gamma-glutamyltransferase 6 NM_027819.2

31 Gene Mybbp1aP160, Mybbp1a, p67MBP, p160MBP, AU019902, AL024407MYB binding protein (P160) 1a NM_016776.2

31 Gene Spns2 Spns2, MGC37865 NM_153060.2

19 Gene Spns3 Spns3, 9830002I17Rik NM_029932.3

42 Gene Ube2g1 2700059C12Rik, AW552068, Ube2g1, AU014992, D130023C12Rik, AI256795NM_025985.4

33 Gene Cyb5d2 9330151E16Rik, Gm2, Cyb5d2cytochrome b5 domain containing 2 NM_001024926.3

33 Gene Zzef1 mKIAA0399, Zzef1, 8430405D05Rik, BC051585, MGC107545, C130099L13Rik, C85424zinc finger, ZZ-type with EF hand domain 1 NM_001045536.2

21 Gene Atp2a3 Atp2a3, Serca3, SERCA3bATPase, Ca++ transporting, ubiquitous NM_016745.3, NM_001163336.1, NM_001163337.1

21 Gene P2rx1 BB122383, Pdcd3, P2rx1, P2x, AI323649, RP-2purinergic receptor P2X, ligand-gated ion channel, 1 NM_008771.3

27 Gene Camkk1 CaMKKalpha, Camkk1, AI846603, Camkkcalcium/calmodulin-dependent protein kinase kinase 1, alphaNM_018883.2

27 Gene 1200014J11RikC78393, 1200014J11Rik, C130061O14Rik NM_025818.3

40 Gene Itgae aM290, A530055J10, MGC183601, alpha-E1, CD103, Itgae, alpha-M290integrin alpha E, epithelial-associated NM_172944.2, NM_008399.2

40 Gene Gsg2 Gsg2, Haspin, MGC130563germ cell-specific gene 2 NM_010353.2

26 Gene P2rx5 P2X5, P2rx5 purinergic receptor P2X, ligand-gated ion channel, 5 NM_033321.3

26 Gene Emc6 0610009E20Rik, Tmem93, 0610025L18Rik, Emc6ER membrane protein complex subunit 6 NM_025318.3, NM_001168470.1

26 Gene Tax1bp3 1300011C24Rik, TIP-1, Tax1bp3, RP23-263M10.10Tax1 (human T cell leukemia virus type I) binding protein 3NM_029564.2

26 Gene Ctns AW049661, AI195360, Ctnscystinosis, nephropathic NM_031251.4

44 Gene E130309D14RikE130309D14Rik NM_001013784.1

44 Gene Cluh mKIAA0664, 1300001I01Rik, Kiaa0664, Cluhclustered mitochondria (cluA/CLU1) homolog NM_001081158.2

24 Gene Pafah1b1MMS10-U, Pafah1b1, Ms10u, MGC25297, Pafaha, Lis1, Mdsh, LIS-1platelet-activating factor acetylhydrolase, isoform 1b, subunit 1NM_013625.4, NR_037610.2

31 Gene Mnt Mnt, bHLHd3, Roxmax binding protein NM_010813.3

42 Gene Sgsm2 Rutbc1, mKIAA0397, R74628, D630003G22Rik, Sgsm2small G protein signaling modulator 2 NM_197943.2

42 Gene Tsr1 AU040765, mKIAA1401, Tsr1, AW550801TSR1 20S rRNA accumulation NM_177325.3

42 Gene Snord91aSnord91a, MBII-296small nucleolar RNA, C/D box 91A NR_028562.1

42 Gene Srr Srr, Srs serine racemase NM_013761.4, NM_001163311.1

42 Gene Smg6 AI317223, Smg6, AU041178, MGC7717Smg-6 homolog, nonsense mediated mRNA decay factor (C. elegans)NM_001002764.1

42 Gene Hic1 AA408311, Hic1, HIC-1hypermethylated in cancer 1 NM_010430.2, NM_001098203.1

42 Gene Mir212 Mirn212, mmu-mir-212, Mir212microRNA 212 NR_029794.1

42 Gene Mir132 mmu-mir-132, Mirn132, Mir132microRNA 132 NR_029546.1

42 Gene Ovca2 Ovca2, 9030414M07Rikcandidate tumor suppressor in ovarian cancer 2 NM_027136.3

42 Gene Dph1 4930488F09Rik, Ovca1, AW551873, Dph1, Dph2l1, 2310011M22RikDPH1 homolog (S. cerevisiae) NM_144491.2

36 Gene Rtn4rl1 Ngrl2, Ngr3, Ngrh2, Rtn4rl1reticulon 4 receptor-like 1 NM_177708.5

24 Gene Rpa1 Rpa1, AA589576, AW557552, RP-A, 5031405K23Rik, Rpa, 70kDa, RF-Areplication protein A1 NM_026653.2, NM_001164223.1

24 Gene Smyd4 G430029E23Rik, Smyd4SET and MYND domain containing 4 NM_001102611.1

28 Gene Wdr81 mFLJ00182, MGC32441, Gm883, BC054822, Wdr81WD repeat domain 81 NM_138950.2

28 Gene Mir22hg 2210403K04Rik, Mir22hgMir22 host gene (non-protein coding) NR_030711.1

28 Gene Mir22 Mirn22, Mir22, mmu-mir-22microRNA 22 NR_029739.1

28 Gene Tlcd2 Tlcd2, 2010305C02RikTLC domain containing 2 NM_027249.2

20 Gene Prpf8 Prp8, D11Bwg0410e, DBF3/PRP8, AU019467, Sfprp8l, Prpf8pre-mRNA processing factor 8 NM_138659.2

20 Gene Rilp Rilp, RP23-384C18.10, Gm857, AI835553Rab interacting lysosomal protein NM_001029938.1

35 Gene Scarf1 SREC, mKIAA0149, KIAA0149, Scarf1, MGC90792, AA986099, SREC-Iscavenger receptor class F, member 1 NM_001004157.2

35 Gene Slc43a2 7630402D21Rik, MGC28931, Lat4, Slc43a2, BC042513solute carrier family 43, member 2 NM_173388.2, NM_001199284.1, NM_001199283.1

35 Gene Pitpna vb, Pitpna, vibrator, Pitpnphosphatidylinositol transfer protein, alpha NM_008850.1
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25 Gene Myo1c MYO1E, NMI, Myo1c, MMIb, mm1beta, C80397, myr2myosin IC NM_001080775.1, NM_001080774.1, NM_008659.3

25 Gene Crk Crkol, Crk3, Crk-II, Crk-III, Crk, c-Crk, Crko, Crk-I, CrkIIIv-crk sarcoma virus CT10 oncogene homolog (avian) NM_133656.4

28 Gene Ywhae Ywhae, AU019196tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, epsilon polypeptideNM_009536.4

25 Gene Doc2b Doc2b NM_007873.2

26 Gene Fam101bFam101b, RefilinB, cfm, 1500005K14Rikfamily with sequence similarity 101, member B NM_029658.1

26 Gene Fam57a 5430420K21Rik, 2310047D13Rik, Fam57a, Wdt3, 5430402E13Rik, 4932415L08Rikfamily with sequence similarity 57, member A NM_027773.3

26 Gene Gemin4 Gemin4, MGC28146, AU015359, 4932415L08Rikgem (nuclear organelle) associated protein 4 NM_177367.3

22 Gene Dbil5 ELP, Dbil5 diazepam binding inhibitor-like 5 NM_021294.2

22 Gene Glod4 Glod4, C81254, 2700085E05Rik, 1700082G03Rikglyoxalase domain containing 4 NM_026029.3

36 Gene Nxn l11Jus13, Nxn NM_008750.5

36 Gene Timm22 Tim22, Timm22, 2610511O07Riktranslocase of inner mitochondrial membrane 22 NM_019818.4, NM_023355.1

20 Gene Abr AU042359, Abr, 6330400K15Rikactive BCR-related gene NM_198018.1, NM_198894.1, NM_198895.1

34 Gene Cpd Cpd, D830034L15Rik, AA960140, AW322530carboxypeptidase D NM_007754.2

23 Gene Blmh MGC36899, Bmh, Blmh, MGC39026, MGC37104, Bh, AI035728bleomycin hydrolase NM_178645.4

25 Gene Ssh2 Ssh2, mSSH-2L, SSH-2, BC030940, BB104748slingshot homolog 2 (Drosophila) NM_177710.4

23 Gene Coro6 Coro6 NM_139128.1, NM_139129.1, NM_139130.2

30 Gene Ankrd13bB930093C12Rik, AW124583, Ankrd13bankyrin repeat domain 13b NM_172945.2

30 Gene Git1 Git1, p95Cat, Cat-1G protein-coupled receptor kinase-interactor 1 NM_001004144.1

18 Gene Trp53i13Trp53i13, 2410019G02Rik, Tp53i13transformation related protein 53 inducible protein 13NM_001024920.1

18 Gene Abhd15 Abhd15, 1300007F04Rikabhydrolase domain containing 15 NM_026185.4

18 Gene LOC101055794 uncharacterized LOC101055794 XM_003945644.1, XM_003945911.1

30 Gene Nufip2 1110001M19Rik, Nufip2, PIG1, AI256692, AI461731, 9530056D24Rik, mKIAA1321nuclear fragile X mental retardation protein interacting protein 2NM_001024205.2

32 Gene Sez6 Sez6, BSRP-C, sez-6, mKIAA4158, KIAA4158, D11Bhm177eseizure related gene 6 NM_021286.3

32 Gene Phf12 F630045O13, PF1, Phf12, 2410142K10Rik, mKIAA1523PHD finger protein 12 NM_174852.3

26 Gene A030003K02RikA030003K02Rik, AA682085RIKEN cDNA A030003K02 gene XR_106683.1, XR_106205.1

26 Gene Dhrs13 2610209N15Rik, Dhrs13, MGC141618dehydrogenase/reductase (SDR family) member 13 NM_183286.2

26 Gene Flot2 AI573412, Esa, Flot2, reggie-2flotillin 2 NM_008028.2, NM_001040403.1

41 Gene Fam222bFam222b, BC017647, 9630020I17Rik, MGC28990family with sequence similarity 222, member B NM_145430.2

41 Gene Traf4 Traf4, msp2, A530032M13Rik, CART1TNF receptor associated factor 4 NM_009423.4

41 Gene Nek8 Nek8, 4632401F23Rik, jckNIMA (never in mitosis gene a)-related expressed kinase 8NM_080849.3

34 Gene Tlcd1 Tlcd1, 0610007A15Rik, 0610030G03Rik, AU015616, AA690150TLC domain containing 1 NM_026708.1

34 Gene Rpl23a MDA20, MGC36820, Rpl23a, MGC107551, BC029892, MGC107550ribosomal protein L23A NM_207523.2

34 Gene Snord42aSnord42a, MBII-292, U42Asmall nucleolar RNA, C/D box 42A NR_037682.1

34 Gene Snord4a Snord4a small nucleolar RNA, C/D box 4A NR_030702.1

34 Gene Snord42bSnord42b, MBII-287, U42Bsmall nucleolar RNA, C/D box 42B NR_037683.1

34 Gene Rab34 Rah1, Narr, AI326479, Rab34, RahRAB34, member of RAS oncogene family NM_033475.3, NM_001159482.1

29 Gene Proca1 Proca1, 4933404M19Rikprotein interacting with cyclin A1 NM_001045516.2

25 Gene Supt6 AI132449, 5131400N11Rik, SPT6, mKIAA0162, Supt6h, Supt6suppressor of Ty 6 NM_009297.2

26 Gene Sdf2 MGC107120, AI853825, Sdf2stromal cell derived factor 2 NM_009143.3

26 Gene 2610507B11RikE1, KIAA0100, D11Bhm178e, Kiaa0100, 2610507B11Rik, mKIAA0100, D11Bhm179e, AU022687RIKEN cDNA 2610507B11 gene NM_001002004.2

18 Gene Spag5 Mastrin, AI874642, MAP126, Spag5, S17, Deepest, D11Bhm180esperm associated antigen 5 NM_017407.2

18 Gene Aldoc AU040929, Scrg2, AI847350, Aldo3, Aldocaldolase C, fructose-bisphosphate NM_009657.3

29 Gene Pigs Gm689, BC058979, Gm393, Pigsphosphatidylinositol glycan anchor biosynthesis, class SNM_201406.1

29 Gene Unc119 MRG4, HRG4, Rg4, Rtg4, D11Bhm52, Unc119, Unc119hunc-119 homolog (C. elegans) NM_011676.2

25 Gene Slc46a1 1110002C08Rik, D11Ertd18e, HCP1, Pcft, FLJ00234, Slc46a1solute carrier family 46, member 1 NM_026740.2

25 Gene Sarm1 A830091I15Rik, Sarm, MyD885, Sarm1, C78606sterile alpha and HEAT/Armadillo motif containing 1 NM_001168521.1, NM_172795.3

29 Gene Vtn Vn, Vtn, AI256434vitronectin NM_011707.2
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29 Gene Sebox Og9x, MGC106355, Sebox, OG9SEBOX homeobox NM_008759.2

29 Gene Tmem199R74819, AI848469, AI316787, Tmem199transmembrane protein 199 NM_199199.3

29 Gene Poldip2 Poldip2, Pdip38, 1300003F06Rikpolymerase (DNA-directed), delta interacting protein 2NM_026389.3

29 Gene Tnfaip1 Edp-1, Edp1, Tnfip1, Tnfaip1tumor necrosis factor, alpha-induced protein 1 (endothelial)NM_009395.4, NM_001159392.1

26 Gene Ksr1 B-KSR1, D11Bhm184e, D11Bhm183e, Ksr, hb, RSU2, Ksr1, AW492498kinase suppressor of ras 1 NM_013571.2

25 Gene Wsb1 2700038M07Rik, Wsb1, 1110056B13RikWD repeat and SOCS box-containing 1 NM_019653.3, NM_001042565.3

22 Gene Nf1 Nf1, Nf-1, AW494271, E030030H24Rikneurofibromatosis 1 NM_010897.2

27 Gene Rab11fip4RAB11-FIP4, mKIAA1821, KIAA1821, Rab11fip4, A730072L08RikRAB11 family interacting protein 4 (class II) NM_175543.3

18 Gene 4930542H20Rik1700020F10Rik, 4930542H20RikRIKEN cDNA 4930542H20 gene NR_045898.2

34 Gene Mir193 Mirn193, Mir193, mmu-mir-193microRNA 193 NR_029579.1

26 Gene Crlf3 Crlf2, BB164954, Crlf3, Cytor4, Creme9cytokine receptor-like factor 3 NM_018776.1

26 Gene Atad5 FRAG1, FLJ12735, C130052G03Rik, Gm17, Atad5ATPase family, AAA domain containing 5 NM_001029856.2

37 Gene Rnf135 0610037N03Rik, 2410006N06Rik, MGC13061, Rnf135ring finger protein 135 NM_028019.3

37 Gene Rhot1 2210403N23Rik, FLJ11040, Rhot1, Miro1, AA415293, AI834919, AF244542, Arht1, C430039G08Rikras homolog gene family, member T1 NM_021536.7, NM_001163354.1, NM_001163355.1

23 Gene Rhbdl3 AI847581, Vrho, Rhomr1, Rhbdl4, Rhbdl3rhomboid, veinlet-like 3 (Drosophila) NM_139228.3

18 Gene 5730455P16Rik5730455P16Rik NM_027472.3

18 Gene Zfp207 Zep, 8430401D15Rik, Zfp207zinc finger protein 207 NM_001130169.1, NM_001130170.1, NM_001130171.1, NM_011751.3, NR_045038.1

30 Gene Psmd11 C78232, Psmd11, 2810055C24Rik, 1700089D09Rik, 2610024G20Rik, P44.5, 1810019E17Rik, S9proteasome (prosome, macropain) 26S subunit, non-ATPase, 11NM_178616.3

30 Gene Cdk5r1 Cdk5r1, p35, D11Bwg0379e, p25, Cdk5rcyclin-dependent kinase 5, regulatory subunit 1 (p35)NM_009871.2

30 Gene Myo1d Myo1d, myosin-1d, MGC183676, 9930104H07Rik, D11Ertd9e, AW544947myosin ID NM_177390.3

31 Gene Gm11423OTTMUSG00000000905, Gm11423predicted gene 11423 XR_106579.1, XR_106214.1

31 Gene Lig3 MGC78176, Lig3, D11Wsu78eligase III, DNA, ATP-dependent NM_010716.2

25 Gene Fndc8 Fndc8, 4930466G16Rikfibronectin type III domain containing 8 NM_030224.1

25 Gene Nle1 MGC25690, Nle1, BC018399, Nle, AL022765notchless homolog 1 (Drosophila) NM_145431.2

25 Gene Unc45b Unc45, Cmya4, AA445617, D230041A13Rik, Unc45b, MGC91090unc-45 homolog B (C. elegans) NM_178680.4

17 Gene AA465934AA465934 expressed sequence AA465934 NR_028363.1

17 Gene AI450353AI450353 expressed sequence AI450353 NR_028364.1

17 Gene Snord7 Snord7 small nucleolar RNA, C/D box 7 NR_028362.1

17 Gene Pex12 Pex12, AI451906peroxisomal biogenesis factor 12 NM_134025.3

17 Gene Ap2b1 Ap2b1, 1300012O03Rik, AI788979adaptor-related protein complex 2, beta 1 subunit NM_001035854.2, NM_027915.3

33 Gene Mrm1 A530065E19Rik, ENSMUSG00000054212, Mrm1mitochondrial rRNA methyltransferase 1 homolog (S. cerevisiae)NM_145433.1

33 Gene Dhrs11 Dhrs11, MGC18716dehydrogenase/reductase (SDR family) member 11 NM_177564.5

33 Gene 4930502E09Rik4930502E09RikRIKEN cDNA 4930502E09 gene NR_046281.1

43 Gene Ggnbp2 Ggnbp2, DIF-3, Zfp403, AI451896, D330017P12Rik, C75939gametogenetin binding protein 2 NM_153144.2

43 Gene Pigw Gwt1, Pigw, 2610044A17Rikphosphatidylinositol glycan anchor biosynthesis, class WNM_027388.2, NM_001077636.1

43 Gene Myo19 Myo19, 1110055A02Rik, Myohd1myosin XIX NM_025414.3

32 Gene Znhit3 MGC107312, Trip3, Myohd1, Znhit3zinc finger, HIT type 3 NM_001005223.2

31 Gene Appbp2 AI465480, 1300003O07Rik, Appbp2, PAT1amyloid beta precursor protein (cytoplasmic tail) binding protein 2NM_025825.3

31 Gene D630032N06RikD630032N06RikRIKEN cDNA D630032N06 gene NR_028329.1

21 Gene Ppm1d Wip1, Ppm1d, AV338790protein phosphatase 1D magnesium-dependent, delta isoformNM_016910.3

25 Gene Bcas3 K20D4, 2610028P08Rik, AU021018, Bcas3, 1500019F07Rik, BC028339, rudhirabreast carcinoma amplified sequence 3 NM_138681.4, NM_001166642.1, NM_001166643.1

45 Gene 2610027K06Rik2610027K06RikRIKEN cDNA 2610027K06 gene XR_106219.1

45 Gene Tbx2 Tbx2 NM_009324.2

20 Gene Brip1 OF, Fancj, 3110009N10Rik, Brip1, Bach1, FACJ, 8030460J03RikBRCA1 interacting protein C-terminal helicase 1 NM_178309.2

23 Gene Ints2 2810417D08Rik, Ints2, mKIAA1287, AI987735, MGC141509, AA408260integrator complex subunit 2 NM_027421.2

25 Gene Med13 1110067M05Rik, Thrap1, D030023K18, Trap240, Med13mediator complex subunit 13 NM_001080931.1

28 Gene Rps6kb1 AI314060, p70/85s6k, Rps6kb1, AA959758, S6K1, 2610318I15Rik, AI256796, 70kDa, 4732464A07Rik, p70s6kribosomal protein S6 kinase, polypeptide 1 NM_028259.4, NM_001114334.1
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28 Gene Tubd1 Tubd, 4930550G19Rik, Tubd1tubulin, delta 1 NM_001199045.1, NM_019756.3, NM_001199046.1, NM_001199047.1

25 Gene Cltc R74732, Cltc, 3110065L21Rik, MGC92975, CHCclathrin, heavy polypeptide (Hc) NM_001003908.1

36 Gene Ypel2 6430570G24, Ypel2, E130113K08Rikyippee-like 2 (Drosophila) NM_001005341.3

25 Gene Smg8 Smg8, 1200011M11Riksmg-8 homolog, nonsense mediated mRNA decay factor (C. elegans)NM_024262.1

25 Gene Prr11 B930067F20Rik, Prr11proline rich 11 NM_175563.5

31 Gene Ska2 1110001A07Rik, C78640, Ska2, Fam33a, MGC151378spindle and kinetochore associated complex subunit 2NM_025377.3

23 Gene Mir301 mmu-mir-301, Mirn301, Mir301microRNA 301 NR_029652.1

31 Gene Trim37 TEF3, MUL, 2810004E07Rik, AI848587, AU043018, Trim37, 1110032A10Rik, mKIAA0898tripartite motif-containing 37 NM_197987.1

23 Gene Ppm1e mKIAA1072, B930008A12Rik, AW049266, Ppm1e, PP2CH, POPX1protein phosphatase 1E (PP2C domain containing) NM_177167.4

32 Gene Dynll2 6720463E02Rik, 1700064A15Rik, Dlc2, Dynll2, DLC8b, DLC8, C87222dynein light chain LC8-type 2 NM_026556.4, NM_001168471.1, NM_001168472.1

42 Gene 2010015M23Rik2010015M23RikRIKEN cDNA 2010015M23 gene XR_168698.1, XR_168615.1

42 Gene Srsf1 Asf, AW491331, 1110054N12Rik, AI482334, Srsf1, Sfrs1, Sf2, 6330415C05Rik, 5730507C05Rikserine/arginine-rich splicing factor 1 NM_173374.3, NM_001078167.1

21 Gene Vezf1 db1, AI848691, Vezf1, AW046909vascular endothelial zinc finger 1 NM_016686.3

21 Gene 2210416O15Rik2210416O15RikRIKEN cDNA 2210416O15 gene NR_045499.1

25 Gene Cuedc1 AI841487, C330016O16Rik, Cuedc1CUE domain containing 1 NM_001172099.1, NM_198013.3

25 Gene Mrps23 Rpms23, Mrps23, D11Bwg1153e, 2310047I09Rikmitochondrial ribosomal protein S23 NM_024174.5

26 Gene Msi2 MGC118040, AI563628, MGC130496, AW489193, Msi2, AI451722, 1700105C15Rik, Msi2hmusashi RNA-binding protein 2 NM_054043.3, NM_001201341.1

26 Gene C030037D09RikC030037D09Rik, 9330160M04RIKEN cDNA C030037D09 gene NR_038058.1

31 Gene Akap1 Akap, C81186, C76494, S-AKAP84, AKAP121, AKAP84, Akap1, DAKAP1A kinase (PRKA) anchor protein 1 NM_001042541.1, NM_009648.2

30 Gene Coil Coil, p80, C79982, MGC37472, Cln80, p80-coilincoilin NM_016706.2

30 Gene Trim25 AA960166, AL022677, Zfp147, Trim25, EFPtripartite motif-containing 25 NM_009546.2

32 Gene Dgke C87606, Dgke, DGK, DAGK6diacylglycerol kinase, epsilon NM_019505.3

32 Gene A930013B10RikA930013B10RikRIKEN cDNA A930013B10 gene XR_035369.2, XR_140412.1, XR_035174.4

16 Gene Nog Nog noggin NM_008711.2

25 Gene Stxbp4 Stxbp4, Synip, 6030470M02Riksyntaxin binding protein 4 NM_011505.2

25 Gene Cox11 Cox11, 2010004I09Rikcytochrome c oxidase assembly protein 11 NM_199008.2

25 Gene Tom1l1 2310045L10Rik, Tom1l1, Srcasm, C80573target of myb1-like 1 (chicken) NM_028011.2

41 Gene Utp18 6230425C22Rik, Wdr50, MGC141453, MGC141454, Utp18, 6430513M13UTP18, small subunit (SSU) processome component, homolog (yeast)NM_001013375.1

41 Gene Mbtd1 Mbtd1, AI194990, hemp, AA408199mbt domain containing 1 NM_134012.3

23 Gene Nme2 NM23-H2, MGC107563, NM23B, Nme2, nm23-M2, MGC107562NME/NM23 nucleoside diphosphate kinase 2 NM_001077529.1, NM_008705.4

23 Gene Nme1 AL024257, NM23A, NM23-M1, Nme1, NDPK-ANME/NM23 nucleoside diphosphate kinase 1 NM_008704.2

32 Gene Spag9 4831406C20Rik, 3110018C07Rik, syd1, AW552012, Mapk8ip4, Jip4, JSAP2, Spag9, 4733401I23Rik, JSAP2a, JLPsperm associated antigen 9 NM_027569.2, NM_001025429.1, NM_001025428.1, NM_001025430.1, NM_001199203.1, NM_001199204.1, NM_001199205.1

32 Gene Tob1 Tob1, Tob, Trobtransducer of ErbB-2.1 NM_009427.2

17 Gene Wfikkn2 Gasp1, WFIKKNRP, 2610304F08Rik, Wfikkn2, AY100450, MGC130508WAP, follistatin/kazal, immunoglobulin, kunitz and netrin domain containing 2NM_181819.2

23 Gene Luc7l3 Luc7a, 3300001P08Rik, Luc7l3LUC7-like 3 (S. cerevisiae) NM_026313.1

23 Gene Ankrd40 5530600A18Rik, MGC29030, 1110011C06Rik, Ankrd40, Gcap15ankyrin repeat domain 40 NM_027799.2, NM_146024.1

19 Gene Cacna1g mKIAA1123, Cav3.1d, Cacna1g, alpha-1G, [a]1G, a1Gcalcium channel, voltage-dependent, T type, alpha 1G subunitNM_001112813.2, NM_001177888.1, NM_001177890.1, NM_009783.3

19 Gene Spata20 Spata20, Tisp78spermatogenesis associated 20 NM_144827.4

17 Gene Epn3 Epn3, 2310022G12Rikepsin 3 NM_027984.3

17 Gene MycbpapAW125474, AMAP-1, 4932408B01Rik, MycbpapMYCBP associated protein NM_170671.2

38 Gene Rsad1 B430319G23, Rsad1, BC056485radical S-adenosyl methionine domain containing 1 NM_001013381.2

38 Gene Acsf2 MGC25878, Acsf2acyl-CoA synthetase family member 2 NM_153807.2

41 Gene Lrrc59 Lrrc59, C78668, AA959742leucine rich repeat containing 59 NM_133807.1

19 Gene Xylt2 Xylt2, XT-II, XT2, E030002B02Rik, xylT-IIxylosyltransferase II NM_145828.3

47 Gene Ppp1r9b Ppp1r9b, SPL, Spn, MGC38940protein phosphatase 1, regulatory subunit 9B NM_172261.3

18 Gene Samd14 AI854782, Samd14, BC034054, AI839049, MGC31049sterile alpha motif domain containing 14 NM_146025.2

25 Gene Tac4 Tac4, PPT-C, AW489379tachykinin 4 NM_053093.1
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21 Gene Nxph3 Nxph3 NM_130858.3

26 Gene Ngfr Ngfr, Tnfrsf16, LNGFR, p75NGFR, p75, p75NTRnerve growth factor receptor (TNFR superfamily, member 16)NM_033217.3

20 Gene 1110035M17Rik1110035M17RikRIKEN cDNA 1110035M17 gene NR_045780.1

20 Gene B130006D01RikB130006D01RikRIKEN cDNA B130006D01 gene NR_028263.1

27 Gene Phospho1Phospo1, D11Moh36, Phospho1phosphatase, orphan 1 NM_153104.3

27 Gene Abi3 Abi3, 2210414K06Rik, NESH, AI987680ABI gene family, member 3 NM_025659.4, NM_001163464.1

24 Gene Ube2z Ube2z, AW049199, C030047H17Rik, D11Moh35ubiquitin-conjugating enzyme E2Z (putative) NM_172300.3

24 Gene Atp5g1 Atp5g1 NM_007506.6, NM_001161419.1

27 Gene Gm53 Gm53 predicted gene 53 NR_037977.1

21 Gene Hoxb8 Hoxb8, Hox-2.4homeobox B8 NM_010461.2

21 Gene Hoxb7 Hoxb7, AI325018, Hox-2.3homeobox B7 NM_010460.2

24 Gene Hoxb3 Hox-2.7, Hoxb3homeobox B3 NM_001079869.1, NM_010458.2

24 Gene Hoxb2 Hoxbes2, Hox-2.8, Hoxb2, AI894218homeobox B2 NM_134032.2

25 Gene Nfe2l1 AW212678, LCR-F1, Nfe2l1, AA408798, NRF1, TCF11, Lcrf1, TCF-11nuclear factor, erythroid derived 2,-like 1 NM_008686.3, NM_001130450.1, NM_001130451.1, NM_001130452.1, NM_001130453.1, NM_001130454.1

21 Gene Copz2 Copz2, zeta2-COP, 1110012D12Rikcoatomer protein complex, subunit zeta 2 NM_019877.2

21 Gene Mir152 Mirn152, mmu-mir-152, Mir152microRNA 152 NR_029562.1

30 Gene Cdk5rap31810007E24Rik, MGC8303, Cdk5rap3, C81486, IC53, HSF-27, C53, BC002318, MST016CDK5 regulatory subunit associated protein 3 NM_030248.1

30 Gene Gm11525OTTMUSG00000001728, Gm11525predicted gene 11525 XR_106402.1

25 Gene Sp2 mKIAA0048, 4930480I16Rik, Sp2Sp2 transcription factor NM_030220.3, NM_001080964.1

23 Gene Sp6 Epfn, AA591031, AI592962, Sp6, Klf14, 1110025J03Riktrans-acting transcription factor 6 NM_031183.2

23 Gene Scrn2 D11Moh48, Scrn2, MGC29406, AV001119, SES2secernin 2 NM_146027.2

37 Gene Tbkbp1 3110043L15Rik, Tbkbp1, SINTBAD, ProSAPiP2TBK1 binding protein 1 NM_198100.2

37 Gene Kpnb1 Impnb, IPOB, Kpnb1, MGC8315, AA409963karyopherin (importin) beta 1 NM_008379.3

28 Gene Npepps Psa, AAP-S, goku, MGC102199, R74825, MP100, Npeppsaminopeptidase puromycin sensitive NM_008942.2

34 Gene Socs7 2310063P06Rik, Socs7, Nap4, C85125suppressor of cytokine signaling 7 NM_138657.3

18 Gene Arhgap23A330041B18Rik, Arhgap23Rho GTPase activating protein 23 NM_021493.2

20 Gene 2410003L11Rik2410003L11RikRIKEN cDNA 2410003L11 gene NR_045496.1

20 Gene E130012A19RikAI413509, E130012A19Rik, AA409164, AW539173, esPRC2p48RIKEN cDNA E130012A19 gene NM_175332.3

24 Gene Mllt6 AI315037, Mllt6, Af17myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 6NM_139311.2

24 Gene Cisd3 Cisd3, Mel13, Mel-13CDGSH iron sulfur domain 3 NM_001085500.2

26 Gene Pcgf2 Zfp144, Pcgf2, Mel18, Rnf110, mel-18polycomb group ring finger 2 NM_009545.2, NM_001163307.1, NM_001163308.1

26 Gene Psmb3 AL033320, Psmb3, C10-II, MGC106850proteasome (prosome, macropain) subunit, beta type 3NM_011971.4

31 Gene Pip4k2b Pip4k2b, c11, PI5P4Kbeta, AI848124, Pip5k2bphosphatidylinositol-5-phosphate 4-kinase, type II, betaNM_054051.1

31 Gene Cwc25 1300013D05Rik, AA473636, MGC90568, R75228, Ccdc49, Cwc25CWC25 spliceosome-associated protein homolog (S. cerevisiae)NM_026186.4

39 Gene 1700001P01Rik1700001P01Rik NM_028156.2

39 Gene Rpl23 Rpl23, 2810009A01Rikribosomal protein L23 NM_022891.3

39 Gene Snora21 Snora21, MBI-3small nucleolar RNA, H/ACA box 21 NR_028078.1

27 Gene Lasp1 SH3P6, AA408629, Tg(Col1a1-lacZ)1Ngma, Def-4, Lasp1LIM and SH3 protein 1 NM_010688.4

23 Gene Plxdc1 Tem7, MGC130377, AI848450, 2410003I07Rik, TEM7R, Plxdc1plexin domain containing 1 NM_028199.3, NM_001163608.1

23 Gene Arl5c BC065791, MGC73657, Arl12, Arl5cADP-ribosylation factor-like 5C NM_207231.1

38 Gene Cacnb1 Cacnb1, Cchlb1, Cchb1calcium channel, voltage-dependent, beta 1 subunit NM_031173.3, NM_145121.2, NM_001159319.1, NM_001159320.1

38 Gene Rpl19 Rpl19 NM_009078.2, NM_001159483.1

38 Gene Stac2 24b2/STAC2, MGC38869, Stac2, 24b2, AW240854SH3 and cysteine rich domain 2 NM_146028.4

31 Gene Fbxl20 KIAA4147, Fbl2, Scr, mKIAA4147, AL117906, Fbxl20, 2610511F20Rik, C86145, 4632423N09Rik, AI849362F-box and leucine-rich repeat protein 20 NM_028149.1

31 Gene Med1 Pparbp, AI480703, PBP, Med1, l11Jus15, DRIP205, MGC90617, TRAP220, CRSP210mediator complex subunit 1 NM_001080118.1, NM_013634.2, NM_134027.2

23 Gene Cdk12 1810022J16Rik, Pksc, Cdk12, MGC141525, Crkrs, Crk7, AI646528, D11Ertd752ecyclin-dependent kinase 12 NM_001109626.1, NM_001109628.1, NM_026952.2

17 Gene Neurod2Ndrf, bHLHa1, Neurod2neurogenic differentiation 2 NM_010895.3
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26 Gene Erbb2 Erbb-2, Erbb2, mKIAA3023, HER-2, c-neu, c-erbB2, Neu, HER2v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog (avian)NM_001003817.1

23 Gene Ormdl3 Ormdl3, 2810011N17Rik, AI315223ORM1-like 3 (S. cerevisiae) NM_025661.4

35 Gene Gsdma Gsdma, H312E, BB149167, Gsdm, Gsdma1, Gsdm1gasdermin A NM_021347.4

35 Gene Psmd3 Psmd3, AntP91a, Tstap91a, Psd3, AI255837, D11Bwg1349eproteasome (prosome, macropain) 26S subunit, non-ATPase, 3NM_009439.1

31 Gene Thra Nr1a1, 6430529J03Rik, Thra, T3Ralpha, Erba, T3R[a], Thra1, AW259572, Rvr, Thra2thyroid hormone receptor alpha NM_178060.3

21 Gene Nr1d1 R75201, Nr1d1, A530070C09Riknuclear receptor subfamily 1, group D, member 1 NM_145434.3

38 Gene Msl1 Msl1, AA682082, 2810017F12Rik, 4930463F05Rik, Msl-1, 4121402D02Rikmale-specific lethal 1 homolog (Drosophila) NM_028722.2

38 Gene Gm12359Gm12359, OTTMUSG00000006457predicted gene 12359 NR_033551.1

24 Gene Casc3 Mln51, Casc3, Btzcancer susceptibility candidate 3 NM_138660.2

28 Gene Rara Rara, RAR, Nr1b1, RARalpha1retinoic acid receptor, alpha NM_009024.2, NM_001176528.1, NM_001177302.1, NM_001177303.1

18 Gene Gjd3 cx30.2, Gja11, Gjd3, Gjc1gap junction protein, delta 3 NM_178596.2

40 Gene Igfbp4 Deb2, AI875747, Igfbp4, IGFBP-4insulin-like growth factor binding protein 4 NM_010517.3

25 Gene Smarce15830412H02Rik, 2810417B20Rik, Smarce1, Baf27, 9030408N19RikSWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1NM_020618.4

25 Gene Krt222 MGC100296, Krt222, 6330509G02Rikkeratin 222 NM_172946.2

34 Gene Leprel4 AI413214, 1110036O03Rik, Sc65, Leprel4leprecan-like 4 NM_176830.2

34 Gene Fkbp10 Fkbp10, FKBP-10, Fkbprp, FKBP-65, AI325255, Fkbp-rs1, Fkbp6, Fkbp1-rs, FKBP65FK506 binding protein 10 NM_001163481.1, NM_010221.2

34 Gene Nt5c3b Nt5c3b, Nt5c3l, AI841843, C330027I04Rik, 2610037D24Rik, RP23-392I3.105'-nucleotidase, cytosolic IIIB NM_026561.4, NM_001102650.1

25 Gene Klhl10 4921517C11Rik, Klhl10 NM_025727.3

38 Gene Klhl11 BC011167, Klhl11, RP23-392I3.12 NM_172565.2

38 Gene Acly Acly, AW538652, A730098H14RikATP citrate lyase NM_134037.3, NM_001199296.1

24 Gene Dnajc7 2010004G07Rik, Dnajc7, mTpr2, mDj11, 2010003F24Rik, Ttc2, CCRPDnaJ (Hsp40) homolog, subfamily C, member 7 NM_019795.4

24 Gene Nkiras2 Nkiras2, 2410003M04Rik, 4930527H08Rik, KBRAS2, D630018G21RikNFKB inhibitor interacting Ras-like protein 2 NM_028024.2

24 Gene Zfp385c Znf385c, A930006D11Rik, Zfp385czinc finger protein 385C NM_177790.4

23 Gene Dhx58 Dhx58, LPG2, B430001I08Rik, RLR-3, D11Lgp2e, Lgp2DEXH (Asp-Glu-X-His) box polypeptide 58 NM_030150.2

23 Gene Kat2a AW212720, Gcn5, 1110051E14Rik, Kat2a, Gcn5l2K(lysine) acetyltransferase 2A NM_001038010.2, NM_020004.5

23 Gene Hspb9 Hspb9, 1700007H20Rikheat shock protein, alpha-crystallin-related, B9 NM_029307.1

23 Gene Rab5c AI326010, Rab5c, RablRAB5C, member RAS oncogene family NM_024456.4

24 Gene Stat5b Stat5b signal transducer and activator of transcription 5B NM_011489.3, NM_001113563.1

24 Gene Stat5a AA959963, STAT5, Stat5asignal transducer and activator of transcription 5A NM_011488.3, NM_001164062.1

33 Gene Ptrf AW546441, 2310075E07Rik, MGC118550, Ptrf, Cavin, Cav-p60polymerase I and transcript release factor NM_008986.2

38 Gene Atp6v0a1ATP6a1, Vpp-1, Atpv0a1, Atp6n1a, Atp6n1, Vpp1, AA959968, Atp6v0a1ATPase, H+ transporting, lysosomal V0 subunit A1 NM_001243049.1, NM_001243050.1, NM_001243051.1, NM_016920.3

38 Gene Naglu Naglu alpha-N-acetylglucosaminidase (Sanfilippo disease IIIB)NM_013792.2

38 Gene Hsd17b1E2DH, Hsd17b1, Hsd17ba, 17HSDB1, 17beta-HSDhydroxysteroid (17-beta) dehydrogenase 1 NM_010475.1

22 Gene Coasy Coasy, Ukr1, 1300003G02Rik, Dpck, PpatCoenzyme A synthase NM_027896.4

22 Gene Mlx bHLHd13, Tcfl4, MlxMAX-like protein X NM_011550.3, NM_001159384.1, NM_001159385.1

21 Gene Psmc3ip Tbpip, HOP2, Psmc3ip, GT198, C79099proteasome (prosome, macropain) 26S subunit, ATPase 3, interacting proteinNM_008949.3

25 Gene Fam134cAI551748, 4933404C01Rik, Fam134c, 1300010M03Rikfamily with sequence similarity 134, member C NM_026501.2, NM_028933.3

25 Gene Tubg1 AI451582, MGC8041, AI503389, 1500010O08Rik, Tubg1, Tubgtubulin, gamma 1 NM_134024.2

33 Gene Tubg2 Tubgl, AI504772, Tubg2tubulin, gamma 2 NM_134028.2

33 Gene Plekhh3 Plekhh3, BC020025, MGC27854pleckstrin homology domain containing, family H (with MyTH4 domain) member 3NM_146030.2

33 Gene Ccr10 MGC151420, Gpr2, Ccr10, Cmkbr9chemokine (C-C motif) receptor 10 NM_007721.4

33 Gene Cntnap1 Nrxn4, Cntnap1, NCP1, shm, p190, Caspr, AI841080contactin associated protein-like 1 NM_016782.2

27 Gene Ezh1 mKIAA0388, AW557915, Ezh1enhancer of zeste homolog 1 (Drosophila) NM_007970.2

27 Gene Ramp2 Ramp2 receptor (calcitonin) activity modifying protein 2 NM_019444.2

27 Gene Vps25 1110020N13Rik, Vps25, AW107467, D11Wsu68evacuolar protein sorting 25 (yeast) NM_026776.3

22 Gene Wnk4 Prkwnk4, 2010002J11Rik, Pha2b, Wnk4WNK lysine deficient protein kinase 4 NM_175638.3

39 Gene Psme3 Psme3, REGgamma, AA410043, PA28gamma, Ki, pa28g, AU020960proteaseome (prosome, macropain) 28 subunit, 3 NM_011192.3
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39 Gene Aoc2 Aoc2, RAO amine oxidase, copper containing 2 (retina-specific) NM_178932.1

35 Gene Aarsd1 AA589600, AlaX, AlaXp-II, 2310044P18Rik, 1110069E20Rik, Aarsd1alanyl-tRNA synthetase domain containing 1 NM_144829.1

35 Gene Ptges3l 1110069E20Rik, 1700113I22Rik, Ptges3lprostaglandin E synthase 3 (cytosolic)-like NM_026865.2

65 Gene Rundc1 AW125546, D930024B17, Rundc1, MGC141375, MGC141376RUN domain containing 1 NM_172566.4

65 Gene Rpl27 Rpl27, MGC103134ribosomal protein L27 NM_011289.3

65 Gene Ifi35 Ifi35, AW986054, 2010008K16Rik, IFP35interferon-induced protein 35 NM_027320.4

31 Gene Vat1 Vat1, VAT-1 vesicle amine transport protein 1 homolog (T californica)NM_012037.2

31 Gene Rnd2 Rohn, Rnd2, ArhnRho family GTPase 2 NM_009708.1

23 Gene Rnu2-10 nmf291, Rnu2, Rnu2-10U2 small nuclear RNA 10 NR_004414.1

23 Gene Arl4d AW456149, MGC28743, Arl4d, Arl5, Arfl4, 1110036H21Rik, Arf4l, ARL6ADP-ribosylation factor-like 4D NM_025404.3

23 Gene Dusp3 VHR, 2210015O03Rik, T-DSP11, 5031436O03Rik, Dusp3dual specificity phosphatase 3 (vaccinia virus phosphatase VH1-related)NM_028207.3

23 Gene 1700006E09Rik1700006E09Rik NM_029287.1

22 Gene Lsm12 1110059P07, Lsm12, 1110032E16Rik, 2600001B17RikLSM12 homolog (S. cerevisiae) NM_172947.3

22 Gene G6pc3 UGRP, AU045429, AU019276, 0710001K01Rik, G6pc3, AV128920, AW545836glucose 6 phosphatase, catalytic, 3 NM_175935.3

22 Gene Hdac5 Hdac5, AI426555, Hdac4, mKIAA0600, mHDA1histone deacetylase 5 NM_001077696.1, NM_010412.3

21 Gene BC030867MGC31269, MGC117894, BC030867cDNA sequence BC030867 NM_153544.3

25 Gene Tmub2 Tmub2, 2010008E23Riktransmembrane and ubiquitin-like domain containing 2NM_028076.2

25 Gene Atxn7l3 E030022H21Rik, MGC161359, Atxn7l3ataxin 7-like 3 NM_001098837.1, NM_001098836.1

39 Gene Ubtf UBF, Ubtf, A930005G04Rik, Tcfubf, UBF1, NOR-90upstream binding transcription factor, RNA polymerase INM_001044383.1, NM_011551.5

24 Gene Rundc3aRap2ip, Rpip8, Rundc3a, RPIP-8RUN domain containing 3A NM_001252347.1, NM_016759.4

24 Gene Slc25a393010027G13Rik, MGC144572, MGC144573, D11Ertd333e, Slc25a39solute carrier family 25, member 39 NM_026542.3

33 Gene Grn epithelin, Grn granulin NM_008175.4

33 Gene Fam171a2Fam171a2 family with sequence similarity 171, member A2 NM_199200.2

18 Gene Itga2b GpIIb, CD41, alphaIIb, Itga2b, CD41B, AI172977integrin alpha 2b NM_010575.2

23 Gene Gpatch8 5430405G24Rik, Gpatc8, ENSMUSG00000075516, AU018890, mKIAA0553, Fbm1, Gpatch8G patch domain containing 8 NM_001159492.1

31 Gene Fzd2 AW456835, Mfz10a, Fzd10, Fz10, AL033370, Mfz10, Fzd2frizzled homolog 2 (Drosophila) NM_020510.2

21 Gene Ccdc43 2610001E01Rik, D11Ertd707e, Ccdc43coiled-coil domain containing 43 NM_025918.3

35 Gene Adam11 Adam11, Mdc, AW060611a disintegrin and metallopeptidase domain 11 NM_009613.2, NM_001110778.1

21 Gene Eftud2 Snrp116, 116kDa, U5-116kD, Eftud2elongation factor Tu GTP binding domain containing 2NM_011431.3, NM_001109995.1

21 Gene Ccdc103 Ccdc103, 1700039D13Rikcoiled-coil domain containing 103 NM_028492.2

21 Gene Fam187aMGC151146, 4933439F11Rik, MGC151148, Fam187afamily with sequence similarity 187, member A NM_025766.2

21 Gene Gfap AI836096, Gfapglial fibrillary acidic protein NM_010277.3, NM_001131020.1

29 Gene Kif18b Kif18b, 3000004C01Rikkinesin family member 18B NM_197959.2

25 Gene Dcakd 3010024O21Rik, 6720485C15Rik, FLJ22955, Dcakd, AI849483dephospho-CoA kinase domain containing NM_026551.3

25 Gene LOC100862190 uncharacterized LOC100862190 XR_141069.1

22 Gene Plcd3 Plcd3, 2610205J15Rik, mKIAA1964phospholipase C, delta 3 NM_152813.3

30 Gene Acbd4 Acbd4, 2010015A21Rik, AI849317, 2010009P05Rikacyl-Coenzyme A binding domain containing 4 NM_025988.2

30 Gene Hexim1 CLP-1, HIS1, Clp1, Hexim1, 7330426E13Rikhexamethylene bis-acetamide inducible 1 NM_138753.2

18 Gene Hexim2 4933402L21Rik, Hexim2hexamethylene bis-acetamide inducible 2 NM_027658.2, NM_001130515.1, NM_001130516.1

17 Gene Fmnl1 8030453N10Rik, Fmnl, Frls, Fnrl, Fmnl1, AI553564formin-like 1 NM_001077698.1, NM_019679.2

22 Gene Rprml Rprml, AW049332reprimo-like NM_001033212.2

26 Gene Gosr2 C76855, membrin, SNARE, 2310032N09Rik, Gs27, Gosr2golgi SNAP receptor complex member 2 NM_019650.3

26 Gene C130046K22RikC130046K22RikRIKEN cDNA C130046K22 gene XR_106356.2, XR_106606.2

19 Gene Wnt3 Wnt3, Wnt-3, Int-4wingless-related MMTV integration site 3 NM_009521.2

39 Gene Arf2 Arf2 ADP-ribosylation factor 2 NM_007477.4

16 Gene Mapt AW045860, Mapt, Tau, AI413597, Mtaptmicrotubule-associated protein tau NM_001038609.1, NM_010838.3

35 Gene Kansl1 Kansl1, Kiaa1267, 1700081L11Rik, 9430041J06Rik, MGC90742, mKIAA1267, KIAA1267NM_001081045.1
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25 Gene Efcab3 Efcab3, 4921510J17RikEF-hand calcium binding domain 3 NM_001081046.1

25 Gene Mettl2 PSENIP1, D11Ertd768e, C130031G21Rik, 2810438F06Rik, METL, MGC107608, Mettl2, AW493404methyltransferase like 2 NM_172567.3

28 Gene 1700052K11RikAI840954, 1700052K11RikRIKEN cDNA 1700052K11 gene NR_027956.1

28 Gene Tlk2 Tlk, Tlk2, 4933403M19Rik, PKUalphatousled-like kinase 2 (Arabidopsis) NM_001112705.1, NM_011903.3

24 Gene Mrc2 Endo180, mKIAA0709, MGC141530, uPARAP, Mrc2mannose receptor, C type 2 NM_008626.3

16 Gene March10OTTMUSG00000002847, Rnf190, March10, MGC118297, 4933417C16Rik, AV039223membrane-associated ring finger (C3HC4) 10 NM_172568.2, NM_001039242.2

19 Gene Tanc2 5730590C14Rik, Tanc2, 3526402J09Riktetratricopeptide repeat, ankyrin repeat and coiled-coil containing 2NM_181071.3

25 Gene Cyb561 Cyb561 NM_007805.4

33 Gene Kcnh6 Kcnh6, MGC129366, m-erg2potassium voltage-gated channel, subfamily H (eag-related), member 6NM_001037712.1

33 Gene Dcaf7 1700012F10Rik, Wdr68, HAN11, 2610037L01Rik, Dcaf7, C86529DDB1 and CUL4 associated factor 7 NM_027946.3

17 Gene Taco1 Taco1, Ccdc44, 2310066I18Riktranslational activator of mitochondrially encoded cytochrome c oxidase INM_027346.1

39 Gene Map3k3 Mekk3, KIAA4031, AW548911, MAPKKK3, mKIAA4031, Map3k3mitogen-activated protein kinase kinase kinase 3 NM_011947.3

27 Gene Ccdc47 asp4, RP23-81G14.10, C88307, calumin, Ccdc47, 2610204L23Rikcoiled-coil domain containing 47 NM_026009.2

27 Gene Ddx42 Ddx42, RHELP, 1810047H21Rik, B430002H05Rik, RNAHP, AW556242, SF3b125, AW319508DEAD (Asp-Glu-Ala-Asp) box polypeptide 42 NM_028074.4

25 Gene Psmc5 mSUG1, Psmc5protease (prosome, macropain) 26S subunit, ATPase 5NM_008950.1

25 Gene Smarcd2AW322457, Baf60b, Smarcd2SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 2NM_031878.2, NM_001130187.1

25 Gene Tcam1 4930570F09Rik, AI429105, Tcam1testicular cell adhesion molecule 1 NM_029467.3

36 Gene Tex2 AI553404, Def-5, Taz4, 4930568E07Rik, Tex2testis expressed gene 2 NM_198292.3

41 Gene Polg2 Polg2 polymerase (DNA directed), gamma 2, accessory subunitNM_015810.2, NR_027785.1

41 Gene Ddx5 p68, MGC118083, HUMP68, Hlr1, 2600009A06Rik, G17P1, Ddx5DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 NM_007840.3

41 Gene Mir3064 Mir3064, mmu-mir-3064microRNA 3064 NR_037224.1

41 Gene Cep95 Ccdc45, F630025I20Rik, AI118346, AI448335, D330027A14Rik, Cep95, 4732496G21Rikcentrosomal protein 95 NM_177088.3, NM_001166685.1

18 Gene Smurf2 AI649275, AI558114, Smurf2, 2810411E22RikSMAD specific E3 ubiquitin protein ligase 2 NM_025481.2

52 Gene Kpna2 IPOA1, 2410044B12Rik, Kpna2, Rch1, MGC91246karyopherin (importin) alpha 2 NM_010655.3

30 Gene Nol11 AU019874, Nol11, 1500002M01Rik, AU015220nucleolar protein 11 NM_133702.2, NM_001161329.1

23 Gene Pitpnc1 1110020B03Rik, AI662802, Pitpnc1, RDGBB, Dnr411, RDGBB1, 5830436L09Rik, rdgB-beta, MGC118005, C330017I21Rik, AI851387phosphatidylinositol transfer protein, cytoplasmic 1 NM_145823.2

23 Gene Psmd12 P55, 1500002F15Rik, Psmd12, AI480719proteasome (prosome, macropain) 26S subunit, non-ATPase, 12NM_025894.2

22 Gene A830035A12RikA830035A12RikRIKEN cDNA A830035A12 gene XM_920516.3, XM_986896.1

22 Gene Helz KIAA0054, AI851979, 9430093I07Rik, DRHC, Helz, 3110078M01Rik, 9630002H22Rikhelicase with zinc finger domain NM_198298.1

19 Gene Cacng4 Cacng4, AW491861, AI413107calcium channel, voltage-dependent, gamma subunit 4NM_019431.2

26 Gene Prkca Prkca, AI875142, Pkcaprotein kinase C, alpha NM_011101.3

15 Gene Cep112 Ccdc46, AV207351, 1700029K01Rik, 1700001M19Rik, 8430407H02Rik, Macoco, AV043680, Cep112centrosomal protein 112 NM_029606.3, NM_145688.2, NM_029586.2

25 Gene Axin2 Axi1, Axil, Axin2, Conductinaxin2 NM_015732.4

33 Gene 1700096J18Rik1700096J18RikRIKEN cDNA 1700096J18 gene NR_027883.1

33 Gene Gm11696OTTMUSG00000003456, Gm11696predicted gene 11696 NR_038097.1

33 Gene Gna13 Galpha13, AU043124, AU024132, Gna13guanine nucleotide binding protein, alpha 13 NM_010303.3

32 Gene Slc16a6 MCT 7, AW743111, ESTM12, Slc16a6, MCT 6, MGC27628, MCT6solute carrier family 16 (monocarboxylic acid transporters), member 6NM_001029842.1, NM_134038.2

32 Gene Arsg AI846872, MGC90567, Arsg, 6330406P08Rikarylsulfatase G NM_028710.3, NM_001166177.1

36 Gene Wipi1 4930533H01Rik, D11Ertd498e, MGC36416, AW411817, Wipi1WD repeat domain, phosphoinositide interacting 1 NM_145940.2

28 Gene Prkar1a 1300018C22Rik, Prkar1a, Tse1, RIalpha, Tse-1protein kinase, cAMP dependent regulatory, type I, alphaNM_021880.2

41 Gene Sox9 KIAA4243, AV220920, 2010306G03Rik, Sox9, mKIAA4243SRY-box containing gene 9 NM_011448.4

41 Gene Gm11681OTTMUSG00000003311, Gm11681predicted gene 11681 XR_141077.1, XR_141602.1

43 Gene Cog1 KIAA1381, Cog1, Ldlb, 6030445I15, mKIAA1381component of oligomeric golgi complex 1 NM_013581.3

30 Gene Fam104aD11Wsu99e, Fam104afamily with sequence similarity 104, member A NM_138598.5

30 Gene D11Wsu47eMGC57008, MGC30773, D11Wsu47eDNA segment, Chr 11, Wayne State University 47, expressedNM_177777.5

30 Gene Cdc42ep4Cdc42ep4, Borg4, CEP4, 1500041M20RikCDC42 effector protein (Rho GTPase binding) 4 NM_020006.2, NM_001163346.1

23 Gene Sdk2 Sdk-2, mKIAA1514, 4632412F08Rik, 5330435L01Rik, Sdk2sidekick homolog 2 (chicken) NM_172800.2
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40 Gene Rpl38 0610025G13Rik, Tss, Rpl38, Ts, Rbtribosomal protein L38 NM_023372.2, NM_001048058.1, NM_001048057.1

40 Gene Ttyh2 1110001A03Rik, Ttyh2tweety homolog 2 (Drosophila) NM_053273.2

26 Gene Gprc5c Raig3, 1110028I06Rik, MGC11976, Gprc5c, MGC6786, 3200002M13RikG protein-coupled receptor, family C, group 5, member CNM_001110337.1, NM_147217.3, NM_001110338.1

25 Gene Tmem104Tmem104, mFLJ00021, C630005D06Riktransmembrane protein 104 NM_001033393.2

25 Gene Grin2c NR2C, Grin2c, NMDAR2C, GluN2Cglutamate receptor, ionotropic, NMDA2C (epsilon 3)NM_010350.2

18 Gene Hid1 C630004H02Rik, Hid1HID1 domain containing NM_175454.2

25 Gene Cdr2l Cdr2l, D030068L24Rik, Gm21cerebellar degeneration-related protein 2-like NM_001080929.1

25 Gene Ict1 1110002E03Rik, Ict1, 1110001A02Rikimmature colon carcinoma transcript 1 NM_026729.1

23 Gene Atp5h Atp5h, 0610009D10RikATP synthase, H+ transporting, mitochondrial F0 complex, subunit dNM_027862.1

23 Gene Kctd2 Kctd2, 2310012I15Rikpotassium channel tetramerisation domain containing 2NM_183285.3

23 Gene Slc16a5 A130015N09Rik, MCT5, Slc16a5, MCT 5, MCT 6solute carrier family 16 (monocarboxylic acid transporters), member 5NM_001080934.1

31 Gene Armc7 MGC27721, Armc7, BC023126, A630084C13armadillo repeat containing 7 NM_177778.4

31 Gene Nt5c Nt5c, Umph-2, Umph2, Dnt1, Dnt5',3'-nucleotidase, cytosolic NM_015807.1

33 Gene Hn1 Hn1 hematological and neurological expressed sequence 1NM_008258.1

33 Gene Sumo2 Sumo2, Smt3b, SUMO-2, Smt3h2, Smt3ASMT3 suppressor of mif two 3 homolog 2 (yeast) NM_133354.2

31 Gene Gga3 C230037M19Rik, Gga3, mKIAA0154golgi associated, gamma adaptin ear containing, ARF binding protein 3NM_001252067.1, NM_173048.3

31 Gene Mrps7 Rpms7, MRP-S7, Mrps7mitchondrial ribosomal protein S7 NM_025305.2

31 Gene Mif4gd 1110014L05Rik, 2310075G12Rik, Mif4gdMIF4G domain containing NM_027162.4, NM_001243584.1, NM_001243586.1, NM_001243587.1

31 Gene Slc25a19DNC, TPC, Slc25a19, 2900089E13Rik, MUP1solute carrier family 25 (mitochondrial thiamine pyrophosphate carrier), member 19NM_001252384.1, NM_001252394.1, NM_001252395.1, NM_001252396.1, NM_026071.3

28 Gene 2310067B10RikmKIAA0195, 2310067B10Rik, Kiaa0195RIKEN cDNA 2310067B10 gene NM_028014.3

28 Gene Caskin2 Caskin2, mKIAA1139, 1600028L06RikCASK-interacting protein 2 NM_080643.2

28 Gene Tsen54 0610034P02Rik, Tsen54tRNA splicing endonuclease 54 homolog (S. cerevisiae)NM_029557.1

28 Gene Llgl2 Llgl2, Llglh2, MGC27928, 9130006H11Riklethal giant larvae homolog 2 (Drosophila) NM_145438.2, NM_001252532.1

25 Gene LOC101055975 uncharacterized LOC101055975 XM_003945881.1, XM_003945651.1

20 Gene Itgb4 AA407042, C230078O20, CD104, Itgb4integrin beta 4 NM_001005608.2, NM_133663.2

20 Gene Galk1 AA409894, GALK, Gk, Glk1, Glk, Galk1galactokinase 1 NM_016905.2

43 Gene H3f3b H3f3b, H3.3B, 9430068D06Rik, H3f3aH3 histone, family 3B NM_008211.3

43 Gene Unk Zc3h5, Unk, mKIAA1753, B230379M23Rik, Zc3hdc5unkempt homolog (Drosophila) NM_172569.3

47 Gene Trim47 2210023F24Rik, Trim47tripartite motif-containing 47 NM_001205081.1, NM_172570.5

36 Gene Trim65 Trim65, 4732463G12Riktripartite motif-containing 65 NM_178802.4

36 Gene Mrpl38 MGC8310, Mrpl38, Rpml3, MGC41062, R75240, MRP-L3, 4733401F03Rik, 1110036N21Rikmitochondrial ribosomal protein L38 NM_024177.3

19 Gene Fbf1 Fbf1, mKIAA1863, 5930413D20, 1110033G01Rik, RP23-42F6.10Fas (TNFRSF6) binding factor 1 NM_172571.3

20 Gene Evpl Evpl NM_025276.3

22 Gene Srp68 MGC38208, 2610024I03Rik, Srp68signal recognition particle 68 NM_146032.3

22 Gene Galr2 MGC151357, Galr2, mGalR, MGC151359galanin receptor 2 NM_010254.4

22 Gene Foxj1 HFH-4, FKHL-13, Foxj1, Hfh4forkhead box J1 NM_008240.3

23 Gene Rnf157 mKIAA1917, 2610036E23Rik, A130073L17Rik, Rnf157ring finger protein 157 NM_027258.1

44 Gene Ubald2 Fam100b, D030012E24Rik, 1110014K08Rik, Ubald2UBA-like domain containing 2 NM_176902.3

44 Gene Qrich2 Gm66, Qrich2 glutamine rich 2 NM_001033267.2

28 Gene Prpsap1 5730409F23Rik, PAP39, Prpsap1phosphoribosyl pyrophosphate synthetase-associated protein 1NM_026364.1

29 Gene Sphk1 SK1, Spk1, 1110006G24Rik, Sphk1, Sk1sphingosine kinase 1 NM_001172472.1, NM_001172473.1, NM_001172475.1, NM_011451.3, NM_025367.6

38 Gene Ube2o 9630022H21, B230113M03Rik, Ube2o, E2-230K, mKIAA1734ubiquitin-conjugating enzyme E2O NM_173755.3

17 Gene Rhbdf2 4732465I17Rik, Rhbdf2, Rhbdl6rhomboid 5 homolog 2 (Drosophila) NM_172572.3, NM_001167680.1

42 Gene Cygb Staap, Cygb, 3110001K20Rik, HGbcytoglobin NM_030206.4

42 Gene Gm11744Prcd, OTTMUSG00000003947, Gm11744predicted gene 11744 NM_001163318.1

26 Gene Mxra7 E130302J09Rik, 1810057P16Rik, Mxra7matrix-remodelling associated 7 NM_026280.3

58 Gene Jmjd6 D11Ertd195e, Ptdsr, PtdSerR, PSR, Jmjd6, 5730436I23Rik, mKIAA0585jumonji domain containing 6 NM_033398.2
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58 Gene Mettl23 4933424L15Rik, 1110005A03Rik, 1500035B17Rik, Mettl23methyltransferase like 23 NM_028865.3

58 Gene Srsf2 Pr264, Sfrs2, SC35, Sfrs10, MRF-1, D11Wsu175e, Srsf2serine/arginine-rich splicing factor 2 NM_011358.2

56 Gene Mfsd11 Mfsd11, MGC113819, 2600014M03Rikmajor facilitator superfamily domain containing 11 NM_178620.3

36 Gene Sec14l1 Naa-35, Sec14l1, 1200017E04Rik, 2810012L19RikSEC14-like 1 (S. cerevisiae) NM_028777.3, NM_001166506.1, NM_001166507.1, NR_029459.1

27 Gene Sept9 MSF1, PNUTL4, Msf, Sept9, Sint1septin 9 NM_017380.2, NM_001113486.1, NM_001113487.1, NM_001113488.1

30 Gene Tnrc6c 9930033H14Rik, Tnrc6c, mKIAA1582trinucleotide repeat containing 6C NM_198022.2

21 Gene Tmc6 Tmc6, EVER1, D11Ertd204etransmembrane channel-like gene family 6 NM_181321.3, NM_145439.2

21 Gene Tmc8 Ever2, mFLJ00400, FLJ00400, EVIN2, Tmc8transmembrane channel-like gene family 8 NM_001195088.1, NM_001195089.1, NM_181856.2, NM_001195090.1

30 Gene 6030468B19Rik6030468B19Rik NM_029964.1

30 Gene Syngr2 Clast2, cellugyrin, Syngr2synaptogyrin 2 NM_009304.2

30 Gene Tk1 Tk1a, Tk1b, Tk1, D530002A18Rik, Tk-1thymidine kinase 1 NM_009387.2

25 Gene Afmid KFA, Kf, Ammd, FKF, 9030621K19Rik, formylase, Afmidarylformamidase NM_027827.3

25 Gene Birc5 Api4, Birc5, AAC-11, TIAP, survivin40baculoviral IAP repeat-containing 5 NM_009689.2, NM_001012273.1

43 Gene Tmem235Tmem235, OTTMUSG00000007589, Gm12581, Cldn27 NM_001085535.1

43 Gene Tha1 GLY1, 1300017K07Rik, Tha1threonine aldolase 1 NM_027919.4

43 Gene Gm11725OTTMUSG00000003731, Gm11725predicted gene 11725 XR_106617.1, XR_106370.1

36 Gene Socs3 Socs3, Cish3, Ssi3, SSI-3, Cis3, EF-10, Ef10suppressor of cytokine signaling 3 NM_007707.3

17 Gene Pgs1 SAF, Pgs1, 4933424M23Rik, 2610019F11Rikphosphatidylglycerophosphate synthase 1 NM_133757.2

32 Gene Timp2 Timp2, D11Bwg1104e, Timp-2tissue inhibitor of metalloproteinase 2 NM_011594.3

28 Gene Cant1 Apy1h, Cant1, Entpd8, 5830420C20Rik, D11Bwg0554e, SCAN-1, Shapycalcium activated nucleotidase 1 NM_001025617.2, NM_001025618.2, NM_001267591.1, NM_001267592.1, NM_029502.3

28 Gene C1qtnf1 1600017K21Rik, CTRP1, C1qtnf1, Zsig37C1q and tumor necrosis factor related protein 1 NM_019959.3, NM_001204129.1, NM_001204130.1

32 Gene Cbx2 MOD2, Cbx2, pc, M33chromobox 2 NM_007623.2

18 Gene Cbx8 Pc3, Cbx8 chromobox 8 NM_013926.1

25 Gene Cbx4 MPc2, PC2, Cbx4, MGC143697, MGC143698chromobox 4 NM_007625.2

24 Gene Tbc1d16 Tbc1d16, BC026530, B930087K01, Tcd1d16TBC1 domain family, member 16 NM_172443.3

24 Gene Ccdc40 MGC109697, B930008I02Rik, Ccdc40coiled-coil domain containing 40 NM_175430.4

28 Gene Eif4a3 eIF4A-III, 2400003O03Rik, Ddx48, MGC6715, mKIAA0111, Eif4a3, MGC6664eukaryotic translation initiation factor 4A3 NM_138669.1

31 Gene Card14 Bimp2, Card14, CARMA2caspase recruitment domain family, member 14 NM_130886.3

31 Gene Sgsh Sgsh, 4632406A19RikN-sulfoglucosamine sulfohydrolase (sulfamidase) NM_018822.3

31 Gene Slc26a11Slc26a11, F630021I08Riksolute carrier family 26, member 11 NM_178743.3

29 Gene Mir1932 Mir1932, mmu-mir-1932microRNA 1932 NR_035453.1

29 Gene Rnf213 Rnf213, D11Ertd759e, 6030403J01, KIAA1554, mKIAA1554ring finger protein 213 XM_001476651.3, XM_001477846.3

26 Gene Endov A730011L01Rik, Endov NM_177394.3, NM_001164636.1

27 Gene Nptx1 Np1, Nptx1, D11Bwg1004eneuronal pentraxin 1 NM_008730.2

27 Gene Gm11762Gm11762, OTTMUSG00000004029predicted gene 11762 NR_045099.1

25 Gene Rptor mKIAA1303, 4932417H02Rik, Rptor, Raptor, Rapregulatory associated protein of MTOR, complex 1 NM_028898.2

59 Gene Chmp6 2400004G01Rik, Chmp6 NM_001085498.2

33 Gene Baiap2 IRSp53, Baiap2, R75030brain-specific angiogenesis inhibitor 1-associated protein 2NM_130862.4, NM_001037754.3, NM_001037755.3

17 Gene Aatk AATYK, aatyk1, mKIAA0641, Aatkapoptosis-associated tyrosine kinase NM_001198785.1, NM_001198787.1, NM_007377.4

17 Gene Mir338 Mir338, mmu-mir-338, Mirn338microRNA 338 NR_029767.1

17 Gene Mir3065 mmu-mir-3065, Mir3065microRNA 3065 NR_037225.1

34 Gene Gm9734 Gm9734, ENSMUSG00000056649predicted gene 9734 XR_035387.1, XR_035443.1

34 Gene 2810410L24Rik2810410L24RikRIKEN cDNA 2810410L24 gene NR_030682.1

34 Gene Bahcc1 Bahcc1, BC060615, MGC79150, KIAA1447, B930044J06BAH domain and coiled-coil containing 1 NM_198423.3

34 Gene Gm11772Gm11772, OTTMUSG00000004131predicted gene 11772 XR_106376.1, XR_106621.2

60 Gene Actg1 MGC28612, Actl, MGC117491, AL023024, Actg1, Actg, E51actin, gamma, cytoplasmic 1 NM_009609.2

60 Gene 0610009L18Rik0610009L18RikRIKEN cDNA 0610009L18 gene NR_038126.1
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27 Gene Fscn2 Fscn2, MGC130378, A930022G03, MGC130379, C630046B20Rik, ahl8fascin homolog 2, actin-bundling protein, retinal (Strongylocentrotus purpuratus)NM_172802.4

27 Gene 2310003H01Rik2310003H01Rik, Faap100 NM_027980.2

27 Gene Nploc4 AK129375, Nploc4, Npl4, KIAA1499, mKIAA1499nuclear protein localization 4 homolog (S. cerevisiae)NM_199469.2, NM_001195023.1

25 Gene Tspan10 Ocsp, Tspan10 tetraspanin 10 NM_145363.2

30 Gene Pde6g Pde6g, Pdeg, p3ATphosphodiesterase 6G, cGMP-specific, rod, gamma NM_012065.2

30 Gene Oxld1 1810049H13Rik, Oxld1oxidoreductase like domain containing 1 NM_025560.2

30 Gene Ccdc137 Ccdc137, RP23-82I5.10, 3110023B02Rikcoiled-coil domain containing 137 NM_152807.3

30 Gene Arl16 Arl16, 2600005N12RikADP-ribosylation factor-like 16 NM_197995.2

32 Gene Hgs Hgs, Hrs, Hgr, ZFYVE8HGF-regulated tyrosine kinase substrate NM_001159328.1, NM_008244.3

32 Gene Mrpl12 Rpml12, Mrpl12, 0610034O11Rik, MRP-L12, 1500031N16Rikmitochondrial ribosomal protein L12 NM_027204.2

32 Gene Gm16755Gm16755 predicted gene, 16755 XR_141085.1, XR_141612.1

32 Gene Slc25a10Slc25a10, Dic solute carrier family 25 (mitochondrial carrier, dicarboxylate transporter), member 10NM_013770.2

29 Gene Gcgr Gcgr, GR glucagon receptor NM_008101.2

29 Gene Fam195bFam195b family with sequence similarity 195, member B NM_001033231.2

29 Gene Ppp1r27 Ppp1r27, 1110033I14Rik, toonin, Dysfip1protein phosphatase 1, regulatory subunit 27 NM_026814.3

32 Gene P4hb PDI, Thbp, P4hb, ERp59, Pdia1prolyl 4-hydroxylase, beta polypeptide NM_011032.2

32 Gene Arhgdia Arhgdia, RhoDGI, 5330430M07Rik, MGC7904, MGC101921, Gdi-1, Rho-GDI, RhoGDI-1Rho GDP dissociation inhibitor (GDI) alpha NM_133796.7

22 Gene Alyref Thoc4, Refbp1, ALY, Alyref, REF1Aly/REF export factor NM_011568.1

22 Gene Anapc111110011I19Rik, R75218, Anapc11anaphase promoting complex subunit 11 NM_001038230.2, NM_025389.4

22 Gene Npb Npb NM_153288.3

44 Gene Pcyt2 Pcyt2, ET, 1110033E03Rikphosphate cytidylyltransferase 2, ethanolamine NM_024229.2

44 Gene Sirt7 MGC31235, Sirt7, MGC37560sirtuin 7 (silent mating type information regulation 2, homolog) 7 (S. cerevisiae)NM_153056.2

44 Gene Mafg AA545192, Mafg, C630022N07Rikv-maf musculoaponeurotic fibrosarcoma oncogene family, protein G (avian)NM_010756.3

24 Gene Pycr1 Pycr1, MGC11688pyrroline-5-carboxylate reductase 1 NM_144795.3

27 Gene Aspscr1 ASPS, 1190006K01Rik, TUG, ASPL, RCC17, Aspscr1, ASPCR1, ASPCalveolar soft part sarcoma chromosome region, candidate 1 (human)NM_026877.2, NM_198223.2, NM_001164224.1

27 Gene Stra13 Stra13 NM_016665.2

27 Gene Lrrc45 BC023296, Lrrc45, MGC30595, RP23-84C12.17leucine rich repeat containing 45 NM_153545.2

27 Gene Rac3 Rac3, Rac1B RAS-related C3 botulinum substrate 3 NM_133223.4

25 Gene Dcxr 0610038K04Rik, 1810027P18Rik, Dcxrdicarbonyl L-xylulose reductase NM_026428.2

25 Gene Cbr2 MLCR, Cbr2 carbonyl reductase 2 NM_007621.2

33 Gene Rfng Rfng, MGC90122RFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferaseNM_009053.2

33 Gene Gps1 Sgn1, Csn1, MGC118012, Gps1, Cops1, COPS1, R75577, MGC7191G protein pathway suppressor 1 NM_001177874.1, NM_145370.2

33 Gene Dus1l 1110032N12Rik, Dus1ldihydrouridine synthase 1-like (S. cerevisiae) NM_026824.4

51 Gene Fasn FAS, Fasn, A630082H08Rikfatty acid synthase NM_007988.3

51 Gene Ccdc57 Ccdc57, 4933434G05Rikcoiled-coil domain containing 57 NM_027745.1

18 Gene Slc16a3 Mct3, Slc16a3, Mct4solute carrier family 16 (monocarboxylic acid transporters), member 3NM_030696.3, NM_001038653.1, NM_001038654.1

93 Gene Csnk1d Csnk1d, D930010H05Rik, AA409348, 1200006A05Rikcasein kinase 1, delta NM_027874.2, NM_139059.2

17 Gene Tex19.1 Tex19a, 2410081M02Rik, Tex19.1, Tex19testis expressed gene 19.1 NM_028602.2

41 Gene Ogfod3 Ogfod3, 1110031I02Rik2-oxoglutarate and iron-dependent oxygenase domain containing 3NM_025402.2

41 Gene Hexdc Hexdc, MGC78289, BC069960hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containingNM_001001333.2, NM_001146073.1

35 Gene Wdr45b Wdr45l, AA408735, 0610008N23Rik, Wdr45b, D16Bwg0193eWD repeat domain 45B NM_025793.3

35 Gene Rab40b rar, Rab40b, SEC4LRab40b, member RAS oncogene family NM_139147.3

28 Gene Fn3k Fn3k, 2310074G21Rikfructosamine 3 kinase NM_022014.4, NM_001038699.2

28 Gene Tbcd Tbcd, A030005L14Rik, mKIAA0988, 2310057L06Riktubulin-specific chaperone d NM_029878.3

24 Gene Metrnl 9430048M07Rik, Metrnl, MGC25696, BC019776meteorin, glial cell differentiation regulator-like NM_144797.3

25 Gene Rab10 Rab10, AW107754RAB10, member RAS oncogene family NM_016676.5

37 Gene 1110002L01Rik1110002L01RikRIKEN cDNA 1110002L01 gene NR_030694.1
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37 Gene Asxl2 MGC176101, Asxl2, 4930556B16Rik, mKIAA1685additional sex combs like 2 (Drosophila) NM_001270988.1, NM_172421.5

21 Gene Dtnb Dtnb dystrobrevin, beta NM_007886.2, NM_001162465.1, NR_027869.1, NR_027870.1

26 Gene Dnmt3a AU015806, W91664, Dnmt3a, MmuIIIADNA methyltransferase 3A NM_153743.3, NM_007872.4

17 Gene Adcy3 mKIAA0511, Adcy3, AC3adenylate cyclase 3 NM_138305.3, NM_001159536.1, NM_001159537.1

27 Gene Ncoa1 Ncoa1, bHLHe74, SRC1, MGC90703, KAT13A, SRC-1nuclear receptor coactivator 1 NM_010881.2

15 Gene Fkbp1b AW494148, 12.6kDa, Fkbp1b, FKBP12.6, calstabin2FK506 binding protein 1b NM_016863.3

15 Gene BC068281BC068281, A430092C04cDNA sequence BC068281 NM_001170858.1, NM_173416.3

30 Gene Ubxn2a Ubxd4, MGC7992, Ubxn2a, 6330407P03RikUBX domain protein 2A NM_145441.3

30 Gene Atad2b Atad2b, D530031C13Rik, KIAA1240, BC032887, 1110014E10Rik, C79189ATPase family, AAA domain containing 2B NM_001099628.1

17 Gene Klhl29 A230106N14Rik, mKIAA1921, Gm68, Kbtbd9, Klhl29 NM_001164493.1

21 Gene Pum2 Pumm2, 5730503J23Rik, Pum2, mKIAA0235pumilio 2 (Drosophila) NM_030723.2, NM_001160219.1, NM_001160220.1, NM_001160221.1, NM_001160222.1, NR_027670.1

27 Gene Sdc1 Synd, AA408134, syn-1, Sdc1, CD138, Sstn, AA409076, Synd1syndecan 1 NM_011519.2

34 Gene Laptm4amKIAA0108, Laptm4a, AA286466, MTP, LAPTM4, Mtrplysosomal-associated protein transmembrane 4A NM_008640.2

16 Gene 1700022H16Rik1700022H16RikRIKEN cDNA 1700022H16 gene NR_045488.1

16 Gene Osr1 Osr, Osr1, Odd1odd-skipped related 1 (Drosophila) NM_011859.3

35 Gene Nt5c1b Nt5c1b, AIRP, 4921514H13Rik, CN-IB5'-nucleotidase, cytosolic IB NM_027588.3

35 Gene Rdh14 PAN2, Rdh14, AW215439, 3110030G19Rikretinol dehydrogenase 14 (all-trans and 9-cis) NM_023697.2

24 Gene Gen1 Gen1, 5830483C08Rik, MGC115970Gen homolog 1, endonuclease (Drosophila) NM_177331.4

24 Gene Smc6 KIAA4103, AW742439, Smc6, AU018782, SMC-6, 2810489L22Rik, 3830418C19Rik, MGC96146, Smc6l1, mKIAA4103, AA990493structural maintenance of chromosomes 6 NM_025695.4

19 Gene Rad51ap2Rad51ap2, EG209550RAD51 associated protein 2 NM_001111118.1

47 Gene Mycn Nmyc1, Nmyc-1, Nmyc, c-nmyc, Mycn, bHLHe37, N-mycv-myc myelocytomatosis viral related oncogene, neuroblastoma derived (avian)NM_008709.3

23 Gene Ddx1 AA409185, Ddx1, DBP-RBDEAD (Asp-Glu-Ala-Asp) box polypeptide 1 NM_134040.1

24 Gene Trib2 TRB-2, AW319517, TRB2, Trib2tribbles homolog 2 (Drosophila) NM_144551.5

32 Gene Ntsr2 Ntsr2, NTRL, NT2Rneurotensin receptor 2 NM_008747.2

32 Gene Greb1 AU023194, 9130004E13, mKIAA0575, Greb1, AF180470, 5730583K22Rikgene regulated by estrogen in breast cancer protein NM_001252071.1, NM_015764.4

32 Gene E2f6 AI462434, EMA, E2f6, E2F6bE2F transcription factor 6 NM_033270.2, NR_027677.1

27 Gene Rock2 mKIAA0619, ROKalpha, Rock2m, Rho-kinase, Rock2, Rock-II, B230113H15RikRho-associated coiled-coil containing protein kinase 2NM_009072.2

31 Gene Pdia6 C77895, Txndc7, 1700015E05Rik, CaBP5, AL023058, P5, Pdia6protein disulfide isomerase associated 6 NM_027959.3, XM_003689268.1

39 Gene Odc1 Odc1, MGC103389, ODCornithine decarboxylase, structural 1 NM_013614.2

33 Gene Hpcal1 Vsnl3, Hpcal1, Vnsl3, Nvp3, NVP-3, VILIP3hippocalcin-like 1 NM_016677.4

28 Gene Cpsf3 MGC118660, Cpsf3cleavage and polyadenylation specificity factor 3 NM_018813.3

28 Gene Iah1 1500019E20Rik, 4833421E05Rik, Iah1isoamyl acetate-hydrolyzing esterase 1 homolog (S. cerevisiae)NM_026347.3

28 Gene Adam17 CD156b, Adam17, Tacea disintegrin and metallopeptidase domain 17 NM_009615.5

39 Gene Klf11 Tieg2, Tieg2b, 9830142A17, Tieg3, D12Ertd427e, Klf11Kruppel-like factor 11 NM_178357.3

38 Gene Rrm2 Rrm2, AA407299, MGC113712, R2ribonucleotide reductase M2 NM_009104.2

30 Gene Kidins220AI316525, Kidins220, 3110039L19Rik, mKIAA1250, C330002I19Rik, AI194387kinase D-interacting substrate 220 NM_001081378.1

25 Gene Rnf144a Rnf144a, Ubce7ip4, Rnf144, AI316797, UIP4ring finger protein 144A NM_001081977.1, NM_080563.3

26 Gene Cmpk2 Cmpk2, Tyki, 1200004E04Rik, TDKIcytidine monophosphate (UMP-CMP) kinase 2, mitochondrialNM_020557.4

34 Gene Sox11 1110038H03Rik, Sox11, 6230403H02Rik, end1, AI836553SRY-box containing gene 11 NM_009234.6

57 Gene Rps7 Rps7A, Rps7, S7ribosomal protein S7 NM_011300.3

27 Gene Rnaseh1 Rnaseh1 ribonuclease H1 NM_011275.2

28 Gene Pxdn Pxdn, VPO1, mKIAA0230, C85409, E330004E07, 2310075M15Rikperoxidasin homolog (Drosophila) NM_181395.2

25 Gene Lamb1 Lamb1-1, D130003D08Rik, Lamb-1, C77966, Lamb1, C80098, C81607laminin B1 NM_008482.2

26 Gene Dld AI746344, AI315664, Dlddihydrolipoamide dehydrogenase NM_007861.4

15 Gene Slc26a4 Slc26a4, Pds solute carrier family 26, member 4 NM_011867.3

16 Gene Hbp1 1700058O05Rik, BE629963, Hbp1, C330012F01Rik, C86454high mobility group box transcription factor 1 NM_153198.2, NM_177993.3

25 Gene Prkar2b AW061005, Pkarb2, RII(beta), Prkar2b, AI451071, PKARIIbetaprotein kinase, cAMP dependent regulatory, type II betaNM_011158.3
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28 Gene Ccdc71l 2010109K11Rik, AV375874, Ccdc71lcoiled-coil domain containing 71 like NM_001162903.1

24 Gene 4933406C10Rik4933406C10RikRIKEN cDNA 4933406C10 gene NR_044986.1

24 Gene Sypl Pphn, Sypl, AI604763, AI314763, Sypl1, D12Ertd446e, PanIsynaptophysin-like protein NM_198710.3, NM_013635.3

26 Gene Twistnb 2410173G11, 2810024J17Rik, Twistnb, D16Wsu83eTWIST neighbor NM_172253.2

22 Gene Twist1 bHLHa38, pdt, M-Twist, AA960487, MGC103391, Twist, Ska10, Pde, Ska&lt;m10Jus&gt;, Twist1twist basic helix-loop-helix transcription factor 1 NM_011658.2

22 Gene Snx13 Rgs-px1, mKIAA0713, Snx13sorting nexin 13 NM_001014973.2

22 Gene Gm10933Gm10933, ENSMUSG00000078372predicted gene 10933 XR_141116.1, XR_141666.1

25 Gene Ahr Ahr, bHLHe76, Ahre, Ahh, Ah, Inaryl-hydrocarbon receptor NM_013464.4

30 Gene Bzw2 HSPC028, MGC7203, 1110001I24Rik, Bzw2, Bdm2basic leucine zipper and W2 domains 2 NM_025840.3

30 Gene Ankmy2 AI035571, MGC18754, Ankmy2, ZMYND20ankyrin repeat and MYND domain containing 2 NM_146033.3

26 Gene Gm19558Gm19558 predicted gene, 19558 XR_168488.1, XR_168703.1

26 Gene Ispd 4930579E17Rik, Ispd, AV040780isoprenoid synthase domain containing NM_178629.5

17 Gene Etv1 ER81, Etsrp81, Etv1ets variant gene 1 NM_001163154.1, NM_007960.4

27 Gene Arl4a Arl4, Arl4a, AI467555ADP-ribosylation factor-like 4A NM_001039515.1, NM_007487.3

35 Gene Zfp277 NIRF4, 2410017E24Rik, Zfp277zinc finger protein 277 NM_172575.3, NM_178845.3

35 Gene Dock4 6330411N01Rik, C030023J22, Dock4, mKIAA0716, 5330406C03, AF263288dedicator of cytokinesis 4 NM_172803.2

27 Gene Pnpla8 MGC150064, AI467579, 1200006O19Rik, Ipla2(gamma), Pnpla8patatin-like phospholipase domain containing 8 NM_026164.2

26 Gene Stxbp6 MGC30948, BC024598, C85317, Stxbp6syntaxin binding protein 6 (amisyn) NM_144552.3

20 Gene Prkd1 Prkcm, Pkcm, Prkd1, PKD, PKD1protein kinase D1 NM_008858.3

24 Gene Strn3 Gs2na, Strn3, SG2NA, striatin-3striatin, calmodulin binding protein 3 NM_001172098.1, NM_052973.2

24 Gene Ap4s1 AI314282, Ap4s1adaptor-related protein complex AP-4, sigma 1 NM_021710.3

30 Gene Hectd1 opm, A630086P08Rik, MGC12070, Hectd1, AI844876HECT domain containing 1 NM_144788.2

30 Gene Gm5785 EG544864, Gm5785predicted gene 5785 XM_974939.1

25 Gene Heatr5a Heatr5a, C230081H03Rik, mKIAA1316, D930036F22RikHEAT repeat containing 5A NM_177171.4

28 Gene Eapp 1810011O16Rik, EappE2F-associated phosphoprotein NM_025456.3

24 Gene Snx6 AU018928, Snx6, 2810425K19Rik, 2010006G21Rik, C85963, 2610032J07Riksorting nexin 6 NM_026998.3

20 Gene Baz1a Gtl5, BC065123, Wcrf180, B930060C03, cbp146, Acf1, Baz1abromodomain adjacent to zinc finger domain 1A NM_013815.2

25 Gene Psma6 IOTA, Psma6 proteasome (prosome, macropain) subunit, alpha type 6NM_011968.3

35 Gene Nfkbia Nfkbia, AI462015, Nfkbinuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, alphaNM_010907.2

24 Gene Insm2 Mlt1, Insm2 insulinoma-associated 2 NM_020287.2

24 Gene Ralgapa1mKIAA0884, 4930400K19Rik, AI563624, GRIPE, Ralgapa1, Garnl1, 2310003F20Rik, Tulip1Ral GTPase activating protein, alpha subunit 1 NM_019994.4, NM_001003719.1, NM_001112714.1

22 Gene E030019B13RikAI413669, E030019B13RikRIKEN cDNA E030019B13 gene NR_045082.1

22 Gene Nkx2-1 T/EBP, Titf1, AV026640, Nkx2.1, Ttf-1, Nkx2-1NK2 homeobox 1 NM_009385.3, NM_001146198.1

24 Gene Nkx2-9 Nkx-2.9, tinman, Nkx2-9, Nkx2-8, Nkx2.9NK2 transcription factor related, locus 9 (Drosophila)NM_008701.2

18 Gene Pax9 Pax-9, Pax9 paired box gene 9 NM_011041.2

30 Gene Prps1l3 MGC117905, Prps1l3, AW536152, Gm5081, AU021838phosphoribosyl pyrophosphate synthetase 1-like 3 NM_001037746.3

30 Gene Mipol1 6030439O22Rik, Mipol1, AW536152, AU021838, D12Ertd19e, 1700081O04Rikmirror-image polydactyly gene 1 homolog (human) NM_001164370.1

35 Gene Sec23a Sec23a, Sec23r, Msec23SEC23A (S. cerevisiae) NM_009147.2

35 Gene Gemin2 Sip1, Gemin2, 1700012N19Rikgem (nuclear organelle) associated protein 2 NM_025656.4

28 Gene Trappc6bTrappc6b, 5830498C14Rik, C79212trafficking protein particle complex 6B NM_030057.2

28 Gene Pnn D12Ertd512e, AU045199, Pnnpinin NM_008891.2

23 Gene Ctage5 Ctage5, D12Bwg0579e, Mgea6, MGC30562, Mgea, Mea6CTAGE family, member 5 NM_146034.3, NM_001165253.1, NM_001165254.1

31 Gene Fbxo33 AI642135, Fbxo33, 5730501N20RikF-box protein 33 NM_001033156.4

37 Gene Prpf39 Srcs1, FLJ11128, Prpf39, MGC37077PRP39 pre-mRNA processing factor 39 homolog (yeast)NM_177806.3

37 Gene Fkbp3 Fkbp3, 25kDa, FKBP-3, FKBP25FK506 binding protein 3 NM_013902.4

37 Gene Fancm C730036B14Rik, D12Ertd364e, Fancm, AI427100Fanconi anemia, complementation group M NM_178912.3

23 Gene Mis18bp1KIAA1903, Mis18bp1, mKIAA1903, Knl2, 6720403H11, C79407MIS18 binding protein 1 NM_172578.2
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29 Gene Rps29 Rps29 NM_009093.2

29 Gene Rn7s1 Rn7s1, Rn7s-1 7S RNA 1 NR_052007.1

37 Gene Lrr1 2410005L11Rik, LRR-1, AU021780, Lrr1, Ppil5leucine rich repeat protein 1 NM_001081406.1

37 Gene Rpl36al 2410038A03Rik, Rpl36al, RPL36Aribosomal protein L36A-like NM_025589.4

57 Gene Mgat2 MGC37173, GLCNACTII, CDGS2, AA407964, Mgat2, GNT-II, GNT2mannoside acetylglucosaminyltransferase 2 NM_146035.2

57 Gene Dnaaf2 1110034A24Rik, 2810020C19Rik, AV032410, mknt, TU54, Dnaaf2, Ktudynein, axonemal assembly factor 2 NM_027269.3

57 Gene 9330151L19Rik9330151L19RikRIKEN cDNA 9330151L19 gene NR_033222.1

57 Gene Pole2 Pole2 polymerase (DNA directed), epsilon 2 (p59 subunit) NM_011133.2

18 Gene Klhdc1 Klhdc1, MGC141301, MGC141300kelch domain containing 1 NM_178253.5

34 Gene Klhdc2 HCLP-1, 2310022K15Rik, D12Ertd522e, LCP, Klhdc2kelch domain containing 2 NM_027117.3

35 Gene Arf6 AW496366, AI788669, Arf6, MGC102530ADP-ribosylation factor 6 NM_007481.3

30 Gene Mettl21dGm71, Mettl21d, Mettl221dmethyltransferase like 21D NM_001033236.2

30 Gene Sos2 Sos2 son of sevenless homolog 2 (Drosophila) NM_001135559.1

23 Gene L2hgdh MGC28775, L2hgdh, BC016226L-2-hydroxyglutarate dehydrogenase NM_145443.2

29 Gene Map4k5 KHS, GCKR, 4432415E19Rik, Map4k5, MAPKKKK5mitogen-activated protein kinase kinase kinase kinase 5NM_201519.2

29 Gene Atl1 SPG3, 4930435M24Rik, Atl1, AD-FSP, FSP1, Fsp1, Spg3a, Spg3, Adfspatlastin GTPase 1 NM_178628.5

21 Gene Sav1 Wwp4, Sav1, WW45, Sav, 1700040G09Rik, Wwp3, Salvsalvador homolog 1 (Drosophila) NM_022028.2

21 Gene Nin mKIAA1565, 3110068G20Rik, MGC169413, Nin, AI385615, AU024711ninein NM_001081453.1, NM_008697.2

21 Gene Pygl Pygl NM_133198.2

21 Gene F730035M05RikF730035M05RikRIKEN cDNA F730035M05 gene NR_045174.1

26 Gene Trim9 C030048G07Rik, mKIAA0282, Trim9, AI835002tripartite motif-containing 9 NM_053167.3, NM_001110202.1, NM_001110203.1

34 Gene Frmd6 Frmd6, 4930488L10Rik, AW212977, 2610019M19RikFERM domain containing 6 NM_028127.3

42 Gene 3110056K07Rik4921536K06Rik, 3110056K07RikRIKEN cDNA 3110056K07 gene NR_045055.1, NR_045056.1

42 Gene Arid4a MmRBBP1, A630009N03, Arid4a, A630067N03Rik, Rbbp1AT rich interactive domain 4A (RBP1-like) NM_001081195.1

31 Gene Timm9 2810011L15Rik, Timm9, Timm10, Tim10atranslocase of inner mitochondrial membrane 9 NM_013896.3, NM_001024854.1, NM_001024853.1

31 Gene 2700049A03Rik2700049A03Rik, mKIAA0586, Talpid3, MGC183655RIKEN cDNA 2700049A03 gene NM_001163378.1, NM_029818.1

23 Gene Dact1 DAPPER1, DAPPER, Frd1, Dact1, AI115603, FRODO, HDPR1, Frodo1, 4921528D17Rik, THYEX3, MTNG3dapper homolog 1, antagonist of beta-catenin (xenopus)NM_001190466.1, NM_021532.4

23 Gene LOC101055739 uncharacterized LOC101055739 XM_003945490.1

26 Gene Daam1 E130308H01, 1700066F09Rik, 2310028E21Rik, mKIAA0666, Daam1, AI503486dishevelled associated activator of morphogenesis 1NM_026102.2, NM_172464.2

31 Gene Gpr135 PAFR, Gpr135 G protein-coupled receptor 135 NM_181752.1

43 Gene L3hypdh 2810055F11Rik, L3hypdhL-3-hydroxyproline dehydratase (trans-) NM_026038.2

43 Gene Jkamp Jamp, Jkamp, AI256468, 1200003C05Rik, 2310047L11RikJNK1/MAPK8-associated membrane protein NM_024205.2, NM_001205067.1

33 Gene Ppm1a 2310003C21Rik, 2900017D14Rik, Ppm1a, AU017636, MPPa-1, MMPa-2, AI427932protein phosphatase 1A, magnesium dependent, alpha isoformNM_008910.3

23 Gene Trmt5 2610027O18Rik, KIAA1393, Trmt5, mKIAA1393TRM5 tRNA methyltransferase 5 NM_029580.3

23 Gene Slc38a6 EG625098, Slc38a6, AW322671solute carrier family 38, member 6 NM_001037717.3

22 Gene Tmem30b9130011B11Rik, Tmem30btransmembrane protein 30B NM_178715.3

22 Gene 2210039B01Rik2210039B01RikRIKEN cDNA 2210039B01 gene NR_044985.1

22 Gene Prkch Pkch, Prkch protein kinase C, eta NM_008856.3

28 Gene Hif1a HIF1alpha, MOP1, Hif1a, bHLHe78, AA959795hypoxia inducible factor 1, alpha subunit NM_010431.2

28 Gene Gm20235Gm20235 predicted gene, 20235 XR_141136.1, XR_141662.1

22 Gene Gm5068 EG277089, Gm5068predicted gene 5068 XM_204772.4, XM_003085822.2

22 Gene Snapc1 2700033G17Rik, AU015787, Snapc1small nuclear RNA activating complex, polypeptide 1NM_178392.4

24 Gene Ppp2r5e Ppp2r5e, AI449017, B56beta, 4633401M22Rikprotein phosphatase 2, regulatory subunit B (B56), epsilon isoformNM_012024.2

26 Gene Sgpp1 Spph1, SPP, Sgpp1, AI463453, SPP1sphingosine-1-phosphate phosphatase 1 NM_030750.3

29 Gene Syne2 Nesp2g, 6820443O06Rik, Syne2, mKIAA1011, NUA, AW546258, D12Ertd777e, MGC96690spectrin repeat containing, nuclear envelope 2 NM_001005510.2

31 Gene Zbtb25 AI842128, Kup, Zbtb25, Zfp-50, 2900064P18Rik, 2810462M08Rik, Zfp50zinc finger and BTB domain containing 25 NM_001172104.1, NM_028356.2

31 Gene Zbtb1 AI256369, C430003J21Rik, 9430077A12, Bsg2, Zbtb1zinc finger and BTB domain containing 1 NM_178744.2
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25 Gene 4930426I24Rik4930426I24Rik, 6720480K08RikRIKEN cDNA 4930426I24 gene XR_106723.1, XR_105498.1

25 Gene Hspa2 Hspa2, Hsp70-2, HSP70A2, MGC58299, HSP70.2, 70kDa, MGC7795heat shock protein 2 NM_001002012.1, NM_008301.4

18 Gene Mir5135 Mir5135, mmu-mir-5135, mu-mir-5135microRNA 5135 NR_039597.1

18 Gene Plekhg3 MGC40768, Plekhg3, BC030417pleckstrin homology domain containing, family G (with RhoGef domain) member 3NM_153804.4

23 Gene Sptb D330027P03Rik, Spnb-1, AI842465, Spnb1, mKIAA4219, KIAA4219, ja, Gm1301, jaundiced, Sptbspectrin beta, erythrocytic NM_013675.3

19 Gene Max bHLHd8, bHLHd7, AI875693, Max, bHLHd4, AA960152, bHLHd6, bHLHd5Max protein NM_008558.2, NM_001146176.1

26 Gene Fut8 Fut8 NM_001252614.1, NM_001252615.1, NM_001252616.1, NM_016893.5, NR_045554.1

36 Gene Gphn C230040D23, BC027112, MGC150066, Gphn, AI662856, MGC38765, GPHRYN, 5730552E08Rik, geph, GPHgephyrin NM_172952.3, NM_145965.2

18 Gene Mpp5 AI255216, AI644496, Mpp5, Pals1, 3830420B02Rikmembrane protein, palmitoylated 5 (MAGUK p55 subfamily member 5)NM_019579.3

24 Gene Tmem229bTmem229b, 9830138K24, 6330442E10Rik, AU019070transmembrane protein 229B NM_178745.4, NM_001170401.1

29 Gene Plekhh1 AV308913, Plekhh1, C77772, mKIAA1200, D630024D12Rikpleckstrin homology domain containing, family H (with MyTH4 domain) member 1NM_181073.3

29 Gene Pigh MGC102258, Pigh, A930028P05Rik, 2210416H01Rikphosphatidylinositol glycan anchor biosynthesis, class HNM_029988.2

31 Gene Vti1b MVti1b, SNARE, GES30, Vti1-rp1, AU015348, Vti1b NM_016800.3

31 Gene Rdh11 AI428145, CGI-82, Rdh11, Ube-1c, 2610319N22Rik, Arsdr1, Psdr1, HCBP12, M42C60, AU045252, UBE-1c1, Mdt1, C85936, SCALDretinol dehydrogenase 11 NM_021557.5

50 Gene Zfp36l1 Brf1, AW742437, D530020L18Rik, ERF1, cMG1, Berg36, TIS11b, Zfp36l1, AW743212zinc finger protein 36, C3H type-like 1 NM_007564.5

50 Gene 2310015A10Rik2310015A10Rik, 5330419I17RikRIKEN cDNA 2310015A10 gene NR_033514.1

30 Gene Actn1 Actn1a, Actn1, 3110023F10Rikactinin, alpha 1 NM_134156.2

26 Gene Dcaf5 Wdr22, AI325023, AI430035, AW124614, BCRG2, BCRP2, AI848110, 9430020B07Rik, Dcaf5DDB1 and CUL4 associated factor 5 NM_177267.4

31 Gene Exd2 4930539P14Rik, C85658, Exdl2, Exd2exonuclease 3'-5' domain containing 2 NM_133798.3

23 Gene 2310002D06Rik2310002D06RikRIKEN cDNA 2310002D06 gene NR_045490.1

23 Gene Galnt16 5730405L21Rik, AI415388, mpp-GalNAc-T16, Galnt16, Galntl1UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 16NM_001081421.1

30 Gene Erh MGC130271, Prei1, Erh, MGC130272, Mer, MGC103398enhancer of rudimentary homolog (Drosophila) NM_007951.3

30 Gene Slc39a9 2610511I23Rik, 2010002A02Rik, Slc39a9, AW209151, 4833420E20Riksolute carrier family 39 (zinc transporter), member 9NM_026244.2

18 Gene 0610009B14Rik0610009B14RikRIKEN cDNA 0610009B14 gene NR_037995.1

18 Gene Plekhd1 3830431G21Rik, Plekhd1pleckstrin homology domain containing, family D (with coiled-coil domains) member 1NM_001177503.1

19 Gene Ccdc177 Ccdc177, Gm1568, MGC91363coiled-coil domain containing 177 NM_001008423.2

35 Gene 4933426M11RikmKIAA0247, 4933426M11RikRIKEN cDNA 4933426M11 gene NM_001242419.1, NM_178682.4

29 Gene Gm20337Gm20337 predicted gene, 20337 NR_045057.1

29 Gene Srsf5 Srsf5, Sfrs5, MGC96781serine/arginine-rich splicing factor 5 NM_001079694.1, NM_009159.2, NM_001079695.1

29 Gene Slc10a1 Ntcp, Slc10a1 solute carrier family 10 (sodium/bile acid cotransporter family), member 1NM_001177561.1, NM_011387.2

23 Gene Smoc1 AI848508, 2600002F22Rik, Smoc1, SRGSPARC related modular calcium binding 1 NM_022316.2, NM_001146217.1

29 Gene Pcnx 3526401J03Rik, Pcnx, 2900024E21Rik, AI413187, Pcnxl1, AF096286, AI327143pecanex homolog (Drosophila) NM_018814.3

24 Gene Sipa1l1 4931426N11Rik, AW213287, Sipa1l1, mKIAA0440, Sparsignal-induced proliferation-associated 1 like 1 NM_172579.3, NM_001167983.1

27 Gene Dpf3 Dpf3, 6530402L11Rik, CERD4, 2810403B03Rik, cer-d4, C78788D4, zinc and double PHD fingers, family 3 NM_001267625.1, NM_001267626.1, NM_058212.2

22 Gene Zfyve1 G630053K23, DFCP1, Zfyve1, TAFF1, mKIAA1589, ZNFN2A1zinc finger, FYVE domain containing 1 NM_183154.3

27 Gene Rbm25 AL023075, AU043498, Rbm25, 2610015J01Rik, A130095G20Rik, AI159652, 2600011C06Rik, RNPC7RNA binding motif protein 25 NM_027349.3

27 Gene Psen1 PS-1, Psen1, S182, PS1, Ad3hpresenilin 1 NM_008943.2

47 Gene LOC101055670 HEAT repeat-containing protein 4-like XM_003945496.1

47 Gene LOC101055814 uncharacterized LOC101055814 XM_003945491.1

47 Gene 2410016O06RikMAPJD, NO66, 2410016O06RikRIKEN cDNA 2410016O06 gene NM_023633.3

32 Gene Acot2 AA571646, Acot2, MTE-I, Mte1acyl-CoA thioesterase 2 NM_134188.3

16 Gene Acot6 Acot6, A330054B07, BE688602, 4632408A20Rikacyl-CoA thioesterase 6 NM_172580.1

28 Gene Elmsan1 Elmsan1, 9430029N19Rik, Gm260, C130039O16RikELM2 and Myb/SANT-like domain containing 1 NM_001163501.1, NM_001163502.1

28 Gene Gm19327Gm19327 predicted gene, 19327 XR_141138.1

37 Gene Fam161b9330169D17, 9830169C18Rik, Fam161bfamily with sequence similarity 161, member B NM_172581.2

37 Gene Coq6 Coq6, 5930427M12Rik, AW742344coenzyme Q6 homolog (yeast) NM_172582.3

21 Gene Entpd5 mNTPase, NTPDase5, NTPDase-5, AI196558, Entpd5, ER-UDPase, Cd39l4, AI987697, Pcphectonucleoside triphosphate diphosphohydrolase 5 NM_007647.2, NM_001026214.1
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21 Gene Ccdc176 2900006K08Rik, AI427784, Ccdc176coiled-coil domain containing 176 NM_028377.3

21 Gene Rnf113a2MGC144613, 2310020H19Rik, AI426758, Rnf113a, Rnf113a2ring finger protein 113A2 NM_025525.2

20 Gene Syndig1l DSPC1, Gm261, Tmem90a, Syndig1lsynapse differentiation inducing 1 like NM_001033334.2

23 Gene Ltbp2 MGC144212, Ltbp2, AW208642latent transforming growth factor beta binding protein 2NM_013589.3

23 Gene D030025P21RikD030025P21RikRIKEN cDNA D030025P21 gene NR_028577.1

28 Gene Ylpm1 A930013E17Rik, AI851834, Zap3, ZAP, Ylpm1YLP motif containing 1 NM_178363.3

33 Gene Prox2 1700058C01Rik, Prox2prospero homeobox 2 NM_175198.4

33 Gene Dlst DLTS, 4930529O08Rik, 4632413C10Rik, 1600017E01Rik, Dlstdihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex)NM_030225.4

21 Gene Nek9 C130021H08Rik, Nek9NIMA (never in mitosis gene a)-related expressed kinase 9NM_145138.2

21 Gene Tmed10 p24delta1, Tmp21, MGC102351, Tmed10, p23, 1110014C03Riktransmembrane emp24-like trafficking protein 10 (yeast)NM_026775.4

17 Gene Fos cFos, D12Rfj1, Fos, c-fosFBJ osteosarcoma oncogene NM_010234.2

21 Gene LOC101055678 uncharacterized LOC101055678 XM_003945497.1

21 Gene Jdp2 Jundp2, TIF, Jdp2, Jundm2Jun dimerization protein 2 NM_030887.2, NM_001205052.1, NM_001205053.1

18 Gene Mfsd7c MGC19050, Flvcr2, CCT, Mfsd7cmajor facilitator superfamily domain containing 7C NM_145447.2

26 Gene Vash1 G630009D10Rik, AI834978, D930046M13Rik, Vash1vasohibin 1 NM_177354.4

48 Gene Irf2bpl Irf2bpl, Eap1, 6430527G18Rikinterferon regulatory factor 2 binding protein-like NM_145836.2

33 Gene Pomt2 A830009D15Rik, Pomt2, AW046274protein-O-mannosyltransferase 2 NM_153415.3

33 Gene Gstz1 Gstz1, MAAI glutathione transferase zeta 1 (maleylacetoacetate isomerase)NM_001252555.1, NM_001252556.1, NM_010363.4

29 Gene Tmed8 Mem1, AI447224, 6430595O10Rik, Tmed8, Gm1184transmembrane emp24 domain containing 8 NM_001033475.3

29 Gene Samd15 Gm263, Samd15sterile alpha motif domain containing 15 XM_907143.3, XM_138106.7

18 Gene Ism2 Ism2, Thsd3, Gm264isthmin 2 homolog (zebrafish) XM_138107.7, XM_907185.2

24 Gene Sptlc2 mKIAA0526, LCB2, AI173915, Sptlc2serine palmitoyltransferase, long chain base subunit 2NM_011479.3

28 Gene Alkbh1 Abh, 2700073G19Rik, Alkbh, hABH, alkB, Alkbh1alkB, alkylation repair homolog 1 (E. coli) NM_001102565.1

28 Gene Mir3068 mmu-mir-3068, Mir3068microRNA 3068 NR_037228.1

28 Gene Nrp neural regeneration protein NM_001013372.2

28 Gene Slirp 1810035L17Rik, SLIRP, SlirpSRA stem-loop interacting RNA binding protein NM_026958.3

28 Gene Snw1 SKIP, Snw1, 2310008B08Rik, MGC55033, NCoA-62, AW048543, SkiipSNW domain containing 1 NM_025507.2

27 Gene Cep128 E230024F20, Cep128, AI449708, 4930534B04Rik, AI480494, 5430424K18Rikcentrosomal protein 128 NM_181815.3

33 Gene Gtf2a1 Gtf2a1, Tfiia1, AW060250, 6330549H03Rik, AA959775, TfIIAa/b, AA536742general transcription factor II A, 1 NM_175335.3, NM_031391.2

33 Gene Ston2 Ston2, AI425999, 4933401N24Rik, AW544599stonin 2 NM_175367.6

31 Gene Flrt2 KIAA0405, Flrt2fibronectin leucine rich transmembrane protein 2 NM_201518.4

33 Gene Galc twitcher, Gacy, AW212969, Galc, AW413532, 2310068B06Rik, twi, A930008M05Rikgalactosylceramidase NM_008079.3

33 Gene Gpr65 Dig1, Gpr65, TDAG8, Gpcr25G-protein coupled receptor 65 NM_008152.2

18 Gene Kcnk10 3010005K24Rik, 1700024D23Rik, Kcnk10, Trek2potassium channel, subfamily K, member 10 NM_029911.4

23 Gene Ptpn21 Ptpn21, PTPD1, PTPRL10, MGC107492protein tyrosine phosphatase, non-receptor type 21 NM_011877.2, NM_001146199.1

23 Gene Zc3h14 1700016A15Rik, 2700069A02Rik, Zc3h14, AU014748, 1010001P15Rikzinc finger CCCH type containing 14 NM_029334.2, NM_001008506.2, NM_001160107.1, NM_001160108.1, NR_027648.1

19 Gene Eml5 C130068M19Rik, BC027154, Eml5echinoderm microtubule associated protein like 5 NM_001081191.1

32 Gene Foxn3 HTLFL1, Ches1l, MGC36260, AA589593, AW556347, 5430426H20Rik, Foxn3, MGC107530, Ches1forkhead box N3 NM_183186.2

17 Gene 1700064M15Rik1700064M15RikRIKEN cDNA 1700064M15 gene NR_045288.1

23 Gene Efcab11 2610021K21Rik, 2610110A13Rik, Efcab11EF-hand calcium binding domain 11 NM_030172.2

24 Gene Tdp1 SCAN1, E430034L06Rik, Tdp1, AI838772, 2810481F14Rik, MLZ-501, AW493413, 4921509N21Riktyrosyl-DNA phosphodiesterase 1 NM_028354.4

24 Gene Kcnk13 MGC31053, Gm1685, Kcnk13, BB085247, Gm1570, F730021E22Rikpotassium channel, subfamily K, member 13 NM_146037.2, NM_001164426.1, NM_001164427.1

27 Gene Psmc1 Psmc1, S4, P26s4, AI325227protease (prosome, macropain) 26S subunit, ATPase 1NM_008947.3

51 Gene Gm10433Gm10433, ENSMUSG00000072884predicted gene 10433 NR_045282.1

51 Gene Calm1 Calm3, AI327027, CaM, AL024000, AI256814, Calm, AI461935, Calm1, Calm2calmodulin 1 NM_009790.4

30 Gene Rps6ka5 RLPK, MSPK1, 3110005L17Rik, 6330404E13Rik, Rps6ka5, MGC28385, MSK1, AI854034ribosomal protein S6 kinase, polypeptide 5 NM_153587.2

33 Gene Ccdc88c Ccdc88c, AV000935, Daple, mKIAA1509, 0610010D24Rik, AW324073coiled-coil domain containing 88C NM_026681.4
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33 Gene Mir1190 Mirn1190, mmu-mir-1190, Mir1190microRNA 1190 NR_035421.1

42 Gene Smek1 Smek1, 1110034C04Rik, BC064465, mKIAA2010SMEK homolog 1, suppressor of mek1 (Dictyostelium)NM_211355.2, NM_001160214.1

42 Gene D130020L05Rik9430007L23Rik, D130020L05RikRIKEN cDNA D130020L05 gene NR_038047.1, NR_038048.1, NR_038049.1, NR_038050.1

26 Gene Trip11 2610511G22Rik, TRIP230, MGC189992, 3110031G15Rik, 6030460N08Rik, AI450776, Trip11, GMAP-210thyroid hormone receptor interactor 11 NM_028446.1

26 Gene Gm20036Gm20036 predicted gene, 20036 XR_106735.1, XR_106464.1

26 Gene Atxn3 AI647473, MJD1, ATX3, AI463012, Sca3, Mjd, Atxn3, ataxin-3, 2210008M02Rikataxin 3 NM_029705.3, NM_001167914.1

23 Gene Rin3 C86933, Rin3, 6430500K07Ras and Rab interactor 3 NM_177620.4, NM_001161365.1

21 Gene Itpk1 BC031182, Itpk1inositol 1,3,4-triphosphate 5/6 kinase NM_172584.3

28 Gene Gm20604MGC25937, AK010878-Moap1, Gm20604, MGC60472predicted gene 20604 NM_001142939.1

28 Gene AK010878MGC25937, MGC60472, AK010878cDNA sequence AK010878 NM_001142938.1

28 Gene Ubr7 5730410I19Rik, AA589405, Ubr7, AW557761ubiquitin protein ligase E3 component n-recognin 7 (putative)NM_025666.2

23 Gene Btbd7 Btbd7, mKIAA1525, MGC49574, FUP1, E130118E17Rik, 8030448M07, 5730507E09RikBTB (POZ) domain containing 7 NM_172806.2

19 Gene Unc79 9030205A07Rik, Mlca3, Unc79, KIAA1409, Kiaa1409unc-79 homolog (C. elegans) NM_001081017.2

24 Gene Ddx24 1700055J08Rik, 2510027P10Rik, AI649272, Ddx24DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 NM_020494.3, NM_001159502.1

24 Gene Ifi27l1 1110013J02Rik, Ifi27l1, MGC149996, 2900026P10Rik, D12Ertd647e, ISG12ainterferon, alpha-inducible protein 27 like 1 NM_194066.2, NM_194068.2, NM_026790.2, NM_194067.2, NM_194069.2

22 Gene Gsc Gsc NM_010351.1

22 Gene Gm10000Gm10000, ENSMUSG00000056606predicted gene 10000 XR_141122.1, XR_141687.1

28 Gene Dicer1 D12Ertd7e, Dicer1, mKIAA0928, 1110006F08Rikdicer 1, ribonuclease type III NM_148948.2

20 Gene D430019H16RikAI852661, D430019H16RikRIKEN cDNA D430019H16 gene NM_001252508.1

35 Gene Atg2b AI047755, C630028L02Rik, AI503411, 2410024A21Rik, AW558123, Atg2b, C030004M05Rik, mKIAA4067, KIAA4067autophagy related 2B NM_029654.4

35 Gene Gskip 4933433P14Rik, FLJ20789, GskipGSK3B interacting protein NM_178613.3

25 Gene Ak7 Ak7, 4930502N02Rikadenylate kinase 7 NM_030187.1

25 Gene Papola Plap, Pap, Papola, PapIIIpoly (A) polymerase alpha NM_011112.3

16 Gene Bcl11b Ctip2, B630002E05Rik, AI604821, Bcl11b, Rit1, BCL-11B, 9130430L19RikB cell leukemia/lymphoma 11B NM_021399.2, NM_001079883.1

16 Gene Gm19576Gm19576 predicted gene, 19576 XR_106743.1, XR_106474.1

22 Gene Setd3 D12Ertd771e, 2610102I01Rik, 2610305M23Rik, Setd3, 6030490B17RikSET domain containing 3 NM_028262.3

22 Gene Ccnk CPR4, CycK, AW413594, AW123198, Ccnkcyclin K NM_009832.2

47 Gene Ccdc85c EG668158, Ccdc85c, Gm9010, Gm265coiled-coil domain containing 85C NM_001159910.1

29 Gene Eml1 A930030P13Rik, ELP79, AI847476, EMAPL, EMAP, Eml1, 1110008N23Rik, AA171013, AI853955, MGC158992echinoderm microtubule associated protein like 1 NM_001043335.1, NM_001043336.1

24 Gene Gm16596Gm16596 predicted gene, 16596 NR_045751.1, NR_045752.1, NR_045753.1

24 Gene Evl Evl, AI528774 Ena-vasodilator stimulated phosphoprotein NM_001163394.1, NM_007965.3, NM_001163395.1, NM_001163396.2

37 Gene Yy1 Yy1, NF-E1, AW488674YY1 transcription factor NM_009537.3

31 Gene Slc25a29C030003J19Rik, CACL, Slc25a29, mCACLsolute carrier family 25 (mitochondrial carrier, palmitoylcarnitine transporter), member 29NM_181328.3

31 Gene Mir345 mmu-mir-345, Mirn345, Mir345microRNA 345 NR_029773.1

19 Gene Wdr25 B930090D16Rik, Wdr25WD repeat domain 25 NM_177602.3

19 Gene Begain Gm897, BM948371, Begainbrain-enriched guanylate kinase-associated NM_001163175.1

21 Gene Dlk1 DlkI, Dlk1, Peg9, FA1, ZOG, pref-1, AW742678, Ly107, pG2, SCP1delta-like 1 homolog (Drosophila) NM_001190703.1, NM_001190704.1, NM_001190705.1, NM_010052.5, NR_033813.1

35 Gene Ppp2r5c Ppp2r5c, C85228, D12Bwg0916e, AW545884, 2700063L20Rik, AI060890, mKIAA0044, 2610043M05Rikprotein phosphatase 2, regulatory subunit B (B56), gamma isoformNM_001081457.1, NM_012023.2, NM_001081458.1, NM_001135001.1

41 Gene 9430024F10Rik9430024F10Rik, B930059L03RikRIKEN cDNA 9430024F10 gene XR_168502.1

41 Gene B930059L03RikB930059L03RikRIKEN cDNA B930059L03 gene NR_033340.1

41 Gene Dync1h1P22, DHC1a, AI894280, MAP1C, 9930018I23Rik, Dnchc1, Loa, DHC1, mKIAA0325, Dnec1, DNCL, Swl, Dync1h1, Dnecldynein cytoplasmic 1 heavy chain 1 NM_030238.2

34 Gene Hsp90aa1Hsp90, Hsp90aa1, Hspca, 89kDa, 86kDa, AL024080, Hsp89, Hsp86-1, hsp4, AL024147heat shock protein 90, alpha (cytosolic), class A member 1NM_010480.5

24 Gene Stk30 Rage, MOK, MGC46883, Stk30, MGC107277, RAGE1serine/threonine kinase 30 NM_011973.2

24 Gene Zfp839 2810455K09Rik, Zfp839zinc finger protein 839 NM_028365.2, NM_001199785.1

24 Gene Mpc1-psBrp44l-ps, Gm3452, Mpc1-psmitochondrial pyruvate carrier 1, pseudogene

24 Gene Tecpr2 mKIAA0297, 4930573I19Rik, Tecpr2, AI604920tectonin beta-propeller repeat containing 2 NM_001081057.2

24 Gene Ankrd9 2500003O20Rik, Ankrd9ankyrin repeat domain 9 NM_175207.4
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27 Gene Rcor1 D12Wsu95e, 5730409O11, mKIAA0071, 6720480E22Rik, AU042633, Rcor1REST corepressor 1 NM_198023.2

22 Gene Traf3 CD40bp, amn, Traf3, CRAF1, AI528849, CAP-1, LAP1, T-BAMTNF receptor-associated factor 3 NM_001048206.1, NM_011632.2

22 Gene Amn 5033428N14Rik, AV002116, Amnamnionless NM_033603.2

22 Gene A230087F16RikA230087F16Rik, KIAA1124RIKEN cDNA A230087F16 gene XR_106750.1, XR_106483.1

47 Gene Cdc42bpbCdc42bpb, MRCKb NM_183016.2

27 Gene Gm266 Gm266 predicted gene 266 NM_001033248.3

43 Gene Eif5 2810011H21Rik, MGC36374, Eif5, MGC36509, D12Ertd549eeukaryotic translation initiation factor 5 NM_178041.2, NM_173363.5

43 Gene Snora28 MBI-13, Snora28small nucleolar RNA, H/ACA box 28 NR_033168.1

41 Gene 2810029C07RikAU017849, 2810029C07RikRIKEN cDNA 2810029C07 gene NR_045295.1

41 Gene Mark3 A430080F22Rik, Mark3, MPK10, ETK-1, Emk2, KIAA4230, C-TAK1, ETK1, 1600015G02RikMAP/microtubule affinity-regulating kinase 3 NM_021516.4, NM_022801.4

65 Gene Ckb Ckbb, Ckb, Bck, Ck-3, B-CK, Ck3creatine kinase, brain NM_021273.4

65 Gene Trmt61a Trmt61a, Trm61, AI606093, 6720458F09Rik, Gcd14tRNA methyltransferase 61A NM_177374.4, NM_001099792.1, NM_001099793.1

26 Gene Apopt1 1700081D05Rik, 2810002N01Rik, Apop-1, Apop1, Apopt1apoptogenic, mitochondrial 1 NM_026511.2, NM_001163388.1

33 Gene Klc1 Kns2, AI874768, Klc1kinesin light chain 1 NM_001025360.2, NM_008450.2, NM_001081959.1

33 Gene Xrcc3 4432412E01Rik, AW537713, Xrcc3, AI182522X-ray repair complementing defective repair in Chinese hamster cells 3NM_028875.2

33 Gene Zfyve21 C85416, 1110013H04Rik, AW558780, Zfyve21zinc finger, FYVE domain containing 21 NM_026752.4

28 Gene Ppp1r13bASPP1, p85, AI449786, Tp53bp2, Trp53bp2, AW545810, Ppp1r13bprotein phosphatase 1, regulatory (inhibitor) subunit 13BNM_011625.1

30 Gene Kif26a mKIAA1236, KIAA1236, Kif26akinesin family member 26A NM_001097621.1

17 Gene Inf2 2610204M08Rik, Inf2, EG629699, MGC107363, AA589465, AW125550, MGC143802, MGC143801inverted formin, FH2 and WH2 domain containing NM_198411.2

33 Gene Adssl1 AI528595, Adssl1, Adss, Adss1adenylosuccinate synthetase like 1 NM_007421.2

33 Gene Siva1 Siva, Siva1, CD27bpSIVA1, apoptosis-inducing factor NM_013929.2, NM_001161737.1

33 Gene Akt1 PKB/Akt, Rac, Akt, Akt1, PKB, PKBalphathymoma viral proto-oncogene 1 NM_009652.3, NM_001165894.1

28 Gene Zbtb42 simiRP58, Zbtb42, EG382639, Gm5188zinc finger and BTB domain containing 42 NM_001100460.1

22 Gene Cep170bAW555464, Kiaa0284, mKIAA0284, AI466840, Cep170bcentrosomal protein 170B NM_001024602.3

30 Gene LOC101055828 protein AHNAK2-like XM_003945498.1, XM_003945924.1

30 Gene BC022687BC022687, C130001I08Rik, AW050009, Flj20080cDNA sequence BC022687 NM_145450.3

36 Gene Cdca4 SEI-3, Cdca4, 2410018C03Rik, HEPPcell division cycle associated 4 NM_028023.3

24 Gene Jag2 sm, Serh, Jag2, D12Ggc2e, mJagged2-1jagged 2 NM_010588.2

24 Gene Nudt14 1110030M18Rik, Nudt14nudix (nucleoside diphosphate linked moiety X)-type motif 14NM_025399.3

28 Gene Brf1 Brf1, mTFIIIB90, TAFIII90, 2510002F24Rik, GTF3B, TAF3C, TFIIIB90BRF1 homolog, subunit of RNA polymerase III transcription initiation factor IIIB (S. cerevisiae)NM_028193.3

27 Gene Btbd6 Btbd6 BTB (POZ) domain containing 6 NM_201646.2, NM_001145900.1

29 Gene Pacs2 Pacs2, AW489976, mKIAA0602, AW208651, Pacs1l, E230011J22, 6720425G15Rikphosphofurin acidic cluster sorting protein 2 NM_001081170.1

25 Gene Mta1 Mta1, MGC118456metastasis associated 1 NM_054081.2

25 Gene Crip2 Crip2, ESP1, C77570, AW743261, CRP2, Hlp, 0610010I23Rik, CRP4, Crpcysteine rich protein 2 NM_024223.2

27 Gene Tmem121Hole, Tmem121, 2410008J05Riktransmembrane protein 121 NM_153776.2

25 Gene Zfp386 Zfp386, KIAA4205, mKIAA4205, Kzf1zinc finger protein 386 (Kruppel-like) NM_019565.3, NM_001004066.2

19 Gene Cdca7l MGC11998, Cdca7l, JPO2, BC006933cell division cycle associated 7 like NM_146040.1

19 Gene Sp4 5730497N03Rik, Sp4, HF-1b, HF1-btrans-acting transcription factor 4 NM_009239.3, NM_001166385.1

18 Gene Sp8 Sp8, D930049B17Rik, MGC105193, mBtdtrans-acting transcription factor 8 NM_177082.4

21 Gene Gdi2 GDIB, Gdi3, GDI-B, Gdi2guanosine diphosphate (GDP) dissociation inhibitor 2NM_008112.4

38 Gene BC016423MGC25933, AI645998, mKIAA2006, BC016423, Kiaa2006, KIAA2006, Pap20, Fam208bcDNA sequence BC016423 NM_134063.3

23 Gene Gtpbp4 Nog1, Crfg, 2610028C09Rik, Gtpbp4, NGB, Gtpbp3GTP binding protein 4 NM_027000.4

25 Gene Larp4b A630096F19, MGC78318, AI256361, Larp4b, Larp5, D13Wsu64eLa ribonucleoprotein domain family, member 4B NM_172585.2

32 Gene Zmynd11BS69, Zmynd11, 2210402G22Rikzinc finger, MYND domain containing 11 NM_144516.3, NM_001199141.1

19 Gene Mtr MS, Mtr, AI894170, D830038K18Rik5-methyltetrahydrofolate-homocysteine methyltransferaseNM_001081128.3

19 Gene Gm2444 Gm2444 predicted gene 2444 XM_003085847.1, XM_001473616.2

25 Gene Lyst Lyst, bg, D13Sfk13, beigelysosomal trafficking regulator NM_010748.2
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21 Gene Hecw1 Nedl1, Hecw1, 9330116H24Rik, AV273951, E130207I19RikHECT, C2 and WW domain containing E3 ubiquitin protein ligase 1NM_001081348.3

23 Gene Mrpl32 Mrpl32, 0610033O15Rikmitochondrial ribosomal protein L32 NM_029271.2

23 Gene Psma2 Lmpc3, Psma2 proteasome (prosome, macropain) subunit, alpha type 2NM_008944.2

24 Gene Gli3 GLI3FL, AI854843, Gli3, Xt, add, Pdn, Bph, AU023367, GLI3-190GLI-Kruppel family member GLI3 NM_008130.2

22 Gene Inhba Inhba NM_008380.1

33 Gene Cdk13 2310015O17Rik, Cdk13, Cdc2l5cyclin-dependent kinase 13 NM_001081058.2, NM_027118.1

23 Gene Stard3nl Stard3nl, AW124774, MENTHO, 0610035N01Rik, 6530409L22RikSTARD3 N-terminal like NM_024270.2

17 Gene Epdr1 Ucc1, AU040950, Epdr2, MERP2, Epdm2, MERP-2, Epdr1, MERP-1, AV006210ependymin related protein 1 (zebrafish) NM_134065.4

17 Gene Sfrp4 Sfrp4 NM_016687.3

31 Gene Elmo1 6330578D22Rik, CED-12, AI173001, C230095H21Rik, mKIAA0281, KIAA0281, Elmo1NM_080288.2, NR_038122.1

40 Gene Trim27 Rfp, AW538890, Trim27, Gm19403tripartite motif-containing 27 NM_009054.3

28 Gene Zkscan8 D430019P06Rik, Zkscan8, Zfp192, LD5-1, 2510038J07Rikzinc finger with KRAB and SCAN domains 8 NM_001251833.1, NM_001251834.1, NM_139141.4

28 Gene Olfr1366MOR130-2, Olfr1366olfactory receptor 1366 NM_146283.2

19 Gene Hist1h1bH1B, H1s-3, H1f5, H1.5, Hist1h1bhistone cluster 1, H1b NM_020034.1

19 Gene Hist1h3i Hist1h3i, Hist1h3a, H3-H, Hist1h3h, Hist1h3g, MGC144390histone cluster 1, H3i NM_178207.2

19 Gene Hist1h2anHist1h2an, Hist1h2ai, Hist1h2ae, Hist1h2ag, Hist1h2ab, Hist1h2ao, Hist1h2ad, Hist1h2acNM_178184.1

19 Gene Hist1h2bpHist1h2bp histone cluster 1, H2bp NM_178202.2

34 Gene Lrrc16a 1110037D04Rik, Lrrc16a, CARMIL, AI425970, Lrrc16, D130057M20leucine rich repeat containing 16A NM_026825.3

31 Gene BC0055378030460C05Rik, BC005537, C78201, MGC7474cDNA sequence BC005537 NM_024473.3

36 Gene Acot13 Them2, Acot13, 0610006O17Rikacyl-CoA thioesterase 13 NM_025790.2

36 Gene Tdp2 Tdp2, Ttrap, D13Ertd656e NM_019551.2

45 Gene Sox4 AA682046, Sox-4, Sox4SRY-box containing gene 4 NM_009238.2

37 Gene E2f3 E2f3, E2F3b, E2f3a, mKIAA0075E2F transcription factor 3 NM_010093.3

25 Gene Mboat1 LPEAT1, Moact1, BC023845, Mboat1, Oact1, MGC38410, 9130215M02Rikmembrane bound O-acyltransferase domain containing 1NM_153546.4

29 Gene Uqcrfs1 Uqcrfs1, AI875505, 4430402G14Rikubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1NM_025710.2

21 Gene Foxq1 sa, Hfh1, Foxq1, Hfh1l, HFH-1forkhead box Q1 NM_008239.4

21 Gene 1700018A04Rik4930551G20Rik, 4933439J11Rik, 1700018A04RikRIKEN cDNA 1700018A04 gene NR_029439.1

21 Gene Foxf2 Fkh20, FREAC2, Foxf2, LUNforkhead box F2 NM_010225.2

24 Gene Foxc1 Mf1, Foxc1, FREAC3, ch, Mf4, fkh-1, Fkh1, frkhdaforkhead box C1 NM_008592.2

24 Gene 4930548F15Rik4930548F15RikRIKEN cDNA 4930548F15 gene XM_003945503.1, XM_003945927.1

21 Gene Serpinb6aSerpinb6, Spi3, AI876477, 4930482L21Rik, Serpinb6a, ovalbumin, D330015H01Rikserine (or cysteine) peptidase inhibitor, clade B, member 6aNM_009254.3, NM_001164117.1, NM_001164118.1, NM_001243192.1

21 Gene 1110046J04Rik1110046J04RikRIKEN cDNA 1110046J04 gene NR_040707.1

22 Gene Bphl Bphl, AI115341, 2010012D11Rik, 5730533B08Rikbiphenyl hydrolase-like (serine hydrolase, breast epithelial mucin-associated antigen)NM_026512.1

22 Gene Tubb2a Tubb2, M(beta)2, Tubb2atubulin, beta 2A class IIA NM_009450.2

22 Gene 4930447K03Rik4930447K03RikRIKEN cDNA 4930447K03 gene NR_046184.1

28 Gene Pxdc1 Pxdc1, 1300014I06RikPX domain containing 1 NM_025831.3

28 Gene LOC101056149 uncharacterized LOC101056149 XR_168717.1, XR_168506.1

48 Gene Prpf4b MGC5960, Prp4, 2610037H07, Prpk, Prpf4b, cbp143, Prp4kPRP4 pre-mRNA processing factor 4 homolog B (yeast)NM_013830.2

32 Gene Cdyl Cdyl, AI325931chromodomain protein, Y chromosome-like NM_009881.3, NM_001123386.1

40 Gene Lyrm4 MGC38622, BC034664, Gm903, Lyrm4LYR motif containing 4 NM_201358.2

40 Gene Fars2 Fars1, Fars2, 2810431B21Rik, 6720478K01Rikphenylalanine-tRNA synthetase 2 (mitochondrial) NM_024274.2, NM_001039189.1

30 Gene Rreb1 1110037N09Rik, AA414966, B930013M22Rik, Rreb1ras responsive element binding protein 1 NM_001039188.1, NM_026830.2, NR_033218.1, NM_001177868.1, NM_001177869.1, NR_033615.1

28 Gene Ssr1 SSR, 2510001K09Rik, AI159733, AI452176, Ssr1, 6330400D04, TRAPAsignal sequence receptor, alpha NM_025965.3

20 Gene Cage1 4933427I01Rik, MGC100323, Cage1, Ctag3cancer antigen 1 NM_027724.2

20 Gene Riok1 MGC7300, 5430416A05Rik, 3110046C13Rik, AL033302, Riok1, Ad034RIO kinase 1 (yeast) NM_024242.3

22 Gene Dsp 2300002E22Rik, AW109828, AA407888, Dsp, AA407887, DP, 5730453H04Rikdesmoplakin NM_023842.2

25 Gene Bmp6 Vgr1, Bmp6, D13Wsu115ebone morphogenetic protein 6 NM_007556.2
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26 Gene Txndc5 ERp46, AL022641, Txndc5, PC-TRPthioredoxin domain containing 5 NM_145367.3

37 Gene Eef1e1 Eef1e1, 1110003A02Rikeukaryotic translation elongation factor 1 epsilon 1 NM_025380.2

18 Gene Slc35b3 Slc35b3, AI428480, 4921526O06Rik, CGI-19, PABST2, PAPST2solute carrier family 35, member B3 NM_134060.4, NM_001170430.1, NM_001170431.1

20 Gene Tfap2a Ap2, Tfap2a, AP-2, Tcfap2a, Ap2tf, AP2alphatranscription factor AP-2, alpha NM_011547.3, NM_001122948.1

19 Gene Pak1ip1 PIP1, Pak1ip1, MGC151106, AI314040, AW556169, 5830431I15Rik, AA419825, Gdpd1, 5930415H02Rik, MGC151108PAK1 interacting protein 1 NM_026550.3

19 Gene Tmem14c1110021D01Rik, HSPC194, AU020193, Tmem14ctransmembrane protein 14C NM_025387.3

19 Gene Mak Mak, A930010O05Rikmale germ cell-associated kinase NM_008547.2, NM_001145802.1, NM_001145803.1

25 Gene Elovl2 Ssc2, Elovl2, AI317360elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 2NM_019423.2

25 Gene Hivep1 Hivep1, Cryabp1human immunodeficiency virus type I enhancer binding protein 1NM_007772.2

33 Gene Gfod1 9630032O13, AI850995, Gfod1glucose-fructose oxidoreductase domain containing 1NM_001033399.4

28 Gene Sirt5 0610012J09Rik, 1500032M05Rik, AV001953, Sirt5sirtuin 5 (silent mating type information regulation 2 homolog) 5 (S. cerevisiae)NM_178848.3

28 Gene Nol7 NOP27, Nol7, RARG-1, 2210008F15Rik, 5730556I21Riknucleolar protein 7 NM_023554.2

28 Gene Ranbp9 RanBPM, Ibap1, IBAP-1, Ranbp9RAN binding protein 9 NM_019930.2

38 Gene Dtnbp1 Dtnbp1, AW048963, sdy, dysbindin, 5430437B18Rik, Bloc1s8dystrobrevin binding protein 1 NM_025772.4

31 Gene Mylip Mylip, 9430057C20Rik, MGC11702, Mirmyosin regulatory light chain interacting protein NM_153789.3

31 Gene Atxn1 Ataxin-1, Sca1, Atx1, Atxn1, C85907, ENSMUSG00000074917, Gm10786, 2900016G23Rikataxin 1 NM_001199305.1, NM_009124.6, NM_001199304.1

31 Gene 5033430I15Rik5033430I15RikRIKEN cDNA 5033430I15 gene XR_141159.1

20 Gene C78339 C78339 expressed sequence C78339 NM_001033192.2

40 Gene Nup153 C88147, Nup153, B130015D15Riknucleoporin 153 NM_175749.2

30 Gene Kif13a Kif13a, KIAA4109, 4930505I07Rik, mKIAA4109kinesin family member 13A NM_010617.2

32 Gene Tpmt AW106912, Tpmtthiopurine methyltransferase NM_016785.2

32 Gene Kdm1b MGC38211, 4632428N09Rik, AI482520, Aof1, Kdm1blysine (K)-specific demethylase 1B NM_172262.3

24 Gene A330033J07RikA330033J07RikRIKEN cDNA A330033J07 gene XR_105535.1

21 Gene Id4 bHLHb27, Idb4, Id4inhibitor of DNA binding 4 NM_031166.2

21 Gene A330048O09RikA330048O09RikRIKEN cDNA A330048O09 gene NR_045162.1

36 Gene Fam120aOssa, Fam120a, KIAA0183, C9orf10 NM_001033268.2

36 Gene Fam120aosFam120aos, C030044B11Rikfamily with sequence similarity 120A opposite strandNR_015601.1

23 Gene 1110007C09RikBincard, AI851695, 1110007C09RikRIKEN cDNA 1110007C09 gene NM_026738.2

17 Gene Bicd2 KIAA0699, Bicd2, mKIAA0699, AA408834, 1110005D12Rik, 0610027D24Rikbicaudal D homolog 2 (Drosophila) NM_001039179.1, NM_029791.3, NM_001039180.1

26 Gene Ippk InsP6, Ippk, 1810043M15Rikinositol 1,3,4,5,6-pentakisphosphate 2-kinase NM_199056.2

26 Gene Cenpp 1700022C02Rik, 4921518G09Rik, Cenppcentromere protein P NM_025495.3

26 Gene Nol8 5730412B09Rik, Nol8, 4921532D18Rik, D13Ertd548enucleolar protein 8 NM_001081350.1

34 Gene Fbxw17 Fbxw17, 1110064L07Rik, C85886F-box and WD-40 domain protein 17 NM_175401.3

25 Gene 9430083A17Rik9430083A17RikRIKEN cDNA 9430083A17 gene NR_029463.1

25 Gene Spin1 Spin, MGC27756, Spin1, AA673430, AA553322spindlin 1 NM_011462.2, NM_146043.3

26 Gene Cks2 CKSHS2, Cks2, 1110038L14RikCDC28 protein kinase regulatory subunit 2 NM_025415.3

26 Gene Secisbp2SBP2, 2210413N07Rik, Secisbp2, 2810012K13RikSECIS binding protein 2 NM_029279.1

27 Gene Gadd45gC86281, DDIT2, CR6, AI327420, OIG37, Gadd45ggrowth arrest and DNA-damage-inducible 45 gammaNM_011817.2

27 Gene Auh C77140, Auh, W91705AU RNA binding protein/enoyl-coenzyme A hydrataseNM_016709.2

26 Gene Nfil3 AV225605, Nfil3, E4BP4nuclear factor, interleukin 3, regulated NM_017373.3

41 Gene Ror2 Ror2, mRor2, Ntrkr2receptor tyrosine kinase-like orphan receptor 2 NM_013846.3

21 Gene Msx2 Hox8.1, Msx2, Hox8, BB122635, Hox-8homeobox, msh-like 2 NM_013601.2

37 Gene Thoc3 2410044K02Rik, Thoc3, AL033344THO complex 3 NM_028597.3

31 Gene Gm2830 Gm16247, Gm2830, OTTMUSG00000032655predicted gene 2830

31 Gene Simc1 Simc1, 4732471D19RikSUMO-interacting motifs containing 1 NM_176987.4

36 Gene 4833439L19RikC81457, 4930558H15Rik, Kiaa1191, 4833439L19Rik, P33monoxRIKEN cDNA 4833439L19 gene NM_001252645.1, NM_001252646.1, NM_001252647.1, NM_001252648.1, NM_133797.4

36 Gene Arl10 Arl10a, MGC144317, Arm1, Arl10ADP-ribosylation factor-like 10 NM_019968.2
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36 Gene Nop16 AA409471, D13Wsu177e, Nop16NOP16 nucleolar protein NM_178605.4

30 Gene Cltb 2310046E19Rik, Cltbclathrin, light polypeptide (Lcb) NM_028870.3

41 Gene Rnf44 Rnf44, mKIAA1100, AI854545ring finger protein 44 NM_001146025.1, NM_001146026.1, NM_001146027.1, NM_134064.2, NR_027395.1, NR_027396.1

34 Gene Cdhr2 Gm624, Cdhr2, PC-LKC, Pcdh24cadherin-related family member 2 NM_001033364.3

16 Gene Unc5a Unc5h1, Unc5a, mKIAA1976unc-5 homolog A (C. elegans) NM_153131.3

19 Gene Fgfr4 Fgfr4, Fgfr-4 fibroblast growth factor receptor 4 NM_008011.2

29 Gene Nsd1 Nsd1, AI528500, KMT3Bnuclear receptor-binding SET-domain protein 1 NM_008739.3

28 Gene Rab24 Rab24, 6530406O07RikRAB24, member RAS oncogene family NM_009000.3

28 Gene Prelid1 Preli, 2610524G07Rik, Prelid1PRELI domain containing 1 NM_025596.5

28 Gene Mxd3 Mad3, Mxd3, 4631412E13Rik, bHLHc13Max dimerization protein 3 NM_016662.4

24 Gene Grk6 Gprk6, Grk6 G protein-coupled receptor kinase 6 NM_011938.3, NM_001038018.3, NM_001112711.1

33 Gene Prr7 Prr7, XM_484263proline rich 7 (synaptic) NM_001030296.4

33 Gene Dbn1 Dbn1 NM_001177371.1, NM_001177372.1, NM_019813.4

55 Gene Pdlim7 2410002J21Rik, 1110003B01Rik, AV007930, Enigma, Pdlim7PDZ and LIM domain 7 NM_026131.3, NM_001114087.1, NM_001114088.1

55 Gene Dok3 AI450713, Dokl, MGC151299, Dok3docking protein 3 NM_013739.2

19 Gene Tmed9 Tmed9, 2400003B06Riktransmembrane emp24 protein transport domain containing 9NM_026211.3

19 Gene B4galt7 B4galt7, MGC28643xylosylprotein beta1,4-galactosyltransferase, polypeptide 7 (galactosyltransferase I)NM_146045.1

26 Gene Caml Camlg, AI385748, Camlcalcium modulating ligand NM_007596.2

26 Gene Ddx46 Ddx46, mKIAA0801, AI325430, AI957095, MGC116676, MGC31579, 2200005K02Rik, 8430438J23RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 46 NM_145975.3

22 Gene B230219D22RikD530037I19Rik, B230219D22Rik, AA119856RIKEN cDNA B230219D22 gene NM_181278.2

29 Gene Txndc15 AI854086, 2310047H23Rik, UNQ335, Txndc15, C5orf14thioredoxin domain containing 15 NM_175150.3

28 Gene Pcbd2 Pcbd2, Dcoh2, Dcohm, 2700061N24Rikpterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2NM_028281.1

20 Gene Pitx1 Pitx1, Ptx1, P-OTX, Bft, Potxpaired-like homeodomain transcription factor 1 NM_011097.2

26 Gene H2afy macroH2A1, mH2a1, H2AF12M, H2afyH2A histone family, member Y NM_012015.2, NM_001159513.1, NM_001159514.1, NM_001159515.1

47 Gene Hnrnpa03010025E17Rik, 1110055B05Rik, Hnrnpa0, Hnrpa0, hnRNP A0heterogeneous nuclear ribonucleoprotein A0 NM_029872.1

36 Gene Ubqln1 C77538, Dsk2, Ubqln1, DA41, 1110046H03Rik, D13Ertd372e, XDRP1, 1810030E05Rik, Da41, AU019746, Plic-1, Xdrp1, Plic1ubiquilin 1 NM_026842.4, NM_152234.2

26 Gene Gkap1 4933400B15Rik, Gkap1, 42kDa, Gkap42, D13Ertd340eG kinase anchoring protein 1 NM_019832.3

38 Gene 2210016F16Rik2210016F16RikRIKEN cDNA 2210016F16 gene NM_027335.1

38 Gene Hnrnpk Hnrpk, MGC102032, Hnrnpk, NOVA, KBBPheterogeneous nuclear ribonucleoprotein K NM_025279.2

38 Gene Mir7-1 mmu-mir-7-1, Mir7-1, Mirn7-1microRNA 7-1 NR_029825.1

34 Gene Rmi1 Rmi1, C79893, 4932432N11RikRMI1, RecQ mediated genome instability 1, homolog (S. cerevisiae)NM_028904.3, NM_001168248.1, NR_031761.1

25 Gene A230056J06RikA230056J06RikRIKEN cDNA A230056J06 gene NR_045633.1

25 Gene Naa35 A330027C19Rik, A330021G12Rik, C030004C14Rik, Mak10, AI158944, Naa35N(alpha)-acetyltransferase 35, NatC auxiliary subunitNM_030153.2

23 Gene Golm1 AW125446, MGC107447, D030064E01Rik, Golm1, GP73, PSEC0257, 2310001L02Rik, Golph2golgi membrane protein 1 NM_027307.4, NM_001035122.2

24 Gene Zcchc6 Zcchc6, 6030448M23Rik, AA420405, MGC38585zinc finger, CCHC domain containing 6 NM_153538.3

55 Gene Gas1 Gas1, Gas-1, AW554192growth arrest specific 1 NM_008086.2

43 Gene Ptch1 Ptch, Ptch1, Ptc1, mes, A230106A15Rik, Ptcpatched homolog 1 NM_008957.2

44 Gene Zfp367 8030486J21Rik, ZFF29b, Znf367, ZFF29a, Zfp367zinc finger protein 367 NM_175494.4

44 Gene Habp4 Habp4, 4933428J01Rik, 4933413D03Rikhyaluronic acid binding protein 4 NM_019986.3

21 Gene Cdc14b A530086E13Rik, Cdc14B1, 2810432N10Rik, AA472821, CDC14B3, Cdc14bCDC14 cell division cycle 14B NM_172587.3, NM_001122989.1

21 Gene 1810034E14Rik1810034E14RikRIKEN cDNA 1810034E14 gene NR_045798.1

22 Gene Aaed1 Aaed1, 1110018J18Rik, AI849003AhpC/TSA antioxidant enzyme domain containing 1 NM_025370.2

33 Gene Ctsl nkt, fs, MEP, Ctsl1, Ctsl, 1190035F06Rikcathepsin L NM_009984.3

18 Gene Hiatl1 5730414C17Rik, Hiatl1, AU045608, AW539692hippocampus abundant transcript-like 1 NM_133680.3, NM_001083901.1

28 Gene Mterfd1 MTERF3, 2410017I18Rik, Mterfd1MTERF domain containing 1 NM_025547.3

28 Gene Ptdss1 mKIAA0024, AW539008, PSS-1, Ptdss1, AU044268phosphatidylserine synthase 1 NM_008959.3

26 Gene Adcy2 mKIAA1060, MGC47193, Adcy2adenylate cyclase 2 NM_153534.2
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40 Gene Papd7 MGC69673, TRF4-1, POLK, LAK-1, TRF4, Papd7, PolsPAP associated domain containing 7 NM_198600.2, NM_001169131.1

40 Gene A530095I07RikA530095I07Rik, Gm530RIKEN cDNA A530095I07 gene XR_035386.2

20 Gene Ube2ql1 Ube2ql1, 3110006E14Rikubiquitin-conjugating enzyme E2Q family-like 1 NM_001145162.1

25 Gene Med10 AA959813, Med10, C78613, D13Wsu50e, AI385605mediator of RNA polymerase II transcription, subunit 10 homolog (NUT2, S. cerevisiae)NM_138596.2

19 Gene BC018507C77245, mKIAA0947, MGC27742, BC018507cDNA sequence BC018507 NM_144837.3

27 Gene Gm10263Gm10263, ENSMUSG0000006919640S ribosomal protein S28 pseudogene

27 Gene Ndufs6 BC059730, IP13, MGC107676, Ndufs6NADH dehydrogenase (ubiquinone) Fe-S protein 6 NM_010888.2, NR_033306.1

27 Gene Mrpl36 AI646041, Mrpl36mitochondrial ribosomal protein L36 NM_053163.1

21 Gene Lpcat1 LPCAT, BB137372, BC005662, Lpcat1, C87117, MGC8148, Aytl2, 2900035H07Rik, rd11lysophosphatidylcholine acyltransferase 1 NM_145376.5

25 Gene Clptm1l Clptm1l, C130052I12Rik, Crr9, MGC36304CLPTM1-like NM_146047.2

32 Gene Slc12a7 Kcc4, D13Ertd261e, AA408796, Slc12a7solute carrier family 12, member 7 NM_011390.2

37 Gene Trip13 2410002G23Rik, D13Ertd328e, Trip13thyroid hormone receptor interactor 13 NM_027182.2

37 Gene Brd9 Brd9, AL022779bromodomain containing 9 NM_001024508.2

20 Gene Tppp 2900041A09Rik, Tppp, AI849835tubulin polymerization promoting protein NM_182839.2

30 Gene Sdha SDHF, 4921513A11, 1500032O14Rik, FP, 2310034D06Rik, Sdha, SDH2, C81073succinate dehydrogenase complex, subunit A, flavoprotein (Fp)NM_023281.1

30 Gene Ccdc127 AW050060, 5430420E17Rik, A430066A18, 0610011N22Rik, Ccdc127, AI256405, C130002N06coiled-coil domain containing 127 NM_024201.3, NM_001168658.1, NM_001168659.1

30 Gene Lrrc14b Lrrc14b, AI595366leucine rich repeat containing 14B NM_001033042.3

25 Gene Erap1 Arts1, ERAAP, Erap1, PILSA, PILSAPendoplasmic reticulum aminopeptidase 1 NM_030711.4

17 Gene Ell2 Ell2 NM_138953.2

26 Gene Rhobtb3 Rhobtb3, 1700040C17Rik, 2610033K01Rik, AW208826, mKIAA0878, AI317148, 4930503C18RikRho-related BTB domain containing 3 NM_028493.2

27 Gene Ankrd32 2700017A04Rik, Brctx, Ankrd32, C730024G01Rik, MGC102362, Brctd1, AW545819, MGC117761ankyrin repeat domain 32 NM_134071.3

27 Gene 2210408I21RikMGC107105, 2210408I21RikRIKEN cDNA 2210408I21 gene NM_001081353.1, NM_001145676.1

23 Gene Fam172aFam172a, AF064782, 53-E6, 9430037D06Rik, 2610318O14Rik, 1110033M05Rik, pEN87family with sequence similarity 172, member A NM_138312.1, NM_001163419.1, NM_001163420.1, NR_028109.1

29 Gene Arrdc3 mKIAA1376, MGC107410, AI450344, Arrdc3arrestin domain containing 3 NM_001042591.1

24 Gene Polr3g RPC32, AV275904, 2310047G20Rik, Polr3g, RPC7polymerase (RNA) III (DNA directed) polypeptide G NM_001081176.1

24 Gene Mblac2 2900024O10Rik, Mblac2metallo-beta-lactamase domain containing 2 NM_028372.1

29 Gene Ccnh AI661354, Ccnh, AW538719, 6330408H09Rik, AV102684cyclin H NM_023243.5

19 Gene Rasa1 RasGAP, MGC7759, Gap, Rasa, Rasa1RAS p21 protein activator 1 NM_145452.3

24 Gene Xrcc4 Xrcc4, AW545101, 2310057B22Rik, AW413319X-ray repair complementing defective repair in Chinese hamster cells 4NM_028012.4, XM_003945936.1

24 Gene Tmem167Tmem167a, 5730424F14Rik, Tmem167, ENSMUSG00000060669, 0610041E09Rik, AU041184, AW537806, Gm10085transmembrane protein 167 NM_025335.3

31 Gene Ssbp2 AU067692, Ssbp2, 9330163K02Rik, AW558684, Hspc116, SSDP2, 2310079I02Rik, 1500004K09Rik, A830008M03Riksingle-stranded DNA binding protein 2 NM_024186.5, NM_024272.4

23 Gene Zcchc9 1810019C21Rik, Zcchc9zinc finger, CCHC domain containing 9 NM_145453.2

30 Gene Rasgrf2 Ras-GRF2, Rasgrf2, 6330417G04Rik, Grf2, AW048350RAS protein-specific guanine nucleotide-releasing factor 2NM_009027.3

21 Gene Ankrd34bDP58, Ankrd34b, 6430502M16Rikankyrin repeat domain 34B NM_175455.4

25 Gene Zfyve16 mKIAA0305, B130031L15, AI035632, B130024H06Rik, Zfyve16zinc finger, FYVE domain containing 16 NM_173392.4

29 Gene Serinc5 TPO1, A130038L21Rik, AIGP3, C86123, Serinc5serine incorporator 5 NM_172588.2

22 Gene Mtx3 AA409304, AU067765, 4930470O13Rik, Mtx3, Gm6514, Gm1194, AI853833, EG624619metaxin 3 NM_001162945.1

39 Gene Homer1 PSD-Zip45, SYN47, Homer1, Ves-1homer homolog 1 (Drosophila) NM_152134.2, NM_147176.2, NM_011982.2

36 Gene Jmy AA591059, Jmyjunction-mediating and regulatory protein NM_021310.3

26 Gene Arsb Asr-1, As-1t, Ast-1, As1-s, As1-r, As-1, As1-t, As1, As-1s, Arsb, AI480648, As-1r, 1110007C02Rikarylsulfatase B NM_009712.3

20 Gene Scamp1 4930505M11Rik, Scamp1, AI415563, AW122395secretory carrier membrane protein 1 NM_029153.1

22 Gene Gm9776 Gm9776, ENSMUSG00000042857, A530089L17predicted gene 9776 NR_045619.1

22 Gene Ap3b1 pe, pearl, beta3A, Ap3b1, Hps2, rim2, C78395, AU015684, AP-3adaptor-related protein complex 3, beta 1 subunit NM_009680.3

24 Gene Tbca Tbca13, Tbca NM_009321.2

23 Gene Wdr41 MSTP048, B830029I03Rik, Wdr41WD repeat domain 41 NM_172590.3

22 Gene Zbed3 AU018975, 2610005H11Rik, AU024588, 0610037K01Rik, Zbed3zinc finger, BED domain containing 3 NM_028106.2

22 Gene Mir1940 mmu-mir-1940, Mir1940microRNA 1940 NR_035461.1
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22 Gene Snora47 MBI-115, Snora47small nucleolar RNA, H/ACA box 47 NR_034043.1

22 Gene Aggf1 2310029P06Rik, Aggf1, AW112072, VG5Q, 2010009L17Rik, Peg3angiogenic factor with G patch and FHA domains 1 NM_025630.2

24 Gene F2r MGC28086, ThrR, Cf2r, AI482343, F2r, Par1coagulation factor II (thrombin) receptor NM_010169.3

24 Gene Iqgap2 AI788777, 4933417J23Rik, A630053O10, Iqgap2IQ motif containing GTPase activating protein 2 NM_027711.1

33 Gene Hmgcr MGC103269, Hmgcr, Red, HMG-CoAR3-hydroxy-3-methylglutaryl-Coenzyme A reductase NM_008255.2

20 Gene Gcnt4 Gm279, Gm73, Gcnt4, C2gnt3glucosaminyl (N-acetyl) transferase 4, core 2 (beta-1,6-N-acetylglucosaminyltransferase)NM_001166065.1

43 Gene Enc1 Nrpb, Enc1, PIG10ectodermal-neural cortex 1 NM_007930.4

29 Gene Utp15 AW544865, Utp15UTP15, U3 small nucleolar ribonucleoprotein, homolog (yeast)NM_178918.3

29 Gene Ankra2 AU023827, AI450635, 1110004M18Rik, Ankra2, MGC90650, Ankraankyrin repeat, family A (RFXANK-like), 2 NM_023472.1

23 Gene Btf3 1700054E11Rik, Btf3basic transcription factor 3 NM_145455.3, NM_001170540.1

23 Gene Gm9828 Gm9828, ENSMUSG00000048603predicted gene 9828 XR_106822.1, XR_105579.2

32 Gene Tnpo1 MIP, Kpnb2, MIP1, IPO2, Tnpo1, D13Ertd688e, AU021749, TRNtransportin 1 NM_001048267.1, NM_178716.3

22 Gene Ptcd2 1190005P08Rik, Ptcd2pentatricopeptide repeat domain 2 NM_026873.2

22 Gene Mrps27 Mrps27, 2610028H14Rikmitochondrial ribosomal protein S27 NM_173757.3

31 Gene Map1b MGC169657, Mtap5, MAP1B, AI843217, MGC169658, Map1b, LC1, Mtap1b, MAP5, A230055D22, Mtap-5microtubule-associated protein 1B NM_008634.2

21 Gene Bdp1 KIAA1241, AI662220, G630013P12Rik, AW049390, TFC5, TFIIIB150, Bdp1, B130055N23Rik, Tfnr, TFIIIB90, mKIAA1241, AW456745, TAF3B1B double prime 1, subunit of RNA polymerase III transcription initiation factor IIIBNM_001081061.1

21 Gene Serf1 m4F5, Msmac1, 4F5, Serf1small EDRK-rich factor 1 NM_011353.2

27 Gene Smn1 Smn, Gemin1, AI849087, Smn1survival motor neuron 1 NM_011420.2, NM_001252629.1

17 Gene Ocln AI503564, Ocln, Ocloccludin NM_008756.2

20 Gene Mrps36 Mrps36, 1110018B13Rikmitochondrial ribosomal protein S36 NM_001190264.1, NM_025369.3

44 Gene Cenph AU044255, ENP, 2810046K12Rik, 2610042E16Rik, 2410018A12Rik, Cenph, CENP-H, 1700021I11Rikcentromere protein H NM_021886.1

44 Gene Ccnb1 Ccnb1-rs13, Cycb-4, MGC18763, Ccnb1-rs1, Cycb-5, Cycb1-rs1, CycB1, MGC90915, Ccnb1cyclin B1 NM_172301.3

29 Gene Slc30a5 Slc30a5, ZnT-5, Zntl1, ZTL1, AF233321, ZNT5, 1810010K08Riksolute carrier family 30 (zinc transporter), member 5NM_022885.2

37 Gene Pik3r1 PI3K, p85alpha, p50alpha, p55alpha, C530050K14, AA414921, Pik3r1phosphatidylinositol 3-kinase, regulatory subunit, polypeptide 1 (p85 alpha)NM_001024955.1, NM_001077495.1

22 Gene Mast4 mKIAA0303, Mast4, AI642422, 4930420O11Rikmicrotubule associated serine/threonine kinase family member 4NM_175171.3

26 Gene Nln C79345, 4930472G13Rik, Nlnneurolysin (metallopeptidase M3 family) NM_029447.2

26 Gene Sgtb MGC27660, C630001O05Rik, Sgtbsmall glutamine-rich tetratricopeptide repeat (TPR)-containing, betaNM_144838.1

23 Gene Ipo11 E330021B14Rik, Ranbp11, AI314624, 2510001A17Rik, 1700081H05Rik, AW555235, Ipo11importin 11 NM_029665.3

23 Gene Dimt1 AV111347, 1500031M22Rik, Dimt1, Dimt1lDIM1 dimethyladenosine transferase 1-like (S. cerevisiae)NM_025447.4

24 Gene Kif2a Kns2, Kif2a, Kif2, M-kinesin, C530030B14Rikkinesin family member 2A NM_008442.2, NM_001145779.1

24 Gene 3830408C21Rik3830408C21RikRIKEN cDNA 3830408C21 gene NR_015471.1

28 Gene Zswim6 Zswim6, mKIAA1577, 2900036G02Rikzinc finger SWIM-type containing 6 NM_145456.2

27 Gene 3021401N23Rik3021401N23RikRIKEN cDNA 3021401N23 gene XM_003945523.1, XM_003945944.1

27 Gene Smim15 2810008M24Rik, Smim15small integral membrane protein 15 NM_001048250.2

30 Gene Ndufaf2 C86051, 1810058I14Rik, Ndufaf2, Ndufa12l, mimitinNADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 2NM_001127346.1

30 Gene Ercc8 2410022P04Rik, Ckn1, Ercc8, 2810431L23Rik, B130065P18Rik, Csa, 4631412O06Rikexcision repaiross-complementing rodent repair deficiency, complementation group 8NM_028042.3

33 Gene Depdc1bAW260467, 9830132O03, Depdc1b, XTP1DEP domain containing 1B NM_178683.4

24 Gene Pde4d 9630011N22Rik, Dpde3, Pde4dphosphodiesterase 4D, cAMP specific NM_011056.3

24 Gene Mir1904 Mir1904, Mirn1904, mmu-mir-1904microRNA 1904 NR_035442.1

31 Gene Plk2 Snk, Plk2 NM_152804.2

28 Gene Gpbp1 mGPBP, 1700034P14Rik, AU019836, Gpbp1, D230035M11Rik, GpbpGC-rich promoter binding protein 1 NM_028487.4, NM_001122963.1

25 Gene Mier3 AU015422, D130064H19Rik, Mier3, 5730509D14, MGC117989mesoderm induction early response 1, family member 3NM_172593.3

27 Gene Map3k1 Mekk, MEKK1, MAPKKK1, Map3k1mitogen-activated protein kinase kinase kinase 1 NM_011945.2

27 Gene Gm15327OTTMUSG00000020188, Gm15327predicted gene 15327 XR_105588.1

28 Gene Il6st Il6st, CD130, gp130, D13Ertd699e, BB405851, AA389424, 5133400A03Rikinterleukin 6 signal transducer NM_010560.3

39 Gene Ppap2a mPAP, LPP1, LPP-1, Hic53, Ppap2a, Hpic53phosphatidic acid phosphatase type 2A NM_008903.1, NM_008247.2

22 Gene Skiv2l2 Skiv2l2, 2610528A15Rik, mKIAA0052superkiller viralicidic activity 2-like 2 (S. cerevisiae) NM_028151.2
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22 Gene Dhx29 3732415M03, Ddxx, Dhx29, E130202M19Rik, AU043276DEAH (Asp-Glu-Ala-His) box polypeptide 29 NM_172594.2

29 Gene Snx18 Snag1, Snx18 sorting nexin 18 NM_130796.4

18 Gene Fst AL033346, Fst follistatin NM_008046.2

23 Gene Itga1 E130012M19Rik, Vla1, Itga1, CD49Aintegrin alpha 1 NM_001033228.3

23 Gene Pelo Pelo, AA409897, AI852218pelota homolog (Drosophila) NM_134058.3

23 Gene Gm10734Gm10734, ENSMUSG00000074642predicted gene 10734 XR_105590.1

19 Gene Parp8 2810430O08Rik, D13Ertd275e, Parp8, ARTD16poly (ADP-ribose) polymerase family, member 8 NM_001081009.1

30 Gene Mrps30 PAP, 2610020A16Rik, AA968347, Mrps30, Pdcd9mitochondrial ribosomal protein S30 NM_021556.3

16 Gene Paip1 Paip1 polyadenylate binding protein-interacting protein 1 NM_001079849.1, NM_145457.3

39 Gene LOC101055764 transmembrane protein C5orf28 homolog XM_003945519.1, XM_003945942.1

34 Gene 1700074H08Rik1700074H08RikRIKEN cDNA 1700074H08 gene NR_045296.1

34 Gene Hmgcs1 B130032C06Rik, MGC36662, MGC98430, Hmgcs13-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 NM_145942.4

23 Gene Zfp131 Znf131, Zfp131, AW558871, 2610109I01Rikzinc finger protein 131 NM_028245.3

37 Gene Ptprg AW046354, Ptprg, AW549872, 5430405N12Rik, RPTPgammaprotein tyrosine phosphatase, receptor type, G NM_008981.3

21 Gene Atxn7 AI627028, A430107N12Rik, ataxin-7, Sca7, Atxn7ataxin 7 NM_139227.4

20 Gene Psmd6 Psmd6, 2400006A19Rikproteasome (prosome, macropain) 26S subunit, non-ATPase, 6NM_025550.2

23 Gene Slc4a7 E430014N10Rik, NBCn1-G, NBC3, C330023F04, NBCn1, Slc4a7solute carrier family 4, sodium bicarbonate cotransporter, member 7NM_001033270.2

31 Gene Oxsm Oxsm, 4933425A18Rik, C804943-oxoacyl-ACP synthase, mitochondrial NM_027695.3

31 Gene Ngly1 Png1, PNGase, Ngly1, 1110002C09RikN-glycanase 1 NM_021504.3

27 Gene Top2b D230016L12Rik, Top-2, Top2btopoisomerase (DNA) II beta NM_009409.2

22 Gene Thrb MGC141270, Thrb, Nr1a2, T3R[b], c-erbAbeta, Thrb1, MGC141269, Thrb2, T3Rbetathyroid hormone receptor beta NM_009380.3, NM_001113417.1

42 Gene Nr1d2 Rev-erb, RVR, Nr1d2nuclear receptor subfamily 1, group D, member 2 NM_011584.4

19 Gene 2700060E02Rik2700060E02RikRIKEN cDNA 2700060E02 gene NM_026528.3

22 Gene Ecd 5730461K03Rik, Ecd, Hsgt1ecdysoneless homolog (Drosophila) NM_027475.3

27 Gene Fam149bmKIAA0974, Fam149b, AI428773, MGC32264, AA536717, Fam149b1family with sequence similarity 149, member B NM_001177633.1, NM_172379.3, NM_001024512.2

27 Gene Dnajc9 Dnajc9, 5330419I01Rik, AU020082DnaJ (Hsp40) homolog, subfamily C, member 9 NM_134081.5

27 Gene Mrps16 1500011E11Rik, Mprs16, Mrps16mitochondrial ribosomal protein S16 NM_025440.2

27 Gene Ttc18 5330402L21Rik, Ttc18tetratricopeptide repeat domain 18 NM_029698.1, NM_001163638.1, NM_001163639.1

32 Gene Ppp3cb CnAbeta, Ppp3cb, Calnb, 1110063J16Rik, Cnabprotein phosphatase 3, catalytic subunit, beta isoformNM_008914.2

32 Gene 1810062O18Rik1810062O18RikRIKEN cDNA 1810062O18 gene NR_033571.1

32 Gene Usp54 4930429G18Rik, C030002J06Rik, Usp54, AI115571ubiquitin specific peptidase 54 NM_030180.2

31 Gene 2810402E24Rik2810402E24RikRIKEN cDNA 2810402E24 gene XR_106841.2, XR_105609.2

31 Gene Myoz1 2310001N11Rik, AV090278, FATZ, Myoz, Myoz1myozenin 1 NM_021508.3

25 Gene Synpo2l 1110054M18Rik, Chap, Synpo2lsynaptopodin 2-like NM_175132.3

36 Gene Sec24c 2610204K03Rik, Sec24c, mKIAA0079Sec24 related gene family, member C (S. cerevisiae) NM_172596.2, NM_001168273.1

41 Gene Fut11 3110009G03Rik, Fut11, AI317183fucosyltransferase 11 NM_028428.2

41 Gene 6230400D17Rik6230400D17RikRIKEN cDNA 6230400D17 gene NR_029446.1

41 Gene Chchd1 MGC106657, Chchd1, 2400010G13Rik, 1110001O19Rikcoiled-coil-helix-coiled-coil-helix domain containing 1NM_025366.3

41 Gene Zswim8 2310021P13Rik, 4832404P21Rik, mKIAA0913, Kiaa0913, Zswim8zinc finger SWIM-type containing 8 NM_001252081.1, NM_001252082.1, NM_027996.3

40 Gene Ndst2 Mndns, NDST-2, MGC124374, MGC124373, Ndst2N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2NM_010811.2

40 Gene Camk2g 5930429P18Rik, Camkg, Camk2gcalcium/calmodulin-dependent protein kinase II gammaNM_001039139.1, NM_001039138.1, NM_178597.4

29 Gene Vcl AI462105, AA571387, 9430097D22, AW545629, Vclvinculin NM_009502.4

27 Gene Adk 5033405D03Rik, 2310026J05Rik, AI255373, Adk, Ak, MGC6593, AI987814adenosine kinase NM_001243041.1, NM_134079.4

32 Gene Kat6b Morf, qkf, B130044K16Rik, KAT6B, Kat6b, AI507552, mKIAA0383, Myst4, querkopfK(lysine) acetyltransferase 6B NM_017479.3, NM_001205241.1

26 Gene Dusp13 MDSP, Gm1203, LMW-DSP6, Dusp13, TS-DSP6, TMDPdual specificity phosphatase 13 NM_013849.3, NM_001007268.1

26 Gene Samd8 SMSr, Samd8, MGC118303, 1700010P07Rik, 1110053F04Riksterile alpha motif domain containing 8 NM_026283.2

29 Gene Vdac2 Vdac2, Vdac6 voltage-dependent anion channel 2 NM_011695.2
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29 Gene Comtd1 MT773, Comtd1, 1810030M08Rikcatechol-O-methyltransferase domain containing 1 NM_026965.2

29 Gene A430057M04RikA430057M04RikRIKEN cDNA A430057M04 gene XR_106835.1, XR_105606.1

38 Gene Zfp503 Zfp503, Znf503, Nolz-1, B830002A16Rik, Nolz1, AI181838zinc finger protein 503 NM_145459.3

25 Gene Kcnma1 MaxiK, Slo, Kcnma1, BKCa, Slo1, 5730414M22Rik, mSlo, mSlo1potassium large conductance calcium-activated channel, subfamily M, alpha member 1NM_001253358.1, NM_001253359.1, NM_001253360.1, NM_001253361.1, NM_001253362.1, NM_001253363.1, NM_001253364.1, NM_001253365.1, NM_001253366.1, NM_001253367.1, NM_001253368.1, NM_001253369.1, NM_001253370.1, NM_001253371.1, NM_001253372.1, NM_001253373.1,

25 Gene Dlg5 4933429D20Rik, T25557, Dlg5, mKIAA0583discs, large homolog 5 (Drosophila) NM_001163513.1, NM_027726.1

36 Gene Gm17747Gm17747 predicted gene, 17747 XR_106490.2, XR_106837.2

36 Gene Zmiz1 Rai17, Gm10397, I920194n01, Zmiz1, BC065120, Zimp10, ENSMUSG00000072684, E330020C23zinc finger, MIZ-type containing 1 NM_183208.3

16 Gene Israa immune system released activating agent XR_168525.1, XR_168727.1

33 Gene Ppif PPIase, CyP-D, AW457192, CypD, Ppif, CyP-Fpeptidylprolyl isomerase F (cyclophilin F) NM_134084.1

33 Gene Ppifos Ppifos, 4930520F12Rik, Ppifspeptidylprolyl isomerase F, opposite strand transcription unitNR_028021.1

33 Gene Zcchc24 2310047A01Rik, Zcchc24zinc finger, CCHC domain containing 24 NM_001101433.1

25 Gene Anxa11 Anx11, Anxa11, A830099O17Rikannexin A11 NM_013469.2

39 Gene Slmap KIAA1601, D330001L02Rik, mKIAA1601, Slmap, Slapsarcolemma associated protein NM_032008.3

31 Gene Dennd6aMGC38041, Fam116a, A630054L15Rik, mFLJ00229, Dennd6aDENN/MADD domain containing 6A NM_145969.4, NM_001134465.1

33 Gene Pde12 2'-PDE, E430028B21Rik, Pde12phosphodiesterase 12 NM_178668.3

35 Gene Il17rd AI428510, Il17rd, Sef, MGC118454, 2810004A10Rik, Sef-Sinterleukin 17 receptor D NM_134437.3

32 Gene D14Abb1e4933409E02Rik, Fam208a, D14Abb1e, 4732418E12DNA segment, Chr 14, Abbott 1 expressed NM_028945.1, NM_001114879.1

21 Gene Wnt5a Wnt5a, 8030457G12Rik, Wnt-5awingless-related MMTV integration site 5A NM_001256224.1, NM_009524.3

18 Gene Selk 1110001C03Rik, HSPC030, Selk, Hsp30, AA673253selenoprotein K NM_019979.2

18 Gene Actr8 ARP8, Actr8, 5730542K05RikARP8 actin-related protein 8 NM_027493.3

20 Gene Prkcd Prkcd, PKCdelta, PKC[d], AI385711, D14Ertd420e, Pkcdprotein kinase C, delta NM_011103.3

22 Gene Rft1 Rft1, D930025H04RFT1 homolog (S. cerevisiae) NM_177815.3

30 Gene Sfmbt1 9330180L21Rik, Sfmbt1, AA536974, DKFZp434L243, Smr, 4930442N21Rik, SfmbtScm-like with four mbt domains 1 NM_019460.2, NM_001166531.1, NM_001166532.1

23 Gene Tmem110Tmem110, AW554125, 2310014H19Rik, 1810038N08Riktransmembrane protein 110 NM_028839.4

40 Gene Spcs1 Spcs1, 1810004F21Riksignal peptidase complex subunit 1 homolog (S. cerevisiae)NM_026911.3

40 Gene Glt8d1 5430414N14Rik, 2410004H05Rik, Glt8d1, AI450005glycosyltransferase 8 domain containing 1 NM_029626.2, NM_001165930.1

25 Gene Gnl3 Gnl3, C77032, BC037996, Ns, MGC46970guanine nucleotide binding protein-like 3 (nucleolar)NM_153547.5

25 Gene Snord69 MBII-210, Snord69small nucleolar RNA, C/D box 69 NR_028531.1

25 Gene Snord19 Snord19, MBII-108small nucleolar RNA, C/D box 19 NR_028523.1

30 Gene Pbrm1 BAF180, Pb1, AI507524, 2610016F04Rik, Pbrm1polybromo 1 NM_001081251.1

30 Gene Smim4 Smim4, Snhg8, 2010107H07Riksmall itegral membrane protein 4 NR_024069.2

30 Gene Nt5dc2 2510015F01Rik, Nt5dc25'-nucleotidase domain containing 2 NM_027289.1

30 Gene Stab1 Stab1, KIAA0246, FEEL-1, MS-1, mKIAA0246, STAB-1, FELE-1, MFEEL-1stabilin 1 NM_138672.2

27 Gene Phf7 1700010P14Rik, AW555949, AI427892, Phf7, 1700006H01RikPHD finger protein 7 NM_027949.1

27 Gene Bap1 AA989761, AW553466, uch-x4, 2300006C11Rik, mKIAA0272, Bap1Brca1 associated protein 1 NM_027088.2

27 Gene Dnahc1 E030034C22Rik, DKFZp434A236, MDHC7, MGC37121, Dnah1, B230373P09Rik, Dnahc1dynein, axonemal, heavy chain 1 NM_001033668.1

42 Gene Capn7 Capn7, PalBH, AU022319calpain 7 NM_009796.2

34 Gene Sh3bp5 AI606498, Sab, SH3BP-5, Sh3bp5SH3-domain binding protein 5 (BTK-associated) NM_011894.2

22 Gene Mettl6 Mettl6, AI467521, AU020711, 1600013P15Rikmethyltransferase like 6 NM_025907.3

22 Gene Eaf1 4933403C17Rik, AI666536, Eaf1ELL associated factor 1 NM_028932.4

31 Gene Ankrd28 AI604979, KIAA0379, AI465466, mKIAA0379, E430019N21Rik, Ankrd28ankyrin repeat domain 28 NM_001024604.2

32 Gene Msmb PIP, Msmb, PSP94, beta-MSPbeta-microseminoprotein NM_020597.3

32 Gene Ncoa4 Ncoa4, 4432406M01Rik, AI227008, Rfg, 1110034E15Rik, ARA70, MGC103382nuclear receptor coactivator 4 NM_001033988.1, NM_019744.3

37 Gene Timm23 Timm23, MGC46821, Tim23translocase of inner mitochondrial membrane 23 NM_016897.3

37 Gene Parg AI413217, Pargpoly (ADP-ribose) glycohydrolase NM_011960.2

27 Gene Vstm4 E130203B14Rik, Vstm4V-set and transmembrane domain containing 4 NM_178791.4

25 Gene Arhgap22B230341L19Rik, p68RacGAP, Arhgap22, MGC47316, RHOGAP2Rho GTPase activating protein 22 NM_153800.4
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24 Gene Mapk8 SAPK1, JNK, Mapk8, AI849689, JNK1, Prkm8mitogen-activated protein kinase 8 NM_016700.4

28 Gene Fam35a Fam35a, 3110001K24Rikfamily with sequence similarity 35, member A NM_029389.2

28 Gene Glud1 Glud, Gdh-X, AI118167, Gludl, Glud1glutamate dehydrogenase 1 NM_008133.4

19 Gene Fam25c Fam25, 2200001I15Rik, Fam25cfamily with sequence similarity 25, member C NM_183278.2

19 Gene Sncg C79089, Sncg, persynsynuclein, gamma NM_011430.3

22 Gene Bmpr1a 1110037I22Rik, Bmpr, ALK3, Bmpr1a, BMPR-IA, AU045487bone morphogenetic protein receptor, type 1A NM_009758.4

22 Gene 9230112D13Rik9230112D13RikRIKEN cDNA 9230112D13 gene NM_030062.1

18 Gene Ldb3 MGC118603, Ldb3, ZASP, AW742271, PDLIM6LIM domain binding 3 NM_001039071.2, NM_011918.4, NM_001039072.2, NM_001039073.2, NM_001039074.2, NM_001039075.2, NM_001039076.2

26 Gene Wapal KIAA0261, 2410073G16, BC037674, FOE, mWAPL, Wapal, A530089A20Rik, mKIAA0261wings apart-like homolog (Drosophila) NM_001004436.3

17 Gene Nrg3 ska, Nrg3 neuregulin 3 NM_001190187.1, NM_001190188.1, NM_008734.3

27 Gene Txndc16 C77647, 5730420B22Rik, Txndc16thioredoxin domain containing 16 NM_172597.2

27 Gene Gpr137c Gpr137c, 6330416L11Rik, TM7SF1L2, Gm908G protein-coupled receptor 137C NM_027518.2

20 Gene Ero1l Ero1l NM_015774.3

19 Gene Psmc6 Psmc6, AI451058, MGC151129, 2300001E01Rikproteasome (prosome, macropain) 26S subunit, ATPase, 6NM_025959.3

25 Gene Ddhd1 9630061G18Rik, mKIAA1705, Ddhd1, C85251, 4921528E07RikDDHD domain containing 1 NM_001039106.2, NM_001042719.1, NM_176845.4

25 Gene Mir5131 Mir5131, mu-mir-5131, mmu-mir-5131microRNA 5131 NR_039593.1

25 Gene A530076I17RikA530076I17RikRIKEN cDNA A530076I17 gene XR_106850.1, XR_105653.1

24 Gene Cnih Cnih, 0610007J15cornichon homolog (Drosophila) NM_009919.2

27 Gene Gmfb AI851627, 3110001O16Rik, D14Ertd630e, C79176, 3110001H22Rik, Gmfbglia maturation factor, beta NM_022023.2

27 Gene Gm10101Gm10101, ENSMUSG00000061510, A630019B22predicted gene 10101 XR_141242.1

27 Gene Cgrrf1 1110038G02Rik, CGR19, 1810009H17Rik, Cgrrf1cell growth regulator with ring finger domain 1 NM_026832.3

37 Gene Samd4 Samd4a, Smaug1, 1700024G08Rik, 1700111L17Rik, 4933436G17Rik, Smaug, Samd4sterile alpha motif domain containing 4 NM_001037221.2, NM_028966.3, NM_001163433.1

18 Gene Gch1 Gch1, GTP-CH, GTPCH, GchGTP cyclohydrolase 1 NM_008102.3

31 Gene Atg14 KIAA0831, Atg14L, Atg14, D14Ertd436e, MGC107607, D14Ertd114e, 4832427M01autophagy related 14 NM_172599.4

31 Gene Gm6616 Gm6616, EG625730small nuclear ribonucleoprotein polypeptide F pseudogene

25 Gene Peli2 BB129927, Peli2, AW047589pellino 2 NM_033602.2

28 Gene Tmem260Tmem260, 5930435P15, 6720456H20Riktransmembrane protein 260 NM_172600.3

35 Gene Exoc5 Gm76, PRO1912, AI447711, Sec10l1, SEC10, Exoc5, AI448003exocyst complex component 5 NM_207214.3

35 Gene Ap5m1 4932432K03Rik, Mudeng, Ap5m1, Mu5adaptor-related protein complex 5, mu 1 subunit NM_144535.4

31 Gene Naa30 AI447922, AW322455, 5730533P17Rik, Naa30, 4930487N19Rik, Nat12N(alpha)-acetyltransferase 30, NatC catalytic subunitNM_001081430.1

32 Gene Osgep Osgep, 1500019L24Rik, GCPL-1, PRSMG1O-sialoglycoprotein endopeptidase NM_133676.2

32 Gene Apex1 Apex, Apex1, APE, HAP1, Ref-1apurinic/apyrimidinic endonuclease 1 NM_009687.2

32 Gene Tmem55bTmem55b, MGC118137, BC039161transmembrane protein 55b NM_001033271.4

22 Gene Arhgef40Arhgef40, Solo, E130112L23Rik, Gm669, FLJ10357Rho guanine nucleotide exchange factor (GEF) 40 NM_198249.4, NM_001145921.1, NM_001145922.1

22 Gene Gm16617Gm16617 predicted gene, 16617 NR_045728.1

26 Gene Supt16 Spt16, Supt16h, Cdc68, Supt16, Fact140suppressor of Ty 16 NM_033618.3

26 Gene Chd8 mKIAA1564, Duplin, AU015341, HELSNF1, 5830451P18Rik, Chd8chromodomain helicase DNA binding protein 8 NM_201637.2

25 Gene Tox4 A630040M18, Tox4, LCP1, 5730589K01Rik, AA410149TOX high mobility group box family member 4 NM_023434.3

25 Gene Mettl3 Mettl3, 2310024F18Rik, M6A, Spo8methyltransferase like 3 NM_019721.2

25 Gene Sall2 AI225809, p150(Sal2), Msal-2, Sal-2, Sall2, AW559097, mKIAA0360sal-like 2 (Drosophila) NM_001244916.1, NM_015772.3

36 Gene Mrpl52 Mrpl52, 1110047B07Rikmitochondrial ribosomal protein L52 NM_026851.2

36 Gene Mmp14 MT1-MMP, MT-MMP-1, Mmp14, sabe, AI325305matrix metallopeptidase 14 (membrane-inserted) NM_008608.3

29 Gene Lrp10 Lrp9, Lrp10 low-density lipoprotein receptor-related protein 10 NM_022993.3

39 Gene Haus4 Haus4, AU016300, 9430093H08Rik, D14Ertd500eHAUS augmin-like complex, subunit 4 NM_145462.2

45 Gene Ajuba Ajuba, Jub ajuba LIM protein NM_010590.5

45 Gene 4931414P19Rik4931414P19RikRIKEN cDNA 4931414P19 gene NM_028890.2

35 Gene Acin1 2610036I19Rik, C79325, Acinus, mKIAA0670, 2610510L13Rik, Acin1, Acn, acinusL, acinusSapoptotic chromatin condensation inducer 1 NM_019567.3, NM_023190.3, NM_001085472.2, NM_001085473.2, NM_001242606.1, NM_001242605.1

Page 557 of 1163



35 Gene 1700123O20RikMNCb-2990, 1700123O20RikRIKEN cDNA 1700123O20 gene NM_021437.2

35 Gene LOC101056084 uncharacterized LOC101056084 XM_003945547.1

34 Gene Ppp1r3e AW049239, Ppp1r3e, A630071A11Rik, Gm1211protein phosphatase 1, regulatory (inhibitor) subunit 3ENM_001167908.1

34 Gene Bcl2l2 c98, AW048834, Gtrgal2, Bcl2l2, bclw, Bcl-w, Gtrosa41BCL2-like 2 NM_007537.1

16 Gene Pabpn1 Pabpn1, Pabp3, PAB2, mPABIIpoly(A) binding protein, nuclear 1 NM_019402.2

35 Gene Slc22a171700094C23Rik, BOIT, Slc22a17, mBOCT, AU041908, Boct, AW555662, 24p3Rsolute carrier family 22 (organic cation transporter), member 17NM_021551.4

39 Gene Efs Efs embryonal Fyn-associated substrate NM_010112.4

39 Gene Il25 IL-17e, IL-17E, Il25, Il17einterleukin 25 NM_080729.3

39 Gene Cmtm5 2900052H21Rik, Cmtm5, Cklfsf5, 1500005P16RikCKLF-like MARVEL transmembrane domain containing 5NM_026066.2, NM_029390.1

17 Gene Zfhx2 ZFH-5, Zfhx2 zinc finger homeobox 2 NM_001039198.1

17 Gene Zfhx2as Zfhx2as zinc finger homeobox 2, antisense NR_004444.2

18 Gene Thtpa MGC38198, Thtpa, ThTPase, AW122966thiamine triphosphatase NM_153083.5

28 Gene Ap1g2 G2ad, Ap1g2, MGC118107, Adtg2adaptor protein complex AP-1, gamma 2 subunit NM_007455.4

28 Gene Jph4 Jph4, JP-4, JPHL1, 9330157P13Rik, AI425998junctophilin 4 NM_177049.5

23 Gene Dhrs4 NDRD, Dhrs4, RRD, CR, PSCD, AI790593, AI043103, mouNRDR, D14Ucla2, PHCRdehydrogenase/reductase (SDR family) member 4 NM_001037938.2, NM_030686.2

23 Gene Lrrc16b mFLJ00240, Lrrc16bleucine rich repeat containing 16B NM_001024645.1

25 Gene Psme1 Psme1, MGC113815, AW413925, PA28aproteasome (prosome, macropain) 28 subunit, alphaNM_011189.1

25 Gene Emc9 Fam158a, Cgi112, 1500005A01Rik, Emc9 NM_033146.1

25 Gene Psme2 Psme2, AI788882, AA589371, PA28bproteasome (prosome, macropain) 28 subunit, beta NM_011190.3, NM_001029855.1

25 Gene Rnf31 Rnf31, AL033293, Flj10111, Paul, BC031509, mFLJ00217, HOIPring finger protein 31 NM_194346.2

27 Gene Rec8 mrec, Rec8, AW546880, Rec8L1REC8 homolog (yeast) NM_020002.3

40 Gene Ipo4 RanBP4, Imp4a, Ipo4, MGC113723, 8430408O15Rik, AA409693importin 4 NM_024267.6

40 Gene Tm9sf1 MP70, AI893436, 1200014D02Rik, Tm9sf1transmembrane 9 superfamily member 1 NM_028780.3

40 Gene Tssk4 4933424F08Rik, Tssk4, 1700020B19Riktestis-specific serine kinase 4 NM_001253888.1, NM_001253889.1, NM_027673.3

21 Gene Nedd8 Nedd8, Rub1 neural precursor cell expressed, developmentally down-regulated gene 8NM_008683.3

21 Gene Gmpr2 1810008P16Rik, 5730544D12Rik, AA959850, Gmpr2guanosine monophosphate reductase 2 NM_177992.2

21 Gene Tinf2 Tinf2, Tin2, AW552114, D14Wsu146eTerf1 (TRF1)-interacting nuclear factor 2 NM_145705.3

27 Gene Tgm1 Tgm1, 2310004J08Rik, Tgase1transglutaminase 1, K polypeptide NM_019984.3, NM_001161714.1, NM_001161715.1

27 Gene Rabggta Rabggta, gm Rab geranylgeranyl transferase, a subunit NM_019519.2

27 Gene Dhrs1 D14Ertd484e, 1110029G07Rik, AW112170, Dhrs1dehydrogenase/reductase (SDR family) member 1 NM_026819.3

27 Gene Nop9 2610027L16Rik, Nop9NOP9 nucleolar protein NM_026403.3

27 Gene Cideb Cideb, CIDE-B, 1110030C18Rik, AI790179cell death-inducing DNA fragmentation factor, alpha subunit-like effector BNM_009894.3

19 Gene Nynrin KIAA1305, C80530, Nynrin, AA409373, mKIAA1305, Kiaa1305NYN domain and retroviral integrase containing NM_001040072.1

23 Gene Cenpj Gm81, MGC102215, LAP, 4932437H03Rik, LIP1, CPAP, Cenpjcentromere protein J NM_001014996.2

23 Gene Parp4 PH5P, Adprtl1, E230037B21Rik, Gm743, VPARP, Parp4, p193, C030027K23Rik, PARPL, VAULT3poly (ADP-ribose) polymerase family, member 4 NM_001145978.2

29 Gene Pspc1 AI327109, AI449052, Pspc1, 5730470C09Rik, PSP1paraspeckle protein 1 NM_025682.3

22 Gene Zmym2 MGC51607, 5830413P05Rik, SCLL, MYM, Znf198, Zfp198, Zmym2, RAMP, FIMzinc finger, MYM-type 2 NM_029498.3

28 Gene Gjb2 AI325222, Cx26, Cnx26, Gjb2, Gjb-2gap junction protein, beta 2 NM_008125.3

27 Gene Ift88 flexo, orpk, fxo, polaris, Ttc10, Tg737, AW552028, Ift88, Tg737Rpw, TgN737Rpwintraflagellar transport 88 NM_009376.2

21 Gene Lats2 AW228608, 4932411G09Rik, Lats2, AV277261large tumor suppressor 2 NM_015771.2, NM_153382.1

35 Gene Ska3 F630043A04Rik, Ska3spindle and kinetochore associated complex subunit 3NM_198605.3

35 Gene Mrp63 AV005697, Mrp63, 2610025P17Rikmitochondrial ribosomal protein 63 NM_026401.2

35 Gene Zdhhc20 AI448102, HK11, 5033406L14Rik, B230110O18Rik, Zdhhc20zinc finger, DHHC domain containing 20 NM_029492.4

22 Gene Rcbtb1 Rcbtb1, 5430409I18Rik, CLLD7, CLLL7, AW111883regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 1NM_027764.2

28 Gene Cdadc1 2310010M10Rik, AI463398, NYD-SP15, AI449174, Cdadc1, BB130816cytidine and dCMP deaminase domain containing 1 NM_001168535.1, NM_027986.3, NM_001168536.1, NM_001168537.1, NM_001168538.1

26 Gene Shisa2 MAd2, 9430059P22Rik, shisa, mShisa, Shisa2, Tmem46shisa homolog 2 (Xenopus laevis) NM_145463.5

34 Gene Nupl1 1700017F11Rik, Nupl1, mKIAA0410nucleoporin like 1 NM_170591.1
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31 Gene Spata13 mFLJ00298, Spata13, ESTM11, C79050, FLJ00298, X83327spermatogenesis associated 13 NM_001033272.1

27 Gene Sacs E130115J16Rik, KIAA0730, A230052M14, DNAJC29, mKIAA0730, Sacssacsin NM_172809.3

16 Gene Kpna3 Kpna3, IPOA4 karyopherin (importin) alpha 3 NM_008466.5

21 Gene Trim13 3110001L12Rik, CAR, Rfp2, Trim13, RNF77, LEU5tripartite motif-containing 13 NM_023233.3, NM_001164220.1

31 Gene Dleu2 AI788824, Gm9069, 4932411A06Rik, 7730401J12Rik, Leu2, AI197277, Dleu2, 1810047A16Rik, Alt1deleted in lymphocytic leukemia, 2 NR_028264.1

21 Gene Kcnrg Gm745, E030012H22Rik, Clld4, Kcnrgpotassium channel regulator NM_206974.1, NM_001039105.2

22 Gene Dleu7 MGC47306, BC038059, Dleu7deleted in lymphocytic leukemia, 7 NM_173419.2

26 Gene Rnaseh2b1110019N06Rik, 2610207P08Rik, Dleu8, Rnaseh2bribonuclease H2, subunit B NM_026001.2

28 Gene Fam124aEG629059, Fam124afamily with sequence similarity 124, member A NM_001243857.1

23 Gene Ints6 Ints6, Notch2l, Ddx26, AI480962, DICE1, HDB, 2900075H24Rikintegrator complex subunit 6 NM_008715.2

27 Gene 4931440J10Rik4931440J10RikRIKEN cDNA 4931440J10 gene NR_045503.1

27 Gene Wdfy2 5830485M08, Wdfy2, ZFYVE22, B130024L21Rik, MGC141241, ProFWD repeat and FYVE domain containing 2 NM_175546.4

54 Gene Gata4 Gata4, Gata-4 GATA binding protein 4 NM_008092.3

27 Gene Mtmr9 mMTMH3, MTMR8, 9430075G12Rik, AA516943, MGC54783, LIP-STYX, AF073881, Mtmr9myotubularin related protein 9 NM_177594.1

19 Gene Xkr6 BC024502, XRG6, MGC37452, Xkr6, Xrg6X Kell blood group precursor related family member 6 homologNM_173393.2

30 Gene Pinx1 2210403I16Rik, 2610028A01Rik, Pinx1, LPTS, MGC144540, 67-11-3, AU024023, LPTS1PIN2/TERF1 interacting, telomerase inhibitor 1 NM_028228.3

33 Gene Extl3 2900009G18Rik, Extl3, AU040105, Ext1l, KIAA0519, mKIAA0519exostoses (multiple)-like 3 NM_018788.3

34 Gene Zfp395 BC053701, Gm910, MGC60757, Zfp395zinc finger protein 395 NM_199029.2

28 Gene Esco2 Esco2, 2410004I17Rik, D030072L07Rikestablishment of cohesion 1 homolog 2 (S. cerevisiae)NM_028039.2

28 Gene Ccdc25 NSrp70, Ccdc25, 2610528H13Rik, MGC38132coiled-coil domain containing 25 NM_145944.4

44 Gene 1700001G11Rik1700001G11RikRIKEN cDNA 1700001G11 gene NR_038077.1

44 Gene Trim35 AW046487, 0710005M05Rik, mKIAA1098, Mair, HLS5, Trim35, NC8, A430106H13Riktripartite motif-containing 35 NM_029979.3

27 Gene Bnip3l C86132, Bnip3l, Nix, D14Ertd719e, Nip3LBCL2/adenovirus E1B interacting protein 3-like NM_009761.3

41 Gene Ppp2r2a mKIAA1541, Ppp2r2a, 2410004D02Rikprotein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), alpha isoformNM_028032.3, NM_001205188.1

20 Gene Ebf2 D14Ggc1e, Mmot1, O/E-3, Ebf2early B cell factor 2 NM_010095.5

25 Gene Dock5 rlc, E130320D18, MGC28003, AI666732, BC016533, AI956923, 1110060D06Rik, lr2, Dock5dedicator of cytokinesis 5 NM_177780.3

22 Gene 1700092C10Rik1700092C10RikRIKEN cDNA 1700092C10 gene NR_045931.1

22 Gene Nkx2-6 Tix, Nkx2-6, AV044928, Nkx-2.6, tinman, Nkx2.6NK2 transcription factor related, locus 6 (Drosophila)NM_010920.2

27 Gene R3hcc1 R3hcc1, AA407796, 1700020M16RikR3H domain and coiled-coil containing 1 NM_001146012.1

31 Gene Chmp7 AI450338, 4930596K11Rik, 6330407G04Rik, Chmp7, AW550775, MGC29816NM_134078.4

20 Gene Egr3 Egr3, Pilot, MGC124006, MGC124009early growth response 3 NM_018781.2

24 Gene 2610301G19RikMGC7730, 2610301G19Rik, mKIAA1967RIKEN cDNA 2610301G19 gene NM_146055.3

24 Gene 9930012K11Rik9930012K11Rik, MGC91159, AU016692RIKEN cDNA 9930012K11 gene NM_001004155.2, NM_001112735.1

24 Gene Pdlim2 4732462F18Rik, Slim, MGC37634, Pdlim2PDZ and LIM domain 2 NM_001253736.1, NM_145978.2

19 Gene Ppp3cc Calnc, Ppp3cc protein phosphatase 3, catalytic subunit, gamma isoformNM_008915.2

31 Gene Polr3d TSBN51, 2810426M17Rik, AW489084, 44kDa, AI326118, BN51T, Polr3d, RPC4polymerase (RNA) III (DNA directed) polypeptide D NM_025945.3, NM_001164082.1

31 Gene Mir320 Mir320, mmu-mir-320, Mirn320microRNA 320 NR_029802.1

28 Gene Lgi3 AW049851, Lgi3, AI841179leucine-rich repeat LGI family, member 3 NM_145219.4

28 Gene Reep4 2700029E10Rik, Reep4receptor accessory protein 4 NM_180588.2

28 Gene Hr rhino, ALUNC, hr, rh-bmh, ba, bldy, AU, N, rh, Hrhairless NM_021877.2

22 Gene Fam160b2G430067P06Rik, Fam160b2, Rai16family with sequence similarity 160, member B2 NM_194345.1

22 Gene Epb4.9 Epb49, AI325486, dematin, Epb4.9erythrocyte protein band 4.9 NM_001252662.1, NM_001252663.1, NM_001252664.1, NM_001252665.1, NM_001252666.1, NM_013514.4

15 Gene Xpo7 mKIAA0745, BB164534, Xpo7, Ranbp16, 4930506C02Rikexportin 7 NM_023045.2

15 Gene Dok2 DokR, Dok2, Fripdocking protein 2 NM_010071.2

19 Gene Fndc3a Fndc3, F730017H24Rik, 1700094E19Rik, sys, Fndc3a, D14Ertd453efibronectin type III domain containing 3A NM_207636.2

20 Gene Rcbtb2 RC/BTB2, AW240694, AI448345, Chc1l, 2810420M18Rik, Rcbtb2, 2610028E02Rikregulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 2NM_134083.4, NM_001170694.1, NR_033185.1

21 Gene Rb1 Rb, Rb1, pRb, Rb-1retinoblastoma 1 NM_009029.2
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32 Gene Itm2b Itm2b, Bri2, D14Sel6, E25BMM, AI256040, imBRI2, Bri, Bricd2bintegral membrane protein 2B NM_008410.2

32 Gene Gm20290Gm20290 predicted gene, 20290 XR_141220.1, XR_141754.1

23 Gene Esd Es10, sid478, Esd, Es-10esterase D/formylglutathione hydrolase NM_016903.4

27 Gene Lrch1 AI552548, 4832412D13Rik, mKIAA1016, Lrch1, AW215503, Chdc1leucine-rich repeats and calponin homology (CH) domain containing 1NM_001033439.3, NM_001252132.1

22 Gene Cpb2 MGC107573, AI255929, TAFI, Cpu, Cpb2, 4930405E17Rik, CPR, 1110032P04Rikcarboxypeptidase B2 (plasma) NM_019775.3

22 Gene Zc3h13 C87618, 4930570G11Rik, Zc3h13, 3110050K21Rik, 2600010B19Rikzinc finger CCCH type containing 13 NM_026083.2

32 Gene Cog3 E430004N23, Cog3component of oligomeric golgi complex 3 NM_177381.3

32 Gene Slc25a30Slc25a30, AV221431, 4933433D23Rik, KMCP1, AW319655, AV025504solute carrier family 25, member 30 NM_026232.3

26 Gene Gm4285 Gm4285 predicted gene 4285 NR_045294.1

26 Gene Tpt1 TCTP, Tpt1, Trttumor protein, translationally-controlled 1 NM_009429.3

26 Gene Snora31 MBI-161, Snora31small nucleolar RNA, H/ACA box 31 NR_028481.1

20 Gene Gtf2f2 1110031C13Rik, AI326315, Gtf2f2general transcription factor IIF, polypeptide 2 NM_026816.3

28 Gene 1200011I18Rik1200011I18Rik, Kiaa1704 NM_026177.3

28 Gene Nufip1 Nufip, Nufip1 nuclear fragile X mental retardation protein interacting protein 1NM_013745.5

27 Gene Tsc22d1 AW105905, AA589566, TSC, Tgfb1i4, Tsc, TSC-22, Tsc22d1, Egr5, Tsc22TSC22 domain family, member 1 NM_001177751.1, NM_009366.3, NM_207652.2

27 Gene 4930444M15Rik4930444M15RikRIKEN cDNA 4930444M15 gene NR_045660.1

22 Gene Serp2 Serp2, MGC118314, 2810032E02Rikstress-associated endoplasmic reticulum protein family member 2NM_001160326.1, NR_027699.1

23 Gene Lacc1 9030625A04Rik, Lacc1laccase (multicopper oxidoreductase) domain containing 1NM_172488.2

23 Gene Ccdc122 Ccdc122, MGC106895, 4933415L06Rikcoiled-coil domain containing 122 NM_175369.3

25 Gene Enox1 D230005D02Rik, Enox1, B230207J08ecto-NOX disulfide-thiol exchanger 1 NM_001253759.1, NM_172813.3

19 Gene Dgkh D130015C16, Dgkh, 5930402B05Rik, MGC156865diacylglycerol kinase, eta NM_001081336.1, NR_045588.1

29 Gene Rgcc 1190002H23Rik, Rgc-32, Rgc32, Rgccregulator of cell cycle NM_025427.2

33 Gene Naa16 Narg1l, Naa16, 1300019C06RikN(alpha)-acetyltransferase 16, NatA auxiliary subunitNM_025832.2

33 Gene Mtrf1 MtRF-1, A830062K05Rik, Mtrf1, MGC19099mitochondrial translational release factor 1 NM_145960.4

20 Gene Zbtbd6 EG432879, Zbtbd6, Gm5465kelch repeat and BTB (POZ) domain containing 6 NM_001034882.3

43 Gene Wbp4 AW545037, Wbp4, BB101031, FBP21WW domain binding protein 4 NM_018765.3

43 Gene Elf1 p70, Sts1, mElf-1, Elf-1, Elf1E74-like factor 1 NM_007920.3

34 Gene Pcdh8 Papc, Pcdh8, 1700080P15Rikprotocadherin 8 NM_021543.4, NM_001042726.3

33 Gene Tdrd3 6720468N18, Tdrd3, 4732418C03Riktudor domain containing 3 NM_172605.3, NM_001253755.1

39 Gene Mzt1 Mzt1, 2410129H14Rik, Mozart1, AI120158mitotic spindle organizing protein 1 NM_175245.4

39 Gene Bora Bora, 6720463M24Rik, AI317232bora, aurora kinase A activator NM_175265.4

28 Gene Dis3 2810028N01Rik, Dis3DIS3 mitotic control homolog (S. cerevisiae) NM_028315.2

28 Gene Pibf1 4933439E17Rik, Pibf1, 4930513H15Rik, D14Ertd581e, 4933438D16Rik, 1700017E21Rikprogesterone immunomodulatory binding factor 1 NM_029320.2, NM_029454.4

24 Gene Klf5 Bteb2, CKLF, IKLF, 4930520J07Rik, Klf5Kruppel-like factor 5 NM_009769.4

30 Gene Tbc1d4 AV295684, A930035N22, KIAA0603, 5930406J04Rik, Tbc1d4, As160TBC1 domain family, member 4 NM_001081278.2

30 Gene Uchl3 Uchl3 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase)NM_016723.2

30 Gene Kctd12 Kctd12, AW538430, Pfetin, Pfet1, AU046135potassium channel tetramerisation domain containing 12NM_177715.4

30 Gene Mir5130 mmu-mir-5130, Mir5130, mu-mir-5130microRNA 5130 NR_039592.1

30 Gene 4933432I03Rik4933432I03RikRIKEN cDNA 4933432I03 gene NR_045657.1

29 Gene Cln5 A730075N08Rik, Cln5ceroid-lipofuscinosis, neuronal 5 NM_001033242.1

29 Gene Fbxl3 FBK, AW212966, Ovtm, Fbl3a, AU041772, Fbxl3a, Fbxl3F-box and leucine-rich repeat protein 3 NM_015822.2

30 Gene Mycbp2 AU023734, C130061D10Rik, Pam, Mycbp2, R75243, AW107953, Phr1, AW546647MYC binding protein 2 NM_207215.2

23 Gene Rbm26 Se70-2, C86225, Pro1777, MLZ-393, C230097K14Rik, 1700009P03Rik, Rbm26, AI447318RNA binding motif protein 26 NM_134077.4

21 Gene Spry2 sprouty2, Spry2sprouty homolog 2 (Drosophila) NM_011897.3

17 Gene Trim52 4921513B05Rik, Trim52tripartite motif-containing 52 NM_198601.3

21 Gene Gpc6 6720429C22Rik, MGC32221, Gpc6, AI480529glypican 6 NM_011821.2, NM_001079844.1

21 Gene Gm19845Gm19845 predicted gene, 19845 XR_141230.1
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31 Gene Tgds AI648925, 2610017J16Rik, Tgds, 2610025M23RikTDP-glucose 4,6-dehydratase NM_029578.3

31 Gene Gpr180 Itr, E130016I23Rik, Gpr180, AB041545G protein-coupled receptor 180 NM_021434.5

23 Gene Abcc4 Abcc4, D630049P08Rik, MOATB, MRP4ATP-binding cassette, sub-family C (CFTR/MRP), member 4NM_001033336.3, NM_001163675.1, NM_001163676.1

39 Gene Dnajc3 Prkri, AA408985, Dnajc3a, AU067833, p58, mp58, p58IPK, MGC6474, Dnajc3b, Dnajc3DnaJ (Hsp40) homolog, subfamily C, member 3 NM_008929.3

33 Gene Uggt2 1810064L21Rik, Uggt2, AW047562, Ugcgl2, A230065J02Rik, 3110001A05Rik, 3110027P15RikUDP-glucose glycoprotein glucosyltransferase 2 NM_001081252.2

27 Gene Hs6st3 6OST3, MGC144859, MGC144860, Hs6st3heparan sulfate 6-O-sulfotransferase 3 NM_015820.3

23 Gene Rap2a Rap2a, 5830461H18RikRAS related protein 2a NM_029519.3

30 Gene Farp1 BC030329, Cdep, AW228844, Farp1FERM, RhoGEF (Arhgef) and pleckstrin domain protein 1 (chondrocyte-derived)NM_134082.3

25 Gene Stk24 C76483, MGC6330, 1810013H02Rik, Stk24, STE20, MST-3, Mst3 NM_145465.2

21 Gene Ubac2 AW554959, 1190008A14Rik, Ubac2, Phgdhl1ubiquitin associated domain containing 2 NM_026861.2

26 Gene A330035P11RikA330035P11RikRIKEN cDNA A330035P11 gene NR_015586.2

26 Gene Tm9sf2 P76, D14Ertd64e, AA536814, Tm9sf2, 1500001N15Riktransmembrane 9 superfamily member 2 NM_080556.3

23 Gene Zic5 Zic5, 1700049L20Rik, Oprzinc finger protein of the cerebellum 5 NM_022987.3

23 Gene 2610035F20Rik2610035F20RikRIKEN cDNA 2610035F20 gene NR_045046.1

23 Gene Zic2 HPE5, Zic2, Ku zinc finger protein of the cerebellum 2 NM_009574.3

26 Gene Tmtc4 5730419O14Rik, Tmtc4, 4930403J22Riktransmembrane and tetratricopeptide repeat containing 4NM_028651.2

25 Gene Nalcn AI849508, Vgcnl1, Nalcn, A530023G15Riksodium leak channel, non-selective NM_177393.4

15 Gene Fgf14 MGC129318, mFHF-4(1B), MGC129319, Fgf14, Fhf4, FHF-4fibroblast growth factor 14 NM_010201.4, NM_207667.3

22 Gene Fbxo4 1700096C12Rik, Fbx4, AI851261, AW494535, Fbxo4F-box protein 4 NM_134099.2

28 Gene AW549877AI195826, AW549877expressed sequence AW549877 NM_145930.2

28 Gene A630020A06 uncharacterized A630020A06 NR_045740.1

28 Gene Card6 Card6, D730008L15caspase recruitment domain family, member 6 NM_001163138.1

28 Gene Rpl37 3110005M08Rik, Rpl37ribosomal protein L37 NM_026069.3

28 Gene Snord72 MBII-240, Snord72small nucleolar RNA, C/D box 72 NR_028091.1

22 Gene Prkaa1 AMPKalpha1, Prkaa1, AL024255, AI194361, AI450832, C130083N04Rikprotein kinase, AMP-activated, alpha 1 catalytic subunitNM_001013367.3

20 Gene Egflam 5930412K08, AU040377, EgflamEGF-like, fibronectin type III and laminin G domains NM_178748.5

26 Gene Gdnf AI385739, Gdnfglial cell line derived neurotrophic factor NM_010275.2

20 Gene Nipbl 4921518A06Rik, Nipbl, C79399, Idn3, 4933421G18RikNipped-B homolog (Drosophila) NM_027707.2, NM_201232.1

23 Gene Skp2 MGC116668, MGC102075, FBXL1, Skp2S-phase kinase-associated protein 2 (p45) NM_013787.2, NM_145468.1

23 Gene Lmbrd2 9930036E21Rik, Lmbrd2LMBR1 domain containing 2 NM_177178.3

24 Gene Rai14 Ankycorbin, 1700008J19Rik, mKIAA1334, Norpeg, Rai14, 1700020L11Rikretinoic acid induced 14 NM_030690.3, NM_001166408.1

24 Gene 4930556M19Rik1700009D01Rik, 4930556M19Rik, C130022M03RikRIKEN cDNA 4930556M19 gene NR_045063.1, NR_045064.1, NR_045065.1

19 Gene Slc45a2 bls, uw, blanc-sale, Aim-1, Aim1, Slc45a2, Dbr, Matpsolute carrier family 45, member 2 NM_053077.3

19 Gene Rxfp3 BC053073, Rxfp3, Salpr, GPCR135, Rln3r1relaxin family peptide receptor 3 NM_178717.3

23 Gene Npr3 stri, Npr3, C81222, NPR-C, B430320C24Rik, lgjnatriuretic peptide receptor 3 NM_008728.2, NM_001039181.1

23 Gene Gm5144 Gm5144 predicted gene 5144 XR_105665.3, XR_106892.3

38 Gene Sub1 Pc4, AI842364, P9, Sub1, Rpo2tc1, P15SUB1 homolog (S. cerevisiae) NM_011294.3

24 Gene Zfr C920030H05Rik, Zfr, MGC176100zinc finger RNA binding protein NM_011767.2

33 Gene Golph3 AW413496, 5730410D03Rik, Golph3, 4733401N08Rikgolgi phosphoprotein 3 NM_025673.2

17 Gene Cdh6 cad6, Cdh6, K-cadherin, MGC129338, MGC129360, cadherin-6cadherin 6 NM_007666.3

28 Gene Basp1 Ckap3, CAP-23, 2610024P12Rik, NAP-22, CAP23, Basp1, NAP22brain abundant, membrane attached signal protein 1NM_027395.2

28 Gene Gm5468 EG432939, Gm5468, 100040583predicted gene 5468 NR_027376.1

37 Gene Myo10 AW048724, Myo10, mKIAA0799, D15Ertd600emyosin X NM_019472.2

34 Gene Zfp622 Znf622, 1110033B05Rik, ZPR9, Zfp622, D15Ertd806ezinc finger protein 622 NM_144523.2

29 Gene Fbxl7 MGC102204, D230018M15Rik, FBL7, AL023057, Fbl6, Fbxl7F-box and leucine-rich repeat protein 7 NM_176959.3

26 Gene Trio AA408740, 6720464I07Rik, Solo, Triotriple functional domain (PTPRF interacting) NM_001081302.1

25 Gene Ankrd33b5730557B15Rik, 3021401C12Rik, 0610012A05Rik, Ankrd33bankyrin repeat domain 33B NM_001164441.1, NM_026153.3, NM_027496.3
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23 Gene March6 3830408G03, mKIAA0597, March6, F830029L24Rikmembrane-associated ring finger (C3HC4) 6 NM_172606.2

35 Gene Cct5 Ccte, mKIAA0098, Cct5, TCPEchaperonin containing Tcp1, subunit 5 (epsilon) NM_007637.2

35 Gene Fam173bAA987072, A930016P21Rik, Fam173bfamily with sequence similarity 173, member B NM_026546.3

28 Gene 0610007N19Rik0610007N19Rik, Snord123RIKEN cDNA 0610007N19 NR_038186.1

28 Gene Snord1230610007N19Rik, Snord123small nucleolar RNA, C/D box 123 NR_028575.2

28 Gene Sema5a 9130201M22Rik, semF, Sema5a, Semaf, 5930434A13, AI464145sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5ANM_009154.2

19 Gene Tspyl5 E130308C19Rik, 6330530B20, Tspyl5testis-specific protein, Y-encoded-like 5 NM_001085421.1

23 Gene Mtdh D8Bwg1112e, 3D3, Lyric, Mtdh, 3D3/Lyric, AV353288, AEG-1, 2610103J23Rikmetadherin NM_026002.4

30 Gene Matn2 Crtm2, Matn2, matrilin-2, MGC102477matrilin 2 NM_016762.2

30 Gene Rpl30 Rpl30, MGC107559, MGC106425ribosomal protein L30 NM_009083.4, NM_001163485.1

30 Gene BC030476MGC117582, MGC40815, BC030476cDNA sequence BC030476 NM_173421.2

24 Gene Hrsp12 HR12, Hrsp12, HRP12heat-responsive protein 12 NM_008287.3

24 Gene Pop1 4932434G09Rik, MGC36536, Pop1processing of precursor 1, ribonuclease P/MRP family, (S. cerevisiae)NM_152894.2, NM_026340.3

26 Gene Nipal2 Npal2, 9330161F08Rik, Nipal2NIPA-like domain containing 2 NM_145469.5

26 Gene 4930413F20Rik4930413F20RikRIKEN cDNA 4930413F20 gene NR_045883.2

27 Gene Kcns2 E130006J24Rik, Kv9.2, Kcns2K+ voltage-gated channel, subfamily S, 2 NM_181317.3

21 Gene Stk3 MST, Mst2, 0610042I06Rik, mess1, Stk3, Ste20, Mst3 NM_019635.2

30 Gene Osr2 Osr2B, Osr2, 5430409I15Rik, Osr2A NM_054049.2

25 Gene BC048602BC048602 cDNA sequence BC048602 NR_045280.1

31 Gene Vps13b 2310042E16Rik, Vps13b, Coh1, mKIAA5032, D230005K13, MGC189855, C87206, mKIAA0532, 1810042B05Rik, C330002D13Rik, 4732488H20vacuolar protein sorting 13B (yeast) NM_177151.3

27 Gene Cox6c Cox6c cytochrome c oxidase subunit VIc NM_053071.2

18 Gene Spag1 Spag1, tpis sperm associated antigen 1 NM_012031.3

26 Gene Rnf19a Rnf19a, UIP117, Rnf19, AA032313, Ubce7ip2, XYbp, Dorfinring finger protein 19A NM_013923.2

28 Gene Pabpc1 Pabpc1, PABP, ePAB, PabpI, Pabp1, Pabpl1poly(A) binding protein, cytoplasmic 1 NM_008774.3

30 Gene Ywhaz AI596267, AU020854, AL022924, 1110013I11Rik, 14-3-3zeta, Ywhaztyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, zeta polypeptideNM_011740.3, NM_001253805.1, NM_001253806.1, NM_001253807.1

28 Gene Ncald D030020D09Rik, AI848120, D15Ertd412e, Ncaldneurocalcin delta NM_134094.4, NM_001170866.1, NM_001170867.1, NM_001170868.1

28 Gene Ubr5 C77315, mKIAA0896, Edd1, AW549941, Edd, 4432411E13Rik, Ubr5, D030042K14ubiquitin protein ligase E3 component n-recognin 5 NM_001081359.2, NM_001112721.1

35 Gene Azin1 Oazi, 1700085L02Rik, Oazin, Azin1, AI414949antizyme inhibitor 1 NM_018745.5, NM_001102458.1

25 Gene Atp6v1c1U13839, Atp6v1c1, 1700025B18RikATPase, H+ transporting, lysosomal V1 subunit C1 NM_025494.3

35 Gene Slc25a322610043O12Rik, Mftc, Slc25a32solute carrier family 25, member 32 NM_172402.3

35 Gene Dcaf13 Wdsof1, Dcaf13, Gm83, MGC65348DDB1 and CUL4 associated factor 13 NM_198606.2

18 Gene Rims2 Rab3ip2, 2810036I15Rik, Rim2(+40A), Rim2(+44A), Rim2(+4A), AW048769, Syt3-rs, mKIAA0751, RIM2, Rims2, Serg2regulating synaptic membrane exocytosis 2 NM_001256382.1, NM_001256383.1, NM_001256384.1, NM_053271.2

18 Gene Lrp12 Lrp12, AI848829, C820005L12Riklow density lipoprotein-related protein 12 NM_172814.3

20 Gene Zfpm2 FOG-2, Zfpm2, B330005D23Rik, FOG2zinc finger protein, multitype 2 NM_011766.5

28 Gene Oxr1 MGC103081, Oxr1, MGC107466, 2210416C20Rik, C7, C7Boxidation resistance 1 NM_130885.2, NM_001130163.1, NM_001130164.1, NM_001130165.1, NM_001130166.1

26 Gene Nudcd1 AW556235, Nudcd1, AW260430, 4921532K09Rik, CML66-L, AA407246, Cml66NudC domain containing 1 NM_026149.4, NM_001113554.1

26 Gene Eny2 DC6, 1810057B09Rik, 6720481I12, Eny2, Ey2enhancer of yellow 2 homolog (Drosophila) NM_175009.3

29 Gene Ebag9 AI835379, Rcas1, Ebag9, MGC118417estrogen receptor-binding fragment-associated gene 9NM_019480.4

19 Gene Rad21 mKIAA0078, Rad21, MGC150312, MGC150311, SCC1RAD21 homolog (S. pombe) NM_009009.4

21 Gene Ext1 Ext1, AA409028exostoses (multiple) 1 NM_010162.2

39 Gene Dscc1 MGC151212, MGC151210, 2010006I05Rik, 2600005O03Rik, Dscc1, Dcc1defective in sister chromatid cohesion 1 homolog (S. cerevisiae)NM_183089.2

39 Gene Gm9920 Gm9920, ENSMUSG00000053749predicted gene 9920 NR_045093.1

33 Gene Deptor 9130412E02Rik, D15Ertd597e, mKIAA4200, R75183, Deptor, Depdc6-002, Depdc6, 4731402B04Rik, KIAA4200, D15Ertd336e, Depdc6-001DEP domain containing MTOR-interacting protein NM_145470.2, NM_001037937.2

24 Gene Mrpl13 Mrpl13, 1110002D09Rikmitochondrial ribosomal protein L13 NM_026759.3

24 Gene Mtbp AI429604, Mtbp, MDM2BPMdm2, transformed 3T3 cell double minute p53 binding proteinNM_134092.3, NM_001168250.1

19 Gene Sntb1 Sntb1 NM_016667.3

18 Gene Zhx2 mKIAA0854, Raf, Afr1, Zhx2, Afr-1zinc fingers and homeoboxes 2 NM_199449.2
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36 Gene 9130401M01RikAI849328, 9130401M01RikRIKEN cDNA 9130401M01 gene NM_029418.4

23 Gene Zhx1 Zhx1, mKIAA4149, 3110006I21Rik, KIAA4149zinc fingers and homeoboxes 1 NM_009572.3, NM_001042438.1

31 Gene Atad2 Atad2, 2610509G12Rik, MGC38189ATPase family, AAA domain containing 2 NM_027435.2

31 Gene Wdyhv1 Ntaq1, 2410187C16Rik, AU014961, Wdyhv1, AW550036WDYHV motif containing 1 NM_029734.1

21 Gene Fbxo32 Gm20361, atrogin-1, ATROGIN1, Fbxo32, MAFbx, 4833442G10Rik, AI430017F-box protein 32 NM_026346.3

22 Gene Tmem654930438D12Rik, Tmem65, 2610029O13Riktransmembrane protein 65 NM_175212.4

22 Gene Ube2d4 EG546638, Gm5959, Ube2d4ubiquitin-conjugating enzyme E2D 4 XM_905852.4, XM_621400.5

31 Gene Rnf139 4930555P18Rik, Rnf139ring finger protein 139 NM_175226.4

31 Gene Tatdn1 2310079P03Rik, CDA11, Tatdn1TatD DNase domain containing 1 NM_175151.4

25 Gene Ndufb9 Ndufb9, 1190008J14RikNADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9NM_023172.3

25 Gene Mtss1 2310003N14Rik, Mtss1, MGC37896, Mim, D130001D01Rik, mKIAA0429, BC024131metastasis suppressor 1 NM_144800.2, NM_001146180.1

27 Gene Sqle Sqle, AI323792squalene epoxidase NM_009270.3

21 Gene E430025E21RikC76463, mKIAA0196, Kiaa0196, AL022848, MGC31278, E430025E21Rik, strumpellinRIKEN cDNA E430025E21 gene NM_153548.2

21 Gene Nsmce2 1110014D18Rik, Nsmce2, AI661537non-SMC element 2 homolog (MMS21, S. cerevisiae)NM_026746.3, NM_001164604.1

29 Gene Trib1 A530090O15Rik, TRB-1, Trb1, Trib1tribbles homolog 1 (Drosophila) NM_144549.4

29 Gene Fam84b D330050I23Rik, BF642811, Fam84bfamily with sequence similarity 84, member B NM_001162926.1

29 Gene 9930014A18Rik9930014A18Rik, MGC106185RIKEN cDNA 9930014A18 gene NR_030696.1

27 Gene Myc Nird, Myc2, Niard, c-myc, bHLHe39, AU016757, Mycmyelocytomatosis oncogene NM_010849.4, NM_001177352.1, NM_001177353.1, NM_001177354.1

23 Gene Asap1 AV239055, PAP, s19, Ddef1, mKIAA1249, Asap1, mKIAA1249.ArfGAP with SH3 domain, ankyrin repeat and PH domain1NM_010026.2

31 Gene Efr3a KIAA0143, mKIAA0143, D030063F01Rik, Efr3a, C76891, BB071175, C920006C10Rik, A130089M23RikEFR3 homolog A (S. cerevisiae) NM_133766.3

27 Gene Phf20l1 E130113K22Rik, Phf20l1, CGI-72PHD finger protein 20-like 1 NM_001081409.1

31 Gene Ndrg1 PROXY1, HMSNL, CAP43, Ndr1, CMT4D, Ndrl, DRG1, Ndrg1, NMSL, RTP, TDD5N-myc downstream regulated gene 1 NM_008681.2

21 Gene Trappc9 2900005P22Rik, TRS130, 4632408O18Rik, Nibp, KIAA1882, Trappc9, 1810044A24Rik, Ibp, mKIAA1882trafficking protein particle complex 9 NM_180662.2, NM_029640.2, NM_001164641.1, NM_001164642.1, NM_001164643.1

21 Gene Peg13 Peg13 paternally expressed 13 NR_002864.1

34 Gene Ago2 Gerp95, Gm10365, AI225898, KIAA4215, Ago2, ENSMUSG00000072493, 1110029L17Rik, AL022874, Eif2c2, mKIAA4215, AW546247, 2310051F07Rikargonaute RISC catalytic subunit 2 NM_153178.4

26 Gene 1700010B13Rik1700010B13RikRIKEN cDNA 1700010B13 gene XR_106927.1, XR_105733.1

22 Gene Jrk Jrk NM_008415.6

22 Gene 4933427E11Rik4933427E11RikRIKEN cDNA 4933427E11 gene NR_033197.1

22 Gene Psca 2210408B04Rik, Psca, MGC123434prostate stem cell antigen NM_028216.2

19 Gene Zfp41 Zfp-41, CTfin92, Zfp41zinc finger protein 41 NM_001044718.1, NM_011759.2

38 Gene Mafa RIPE3b1, Mafa v-maf musculoaponeurotic fibrosarcoma oncogene family, protein A (avian)NM_194350.1

38 Gene Zc3h3 Zc3h3, Smicl, BC049953, Zc3hdc3, Kiaa0150zinc finger CCCH type containing 3 NM_172121.1

30 Gene Zfp623 AI847036, MGC101961, 2610029D06Rik, Zfp623zinc finger protein 623 NM_030199.3

29 Gene Scrib KIAA0147, AI118201, vartul, Scrib, Scrb1, mKIAA0147, CRIB, Crc, SCRIB1scribbled homolog (Drosophila) NM_134089.1

42 Gene Puf60 Puf60, SIAHBP1, 2810454F19Rik, 2410104I19Rikpoly-U binding splicing factor 60 NM_028364.2, NM_133691.5, NM_001164600.1

42 Gene Nrbp2 MGC18994, Nrbp2, BC011468, MGC12117nuclear receptor binding protein 2 NM_144847.1

40 Gene Eppk1 Eppk1, 6230424I18Rik, EPIPL1, EPPK, EPIPLepiplakin 1 NM_144848.2

28 Gene Plec PLTN, AU042537, PCN, AA591047, Plec, Plec1, EBS1 NM_001163540.1, NM_001163542.1, NM_001163549.1, NM_011117.2, NM_201385.2, NM_201389.2, NM_201390.2, NM_201391.2, NM_201393.2, NM_201394.2, NM_001164203.1, NM_201387.3, NM_201392.2, NM_201388.2, NM_201386.2

21 Gene Mir1942 mmu-mir-1942, Mir1942microRNA 1942 NR_035463.1

24 Gene Parp10 Parp10 poly (ADP-ribose) polymerase family, member 10 NM_001163575.1, NM_001163576.1

21 Gene Grina Lag, 1110025J15Rik, Grinaglutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1 (glutamate binding)NM_023168.3

21 Gene Exosc4 Rrp41, 1500001N04Rik, Exosc4, 1110039I09Rikexosome component 4 NM_175399.4

28 Gene Gpaa1 C80044, mGAA1, Gpaa1GPI anchor attachment protein 1 NM_010331.2

28 Gene Cyc1 2610002H19Rik, AA408921, Cyc1cytochrome c-1 NM_025567.2

28 Gene Sharpin cpdm, Sharpin, SIPL1, AW121341, 0610041B22Rik, RBCKL1SHANK-associated RH domain interacting protein NM_025340.2

28 Gene Maf1 1110068E11Rik, Maf1, AU042856MAF1 homolog (S. cerevisiae) NM_001164607.1, NM_026859.3, NM_001164608.1

31 Gene Fam203aD15Ertd741e, MNCb-5873, Fam203a, Brp16family with sequence similarity 203, member A NM_021555.2
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31 Gene Tssk5 1700091F14Rik, Tssk5testis-specific serine kinase 5 NM_183099.2

25 Gene Mroh1 Heatr7a, D330001F17Rik, Mroh1maestro heat-like repeat family member 1 NM_001162489.1, NM_175457.4

32 Gene Bop1 mKIAA0124, Erb1p, Bop1, D18861, Kiaa0124, AU020183, AW146150block of proliferation 1 NM_013481.1

25 Gene Scx Scl, Scx, BB114693, Bhlha41, bHLHa41scleraxis NM_198885.3

32 Gene Hsf1 Hsf1, AA960185heat shock factor 1 NM_008296.2

24 Gene Dgat1 C75990, ARAT, Dgat, Dgat1, D15Ertd23ediacylglycerol O-acyltransferase 1 NM_010046.2

26 Gene Scrt1 Scrt1 scratch homolog 1, zinc finger protein (Drosophila) NM_130893.3

38 Gene Gm8140 EG666504, Gm8140predicted gene 8140 XM_982916.4, XM_984290.4

38 Gene Fbxl6 Fbxl6, Fbl6, AU021795F-box and leucine-rich repeat protein 6 NM_013909.2

38 Gene Slc52a2 PAR2, GPCR, 2010003P03Rik, Gpr172b, D15Ertd747e, GPCR42, Slc52a2, mRFT1solute carrier protein 52, member 2 NM_029643.3

25 Gene Cyhr1 Chrp, Cyhr1, 1110031M01Rik, AU042374cysteine and histidine rich 1 NM_180962.1, NM_019396.2

25 Gene Kifc2 Kifc2 kinesin family member C2 NM_010630.2

22 Gene Foxh1 Foxh1, Fast1, Fast2forkhead box H1 NM_007989.3

22 Gene Ppp1r16aMypt3, 2900084E10Rik, R75527, Ppp1r16aprotein phosphatase 1, regulatory (inhibitor) subunit 16ANM_033371.2

27 Gene Mfsd3 2310010G13Rik, Mfsd3major facilitator superfamily domain containing 3 NM_027122.3

27 Gene Recql4 Recql4, RecQ4 NM_058214.3

27 Gene Lrrc14 E130306I01Rik, Lrrc14, mKIAA0014leucine rich repeat containing 14 NM_145471.2

27 Gene Lrrc24 Lrrc24, 6430402H13Rikleucine rich repeat containing 24 NM_198119.2

26 Gene C030006K11RikC030006K11Rik, 1110033I13Rik, MGC38904RIKEN cDNA C030006K11 gene NM_176828.4, NM_145472.2

26 Gene Arhgap39AI843066, 9530053N22, Arhgap39, D15Wsu169e, Kiaa1688, Porf-2Rho GTPase activating protein 39 NM_198420.2, NM_001168288.1

19 Gene Zfp7 KRAB20, mszf73-2, Zfp65, Krox-2, Zfp7, Zfp86-rs1, KRAB7, MGC6397, Zfp-7, Zfp80zinc finger protein 7 NM_145916.2

50 Gene Commd5Hcarg, AI854466, D15Ertd81e, Commd5, 2310065H03RikCOMM domain containing 5 NM_025536.2

50 Gene Rpl8 Rpl8 ribosomal protein L8 NM_012053.2

50 Gene Zfp647 Znf250, Es492, Zfp647, 6030449J21zinc finger protein 647 NM_172817.3, NM_001168276.1

24 Gene Rbfox2 Rbfox2, Hrnbp2, AI118529, AA407676, Rbm9, Fxh, 2810460A15Rik, Fbm2RNA binding protein, fox-1 homolog (C. elegans) 2 NM_053104.5, NM_175387.3, NM_001110827.1, NM_001110828.1, NM_001110829.1, NM_001110830.1

21 Gene Apol8 Apol8, Apol2, 9830006J20Rik, APOL-IIapolipoprotein L 8 NM_001081970.1

39 Gene Myh9 D0Jmb2, Myhn-1, Myhn1, E030044M24Rik, C80049, Myh9, Fltn, NMHCIIA, TU72.6myosin, heavy polypeptide 9, non-muscle NM_022410.2

23 Gene Foxred2 D15Bwg0759e, A430097D04Rik, Gm304, Foxred2FAD-dependent oxidoreductase domain containing 2NM_001017983.2, NM_001168260.1

38 Gene Eif3d eIF3p66, Eif3s7, 66/67kDa, Eif3d, AA407891, MGC115774eukaryotic translation initiation factor 3, subunit D NM_018749.2

30 Gene Cacng2 stargazer, Cacng2, stg, B230105C07Rik, B930041E13Rik, MGC123981, AW060990, waggler, wag, stargazincalcium channel, voltage-dependent, gamma subunit 2NM_007583.2

23 Gene Tex33 Ean57, 1700061J05Rik, MGC130090, Tex33testis expressed 33 NM_028522.1, NM_001163613.1, NM_001163612.2

24 Gene Tst Rhodanese, Tstthiosulfate sulfurtransferase, mitochondrial NM_009437.4

24 Gene Mpst Mst, Mpst mercaptopyruvate sulfurtransferase NM_138670.3, NM_001162492.1, NM_001162493.1

26 Gene Kctd17 Kctd17, 2900008M13Rik, AW742389, N28155, AA414907potassium channel tetramerisation domain containing 17NM_001081367.1

26 Gene Tmprss6 Tmprss6, 1300008A22Riktransmembrane serine protease 6 NM_027902.2

18 Gene Elfn2 AW048948, 6330514E13, Elfn2, BC094219, Lrrc62, Ppp1r29leucine rich repeat and fibronectin type III, extracellular 2NM_183141.2

24 Gene Cdc42ep1MSE55, Cdc42ep1, 1810058K22Rik, Borg5, AA980734, MGC103067, CEP1CDC42 effector protein (Rho GTPase binding) 1 NM_027219.3

24 Gene Lgals2 2200008F12Rik, Lgals2, AI324147lectin, galactose-binding, soluble 2 NM_025622.3

30 Gene Gga1 4930406E12Rik, AU016030, Gga1, AW209092golgi associated, gamma adaptin ear containing, ARF binding protein 1NM_145929.2

30 Gene Gm10866ENSMUSG00000075561, Gm10866predicted gene 10866 XR_141279.1

30 Gene Sh3bp1 3BP-1, Sh3bp1 SH3-domain binding protein 1 NM_009164.2

26 Gene Pdxp Pdxp, 1600027H05Rik, PLPP, AB041662pyridoxal (pyridoxine, vitamin B6) phosphatase NM_020271.3

26 Gene Lgals1 galectin-1, Lect14, L14, Galbp, L-14.5, AA410090, Gal-1, Lgals1lectin, galactose binding, soluble 1 NM_008495.2

26 Gene Nol12 Nol12, Nop25, C78541nucleolar protein 12 NM_133800.3

23 Gene Triobp EST478828, Triobp, AI428493, Tara, mKIAA1662TRIO and F-actin binding protein NM_138579.4, NM_001024716.1, NM_001039155.1, NM_001039156.1

40 Gene Gm17753Gm17753 predicted gene, 17753 XR_106938.2, XR_105742.2

40 Gene H1f0 MGC19309, H1fv, MGC98218, H1f0, D130017D06Rik, MGC117919, H1(0)H1 histone family, member 0 NM_008197.3
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40 Gene Gcat Kbl, AI526977, Gcatglycine C-acetyltransferase (2-amino-3-ketobutyrate-coenzyme A ligase)NM_013847.4, NM_001161712.1

27 Gene Eif3l Eif3eip, Eif3ip, D15N1e, 0610011H21Rik, HSP-66Y, PAF67, Eif3s6ip, Eif3l, MGC37328eukaryotic translation initiation factor 3, subunit L NM_145139.2

28 Gene Micall1 260, D15N2e, EST820961, MIRab13, Micall1, EST573322, mKIAA1668, AI448246, D15Mit260microtubule associated monooxygenase, calponin and LIM domain containing -like 1NM_177461.1

26 Gene Sox10 Dom, Sox10, Sox21SRY-box containing gene 10 NM_011437.1

26 Gene Gm10863Gm10863, ENSMUSG00000075555predicted gene 10863 NR_029470.1

26 Gene Maff Maff NM_010755.3

24 Gene Tmem184b2610507A11, Tmem184b, 4732495E13Riktransmembrane protein 184b NM_172608.1, NM_001253817.1, NM_001253819.1, NM_001253820.1

20 Gene Kcnj4 IRK3, Kcnj4, Kcnf2, MB-IRK3potassium inwardly-rectifying channel, subfamily J, member 4NM_008427.4

23 Gene Kdelr3 Kdelr3, AI173274KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3NM_134090.2

26 Gene Fam227a4933432B09Rik, Fam227afamily with sequence similarity 227, member A NM_029407.1

26 Gene Cby1 PGEA14, 1110014P06Rik, CBY, Pgea1, arb1, Cby1chibby homolog 1 (Drosophila) NM_028634.3

32 Gene Josd1 MGC101975, Josd1, 1300006C06Rik, MGC6306, mKIAA0063Josephin domain containing 1 NM_028792.3

32 Gene LOC101055940 uncharacterized LOC101055940 XM_003945553.1

32 Gene Gtpbp1 Gtpbp1, AL022987, Gtpbp, GP-1, AW045683, C85212GTP binding protein 1 NM_013818.2

20 Gene Sun2 Sun2, AI551766, B230369L08Rik, Unc84b, C030011B15Sad1 and UNC84 domain containing 2 NM_194342.3, NM_001205345.1, NM_001205346.1

20 Gene Gm16576Gm16576 predicted gene 16576 NR_045069.1

23 Gene Npcd Cbx6-Nptxr, Npcdneuronal pentraxin chromo domain NM_001013360.2, NM_001013362.2

17 Gene Nptxr AI785356, AI452369, 5730406O18Rik, D15Bwg0580e, 1200009K17Rik, 1700036C17Rik, NPR, Nptxr, Npcdneuronal pentraxin receptor NM_030689.4

23 Gene Cbx6 Cbx6 chromobox 6 NM_028763.3

23 Gene Gm10856ENSMUSG00000075542, Gm10856predicted gene 10856 XR_141281.1

23 Gene Pdgfb PDGF-B, Pdgfb, Sisplatelet derived growth factor, B polypeptide NM_011057.3

23 Gene Fam83f MGC27770, Fam83f, AW544981family with sequence similarity 83, member F NM_145986.2

35 Gene Tnrc6b D230019K20Rik, AI848765, 2700090M07Rik, A730065C02Rik, MGC28739, Tnrc6btrinucleotide repeat containing 6b NM_144812.2, NM_177124.4

23 Gene Adsl Asl, Adsl, Adl NM_009634.5

23 Gene Sgsm3 Rutbc3, BB175482, R75178, 1810012I01Rik, RUSC3, Cip85, AI428557, Sgsm3small G protein signaling modulator 3 NM_134091.2

24 Gene Mkl1 AMKL, AI852829, Mal, Mrtf-A, Bsac, AW821984, AW743281, Mkl1MKL (megakaryoblastic leukemia)/myocardin-like 1 NM_153049.2, NM_001082536.1

24 Gene 4930483J18Rik4930483J18Rik, MGC107257RIKEN cDNA 4930483J18 gene NR_015603.1

19 Gene St13 HIP, HOP, St13, AW555194, 1110007I03Rik, HSPABP1, 3110002K08Rik, p48, SNC6, PRO0786, HSPABPsuppression of tumorigenicity 13 NM_133726.2

19 Gene Xpnpep3Xpnpep3, E430012M05Rik, APP3X-prolyl aminopeptidase (aminopeptidase P) 3, putativeNM_177310.2

19 Gene Dnajb7 Dnajb7, 4933424H20Rik, Dj5, mDj5DnaJ (Hsp40) homolog, subfamily B, member 7 NM_021317.2

41 Gene Ep300 p300, Ep300, KAT3B, A730011L11, A430090G16, p300 HATE1A binding protein p300 NM_177821.6

23 Gene L3mbtl2 M4mbt, L3mbtl2, MGC31247, 4732493N06Rikl(3)mbt-like 2 (Drosophila) NM_145993.4

23 Gene Chadl AY100452, D930017K21Rik, Chadlchondroadherin-like NM_001164320.1

36 Gene Rangap1C79654, Rangap1, mKIAA1835, Fug1RAN GTPase activating protein 1 NM_001146174.1, NM_011241.4

26 Gene Zc3h7b mKIAA1031, Zc3h7b, Zc2h7b, Scrg3, Gm627zinc finger CCCH type containing 7B NM_001081016.1

31 Gene Gm17597Gm17597 predicted gene, 17597 XR_106942.1, XR_105750.1

31 Gene Tef Tef, 2310028D20Rikthyrotroph embryonic factor NM_153484.3, NM_017376.3

30 Gene Tob2 AV071822, 4930545K18Rik, 2900090N22Rik, Tob2, mKIAA1663transducer of ERBB2, 2 NM_020507.3

30 Gene Phf5a Phf5a, 1110007B08RikPHD finger protein 5A NM_026737.3

19 Gene Polr3h 5031409G22Rik, Polr3h, RPC8polymerase (RNA) III (DNA directed) polypeptide H NM_030229.4

31 Gene Csdc2 AI415250, Pippin, AI481750, Csdc2cold shock domain containing C2, RNA binding NM_145473.3

31 Gene Pmm1 Pmm1, C77612phosphomannomutase 1 NM_013872.3

28 Gene Xrcc6 G22p1, Xrcc6, 70kDa, Ku70X-ray repair complementing defective repair in Chinese hamster cells 6NM_010247.2

28 Gene Nhp2l1 Nhp2l1, Ssfa1, FA-1, Fta1NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae)NM_011482.4

34 Gene Mei1 Mei1, mei1, 4932408F18Rikmeiosis defective 1 NM_028897.3

34 Gene Ccdc134 2310042L06Rik, Ccdc134, AW208859coiled-coil domain containing 134 NM_172428.2

23 Gene Srebf2 SREBP2gc, AI608257, SREBP-2, bHLHd2, SREBP2, Srebf2, nuc, lop13sterol regulatory element binding factor 2 NM_033218.1
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40 Gene Cenpm AI853711, Cenpm, 2610019I03Rik, Pane1centromere protein M NM_025639.4, NM_001080158.1, NM_178269.3

40 Gene 1500009C09Rik1500009C09RikRIKEN cDNA 1500009C09 gene NR_037697.1, NR_037698.1

31 Gene Tcf20 mKIAA0292, 2810438H08Rik, SPBP, Tcf20transcription factor 20 NM_013836.3, NM_001114140.1

31 Gene Tbrg3 TB-11, Tbrg3 transforming growth factor beta regulated gene 3 NR_027799.1

31 Gene Gm20324Gm20324 predicted gene, 20324 NR_045068.1

22 Gene Serhl Serhl, 0610008B10Rik, AU019786, 1110019M09Rikserine hydrolase-like NM_023475.3

22 Gene Rrp7a 1110014J01Rik, Kheg1, Rrp7a, AA408146ribosomal RNA processing 7 homolog A (S. cerevisiae)NM_029101.4

22 Gene Poldip3 mKIAA1649, C77954, KIAA1649, AA408269, 1110008P04Rik, PDIP46, SKAR, Poldip3, AL022852polymerase (DNA-directed), delta interacting protein 3NM_178627.3

23 Gene Arfgap3 Arfgap1, 1810035F16Rik, 1810004P07Rik, 9130416J18Rik, Arfgap3, 0610009H19RikADP-ribosylation factor GTPase activating protein 3 NM_025445.4

23 Gene 1700001L05Rik1700001L05RikRIKEN cDNA 1700001L05 gene NR_027980.1

24 Gene Pacsin2 Pacsin2, AI197433protein kinase C and casein kinase substrate in neurons 2NM_011862.3, NM_001159509.1, NM_001159510.1

21 Gene Mcat BC025519, AI225907, Mcatmalonyl CoA:ACP acyltransferase (mitochondrial) NM_001030014.2

21 Gene Tspo Bzrp, PBR, Tspo, Tspo1, IBPtranslocator protein NM_009775.4

26 Gene Ttll12 Ttll12, BC055368, D430005B17tubulin tyrosine ligase-like family, member 12 NM_183017.2

26 Gene Scube1 A630023E24Rik, AI604862, Scube1, 7330410C13Riksignal peptide, CUB domain, EGF-like 1 NM_022723.2

36 Gene Ldoc1l Ldoc1l, BC058638, Mar6, Mart6, MGC73499leucine zipper, down-regulated in cancer 1-like NM_177630.3

24 Gene Phf21b Phf21b, A730032D07RikPHD finger protein 21B NM_001081166.2, NR_030731.1

24 Gene Nup50 1700030K07Rik, AI413123, Npap60, Nup50nucleoporin 50 NM_016714.2

23 Gene 5031439G07Rik5031439G07Rik, mKIAA0930, AW554572RIKEN cDNA 5031439G07 gene NM_001033273.2

24 Gene Fbln1 Fbln1 NM_010180.2

29 Gene Atxn10 C77170, Atxn10, Sca10, AI325283, E46, TEG-169, Tex169ataxin 10 NM_016843.3

19 Gene Wnt7b Wnt-7b, Wnt7bwingless-related MMTV integration site 7B NM_009528.3, NM_001163633.1, NM_001163634.1

19 Gene AU022754AU022754 expressed sequence AU022754 NR_040433.1

20 Gene Ppara PPAR-alpha, Ppar, PPARalpha, 4933429D07Rik, Nr1c1, AW742785, Pparaperoxisome proliferator activated receptor alpha NM_011144.6, NM_001113418.1

23 Gene Gtse1 Gtse1, Gtse-1, B99G two S phase expressed protein 1 NM_013882.2, NM_001168672.1

23 Gene Trmu 1110005N20Rik, Trmt1, AI314320, 1600025P05Rik, TrmutRNA 5-methylaminomethyl-2-thiouridylate methyltransferaseNM_028063.2

24 Gene Celsr1 Scy, crash, Celsr1, Crshcadherin, EGF LAG seven-pass G-type receptor 1 (flamingo homolog, Drosophila)NM_009886.2

27 Gene Gramd4 Gramd4, 9930016O13GRAM domain containing 4 NM_001205353.1, NM_172611.4

23 Gene Cerk D330016D08Rik, Cerk, mKIAA1646, AI848610ceramide kinase NM_145475.4

26 Gene Tbc1d22aMGC28337, Tbc1d22a, BC023106, D15Ertd781eTBC1 domain family, member 22a NM_145476.2

30 Gene Fam19a5Tafa-5, TAFA5, Tara-5, AW049604, Fam19a5family with sequence similarity 19, member A5 NM_134096.2, NM_001252310.1, NR_045510.1

30 Gene Brd1 Brd1, mKIAA4191, AI316859, MGC164733, KIAA4191, 1110059H06Rikbromodomain containing 1 NM_001033274.3

25 Gene Zbed4 MGC59429, Zbed4, 1700009F06Rikzinc finger, BED domain containing 4 NM_181412.3

26 Gene Alg12 ECM39, Alg12, MGC29374asparagine-linked glycosylation 12 (alpha-1,6-mannosyltransferase)NM_145477.2, NM_001142357.1

26 Gene Creld2 Creld2, C85758, 5730592L21Rikcysteine-rich with EGF-like domains 2 NM_029720.2

43 Gene Pim3 MGC27707, Pim3, BC026639, MGC37517, Kid1proviral integration site 3 NM_145478.2

25 Gene Panx2 Panx2 pannexin 2 NM_001002005.2

25 Gene 1810021B22Rik1810021B22RikRIKEN cDNA 1810021B22 gene NR_040417.1

26 Gene Trabd Trabd, 5730502D15Rik, AL023039TraB domain containing NM_026485.2

26 Gene 1300018J18Rik1300018J18Rik, SeloRIKEN cDNA 1300018J18 gene NM_027905.2

26 Gene Tubgcp6 D430023H11, Tubgcp6, mKIAA1669, AI843275tubulin, gamma complex associated protein 6 NM_001163319.1

19 Gene Mapk11 Prkm11, P38b, Sapk2b, DKFZp586C1322, p38beta2, p38beta, Sapk2, p38-2, Mapk11mitogen-activated protein kinase 11 NM_011161.5

34 Gene Plxnb2 1110007H23Rik, mKIAA0315, Debt, Plxnb2plexin B2 NM_138749.2, NM_001159521.1

34 Gene Dennd6bAI414881, 1700027J05Rik, Fam116b, Dennd6bDENN/MADD domain containing 6B NM_027081.3

28 Gene Ppp6r2 1110033O10Rik, Pp6r2, 8430411H09Rik, B230107H12Rik, Saps2, Ppp6r2protein phosphatase 6, regulatory subunit 2 NM_027805.2, NM_026813.1

15 Gene Shank3 Shank3b, AI841104, Shank3SH3/ankyrin domain gene 3 NM_021423.3

19 Gene Rabl2 AW549303, Rabl2a, 1110031N17Rik, Rabl2RAB, member of RAS oncogene family-like 2 NM_026817.3
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26 Gene Kif21a AI850764, Kif21a, mKIAA1708kinesin family member 21A NM_016705.3, NM_001109040.1, NM_001109041.1, NM_001109042.1

28 Gene Slc2a13 A630029G22Rik, AI505012, Gm308, 6530403A04, Slc2a13solute carrier family 2 (facilitated glucose transporter), member 13NM_001033633.3

26 Gene Zcrb1 Madp-1, Zcrb1, 2700088M22Rikzinc finger CCHC-type and RNA binding motif 1 NM_026025.2

26 Gene Pphln1 HSPC232, 1600022A19Rik, 1110063K05Rik, CR, MGC27795, Pphln1, HSPC206periphilin 1 NM_146062.2, NM_175363.3, NM_001083114.1

38 Gene Prickle1 Prickle1, mpk1, Prickle, AW215793, 1110058P22Rikprickle homolog 1 (Drosophila) NM_001033217.4

18 Gene Adamts20Adamst20, Adamts20, bta disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 20NM_177431.4, NM_001164785.1, NM_001164786.1

27 Gene Twf1 A6, twinfilin, Ptk9, Twf1twinfilin, actin-binding protein, homolog 1 (Drosophila)NM_008971.4

18 Gene Nell2 mel91, Nell2, A330108N19Rik, R75516NEL-like 2 NM_016743.2

34 Gene A130051J06RikENSMUSG00000053098, A130051J06RikRIKEN cDNA A130051J0 gene XR_141262.1

34 Gene Ano6 AW554778, Tmem16f, Ano6, 2900059G15Rik, F730003B03Rik, AA407480anoctamin 6 NM_001253813.1, NM_175344.4

23 Gene E330033B04RikE330033B04RikRIKEN cDNA E330033B04 gene NR_030690.1

23 Gene Arid2 zipzap/p200, Arid2, 4432409D24Rik, 1700124K17RikAT rich interactive domain 2 (ARID, RFX-like) NM_175251.4

29 Gene Scaf11 Scaf11, mKIAA3013, SRRP129, CASP11, Sfrs2ip, 1110061H03Rik, AI462454, Srsf2ip, 2610510E10Rik, SIP1SR-related CTD-associated factor 11 NM_028148.2

37 Gene Slc38a1 AA408026, AL022800, NAT2, AU015942, AA409865, Slc38a1solute carrier family 38, member 1 NM_134086.4, NM_001166456.1, NM_001166458.1

23 Gene Slc38a2 mKIAA1382, 5033402L14Rik, Slc38a2, AI316867, ATA2, SAT2solute carrier family 38, member 2 NM_175121.3

20 Gene Rpap3 2310042P20Rik, D15Ertd682e, Rpap3RNA polymerase II associated protein 3 NM_028003.2

20 Gene Endou Pp11r, Endou, Tcl-30endonuclease, polyU-specific NM_008902.3, NM_001168693.1

17 Gene Tmem106cMGC54819, AI046681, BC046621, D15Ertd405e, Tmem106ctransmembrane protein 106C NM_001252153.1, NM_201359.2

22 Gene Asb8 Asb8, 4930539L19Rik, AI788835, C430011H06Rikankyrin repeat and SOCS box-containing 8 NM_030121.4, NM_001170710.1, NM_001170711.1

22 Gene AI836003AI836003, 5630400A08expressed sequence AI836003 NM_177716.3

33 Gene Kansl2 Kansl2, 2310037I24Rik, MGC101985, B930009D17, MGC102368 NM_133714.4

33 Gene Snora2b Snora2b, MBI-137small nucleolar RNA, H/ACA box 2B NR_034052.1

33 Gene Ccnt1 AI115585, CycT1, Ccnt1, 2810478G24Rikcyclin T1 NM_009833.1

28 Gene 9330020H09Rik9330020H09Rik, ENSMUSG00000075426RIKEN cDNA 9330020H09 gene NR_028442.1

28 Gene 4930415O20Rik4930415O20RikRIKEN cDNA 4930415O20 gene NM_001201322.1

19 Gene Adcy6 Adcy6, mKIAA0422adenylate cyclase 6 NM_007405.2

15 Gene Cacnb3 Cacnb3, Cchb3, Beta3calcium channel, voltage-dependent, beta 3 subunit NM_007581.2, NM_001044741.1

23 Gene Ddx23 3110082M05Rik, Ddx23, 4921506D17RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 23 NM_001080981.1

23 Gene Rnd1 A830014L09Rik, Rnd1, ArhsRho family GTPase 1 NM_172612.3

41 Gene Arf3 Arf3, 5430400P17Rik, AI854770ADP-ribosylation factor 3 NM_007478.3

41 Gene Wnt10b Wnt12, Wnt10bwingless related MMTV integration site 10b NM_011718.2

23 Gene Ddn Ddn, Gm748 dendrin NM_001013741.1

23 Gene B130046B21RikB130046B21Rik, ENSMUSG00000075423RIKEN cDNA B130046B21 gene XR_106961.1, XR_105701.1

23 Gene Prkag1 Prkaac, BB036179, AA571379, Prkag1protein kinase, AMP-activated, gamma 1 non-catalytic subunitNM_016781.2

35 Gene Mll2 KMT2D, Mll2, BC058659, ALR, BC032281, C430014K11Rik, Mll4, KMT2Bmyeloid/lymphoid or mixed-lineage leukemia 2 NM_001033276.3

35 Gene Rhebl1 1810036J22Rik, Rhebl1Ras homolog enriched in brain like 1 NM_026967.4

38 Gene Dhh MGC73610, Dhh, C78960desert hedgehog NM_007857.4

38 Gene Lmbr1l D15Ertd735e, Lmbr1l, 1110013E13Rik, Limr, AA415653limb region 1 like NM_029098.3

31 Gene Tuba1b Tuba2, Tuba1b, MGC118411, MGC117866, MGC102558tubulin, alpha 1B NM_011654.2

28 Gene Tuba1a MGC102097, MGC102099, Tuba1a, Tuba1, MGC102098, Tuba-1tubulin, alpha 1A NM_011653.2

20 Gene Tuba1c M[a]6, Tuba1c, Tuba6tubulin, alpha 1C NM_009448.4

21 Gene Prph Prph1, Prph peripherin NM_013639.2, NM_001163588.1, NM_001163589.1

20 Gene Troap E130301L11Rik, Troap, tastin, AW476063trophinin associated protein NM_030159.1, NM_001162506.1

20 Gene C1ql4 C1qtnf11, C1ql4complement component 1, q subcomponent-like 4 NM_001024702.1

20 Gene Dnajc22 AI506245, 2810451A06Rik, Dnajc22DnaJ (Hsp40) homolog, subfamily C, member 22 NM_176835.2

16 Gene Kcnh3 AU019351, C030044P22Rik, Elk2, Kcnh3, Melk2, Kv12.2potassium voltage-gated channel, subfamily H (eag-related), member 3NM_010601.3

16 Gene Mcrs1 C78274, ICP22BP, MGC103140, Mcrs1, P78, MSP58, MGC117915microspherule protein 1 NM_016766.3, NM_001164156.1
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16 Gene 1700120C14Rik1700120C14RikRIKEN cDNA 1700120C14 gene NR_045627.2

26 Gene Nckap5l Nckap5l, C230021P08RikNCK-associated protein 5-like NM_001001884.1

24 Gene Bcdin3d AV138748, Bcdin3d, 4930556P03RikBCDIN3 domain containing NM_029236.2

17 Gene Racgap1 MgcRacGAP, Band25, Racgap1, AI227039, GTPase, AI327394, mKIAA1478, gtl11Rac GTPase-activating protein 1 NM_001253808.1, NM_001253809.1, NM_012025.7

25 Gene Cers5 Cers5, AW544927, CerS5, 2310081H14Rik, Lass5, AU045339, Trh4 NM_028015.2

25 Gene Lima1 D15Ertd366e, 1110021C24Rik, Lima1, Eplin, 3526402A12RikLIM domain and actin binding 1 NM_023063.3, NM_001113545.1

42 Gene Larp4 D330037H05Rik, DXErtd793, DXErtd793e, C530046N12, Larp4La ribonucleoprotein domain family, member 4 NM_001080948.1, NM_001024526.2

42 Gene 2310068J16Rik2310068J16RikRIKEN cDNA 2310068J16 gene NR_028124.1

24 Gene Dip2b 4932422C22, AI854602, AI317237, mKIAA1463, KIAA1463, Dip2bDIP2 disco-interacting protein 2 homolog B (Drosophila)NM_001159361.1, NM_172819.3

36 Gene Slc11a2 Nramp2, Slc11a2, DMT1, DCT1, mk, vansolute carrier family 11 (proton-coupled divalent metal ion transporters), member 2NM_008732.2, NM_001146161.1

36 Gene Gm5475 Gm5475, EG432982predicted gene 5475 NR_040351.1

33 Gene Letmd1 Mccr, AI593524, BB130465, 1110019O13Rik, Letmd1, BB235638, HCCR1, MCC-32, HCCR-2LETM1 domain containing 1 NM_134093.2

33 Gene Csrnp2 Csnrp2, MGC28165, taip-12, Csrnp2, CSRNP-2cysteine-serine-rich nuclear protein 2 NM_153407.2

31 Gene Tfcp2 CP-2, Tfcp2, LBP1, UBP-1, LBP-1c, CP2, D230015P20Rik, Tcfcp2, LBP-1d, LSFtranscription factor CP2 NM_033476.2

33 Gene C330013E15RikC330013E15RikRIKEN cDNA C330013E15 gene NR_045701.1

33 Gene Dazap2 Gcap28, MGC25222, AI314727, mKIAA0058, Brbp, Prtb, gt6-12, Dazap2DAZ associated protein 2 NM_011873.2

33 Gene Smagp MGC7903, Smagpsmall cell adhesion glycoprotein NM_174992.3, NM_001033872.1

23 Gene Scn8a C630029C19Rik, dmu, seal, Scn8a, nmf58, mnd2, nmf335, Nav1.6, med, mnd-2, NaCh6, nur14, nmf2, AI853486sodium channel, voltage-gated, type VIII, alpha NM_001077499.1, NM_011323.2

23 Gene Fignl2 EG668225, Fignl2fidgetin-like 2 NM_001214911.1

21 Gene Ankrd33 A930021G21Rik, Panky-a, MGC31569, Ankrd33, Pankyankyrin repeat domain 33 NM_144790.1

21 Gene Acvrl1 AI115505, Acvrl1, Acvrlk1, AI427544, Alk1activin A receptor, type II-like 1 NM_009612.2

34 Gene A330009N23RikA330009N23RikRIKEN cDNA A330009N23 gene NR_045326.1, NR_045327.1, NR_045328.1

34 Gene AU021063AU021063 expressed sequence AU021063 NR_045996.1

34 Gene Grasp tamalin, Grasp GRP1 (general receptor for phosphoinositides 1)-associated scaffold proteinNM_019518.3

24 Gene Nr4a1 Hbr1, NGFIB, NP10, TR3, Gfrp, TIS1, Nr4a1, N10, nur77, Hbr-1, Hmr, NGFI-B, GFRP1nuclear receptor subfamily 4, group A, member 1 NM_010444.2

24 Gene 9430023L20RikAU022967, Atg101, AA407441, 9430023L20RikRIKEN cDNA 9430023L20 gene NM_026566.2

24 Gene 6030408B16Rik6030408B16Rik, AI225877RIKEN cDNA 6030408B16 gene NR_033803.1

26 Gene Eif4b 2310046H11Rik, AL024095, Eif4b, C85189, Eif4a2eukaryotic translation initiation factor 4B NM_145625.3

24 Gene A030007N12RikA030007N12RikRIKEN cDNA A030007N12 gene XR_168541.1, XR_168739.1

26 Gene Tenc1 nep, Tenc1, C1-ten, nphtensin like C1 domain-containing phosphatase NM_153533.2

38 Gene Spryd3 Spryd3, BC008150SPRY domain containing 3 NM_001033277.3

38 Gene Igfbp6 IGFBP-6, Igfbp6insulin-like growth factor binding protein 6 NM_008344.3

20 Gene Soat2 D15Wsu97e, ACAT2, Soat2, MGC36039sterol O-acyltransferase 2 NM_146064.1

24 Gene Rarg RARgamma2, MGC18523, MGC11555, AI385767, Rarg, Nr1b3, RARDretinoic acid receptor, gamma NM_001042727.1, NM_011244.3

37 Gene Gm9918 ENSMUSG00000053724, EG432988, Gm9918predicted gene 9918 XR_168740.1, XR_168542.1

37 Gene Mfsd5 D15Mgi27, AW556797, Mfsd5, AA409375major facilitator superfamily domain containing 5 NM_134100.4

38 Gene Espl1 SSE, ESP1, AL024103, Espl1, PRCE, Cerp, AU045071extra spindle poles-like 1 (S. cerevisiae) NM_001014976.2

24 Gene Aaas ADRACALA, D030041N15Rik, AAA, GL003, Aaasachalasia, adrenocortical insufficiency, alacrimia NM_153416.2

24 Gene Sp7 Osx, Sp7, MGC130562, C22, 6430578P22RikSp7 transcription factor 7 NM_130458.3

20 Gene Prr13 1110020C13Rik, Prr13, 2010324E22Rikproline rich 13 NM_025385.3, NM_001170911.1

20 Gene Pcbp2 Pcbp2, Hnrpx, alphaCP-2, AW412548, MGC107004poly(rC) binding protein 2 NM_001103165.1, NM_001103166.1, NM_011042.2, NM_001174073.1

18 Gene Hoxc13 Hoxc13 NM_010464.2

27 Gene Hoxc10 Hox-3.6, Hoxc10, AI506621homeobox C10 NM_010462.5

27 Gene Mir196a-2Mirn196a-2, Mir196a-2microRNA 196a-2 NR_029722.1

27 Gene Hoxc9 Hoxc9, Hox-3.2homeobox C9 NM_008272.3

27 Gene Hoxc8 Hox-3.1, D130011F21Rik, Hoxc8homeobox C8 NM_010466.2

19 Gene Cbx5 Cbx5, 2610029O15Rik, C75991, HP1, Hp1a, Hp1alphachromobox 5 NM_007626.3, NM_001076789.1, NM_001110216.1
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21 Gene Itga5 Itga5, Fnra, Cd49e, VLA5integrin alpha 5 (fibronectin receptor alpha) NM_010577.3

27 Gene Naa60 1200013P24Rik, AI315146, Nat15, Naa60N(alpha)-acetyltransferase 60, NatF catalytic subunitNM_029090.3

30 Gene Trap1 Trap1, HSP75, 2410002K23RikTNF receptor-associated protein 1 NM_026508.2

30 Gene Crebbp AW558298, Crebbp, CBP/p300, CBP, p300/CBP, KAT3ACREB binding protein NM_001025432.1

20 Gene 4930455F16Rik4930455F16Rik, 1700013J11RikRIKEN cDNA 4930455F16 gene NR_040570.1, NR_040571.1, NR_040572.1

31 Gene Adcy9 Adcy9, D16Wsu65e, mKIAA0520, ACtp10, AW125421adenylate cyclase 9 NM_009624.2

35 Gene Tfap4 AP-4, bHLHc41, D930048N17Rik, Tfap4, Tcfap4, AI642933transcription factor AP4 NM_031182.2

26 Gene Glis2 Nkl, Glis2, Gli5, Klf16, MGC36775GLIS family zinc finger 2 NM_031184.3

19 Gene Coro7 AW048373, AW556392, Coro7, 0610011B16Rikcoronin 7 NM_030205.4

19 Gene Vasn Atia, Slitl2, 2610528G05Rik, Vasnvasorin NM_139307.3

27 Gene Nmral1 Nmral1, AI256624, 1110025F24RikNmrA-like family domain containing 1 NM_026393.1

27 Gene Hmox2 HO-2, Hmox2, HO2heme oxygenase (decycling) 2 NM_010443.2, NM_001136066.2

31 Gene Cdip1 Cdip1, 5730403B10Rik, 2700048O17Rik, AU018521, CDIP, AW742692cell death inducing Trp53 target 1 NM_025670.4

42 Gene Gm10914ENSMUSG00000078102, Gm10914predicted gene 10914 XR_141300.1, XR_141788.1

42 Gene Ubald1 BC013706, Fam100a, 1500031H01Rik, Ubald1UBA-like domain containing 1 NM_145359.2

42 Gene Mgrn1 md, N28182, 2610042J20Rik, mKIAA0544, nc, Mgrn1mahogunin, ring finger 1 NM_001252437.1, NM_029657.4

24 Gene Anks3 C81345, Anks3, 2700067D09Rik, mKIAA1977ankyrin repeat and sterile alpha motif domain containing 3NM_028301.4

24 Gene 4930451G09Rik4930451G09RikRIKEN cDNA 4930451G09 gene XR_035207.1, XR_034499.2

31 Gene Glyr1 2810419J22Rik, Npac, AW545332, Glyr1, 3930401K13Rikglyoxylate reductase 1 homolog (Arabidopsis) NM_028720.2, NM_001079814.1

31 Gene Ubn1 AA673476, AW124741, 1110029L11Rik, Ubn1, MGC102206, 2610108L02Rikubinuclein 1 NM_026666.3

35 Gene Nagpa AI596180, Nagpa, UCEN-acetylglucosamine-1-phosphodiester alpha-N-acetylglucosaminidaseNM_013796.3, NR_027804.1

35 Gene AU021092AU021092 expressed sequence AU021092 NM_001033220.3

35 Gene Alg1 Alg1, HMT1, MGC18946, HMAT1asparagine-linked glycosylation 1 (beta-1,4-mannosyltransferase)NM_145362.2

35 Gene Fam86 Fam86, 5730409G15Rik, Fam86afamily with sequence similarity 86 NM_027446.2

23 Gene Tmem186Tmem186, 2810440M13Rik, AW210586, AI648175, 4432406C05Riktransmembrane protein 186 NM_025708.4

23 Gene Pmm2 Pmm2, AI585868, C86848phosphomannomutase 2 NM_016881.2

26 Gene Carhsp1 1200011K09Rik, Carhsp1, D16Ertd465e, MGC101919, Crhsp-24calcium regulated heat stable protein 1 NM_025821.2

26 Gene Gm5767 Gm5767, EG436336predicted gene 5767 XM_622598.5, XM_489506.5

24 Gene Usp7 2210010O09Rik, AU019296, AA617399, AW548146, C80752, AA409944, Usp7, Hauspubiquitin specific peptidase 7 NM_001003918.2

42 Gene 1810013L24Rik3010002C02Rik, R74903, AA792997, AW124177, 1810013L24Rik, 1110017P05Rik, Gm19906RIKEN cDNA 1810013L24 gene NM_001081400.3

22 Gene Atf7ip2 MGC6783, PSM2, Get-1, 4930558K11Rik, Atf7ip2, BC018510activating transcription factor 7 interacting protein 2NM_153123.2, NM_029253.1

44 Gene Socs1 SOCS-1, Cish7, Cish1, Socs1, JAB, SSI-1suppressor of cytokine signaling 1 NM_009896.2

44 Gene Tnp2 TP2, Tp-2, Tnp2transition protein 2 NM_013694.4

44 Gene Prm3 Pxg, MGC107276, PX, Prm3, BC061127protamine 3 NM_013638.2

44 Gene Prm2 AI528784, Prm2, Prm-2protamine 2 NM_008933.1

26 Gene Rmi2 RMI2, A630055G03Rik, Rmi2, Gm929, Gm537RMI2, RecQ mediated genome instability 2, homolog (S. cerevisiae)NM_001162932.1

37 Gene Litaf 3222402J11Rik, TBX1, Litaf, N4WBP3, C85531LPS-induced TN factor NM_019980.2

21 Gene Snn MGC107297, Snn, AI848521, 2810407J07Rik, AW547286stannin NM_009223.3

21 Gene Txndc11 2810408E11Rik, EFP1, Txndc11, AI427833, Txdc11thioredoxin domain containing 11 NM_029582.2, NM_134105.2

24 Gene Rsl1d1 Rsl1d1, C76439, 2410005K20Rik, pBK1ribosomal L1 domain containing 1 NM_025546.2

24 Gene 2610020C07Rik2610020C07RikRIKEN cDNA 2610020C07 gene NR_038156.1

38 Gene Gspt1 Gst-1, G1st, AI326449, AV307676, AI314175, MGC36735, C79774, Gspt1, MGC36230G1 to S phase transition 1 NM_146066.2, NM_001130008.1

38 Gene Mir1945 mmu-mir-1945, Mir1945microRNA 1945 NR_035466.1

28 Gene Mkl2 mKIAA1243, ENSMUSG00000075401, KIAA1243, Mrtfb, MRTF-B, Gt4-1, MGC41582, Mkl2MKL/myocardin-like 2 NM_181860.1, NM_153588.3, NM_001122667.2

14 Gene Mir193b Mir193b, Mir193, Mirn193bmicroRNA 193b NR_030549.1

14 Gene Mir365-1Mirn365-1, Mir365-1microRNA 365-1 NR_029855.1

32 Gene Parn DAN, Parn, 1200003I18Rikpoly(A)-specific ribonuclease (deadenylation nuclease)NM_028761.3
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32 Gene Bfar AI666707, RNF47, Bfar, AW107665, BAR, Rnf47, Bar, 3010001A07Rikbifunctional apoptosis regulator NM_001177552.1, NM_025976.5

32 Gene 3110001I22Rik3110001I22RikRIKEN cDNA 3110001I22 gene NM_025653.2

29 Gene Rrn3 TIF-1A, Tif1a, AL023001, Rrn3, E130302O19Rik, R75565RRN3 RNA polymerase I transcription factor homolog (yeast)NM_001039521.1

27 Gene Ntan1 Ntan1 NM_010946.3

37 Gene Pdxdc1 Kiaa0251-hp, Pdxdc1, AA415817, MGC8182, 2210010A19Rikpyridoxal-dependent decarboxylase domain containing 1NM_053181.2, NM_001039533.1

38 Gene Cebpd Cebpd CCAAT/enhancer binding protein (C/EBP), delta NM_007679.4

38 Gene 2310008H04Rik2310008H04Rik, MGC30630, MGC115787, Kiaa0146RIKEN cDNA 2310008H04 gene NM_146068.3

38 Gene Yars2 2210023C10Rik, Yars2, AW259696tyrosyl-tRNA synthetase 2 (mitochondrial) NR_038046.1, NM_198246.2

38 Gene Dnm1l python, AI450666, MGC90593, Drp1, Dnmlp1, Dnm1l, 6330417M19Rik, Dlp1dynamin 1-like NM_001025947.1, NM_152816.2

21 Gene Igll1 Igll, Igll1, Igl-5, BB139905, Lambda5immunoglobulin lambda-like polypeptide 1 NM_001190325.1

21 Gene Vpreb1 MGC151428, Vpreb-1, Vpreb1, CD179apre-B lymphocyte gene 1 NM_016982.2

21 Gene Top3b Top3b NM_011624.2

26 Gene Mapk1 C78273, p41mapk, AA407128, 9030612K14Rik, Mapk1, Erk2, ERK, MAPK2, AU018647, Prkm1, p42mapk, PRKM2mitogen-activated protein kinase 1 NM_001038663.1, NM_011949.3

29 Gene 2610318N02Rik2610318N02Rik, AL033325RIKEN cDNA 2610318N02 gene NM_183287.2

29 Gene Mir130b Mirn130b, Mir130bmicroRNA 130b NR_029659.1

29 Gene Mir301b Mir301b, Mirn301b, mir-301bmicroRNA 301b NR_030415.1

29 Gene Sdf2l1 Sdf2l1 NM_022324.3

29 Gene Gm6440 Gm6440, EG623568Rps20 pseudogene

29 Gene Ccdc116 Ccdc116, 4930432J16Rikcoiled-coil domain containing 116 NM_029779.2, NM_001164606.1

27 Gene Ube2l3 MGC118100, Ubce7, Ube2l3, UbcM4, C79827ubiquitin-conjugating enzyme E2L 3 NM_009456.2

27 Gene Rimbp3 RIM-BP3, Gm603, Gm1759, mKIAA1666, Rimbp3RIMS binding protein 3 NM_001033338.3

25 Gene Hic2 mKIAA1020, HRG22, Hic2, AA409108hypermethylated in cancer 2 NM_178922.3

30 Gene Pi4ka Pi4ka, Pik4ca phosphatidylinositol 4-kinase, catalytic, alpha polypeptideNM_001001983.2

30 Gene Snap29 AI891940, AU020222, Snap29, BB131856, 1300018G05Rik, Gs32synaptosomal-associated protein 29 NM_023348.4

23 Gene Crkl Crkol, 1110025F07Rik, AI325100, AA589403, Crklv-crk sarcoma virus CT10 oncogene homolog (avian)-likeNM_007764.4

29 Gene Lztr1 AW550890, AI591627, 1200003E21Rik, Lztr1leucine-zipper-like transcriptional regulator, 1 NM_025808.3

29 Gene Thap7 1810004B07Rik, Thap7THAP domain containing 7 NM_026909.2

24 Gene Smpd4 Smpd4, 4122402O22Rik, mKIAA1418sphingomyelin phosphodiesterase 4 NM_029945.3, NM_001164609.1, NM_001164610.1, NM_001164611.1

25 Gene Med15 AW536074, Med15, A230074L19Rik, Pcqapmediator complex subunit 15 NM_033609.2, NM_001040683.1

31 Gene Klhl22 Klhl22, Kelchl, 2610318I18Rik NM_145479.4

31 Gene Scarf2 W65560, Scarf1, Srec2, Scarf2, SrecII, W53987, AI194363, SREC-II, Scatf1, SRECRP-1, NSR1scavenger receptor class F, member 2 NM_153790.2

18 Gene B830017H08RikB830017H08RikRIKEN cDNA B830017H08 gene NR_027959.1

18 Gene Car15 AI315043, Ca15, Car15, Cals2carbonic anhydrase 15 NM_030558.2

35 Gene Dgcr2 Idd, 9930034O06Rik, Dgsc, DGS-C, Lan, Sez12, mKIAA0163, Dgcr2DiGeorge syndrome critical region gene 2 NM_010048.3, NM_001109750.1

35 Gene Tssk1 TSK-1, Tssk, Tssk1, Tsk1, Tssk1b, Stk22atestis-specific serine kinase 1 NM_009435.2

35 Gene Tssk2 DGS-G, Tssk2, SPOGA2, Tsk2, Stk22btestis-specific serine kinase 2 NM_009436.2

35 Gene Dgcr14 Dgcr1, D16H22S1269E, Dgcr14, AI462402, Dgsi, ES2, Es2elDiGeorge syndrome critical region gene 14 NM_022408.2, NM_001081633.1

24 Gene Slc25a1 AI194714, Dgsj, 1300019P08Rik, Slc20a3, 2610100G11Rik, Slc25a1, MGC47055, Ctpsolute carrier family 25 (mitochondrial carrier, citrate transporter), member 1NM_153150.2

21 Gene Zdhhc8 MGC118171, Op53c05, ZDHHCL1, E330009O14Rik, Zdhhc8, MGC7847, MGC103030, D16H22S1738Ezinc finger, DHHC domain containing 8 NM_172151.4

43 Gene Ranbp1 Ranbp1, Htf9a RAN binding protein 1 NM_011239.2

43 Gene Trmt2a Htf9c, Trmt2a TRM2 tRNA methyltransferase 2A NM_001080999.2, NM_001081000.2, NM_001195205.1

43 Gene Dgcr8 Dgcr8, D16H22S1742E, D16H22S788E, Gy1, D16Wis2, N41, Vo59c07DiGeorge syndrome critical region gene 8 NM_033324.2

23 Gene Mir1306 mmu-mir-1306, Mir1306microRNA 1306 NR_035467.2

23 Gene Arvcf Arvcf NM_033474.2

28 Gene Gnb1l Wdr14, OTTMUSG00000033458, Gm16314, Me49f07, ESTM55, Wdvcf, Gnb1lguanine nucleotide binding protein (G protein), beta polypeptide 1-likeNM_001081682.1, NM_023120.4

23 Gene Tbx1 Tbx1 NM_011532.1

23 Gene 4930588K23Rik4930588K23RikRIKEN cDNA 4930588K23 gene XR_105808.1, XR_107007.1, XR_105762.1
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24 Gene Cldn5 MBEC1, Cldn5, Tmvcf, MGC102088, AI854493claudin 5 NM_013805.4

24 Gene Cdc45 Cdc45, Cdc45l cell division cycle 45 NM_009862.2, NM_001161623.1

31 Gene Mrpl40 Nlvcf, Mrpl40 mitochondrial ribosomal protein L40 NM_010922.2

31 Gene Hira N28177, Tuple1, D16Ertd95e, Hira, AA138857histone cell cycle regulation defective homolog A (S. cerevisiae)NM_010435.2

19 Gene B3gnt5 B3gnt5, beta3GnT5UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5NM_054052.3, NM_001159407.1, NM_001159408.1

41 Gene Klhl24 4930429H24Rik, 6530402O20Rik, 1110046J11Rik, C85082, Klhl24 NM_029436.3

33 Gene Yeats2 BC042768, mKIAA1197, Yeats2YEATS domain containing 2 NM_001145930.1, NM_001145931.1, NM_001033237.2

34 Gene Parl Psarl, Parl, PSARL1, PSENIP2, D16Ertd607e, PRO2207presenilin associated, rhomboid-like NM_001005767.4

34 Gene Cyp2ab1Cyp2ab1, EG224044, F730023N20cytochrome P450, family 2, subfamily ab, polypeptide 1NM_183158.3

22 Gene Abcc5 Abcc5b, Abcc5a, MGC116567, Abcc5, Mrp5, AI132311, 2900011L11RikATP-binding cassette, sub-family C (CFTR/MRP), member 5NM_013790.2, NM_176839.1

24 Gene Eif2b5 Eif2b5, C81315eukaryotic translation initiation factor 2B, subunit 5 epsilonNM_172265.2

24 Gene Gm16618Gm16618 predicted gene, 16618 XR_105763.2, XR_107009.2

24 Gene Dvl3 Dvl3 NM_007889.2

28 Gene Alg3 Alg3, D16Ertd36e, MGC36684asparagine-linked glycosylation 3 (alpha-1,3-mannosyltransferase)NM_145939.2

28 Gene Ece2 MGC144385, BB127715, 1810009K13Rik, MGC144386, 9630025D12Rik, Ece2, 6330509A19Rikendothelin converting enzyme 2 NM_025462.2, NM_139293.2, NM_177942.1, NM_177940.1, NM_177941.1

28 Gene Camk2n22900075A18Rik, Camk2n2calcium/calmodulin-dependent protein kinase II inhibitor 2NM_028420.2

19 Gene Psmd2 Tex190, Psmd2, TEG-190, AA407121, 9430095H01Rikproteasome (prosome, macropain) 26S subunit, non-ATPase, 2NM_134101.2, NR_027485.1

19 Gene Eif4g1 MGC37551, Eif4g1, E030015G23Rik, eIF4GI, MGC90776eukaryotic translation initiation factor 4, gamma 1 NM_145941.2, NM_001005331.1

19 Gene Fam131aFam131a, 2900046G09Rikfamily with sequence similarity 131, member A NM_133778.2

24 Gene Clcn2 ClC-2, Clc2, nmf240, AL118368, Clcn2chloride channel 2 NM_009900.2

24 Gene Polr2h Polr2h, MGC103049, MGC8248polymerase (RNA) II (DNA directed) polypeptide H NM_145632.2

24 Gene Thpo Tpo3, Tpo2, TPO, TPO-1, TPO-4, TPO-3, Tpo4, Mgdf, TPO-2, Ml, Thpo, Tpo1, Mpllg, Tpothrombopoietin NM_009379.3, NM_001173505.1

19 Gene Chrd Chd, Chrd chordin NM_009893.2

31 Gene 2510009E07Rik2510009E07Rik, AI194952RIKEN cDNA 2510009E07 gene NM_001001881.2

18 Gene Tmem41a5730578N08Rik, 2900010K02Rik, Tmem41atransmembrane protein 41a NM_025693.4, NR_037773.1

18 Gene Liph lpd2, P3, D16Wsu119e, Liph, Lpdlr, mPA-PLA1, C130037N08Rik, H06, lpd1, PLA1Blipase, member H NM_001083894.1, NM_153404.2

29 Gene Igf2bp2 IMP-2, C330012H03Rik, Igf2bp2, Neilsen, Imp2insulin-like growth factor 2 mRNA binding protein 2 NM_183029.2

30 Gene Tra2b SIG-41, Sfrs10, 5730405G21Rik, TRA2beta, MGC102169, D16Ertd266e, Silg41, Tra2btransformer 2 beta homolog (Drosophila) NM_009186.4

26 Gene Etv5 1110005E01Rik, ERM, Etv5, 8430401F14Rikets variant gene 5 NM_023794.2

35 Gene Eif4a2 BM-010, Eif4, 4833432N07Rik, Ddx2b, Eif4a2eukaryotic translation initiation factor 4A2 NM_013506.2, NM_001123037.1, NM_001123038.1

35 Gene Snord2 Snord2 small nucleolar RNA, C/D box 2 NR_030705.1

35 Gene Snora81 Snora81, MBI-61small nucleolar RNA, H/ACA box 81 NR_034048.1

35 Gene Rfc4 AI894123, A1, AU040575, Rfc4, RFC37replication factor C (activator 1) 4 NM_145480.1

16 Gene Bcl6 Bcl6, Bcl5 B cell leukemia/lymphoma 6 NM_009744.3

30 Gene Leprel1 AW553532, Leprel1, 4832416N06, Mlat4, P3H2leprecan-like 1 NM_173379.2

19 Gene Ccdc50 Ccdc50, AW048328, AW546090, D16Bwg1543e, 2610529H08Rik, 5730448P06Rik, C3orf6coiled-coil domain containing 50 NM_026202.3, NM_001025615.2

22 Gene Fgf12 Fhf1, Fgf12, AV114868fibroblast growth factor 12 NM_010199.2, NM_183064.3

24 Gene Mb21d2 A430031N04, C87006, MGC103296, 1600021P15Rik, Mb21d2Mab-21 domain containing 2 NM_177718.3

22 Gene 4632428C04RikGm4231, 4632428C04RikRIKEN cDNA 4632428C04 gene NR_033631.1

30 Gene Hes1 Hes1, bHLHb39, Hryhairy and enhancer of split 1 (Drosophila) NM_008235.2

26 Gene Atp13a3 AU022875, Atp13a3, Gm541, Gm542, Gm1745ATPase type 13A3 NM_001128094.1, NM_001128096.1

25 Gene Fam43a Fam43a, Tuf1 family with sequence similarity 43, member A NM_177632.3

39 Gene Acap2 9530039J15Rik, 4832442G16, CNT-B2, Acap2, Centb2, mKIAA0041ArfGAP with coiled-coil, ankyrin repeat and PH domains 2NM_030138.2

16 Gene Ppp1r2 D16Ertd248e, 5430408E15Rik, IPP-2, 2310007G06Rik, 4930440J04Rik, 0610025N14Rik, Ppp1r2protein phosphatase 1, regulatory (inhibitor) subunit 2NM_025800.3

29 Gene Bdh1 2310032J20Rik, Bdh, Bdh1, AI3272233-hydroxybutyrate dehydrogenase, type 1 NM_175177.4, NM_001122683.1

37 Gene Pigz F630022B06Rik, Pigzphosphatidylinositol glycan anchor biosynthesis, class ZNM_172822.3

37 Gene 0610012G03Rik0610012G03Rik, AI839730RIKEN cDNA 0610012G03 gene NR_027897.1
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37 Gene Ncbp2 20kDa, 5930413E18Rik, C79367, AI843301, AA536802, Ncbp2nuclear cap binding protein subunit 2 NM_026554.4

21 Gene Senp5 SMT3IP3, DKFZp564O1016, BB189556, AI851888, 6230429P13Rik, Senp5, A730063F07RikSUMO/sentrin specific peptidase 5 NM_177103.4

35 Gene Ubxn7 Ubxd7, A630090P18, AI196514, KIAA0794, Ubxn7, mKIAA0794UBX domain protein 7 NM_177633.4

21 Gene Tctex1d2Tctex1d2, 0610012D17Rik, 2410011K15RikTctex1 domain containing 2 NM_025329.3

21 Gene Pcyt1a Cctalpha, Pcyt1a, CTalpha, Cttalpha, Ctpctphosphate cytidylyltransferase 1, choline, alpha isoformNM_009981.4, NM_001163159.1, NM_001163160.1

30 Gene Tfrc TFR1, CD71, E430033M20Rik, AI195355, Tfrc, AI426448, AU015758, Mtvr1, p90, 2610028K12Rik, Trfr, Mtvr-1, TFRtransferrin receptor NM_011638.4

20 Gene Tnk2 AW552477, ACK1, Cdgip, Ack, Tnk2, MGC37479, Pyk1tyrosine kinase, non-receptor, 2 NM_016788.3, NM_001110147.1

33 Gene 1700021K19RikmKIAA0226, 1700021K19Rik, Kiaa0226, KIAA0226, 5330403K09, MGC79154, MGC76451, RubiconRIKEN cDNA 1700021K19 gene NM_172615.4, NM_001200038.1

33 Gene Fyttd1 AI098218, AW539567, 3830411L18Rik, 3830421F13Rik, 2010005M05Rik, 4933423A17Rik, Fyttd1, C85190forty-two-three domain containing 1 NM_027226.4, NM_001159349.1

25 Gene Lrch3 2210409B11Rik, Gm1742, AW215594, Lrch3leucine-rich repeats and calponin homology (CH) domain containing 3NM_001081255.1

25 Gene Gm6611 Gm6611, EG625660predicted gene 6611

32 Gene Iqcg 2400003L07Rik, IqcgIQ motif containing G NM_178378.3

32 Gene Rpl35a Rpl35a, Rpl35, 2810431L15Rikribosomal protein L35A NM_021338.3, NM_001130484.1, NM_001130485.1

32 Gene Lmln 5330415H22Rik, AI465495, Lmlnleishmanolysin-like (metallopeptidase M8 family) NM_172823.2

31 Gene Osbpl11 9430097N02Rik, Osbpl11, AI132306, AU019795, ORP-11oxysterol binding protein-like 11 NM_176840.3

31 Gene Snx4 Snx4, AI037066, 1810036H14Riksorting nexin 4 NM_080557.2

23 Gene 1700007L15Rik1700007L15RikRIKEN cDNA 1700007L15 gene NR_045709.1

23 Gene Zfp148 ZBP-89, BERF-1, BFCOL1, AI480666, AW045217, 2210405J08Rik, Zfp148, Znf148zinc finger protein 148 NM_011749.4

27 Gene Heg1 OTTMUSG00000027315, BC038614, 5530401I02Rik, 4632417D23Rik, Heg1, Gm629, 9530025L16RikHEG homolog 1 (zebrafish) NM_175256.5

21 Gene Umps AA408257, AL033308, BB164745, 1700095D23Rik, Umpsuridine monophosphate synthetase NM_009471.2

21 Gene Kalrn Hapip, 2210407G14Rik, E530005C20Rik, Gm539, DUET, Kalrn, TRAD, AV235988kalirin, RhoGEF kinase NM_001164268.1, NM_177357.3

18 Gene Mylk Mylk, A930019C19Rik, AW489456, MLCK108, 9530072E15Rik, smMLCK, KRP, MLCK210, Mlckmyosin, light polypeptide kinase NM_139300.3

25 Gene Ptplb AI255777, Ptplb, HACD2, AI481689, 6330408J20Rikprotein tyrosine phosphatase-like (proline instead of catalytic arginine), member bNM_023587.2

29 Gene Adcy5 AW121902, Ac5, Adcy5adenylate cyclase 5 NM_001012765.4

22 Gene Sec22a 1810005C06Rik, Sec22l2, Sec22aSEC22 vesicle trafficking protein homolog A (S. cerevisiae)NM_133704.4

30 Gene Pdia5 Pdia5, 2700053F16Rik, Pdir, AU015525protein disulfide isomerase associated 5 NM_028295.1

31 Gene Sema5b mKIAA1445, SemG, Semag, AI893641, Sema5bsema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5BNM_013661.2

27 Gene Dirc2 Dirc2, RCC4, MGC47126disrupted in renal carcinoma 2 (human) NM_153550.3

27 Gene Hspbap1Hspbap1, 3830421G21RikHspb associated protein 1 NM_175111.3

34 Gene Fam162a2310056P07Rik, Fam162a, HGTD-Pfamily with sequence similarity 162, member A NM_027342.1

34 Gene Ccdc58 AI413631, A930007B11Rik, Ccdc58, MGC36453coiled-coil domain containing 58 NM_198645.2, NM_001159421.1, NM_001159422.1

21 Gene Fstl1 Fstl1, TSC-36, AI316791, Fstl, AW107808follistatin-like 1 NM_008047.5

37 Gene Lrrc58 Lrrc58, 1810012N18Rik, C330018J07Rikleucine rich repeat containing 58 NM_177093.3

38 Gene BC031361BC031361 cDNA sequence BC031361 NR_033221.1

38 Gene Gsk3b Gsk3b, GSK-3beta, C86142, GSK3, 7330414F15Rik, 8430431H08Rik, GSK-3glycogen synthase kinase 3 beta NM_019827.6

24 Gene Adprh Adprh, Arh1 ADP-ribosylarginine hydrolase NM_007414.3

24 Gene Cd80 MIC17, B7-1, Cd28l, Ly53, Cd80, B71, Ly-53, B7.1, TS/A-1, TSA1CD80 antigen NM_009855.2

19 Gene Poglut1 Rumi, 9630046K23Rik, Ktelc1, Poglut1protein O-glucosyltransferase 1 NM_172380.3

19 Gene Tmem39aTmem39a, 2610033C09Riktransmembrane protein 39a NM_026407.3, NM_001205287.1, NM_001205286.1

20 Gene Arhgap315830477L08Rik, Cdgap, AU041750, Arhgap31, D330026I07RikRho GTPase activating protein 31 NM_020260.2

16 Gene B4galt4 beta4GalT-IV, B4galt4, B4galt-IV, 9130402O08RikUDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 4NM_019804.3

27 Gene Zdhhc23 Gm1751, Zdhhc23, nidd, Gm779zinc finger, DHHC domain containing 23 NM_001007460.1

27 Gene Gramd1c4921521N14Rik, MGC47315, Gramd1cGRAM domain containing 1C NM_001172107.1, NM_153528.2

27 Gene Atp6v1a VA68, AI647066, Atp6v1a1, Atp6a1, VPP2, Atp6a2, Atp6v1aATPase, H+ transporting, lysosomal V1 subunit A NM_007508.5

27 Gene Naa50 Nat13, San, 2810441M03Rik, Mak3p, Naa50, Nat5, AW112078, Mak3, 2600005K24RikN(alpha)-acetyltransferase 50, NatE catalytic subunitNM_028108.3

19 Gene Gm608 5530400K22Rik, Gm608, mKIAA2018, Gm1779predicted gene 608 NM_001029889.2

23 Gene Spice1 D16Ertd480e, Spice1, Ccdc52spindle and centriole associated protein 1 NM_144550.4
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27 Gene Boc 4732455C11, Boc, DKFZp434L072, mFLJ00376biregional cell adhesion molecule-related/down-regulated by oncogenes (Cdon) binding proteinNM_172506.2

27 Gene Mir3081 mmu-mir-3081, Mir3081microRNA 3081 NR_037242.1

28 Gene BC027231BC027231, Nepro, MGC27931cDNA sequence BC027231 NM_145972.4

25 Gene Slc35a5 BB097433, Slc35a5, D16Ertd450e, AU021179, D730043G07Rik, 1010001J06Riksolute carrier family 35, member A5 NM_028756.4

25 Gene Atg3 Apg3l, PC3-96, 2610016C12Rik, Atg3, Atg3l, APG3autophagy related 3 NM_026402.3

19 Gene Cd200 Mox2, OX2, Cd200CD200 antigen NM_010818.3

19 Gene Gm609 Gm1749, Gm609predicted gene 609 NM_001005854.2

19 Gene Pvrl3 Pvrl3, AA407785, AW538082, 3000002N23Rik, AU016832, 4921513D19Rik, 2610301B19Rik, CD113poliovirus receptor-related 3 NM_021497.2, NM_021496.3, NM_021495.4

27 Gene Dzip3 2A-HUB, 2310047C04Rik, Dzip3, 6430549P11Rik, A230104G20DAZ interacting protein 3, zinc finger NM_027341.2, NM_001110017.1

27 Gene C330027C09RikAA408511, Kiaa1524, Cip2a, C330027C09Rik, AU018569RIKEN cDNA C330027C09 gene NM_172616.2

26 Gene Ift57 Ift57, Hippi, Esrrbl1, 4833420A15Rik, MHS4R2intraflagellar transport 57 NM_028680.3

25 Gene Cd47 AA407862, IAP, B430305P08Rik, 9130415E20Rik, AI848868, AW108519, Cd47, ItgpCD47 antigen (Rh-related antigen, integrin-associated signal transducer)NM_010581.3

23 Gene Bbx 5730403O13Rik, 5530401J07Rik, Bbxbobby sox homolog (Drosophila) NM_027444.3

24 Gene G730013B05RikG730013B05RikRIKEN cDNA G730013B05 gene NR_040379.1, NR_040380.1

33 Gene Cblb Cbl-b, Cblb, AI429560, AI851073Casitas B-lineage lymphoma b NM_001033238.1

37 Gene Nfkbiz INAP, AA408868, Nfkbiz, Mailnuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, zetaNM_030612.3, NM_001159394.1, NM_001159395.1

52 Gene Gm6958 Gm6958 predicted gene 6958 XM_001479180.1, XM_001480210.1

52 Gene Rpl24 0610008L05Rik, Bst, Rpl24ribosomal protein L24 NM_024218.4

52 Gene 2310061J03Rik2310061J03RikRIKEN cDNA 2310061J03 gene NR_027965.1

52 Gene Zbtb11 Zbtb11, 9230110G02Rik, ZNF-U69274zinc finger and BTB domain containing 11 NM_173026.2

29 Gene Pcnp 1110018D06Rik, Pcnp, AI647035PEST proteolytic signal containing nuclear protein NM_001024622.2

29 Gene Trmt10c 1300018J16Rik, MGC118020, Trmt10c, Rnmtd1, D16Ertd454e, Rg9mtd1tRNA methyltransferase 10C NM_029092.3

37 Gene Tomm70aTom70, D16Ium22e, D16Ium22, 2610044B22Rik, mKIAA0719, Tomm70a, D16Wsu109etranslocase of outer mitochondrial membrane 70 homolog A (yeast)NM_138599.5

39 Gene Nit2 Nit2, 1190017B19Rik, D16Ertd502enitrilase family, member 2 NM_023175.1

39 Gene Gm16892Gm16892 predicted gene, 16892 XR_106988.1, XR_105786.1

39 Gene Tbc1d23 AU043671, 4930451A13Rik, AU015720, AU043778, D030022P07Rik, W51689, Tbc1d23TBC1 domain family, member 23 NM_026254.2

23 Gene Dcbld2 AW146002, Esdn, CLCP1, Dcbld2, 1700055P21Rikdiscoidin, CUB and LCCL domain containing 2 NM_028523.3

31 Gene St3gal6 AI930218, St3gal6, AW552396, Siat10, 1700023B24Rik, St3galVIST3 beta-galactoside alpha-2,3-sialyltransferase 6 NM_018784.2

22 Gene Cpox Cpox, Cpo, HCP, CPXcoproporphyrinogen oxidase NM_007757.2

24 Gene 4930453N24Rik4930453N24Rik, AI649104RIKEN cDNA 4930453N24 gene NM_026273.2

24 Gene Zfp654 Zfp654, 1810008K20Rik, Znf654, 1600021C16Rikzinc finger protein 654 NM_028059.2

23 Gene LOC100861916 zinc finger protein 292-like XM_003688940.1, XM_003689302.1

23 Gene Cggbp1 AA960172, AL023996, AW045841, Cggbp1CGG triplet repeat binding protein 1 NM_178647.2

20 Gene Chmp2b Chmp2b, 1190006E07Rikcharged multivesicular body protein 2B NM_026879.2

20 Gene Vgll3 1700110N18Rik, Vgll3, 4832416J22, C80713, Vgl-3, Vito-2vestigial like 3 (Drosophila) NM_028572.1

18 Gene Gbe1 2810426P10Rik, D16Ertd536e, 2310045H19Rik, Gbe1glucan (1,4-alpha-), branching enzyme 1 NM_028803.3

22 Gene Robo1 AW494633, Robo1, AW742721, DUTT1, Gm310roundabout homolog 1 (Drosophila) NM_019413.2

23 Gene Nrip1 Nrip1, RIP140, 8430438I05Rik, 6030458L20Rik, AW456757, AA959574, 9630050P12nuclear receptor interacting protein 1 NM_173440.2

21 Gene Cxadr CAR, MCVADR, 2610206D03Rik, AW553441, Cxadr, MCAR, AU016810coxsackie virus and adenovirus receptor NM_009988.3, NM_001025192.2

29 Gene Btg3 ANA, Btg3, tob5B cell translocation gene 3 NM_009770.2

28 Gene D16Ertd472e1700010I10Rik, Eurl, E330003K22Rik, AI256766, D16Ertd472e, 2310009O17Rik, AW536354DNA segment, Chr 16, ERATO Doi 472, expressed NM_001252438.1, NM_001252439.1, NM_001252440.1, NM_025967.4

25 Gene Mrpl39 C21orf8, Rpml5, ORF22, Mrpl39, MRP-L5mitochondrial ribosomal protein L39 NM_017404.4

28 Gene Jam2 JAM-2, 2410167M24Rik, AU016127, VE-JAM, Jam2, 1110002N23Rik, 2410030G21Rik, JAM-B, Jcam2junction adhesion molecule 2 NM_023844.5

28 Gene Atp5j Atp5j ATP synthase, H+ transporting, mitochondrial F0 complex, subunit FNM_016755.2

28 Gene Gabpa GABPalpha, GabpaGA repeat binding protein, alpha NM_008065.2

42 Gene App Abeta, Ag, Adap, AL024401, betaAPP, Cvap, Abpp, appican, E030013M08Rik, App, betaAppamyloid beta (A4) precursor protein NM_001198823.1, NM_007471.3, NM_001198824.1, NM_001198825.1, NM_001198826.1

35 Gene Adamts1METH-1, METH1, ADAMTS-1, C3-C5, ADAMTS, Adamts1, ADAM-TS1a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 1NM_009621.4
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28 Gene Adamts5ASMP-2, 9530092O11Rik, ADAMTS1, AI481094, Adamts5, ADAM-TS5, ADAMTS11a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 5 (aggrecanase-2)NM_011782.2

26 Gene Usp16 Usp16, 1200004E02Rik, UBPM, 2810483I07Rik, 6330514E22Rikubiquitin specific peptidase 16 NM_024258.2

40 Gene Cct8 Cctq, AI132397, Tcpq, Cct8chaperonin containing Tcp1, subunit 8 (theta) NM_009840.3

40 Gene B130034C11RikB130034C11RikRIKEN cDNA B130034C11 gene NR_040375.1

26 Gene Bach1 6230421P05Rik, AI323795, Bach1BTB and CNC homology 1 NM_007520.2

26 Gene Gm10789ENSMUSG00000074924, Gm10789predicted gene 10789 NR_033476.1

29 Gene Sod1 Ipo1, Sod-1, Sod1, Cu/Zn-SOD, Ipo-1, MGC107553, B430204E11Rik, CuZnSOD, SODCsuperoxide dismutase 1, soluble NM_011434.1

38 Gene Scaf4 AA517739, Sra4, Sfrs15, Srsf15, Scaf4SR-related CTD-associated factor 4 NM_178923.3

21 Gene Hunk Bstk1, Hunk, Mak-vhormonally upregulated Neu-associated kinase NM_015755.2

28 Gene Urb1 5730405K23Rik, 4921511H13Rik, Urb1, mKIAA0539, KIAA0539, AA670781, AI645590URB1 ribosome biogenesis 1 homolog (S. cerevisiae)NM_029497.1

30 Gene 1110004E09Rik1110004E09Rik NM_026502.2

30 Gene Synj1 A930006D20Rik, mKIAA0910, AA675315, Synj1synaptojanin 1 NM_001045515.1, NM_001164483.1

30 Gene 4930404I05Rik4930404I05RikRIKEN cDNA 4930404I05 gene NR_028368.1

30 Gene Paxbp1 Gcfc, C21orf66, Gcfc1, Paxbp1, Pax3/7bp, 1810007M14RikPAX3 and PAX7 binding protein 1 NM_026110.2

18 Gene Olig2 RK17, Bhlhb1, AI604895, Olig2, Oligo2, bHLHe19, Olg-2oligodendrocyte transcription factor 2 NM_016967.2

34 Gene Ifnar2 AI747302, Ifnar-2, Ifnar2interferon (alpha and beta) receptor 2 NM_001110498.1, NM_010509.2

20 Gene Il10rb CRF2-4, IL-10R2, AI528744, 6620401D04Rik, Il10rb, Il10r2, Crfb4, D16H21S58, D21S58hinterleukin 10 receptor, beta NM_008349.5

27 Gene Ifngr2 Ifngr2, Ifgr2, Ifgtinterferon gamma receptor 2 NM_008338.3

23 Gene Tmem50bB230114J08Rik, Tmem50b, AU015466, AU019872transmembrane protein 50B NM_030018.3

33 Gene Gart Prgs, Gaps, Gartphosphoribosylglycinamide formyltransferase NM_010256.2

33 Gene Son AA409051, 2900011L12Rik, AU067731, C81487, mKIAA1019, Son, nrebpSon DNA binding protein NM_178880.4, NM_019973.2

17 Gene Donson AI845729, ORF60, Donson, 1110025J21Rikdownstream neighbor of SON NM_021720.1

17 Gene Gm10785Gm10785, ENSMUSG00000074911predicted gene 10785 NR_040389.1

17 Gene Cryzl1 Cryzl1, 2410006O11Rik, 2210407J23Rikcrystallin, zeta (quinone reductase)-like 1 NM_133679.2, NM_026994.1

43 Gene Slc5a3 Slc5a3, AA623876, BF642829, Smit1solute carrier family 5 (inositol transporters), member 3NM_017391.3

43 Gene Mrps6 AW046321, Mrps6mitochondrial ribosomal protein S6 NM_080456.1

22 Gene Rcan1 Rcan1, RCN1, CSP1, AL024459, AV028423, DSC1, AI429645, CALP1L, 2410048A02Rik, Adapt78, Dscr1, MCIP1, AA408855regulator of calcineurin 1 NM_019466.3, NM_001081549.1

21 Gene Runx1 Pebpa2b, AI462102, AML1, Runx1, Cbfa2, Pebp2a2runt related transcription factor 1 NM_009821.2, NM_001111021.1, NM_001111022.1, NM_001111023.1

26 Gene Dopey2 C21orf5, AI503246, Dopey2, mKIAA0933, 0610038M01Rik, 2610510B01Rikdopey family member 2 NM_026700.2, NM_027293.1

25 Gene Morc3 1110051N18Rik, D16Jhu32e, Zcwcc3, BF318192, Morc3, NXP2, AI452146microrchidia 3 NM_001045529.3

22 Gene Chaf1b CAF1P60, MPHOSPH7, C76145, 2600017H24Rik, Chaf1b, CAF1, CAF-Ip60, CAF1A, CAF-I p60chromatin assembly factor 1, subunit B (p60) NM_028083.4

18 Gene Sim2 Sim2, bHLHe15single-minded homolog 2 (Drosophila) NM_011377.2

31 Gene Pigp Dscr5, Pigp, Dcrcphosphatidylinositol glycan anchor biosynthesis, class PNM_019543.3, NM_001159616.1, NM_001159617.1, NM_001159618.1, NM_001159619.1, NM_001159620.1

31 Gene Ttc3 Ttc3, KIAA4119, 2610202A04Rik, D16Ium21, D16Ium21e, AA409221, TPRD, mKIAA4119tetratricopeptide repeat domain 3 NM_009441.2

21 Gene Dyrk1a Dyrk, ENSMUSG00000074897, mmb, Dyrk1a, D16Ertd493e, Gm10783, D16Ertd272e, Mnbh, Mp86, 2310043O08Rik, MGC150253, MGC150254dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1aNM_007890.2, NM_001113389.1

34 Gene Ets2 AU022856, Ets-2, Ets2E26 avian leukemia oncogene 2, 3' domain NM_011809.3

38 Gene Brwd1 Brwd1, D530019K20Rik, 5330419I02Rik, repro5, Wdr9, G1-403-16bromodomain and WD repeat domain containing 1 NM_145125.3, NM_001103179.1, NM_176928.1

38 Gene 1700093J21Rik1700093J21RikRIKEN cDNA 1700093J21 gene XR_141303.1, XR_141441.1

29 Gene Hmgn1 Hmgn1, MGC103397, HMG-14, Hmg14high mobility group nucleosomal binding domain 1 NM_008251.3

22 Gene Wrb 5530402J05Rik, Wrb, MGC98437, Chd5, C030018G21Riktryptophan rich basic protein NM_207301.2

36 Gene Lca5l Lca5l, 4921526F01Rik, Lcca5lLeber congenital amaurosis 5-like NM_001001492.2

36 Gene Sh3bgr 5430437A18Rik, Sh3bgrSH3-binding domain glutamic acid-rich protein NM_015825.2

21 Gene Bace2 ARP1, CDA13, ALP56, AEPLC, 1110059C24Rik, AI850424, BAE2, ASP21, DRAP, CEAP1, Bace2beta-site APP-cleaving enzyme 2 NM_019517.4

22 Gene Prdm15 Zfp298, Prdm15, C21orf83, E130018M06Rik, ORF62PR domain containing 15 NM_144789.2

25 Gene C2cd2 5730563M15, C2cd2, AI314146, mKIAA4045, ORF25, AI449533, 5830404H04Rik, KIAA4045, BF168443C2 calcium-dependent domain containing 2 NM_174847.2

23 Gene A230045G11RikA230045G11Rik, EG624086RIKEN cDNA A230045G11 gene XR_105811.2

23 Gene Scaf8 Rbm16, AI448652, KIAA1116, A630086M08Rik, A930036P18Rik, AI447644, AA408306, AU015035, mKIAA1116, Scaf8SR-related CTD-associated factor 8 NM_134123.3
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24 Gene Arid1b Ardi1b, mKIAA1235, 8030481M12, B230217J03Rik, AI836955, 9330189K18Rik, Arid1bAT rich interactive domain 1B (SWI-like) NM_001085355.1

35 Gene LOC101055715 uncharacterized LOC101055715 XM_003945565.1

35 Gene Zdhhc14 Zdhhc14, MGC29194, B530001K09Rik, New1cpzinc finger, DHHC domain containing 14 NM_146073.3

21 Gene Snx9 SH3PX1, Snx9, SDP1, 2700073N08Riksorting nexin 9 NM_025664.5

29 Gene Synj2 AI481647, SJ2, Synj2, mKIAA0348synaptojanin 2 NM_011523.2, NM_001113351.1, NM_001113352.1, NM_001113353.1

29 Gene Serac1 4930511N22Rik, Serac1, D17Ertd141eserine active site containing 1 NM_177311.4, NM_001111017.1

29 Gene Gtf2h5 2810432H05Rik, Gtf2h5, D17Wsu155e, 2700017P07Rikgeneral transcription factor IIH, polypeptide 5 NM_181392.3

27 Gene Ezr MGC107499, R75297, AW146364, Ezr, Vil2, p81ezrin NM_009510.2

30 Gene Mpc1 MGC117549, 3830411I18Rik, MPC1, Brp44l, 0610006G08Rik, Mpc1NM_018819.4

31 Gene 4930506C21Rik4930506C21RikRIKEN cDNA 4930506C21 gene XR_168553.1, XR_168753.1

31 Gene Sft2d1 Sft2d1, AA409698, 5630401J11Rik, MGC102361SFT2 domain containing 1 NM_134114.2

18 Gene Prr18 Prr18, 9630019K15Rikproline rich region 18 NM_178774.4, NR_028280.1

37 Gene Qk l17Wis1, 1500005P18, l(17)-1Wis, QkI, 1110003F05Rik, Qkquaking NM_021881.2, NM_001159516.1, NM_001159517.1

37 Gene LOC101055707 uncharacterized LOC101055707 XM_003945568.1

37 Gene B930003M22RikB930003M22RikRIKEN cDNA B930003M22 gene NR_037588.1

37 Gene 1700110C19Rik1700110C19RikRIKEN cDNA 1700110C19 gene NR_045461.1

25 Gene Igf2r CD222, Mpr300, CI-MPR, Igf2r, AI661837, M6P/IGF2Rinsulin-like growth factor 2 receptor NM_010515.2

25 Gene Airn AI256653, 2810434M15Rik, AW049873, B930018I07Rik, 2810051F02Rik, AI597500, Air, Airn, D17Ertd663eantisense Igf2r RNA NR_027772.1, NR_027773.1, NR_027784.1, NR_002853.2

33 Gene Pnldc1 FLJ35820, Pnldc1, Gm313poly(A)-specific ribonuclease (PARN)-like domain containing 1NM_001034866.1

33 Gene Mrpl18 Mrpl18, 1010001C05Rik, HSPC071, MRP-L18, C79879mitochondrial ribosomal protein L18 NM_026310.3

33 Gene Tcp1 Tp63, AI528772, Ccta, TRic, p63, c-cpn, Tcp-1, Cct1, Tcp1, CCTt-complex protein 1 NM_013686.3

33 Gene Snora20 MBI-125, Snora20small nucleolar RNA, H/ACA box 20 NR_028479.1

33 Gene Acat3 ACTL, Acat3 acetyl-Coenzyme A acetyltransferase 3 NM_153151.3

27 Gene Acat2 Acat2, AW742799, Tcp-1x, Tcp1-rs1acetyl-Coenzyme A acetyltransferase 2 NM_009338.3

27 Gene Gm15946Gm15946, OTTMUSG00000028086predicted gene 15946 XM_003086038.1, XM_003085122.1

32 Gene Wtap 9430038B09Rik, 2810408K05Rik, WtapWilms' tumour 1-associating protein NM_175394.2, NM_001113532.1, NM_001113533.1

32 Gene Sod2 Sod2, MnSOD, MGC6144, Sod-2superoxide dismutase 2, mitochondrial NM_013671.3

32 Gene Tcte2 Tcte2, AI429268, Tcte-2t-complex-associated testis expressed 2 NM_022311.2

32 Gene Mllt4 5033403D15Rik, AF6, I-afadin, S-afadin, Gm314, Afadin, Af-6, Mllt4myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4NM_010806.1

39 Gene Smoc2 1700056C05Rik, 5430426J21Rik, Smoc2l, Smoc2SPARC related modular calcium binding 2 NM_022315.2

28 Gene Wdr27 Wdr27, 0610012K18RikWD repeat domain 27 NM_175173.3

28 Gene 1600012H06Rik1600012H06RikRIKEN cDNA 1600012H06 gene NM_001083881.1, NM_026451.2, NM_001083880.1, NM_001083882.1

28 Gene Phf10 1810055P05Rik, Phf10, AV024533PHD finger protein 10 NM_024250.4

28 Gene LOC106740 uncharacterized LOC106740 NR_027905.1

20 Gene Dll1 Delta1, Dll1 delta-like 1 (Drosophila) NM_007865.3

22 Gene Psmb1 C81484, AA409053, Lmpc5, Psmb1proteasome (prosome, macropain) subunit, beta type 1NM_011185.3

24 Gene Tbp GTF2D1, TFIID, Tbp, Gtf2d, SCA17TATA box binding protein NM_013684.3

24 Gene Pdcd2 RP-8, Pdcd2, AI528543, Pcd2programmed cell death 2 NM_008799.2

24 Gene 5830433I10Rik5830433I10RikRIKEN cDNA 5830433I10 gene XM_003945578.1

24 Gene Chd1 4930525N21Rik, MGC141554, AI851787, Chd1, AW555109chromodomain helicase DNA binding protein 1 NM_007690.3

26 Gene Rgmb DRAGON, Rgmb, 1110059F19RikRGM domain family, member B NM_178615.3

31 Gene Lnpep gp160, 2010309L07Rik, 4732490P18Rik, PLAP, Lnpep, vp165, CAP, IRAPleucyl/cystinyl aminopeptidase NM_172827.3

23 Gene Casp16 Casp14l, EG381070, Gm5146, Casp16caspase 16, apoptosis-related cysteine peptidase XM_003945579.1, XM_003945994.1

23 Gene Zfp213 Zfp213, D17Ertd197e, BC038178zinc finger protein 213 NM_001033496.3

28 Gene 1520401A03Rik1520401A03RikRIKEN cDNA 1520401A03 gene XM_003085154.2

28 Gene Pkmyt1 6230424P17, AW209059, Myt1, Pkmyt1protein kinase, membrane associated tyrosine/threonine 1NM_023058.3

28 Gene Paqr4 Paqr4, 1500004C10Rikprogestin and adipoQ receptor family member IV NM_023824.3
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26 Gene Kremen22900054E04Rik, Kremen2, Krm2kringle containing transmembrane protein 2 NM_028416.2

26 Gene 9530082P21RikE030034P13Rik, 9530082P21RikRIKEN cDNA 9530082P21 gene NR_015472.1

22 Gene Flywch1 E030034P13Rik, Flywch1, mKIAA1552FLYWCH-type zinc finger 1 NM_153791.2

22 Gene Flywch2 AW548203, 2810417J12Rik, Flywch2, 3010014L17RikFLYWCH family member 2 NM_029798.3

20 Gene Srrm2 AA410130, 5033413A03Rik, Srrm2, SRm300, mKIAA0324serine/arginine repetitive matrix 2 NM_175229.3

20 Gene Mir5125 mmu-mir-5125, Mir5125, mu-mir-5125microRNA 5125 NR_039586.1

20 Gene Tceb2 0610040H15Rik, Tceb2transcription elongation factor B (SIII), polypeptide 2NM_026305.2

20 Gene Prss33 MGC123869, MGC123870, MGC123871, Eos, Prss33, tryptase-6, mT6protease, serine, 33 NM_001081399.2

20 Gene Prss41 Tessp-1, 4931440B09Rik, Prss41, Tessp1protease, serine, 41 NM_027644.1

19 Gene Kctd5 mKIAA0176, 2610030N08Rik, Kctd5potassium channel tetramerisation domain containing 5NM_027008.2

38 Gene Pdpk1 Pdpk1, Pdk1 3-phosphoinositide dependent protein kinase 1 NM_001080773.1, NM_011062.4

31 Gene Amdhd2 5730457F11Rik, Amdhd2amidohydrolase domain containing 2 NM_172935.4

31 Gene Atp6v0c Atpl, Atpl-rs1, Atp6c2, Vma3, Atp6c, PL16, Atp6v0c, Atp6l, VATLATPase, H+ transporting, lysosomal V0 subunit C NM_009729.3

32 Gene Tbc1d24 C530046L02Rik, Tbc1d24, mKIAA1171, 9630033P11TBC1 domain family, member 24 NM_001163847.1, NM_001163848.1, NM_001163849.1, NM_173186.4, NM_001163850.1, NM_001163851.1, NM_001163852.1, NM_001163853.1

32 Gene Ntn3 Ntn3, Ntn2l netrin 3 NM_010947.3

32 Gene 1600002H07Rik1600002H07RikRIKEN cDNA 1600002H07 gene NM_028056.1

25 Gene Ccnf CycF, Ccnf, Fbxo1cyclin F NM_007634.4

23 Gene Abca17 Abca17 ATP-binding cassette, sub-family A (ABC1), member 17NM_001031621.2

69 Gene Abca3 MGC90532, ABC-C, 1810036E22Rik, Abca3, Abc3ATP-binding cassette, sub-family A (ABC1), member 3NM_013855.2, NM_001039581.1

69 Gene D330041H03RikD330041H03RikRIKEN cDNA D330041H03 gene NR_033554.1

69 Gene Rnps1 Rnps1 ribonucleic acid binding protein S1 NM_001080127.1, NM_009070.2, NM_001080128.1

50 Gene Pgp Pgp, AI481330, MGC103027, 1700012G19Rikphosphoglycolate phosphatase NM_025954.3

50 Gene Mlst8 AI505104, AA409454, Mlst8, AI851821, 0610033N12Rik, GblMTOR associated protein, LST8 homolog (S. cerevisiae)NM_001252463.1, NM_001252464.1, NM_001252465.1, NM_019988.5

50 Gene Bricd5 Bricd5, 9930021D14RikBRICHOS domain containing 5 NM_175682.3

36 Gene Caskin1 mKIAA1306, C130061I24, 3300002N10Rik, C630036E02Rik, Caskin1CASK interacting protein 1 NM_027937.2

31 Gene Pkd1 PC1, FLJ00285, Pkd1, MGC118471, mFLJ00285polycystic kidney disease 1 homolog NM_013630.2

27 Gene Tsc2 Nafld, Tsc2, Tcs2tuberous sclerosis 2 NM_011647.2, NM_001039363.1

27 Gene Nthl1 Octs3, Nthl1, Nth1nth (endonuclease III)-like 1 (E.coli) NM_008743.2

27 Gene Slc9a3r2 2010007A20Rik, Sip1, Octs2, 0610011L07Rik, 1200011K07Rik, Sip-1, E3karp, Sryip1, Slc9a3r2, Tka-1, NHERF-2solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 2NM_023449.3, NM_023055.2

22 Gene Npw Npw, Gm935 neuropeptide W NM_001099664.1

33 Gene Zfp598 Ntrap, Znf598, Zfp598, BC023040zinc finger protein 598 NM_183149.1

27 Gene Syngr3 Syngr3 NM_011522.3

27 Gene Gfer Alr, ERV1, Gfergrowth factor, erv1 (S. cerevisiae)-like (augmenter of liver regeneration)NM_023040.3

27 Gene Noxo1 Snx28, Noxo1, P41NOXA, P41NOXC, P41NOX, hslt, 2310034C04Rik, P41NOXBNADPH oxidase organizer 1 NM_027988.4

27 Gene Tbl3 9430070M15Rik, Tbl3transducin (beta)-like 3 NM_145396.4

49 Gene Rnf151 Rnf151, 1700010O16Rik, AV047371ring finger protein 151 NM_026205.3

49 Gene Snhg9 1700072N11Rik, Snhg9small nucleolar RNA host gene (non-protein coding) 9NR_027900.2

49 Gene Snora78 Snora78, ACA64small nucleolar RNA, H/ACA box 7 NR_028515.1

49 Gene Rps2 MGC118037, Llrep3, MGC118038, Rps2ribosomal protein S2 NM_008503.5

49 Gene Snora64 MBI-29, Rnu64, Snora64small nucleolar RNA, H/ACA box 64 NR_002897.1

49 Gene Ndufb10PDSW, Ndufb10, 22kDa, 0610011B04RikNADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10NM_026684.2

49 Gene Rpl3l 1110057H16Rik, Rpl3lribosomal protein L3-like NM_001163945.1, NM_025425.4

26 Gene Igfals KIAA4111, Albs, MGC150141, MGC150140, mKIAA4111, Igfals, ALSinsulin-like growth factor binding protein, acid labile subunitNM_008340.3

30 Gene Nubp2 Nubp2, D17Wsu11enucleotide binding protein 2 NM_011956.3

30 Gene Spsb3 SSB3, 3300001M01Rik, Tce1, mKIAA4204, Spsb3, 2310012N15Rik, KIAA4204splA/ryanodine receptor domain and SOCS box containing 3NM_027141.2, NM_001163750.1, NM_001163751.1

30 Gene Eme2 2810013J18Rik, Eme2essential meiotic endonuclease 1 homolog 2 (S. pombe)NM_001163102.1

30 Gene Mrps34 Tce2, 5330430D13Rik, 0610007F04Rik, Mrps34, AV001970mitochondrial ribosomal protein S34 NM_023260.1
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30 Gene Nme3 AI413736, Nme3, 1810009F08Rik, Nm23-DR, Nm23-M3, Ndk3, DR-nm23NME/NM23 nucleoside diphosphate kinase 3 NM_019730.2

30 Gene Mapk8ip3JSAP1a, JSAP1c, Mapk8ip3, JSAP1d, JSAP1b, JSAP1, Syd2, Jip3, BB120594, JIP-3, D17Wsu15e, mKIAA1066mitogen-activated protein kinase 8 interacting protein 3NM_013931.4, NM_001163447.1, NM_001163448.1, NM_001163449.1, NM_001163450.1, NM_001163451.1, NM_001163453.1

33 Gene Hn1l C16orf34, AL022629, Hn1l, D17Ertd441e, 2810430B18Rikhematological and neurological expressed 1-like NM_198937.2

33 Gene Cramp1l 5830477H08Rik, Tce4, AI790734, Cramp1l, KIAA1426, AI256853, mKIAA1426Crm, cramped-like (Drosophila) NM_020608.3

28 Gene Ift140 Tce5, mKIAA0590, Ift140, Wdtc2, AI661311, MGC170632 NM_134126.3

29 Gene Ptx4 Ptx4, 1110018H23Rikpentraxin 4 NM_026747.1, NM_001163416.1

29 Gene Clcn7 AA409691, AW538136, D17Wsu51e, Clcn7, ClC-7chloride channel 7 NM_011930.3

29 Gene BC003965BC003965, Ccsmst1, MGC7403cDNA sequence BC003965 NM_183150.2

29 Gene Unkl 1300004G08Rik, Unkl, MGC102273unkempt-like (Drosophila) NM_028789.3, NM_001197024.1

29 Gene Gnptg Tce7, 6430527N14Rik, Gnptg, AU067667, Mdcp1, AU067744, A830081F19N-acetylglucosamine-1-phosphotransferase, gamma subunitNM_172529.3

29 Gene Tsr3 MGC113771, 1110014B11Rik, 0610007P22Rik, AL022759, Tsr3TSR3 20S rRNA accumulation NM_026676.3, NM_001163718.1

29 Gene Baiap3 Baiap3, Bap3, Gm937BAI1-associated protein 3 NM_001163270.1

35 Gene Ube2i Ube2i, UBC9, Ubce9, Mmubc9, F830028O17Rik, 5830467E05Rik, Ubce2iubiquitin-conjugating enzyme E2I NM_001177609.1, NM_001177610.1, NM_011665.4

35 Gene Gm17801Gm17801 predicted gene, 17801 NR_027452.1

27 Gene Cacna1h alpha13.2, MNCb-1209, Cacna1h, Cav3.2calcium channel, voltage-dependent, T type, alpha 1H subunitNM_021415.4, NM_001163691.1

38 Gene Sox8 Sox8 SRY-box containing gene 8 NM_011447.3

38 Gene 2810468N07Rik2810468N07RikRIKEN cDNA 2810468N07 gene NR_045176.1

38 Gene Lmf1 Lmf1, Tmem112, AW822050, 2400010G15Rik, cldlipase maturation factor 1 NM_029624.4, NR_045520.1

31 Gene Fbxl16 BC042620, Fbxl16, Scirr1F-box and leucine-rich repeat protein 16 NM_001164225.1

31 Gene Wdr24 BC037651, MGC47001, Wdr24WD repeat domain 24 NM_173741.3

31 Gene Jmjd8 Jmjd8, 2610003J06Rikjumonji domain containing 8 NM_028101.4

31 Gene Stub1 2310040B03Rik, Stub1, AW046544, 2210017D18Rik, 0610033N24Rik, ChipSTIP1 homology and U-Box containing protein 1 NM_019719.3

38 Gene Rhbdl1 Rhbdl, Rhbdl1, MGC28800rhomboid, veinlet-like 1 (Drosophila) NM_144816.1

38 Gene Rhot2 Miro2, Arht2, Rhot2, MGC31216ras homolog gene family, member T2 NM_145999.2

38 Gene Wdr90 AI551153, 3230401M21Rik, mKIAA1924, Wdr90WD repeat domain 90 NM_001163766.1

37 Gene Fam195a9530058B02Rik, Fam195afamily with sequence similarity 195, member A NM_026633.3

37 Gene 0610011F06Rik0610011F06RikRIKEN cDNA 0610011F06 gene NM_026686.2

37 Gene Wfikkn1 Wfikkn1, WfikknWAP, FS, Ig, KU, and NTR-containing protein 1 NM_001100454.1

28 Gene Rab40c Rab40c, RAR3 Rab40c, member RAS oncogene family NM_139154.2

24 Gene Pigq Gpi1h, Gpi1, Gpih, Gpi1p, Pigqphosphatidylinositol glycan anchor biosynthesis, class QNM_011822.3

37 Gene 1700022N22Rik1700022N22RikRIKEN cDNA 1700022N22 gene XR_107052.1, XR_105888.1

37 Gene Rab11fip3MGC47508, mKIAA0665, Rab11-FIP3, Cart1, D030060O14Rik, Rab11fip3RAB11 family interacting protein 3 (class II) NM_153140.2, NM_001162868.1, NM_001162869.1

19 Gene Decr2 Decr2 2-4-dienoyl-Coenzyme A reductase 2, peroxisomal NM_011933.2

19 Gene Nme4 2610027N22Rik, NM23-M4, 2810024O08Rik, Nm23M4, Nme4, 5730493H09RikNME/NM23 nucleoside diphosphate kinase 4 NM_019731.1

19 Gene Gm8186 Gm8186, EG666609small nuclear ribonucleoprotein polypeptide G pseudogene

44 Gene Itfg3 AI429612, Itfg3integrin alpha FG-GAP repeat containing 3 NM_207217.4, NM_001206335.1

44 Gene Luc7l Luc7l, 2410018D03Rik, 1810045C04RikLuc7 homolog (S. cerevisiae)-like NM_028190.3, NM_025881.3, NR_037905.1, NR_037906.1

20 Gene Neurl1b MGC183777, Neurl1b, C230078M08Rik, EG240055, MGC183766, Neur2, Neurl1Bneuralized homolog 1b (Drosophila) NM_001081656.2

38 Gene Dusp1 MKP1, erp, Ptpn16, 3CH134, mkp-1, Dusp1, U19515dual specificity phosphatase 1 NM_013642.3

26 Gene Ergic1 1200007D18Rik, maa-136, Ergic1, MGC102406endoplasmic reticulum-golgi intermediate compartment (ERGIC) 1NM_026170.3

30 Gene Atp6v0e Atp6k, M9.2, Atp6v0e, Atp6v0e1ATPase, H+ transporting, lysosomal V0 subunit E NM_025272.2

32 Gene Crebrf Crebrf, A930001N09Rik, LRF NM_029870.2

22 Gene Nkx2-5 Csx, Nkx-2.5, tinman, Nkx2-5, Nkx2.5NK2 transcription factor related, locus 5 (Drosophila)NM_008700.2

27 Gene Kifc5b HSET, Kifc5b, Kifc5a, KNSL2, Kifc1, MGC76666, Hset NM_053173.2

27 Gene Phf1 PHF2, Phf1, AW557215, mPcl1, Tctex-3, D17Ertd455e, Tctex3PHD finger protein 1 NM_009343.2

27 Gene Cuta AI326454, 1810060C03Rik, 2700094G22Rik, Cuta, 0610039D01Rik, 1810022E02RikcutA divalent cation tolerance homolog (E. coli) NM_026307.2, NM_026948.2

27 Gene Syngap1 Syngap, Syngap1, Gm1963synaptic Ras GTPase activating protein 1 homolog (rat)XM_915205.3, XM_003086050.1, XM_003086051.1, XM_985548.3, XM_003085156.1, XM_003085157.1
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25 Gene Zbtb9 Zbtb9, 3930402F13Rikzinc finger and BTB domain containing 9 NM_001005916.2

18 Gene Grm4 Gprc1d, Grm4, mGluR4glutamate receptor, metabotropic 4 NM_001013385.1

23 Gene Hmga1 AL023995, Hmgi, Hmgiy, Hmga1a, Hmga1, Hmga1b, MGC102580, Hmgyhigh mobility group AT-hook 1 NM_001166539.1, NM_001166540.1, NM_001166541.1, NM_001166542.1, NM_001166543.1, NM_001166544.1, NM_001166545.1, NM_001166546.1, NM_016660.3, NM_001025427.3, NM_001039356.2, NM_001166535.1, NM_001166536.1, NM_001166537.1

23 Gene AI413582MGC41609, AI854251, AI413582expressed sequence AI413582 NM_001002895.2

28 Gene Nudt3 Dipp, 1110011B09Rik, Nudt3, AA960325nudix (nucleotide diphosphate linked moiety X)-type motif 3NM_019837.2

44 Gene Rps10 2210402A09Rik, MGC107635, Rps10ribosomal protein S10 NM_025963.3

25 Gene D17Wsu92eC80239, C030010A15, AU020189, D17Wsu92eDNA segment, Chr 17, Wayne State University 92, expressedNM_001033279.2, NM_001044719.1

37 Gene Snrpc U1C, U1-C, Snrp1c, SnrpcU1 small nuclear ribonucleoprotein C NM_011432.2

37 Gene Uhrf1bp1mKIAA4127, KIAA4127, F830021D11Rik, Uhrf1bp1, 1110020K19Rik, AA408674UHRF1 (ICBP90) binding protein 1 NM_001080769.1

35 Gene Taf11 28kDa, PRO214, AL024207, AI115401, TAFII28, Taf11, 1110038O14Rik, AW552398, TAF2ITAF11 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_026836.2

35 Gene Anks1 Anks1, mKIAA0229, Anks1a, MGC59413ankyrin repeat and SAM domain containing 1 NM_181413.3

24 Gene Scube3 Scube3, D030038I21Rik, CEGF3signal peptide, CUB domain, EGF-like 3 NM_001004366.1

24 Gene C230013L11RikC230013L11RikRIKEN cDNA C230013L11 gene XR_140415.2, XR_141820.2, XR_141342.2

24 Gene Zfp523 BC025615, Znf76, MGC79196, Zfp523, 2810027J07, MGC66570zinc finger protein 523 NM_172617.3

53 Gene Fance Fance, 2810451D06Rik, AW209126, AI415634Fanconi anemia, complementation group E NM_001163819.1, NM_001163820.1, NR_028296.1, NR_028297.1

53 Gene Rpl10a CsA-19, Rpl10a, Nedd6ribosomal protein L10A NM_011287.2

53 Gene Tead3 ETFR-1, Tead3, AW125760, TEAD-3, Tcf13r2, DTEF-1, TEF-5TEA domain family member 3 NM_001098226.3, NM_011566.4, NM_001204156.1

29 Gene Tulp1 Tulp1, Tulp1l tubby like protein 1 NM_021478.1

23 Gene Fkbp5 Dit1, FKBP-5, 51kDa, D17Ertd592e, FKBP51, Fkbp5FK506 binding protein 5 NM_010220.3

27 Gene LOC100862287 uncharacterized LOC100862287 XR_140416.1, XR_141343.1

27 Gene E230001N04RikE230001N04RikRIKEN cDNA E230001N04 gene XR_105891.3, XR_107054.3

27 Gene Armc12 Armc12, AV041658, 4930511I11Rikarmadillo repeat containing 12 NM_026290.3

25 Gene Srpk1 AU017960, Srpk1serine/arginine-rich protein specific kinase 1 NM_016795.3

37 Gene Slc26a8 MGC38861, Slc26a8solute carrier family 26, member 8 XM_003085521.1, XM_003085148.1

37 Gene Mapk14 p38-alpha, p38a, p38alpha, PRKM14, Mapk14, p38, PRKM15, Mxi2, CSBP2, Crk1, MGC102436, p38MAPK, Csbp1mitogen-activated protein kinase 14 NM_011951.3, NM_001168508.1, NM_001168513.1, NM_001168514.1

25 Gene Brpf3 AI413466, Brpf3, KIAA1286, MGC58603, mKIAA1286, AW493400bromodomain and PHD finger containing, 3 NM_001081315.1

25 Gene Pxt1 Stepp, Pxt1, 1700001G18Rikperoxisomal, testis specific 1 NM_153390.1

25 Gene Kctd20 Kctd20, AW541186, 2410004N11Rik, AI451943, D17Ertd562epotassium channel tetramerisation domain containing 20NM_025888.5

26 Gene Stk38 Ndr1, Stk38, 5830476G13Rik, 9530097A09Rik, AA617404serine/threonine kinase 38 NM_134115.2

28 Gene Srsf3 X16, AL024116, Sfrs3, Srsf3serine/arginine-rich splicing factor 3 NM_013663.5, NR_036613.1

22 Gene Cdkn1a Waf1, mda6, P21, SDI1, Cdkn1, p21Cip1, Cdkn1a, CAP20, CDKI, CIP1, p21WAFcyclin-dependent kinase inhibitor 1A (P21) NM_007669.4, NM_001111099.1

24 Gene Cpne5 MGC47475, Cpne5, A830083G22Rikcopine V NM_153166.2

18 Gene Ppil1 1110060O10Rik, Cypl1, Ppil1, AI327391peptidylprolyl isomerase (cyclophilin)-like 1 NM_026845.4

18 Gene BC004004MGC7550, 2400006G15Rik, BC004004cDNA sequence BC004004 NM_030561.3

43 Gene Pim1 Pim1, Pim-1 proviral integration site 1 NM_008842.3

20 Gene Tmem2174933413N12Rik, Tmem217, MGC151242, MGC151244, EG622644transmembrane protein 217 NM_001162901.1, NM_001162902.1

24 Gene Tbc1d22bBC045600, MGC61359, MGC31516, Tbc1d22bTBC1 domain family, member 22B NM_198647.1

24 Gene Rnf8 AIP37, Rnf8, 3830404E21Rikring finger protein 8 NM_021419.1

42 Gene Gm20161Gm20161 predicted gene, 20161 XR_107056.1, XR_105893.1

42 Gene Ftsjd2 MTr1, Ftsjd2, mKIAA0082, 1300018I05Rik, AI451264FtsJ methyltransferase domain containing 2 NM_028791.5

36 Gene Mdga1 1200011I03Rik, Mdga1, GPIMMAM domain containing glycosylphosphatidylinositol anchor 1NM_001081160.1

27 Gene Zfand3 TEG-27, MGC103362, Tex27, AW539211, Zfand3, MGC118625zinc finger, AN1-type domain 3 NM_148926.2

22 Gene Slc37a1 MGC28167, G3PP, Slc37a1solute carrier family 37 (glycerol-3-phosphate transporter), member 1NM_153062.2, NM_001242427.1

22 Gene Pde9a Pde9a, PDE9A1phosphodiesterase 9A NM_008804.4, NM_001163748.1

37 Gene Wdr4 Wdr4, AI448349, D530049K22Rik, AI415180WD repeat domain 4 NM_021322.2

37 Gene Ndufv3 Ndufv3, 1500032D16RikNADH dehydrogenase (ubiquinone) flavoprotein 3 NM_001083891.1, NM_030087.2

34 Gene Pknox1 D17Wsu76e, Pknox1, PREP1Pbx/knotted 1 homeobox NM_016670.3, NR_027493.1
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21 Gene Cbs AI303044, MGC37300, AI047524, MGC18856, MGC18895, HIP4, Cbscystathionine beta-synthase NM_144855.2, NM_178224.2

21 Gene U2af1 U2af1, 2010107D16Rik, 35kDaU2 small nuclear ribonucleoprotein auxiliary factor (U2AF) 1NM_024187.4, NM_001163769.1

42 Gene Sik1 Sik1, Sik, Msk, Snf1lksalt inducible kinase 1 NM_010831.2

31 Gene Hsf2bp Hsf2bp, 4932437G14Rikheat shock transcription factor 2 binding protein NM_028902.1

31 Gene Rrp1b Kiaa0179, mKIAA0179, 2600005C20Rik, D030064A17, Rrp1bribosomal RNA processing 1 homolog B (S. cerevisiae)NM_028244.2, NM_001163734.1

18 Gene Notch3 hpbk, N3, Notch3, AW229011 NM_008716.2

16 Gene Ephx3 2310063B19Rik, Ephx3, Abhd9epoxide hydrolase 3 NM_001033163.3

31 Gene Brd4 HUNK1, MCAP, Brd4, WI-11513, Brd5bromodomain containing 4 NM_198094.2, NM_020508.3

25 Gene Akap8 AU015639, Akap8, 1200016A02Rik, AA673585, AKAP95A kinase (PRKA) anchor protein 8 NM_019774.4

25 Gene Akap8l Nakap95, Akap8l, HAP95A kinase (PRKA) anchor protein 8-like NM_017476.2

21 Gene Cyp4f39 Cyp4f39, 4732474A20Rikcytochrome P450, family 4, subfamily f, polypeptide 39NM_177307.3

20 Gene Zfp799 6030490I01Rik, Zfp799zinc finger protein 799 NM_177359.4

23 Gene Zfp472 Zfp472, KRIM-1, Krim1, Krim-1A, Krim-1Bzinc finger protein 472 NM_153063.3

26 Gene Zfp101 AI316498, AI325003, Zfp101zinc finger protein 101 NM_009542.2

31 Gene Hnrnpm Hnrnpm, mKIAA4193, 2610023M21Rik, AA409009, Hnrpm, KIAA4193heterogeneous nuclear ribonucleoprotein M NM_029804.3, NM_001109913.1

31 Gene March2 9530046H09Rik, MGC7259, March2membrane-associated ring finger (C3HC4) 2 NM_001252480.1, NM_145486.5, NR_045522.1, NR_045523.1

25 Gene Angptl4 Pgar, Fiaf, Ng27, Pp1158, Hfarp, Bk89, Pgarg, Angptl4, Arp4angiopoietin-like 4 NM_020581.2

27 Gene Kank3 Kank3, D17Ertd288e, NG28, 0610013D04Rik, Ankrd47KN motif and ankyrin repeat domains 3 NM_030697.2

27 Gene Rps28 Rps28 ribosomal protein S28 NM_016844.2

27 Gene Ndufa7 Ndufa7, 14.5kDa, 2400007M02RikNADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 (B14.5a)NM_023202.3

24 Gene Kifc1 HSET, Tctex7, Gm4137, Kifc1, Tctex7a, Kifc5a, Tctex-7A, KNSL2, 100042970, MGC117605, Tctex-7, Knsl2a, MGC67832, MGC5880kinesin family member C1 NM_001195298.1

27 Gene BC033916BC033916 cDNA sequence BC033916 NR_040470.1

27 Gene BC051226BC051226 cDNA sequence BC051226 NR_045146.1

27 Gene Daxx MGC150289, DaxxFas death domain-associated protein NM_007829.4, NM_001199733.1

34 Gene Zbtb22 AI415166, Zfp297, Bing1, Zbtb22, AI265210, 1110008J20Rikzinc finger and BTB domain containing 22 NM_020625.3

34 Gene Gm19412Gm19412 predicted gene, 19412 XM_003945572.1, XM_003945582.1, XM_003946001.1

34 Gene Tapbp Tapbp, TPN, D17Wsu91eTAP binding protein NM_009318.2, NM_001025313.1

34 Gene Rgl2 KE1.5, Rab2l, Rgt2, Rgl2, Rlfral guanine nucleotide dissociation stimulator-like 2 NM_009059.2

34 Gene H2-Ke2 H-2Ke2, H2-Ke2, Ke-2, Pfdn6H2-K region expressed gene 2 NM_010385.2, NM_001185182.1

53 Gene Wdr46 C78559, 2310007I04Rik, C78447, Bing4, Wdr46WD repeat domain 46 NM_020603.2

53 Gene B3galt4 Gal-T2, Galt2, B3galt4UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 4NM_019420.2

53 Gene Rps18 Rps18, Ke-3, H2-Ke3, H-2Ke3ribosomal protein S18 NM_011296.2

53 Gene Vps52 Sacm2l, Vps52, ARE1, D130068D18, D430041K17Rikvacuolar protein sorting 52 (yeast) NM_172620.3, XM_003689309.1

27 Gene H2-K1 H2-K1(b), K-f, H-2K, H2-K1, MGC7052, H-2K(d), MGC184092, H-2K-s, H-2K-sm1, H2-Khistocompatibility 2, K1, K region NM_001001892.2, XM_003945745.1

34 Gene Ring1 Ring1A, Ring1, MGC91250ring finger protein 1 NM_009066.3

34 Gene Mir219-1Mirn219-1, Mir219-1microRNA 219-1 NR_029800.1

34 Gene H2-Ke6 H2-Ke6, D17H6S112E, Ke6, Ring2, H-2Ke6, Ke-6, MGC107650, Hsd17b8H2-K region expressed gene 6 NM_013543.2

34 Gene Slc39a7 MGC143814, Zip7, H-2Ke4, KE4, Ring5, Ke4, MGC143815, AI117660, H2-Ke4, Slc39a7, AA408174, AL024048, Ke-4solute carrier family 39 (zinc transporter), member 7NM_001077709.1, NM_008202.2

34 Gene Rxrb Rub, H-2RIIBP, RCoR-1, AL023085, Rxrb, Nr2b2retinoid X receptor beta NM_011306.4, NM_001205214.1, NM_001205215.1, NM_001205216.1

29 Gene Col11a2 Col11a2 NM_009926.1

66 Gene Gm19450Gm19450 predicted gene, 19450 XR_105905.1, XR_105836.1, XR_141828.1

66 Gene Brd2 mKIAA4005, D17H6S113E, AW228947, Nat, Fsrg-1, Ring3, NAT, Rnf3, Brd2, Frg-1, KIAA4005, Fsrg1bromodomain containing 2 NM_010238.3, NM_001204973.1, NR_037970.1

34 Gene Notch4 Notch4, Int3, Int-3, N4 NM_010929.2

34 Gene Gpsm3 AGS4, Gpsm3, AA960287G-protein signalling modulator 3 (AGS3-like, C. elegans)NM_134116.5

34 Gene Pbx2 G17, Pbx2, AU043397pre B cell leukemia homeobox 2 NM_017463.2

34 Gene Ager Ager, RAGE advanced glycosylation end product-specific receptorNM_007425.2

20 Gene Ppt2 Ppt2, AA672937, 0610007M19Rikpalmitoyl-protein thioesterase 2 NM_019441.4
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20 Gene Prrt1 Prrt1, ORF31, DSPD1, Bat-4, D17H6S54E, Bat4, G5b, NG5proline-rich transmembrane protein 1 NM_030890.1

27 Gene Tnxb Tnx, tenascin-X, TN-MHC, Tnxb, Tn-mhctenascin XB NM_031176.2

32 Gene Stk19 RP1, Stk19, G11serine/threonine kinase 19 NM_019442.3

32 Gene Dom3z NG6, Dom3z DOM-3 homolog Z (C. elegans) NM_033613.2, NM_001163770.1

32 Gene Skiv2l Ddx13, 4930534J06Rik, SKI, Skiv2l, AW214248, Ski2wsuperkiller viralicidic activity 2-like (S. cerevisiae) NM_021337.2

22 Gene Nelfe Nelfe, D17H6S45, RD, Rdbp, NELF-Enegative elongation factor complex member E, RdbpNM_138580.2, NM_001045863.1, NM_001045864.1

22 Gene Cfb H2-Bf, AI255840, AI195813, Cfb, Bf, B, C2, Fbcomplement factor B NM_008198.2, NM_001142706.1

24 Gene Zbtb12 BC020447, G10, Bat-9, Bat9, NG35, Zbtb12zinc finger and BTB domain containing 12 NM_198886.3

24 Gene Ehmt2 D17Ertd710e, NG36, G9a, KMT1C, Bat8, Ehmt2euchromatic histone lysine N-methyltransferase 2 NM_145830.1, NM_147151.1

21 Gene 1110038B12Rik0610009C20Rik, 1110038B12Rik, 0910001G04RikRIKEN cDNA 1110038B12 gene NR_027943.1, NR_015536.1

21 Gene Snord52 Snord52, MBII-297small nucleolar RNA, C/D box 52 NR_028527.1

21 Gene Hspa1b Hsp70.1, Hspa1b, Hsp70-1, hsp68, Hsp70heat shock protein 1B NM_010478.2

38 Gene Hspa1a Hspa1a, Hsp70.3, Hsp72, MGC189852, hsp70A1, Hsp70-3, hsp68heat shock protein 1A NM_010479.2

38 Gene Hspa1l MGC150263, Msh5, Hspa1l, Hsc70t, MGC150264heat shock protein 1-like NM_013558.2

38 Gene LOC101055816 uncharacterized LOC101055816 XM_003945746.1, XM_003945583.1, XM_003945737.1, XM_003946002.1, XM_003945573.1

38 Gene Lsm2 MGC13889, snRNP, SmX5, D17H6S56E2, Dmapl, Lsm2, D17H6S56E-2, Sm-X5, Dmpkap, G7bLSM2 homolog, U6 small nuclear RNA associated (S. cerevisiae)NM_030597.3, NM_001110101.2, NM_001204273.1, NM_001204274.1

48 Gene Vars D17H6S56E, Vars2, G7a, Bat6, Varsvalyl-tRNA synthetase NM_011690.3

26 Gene Ly6g5c Ly6g5c, G5c, NG33lymphocyte antigen 6 complex, locus G5C NM_148947.1

26 Gene Ly6g5b Ly6g5b lymphocyte antigen 6 complex, locus G5B NM_148939.2

26 Gene Csnk2b Csnk2b casein kinase 2, beta polypeptide NM_009975.2

26 Gene Gpank1 Bat-4, G5, D17H6S54E, Gpank1, Bat4G patch domain and ankyrin repeats 1 NM_032460.2, NM_001128597.1

39 Gene D17H6S53EG4, D17H6S53E, NG34DNA segment, Chr 17, human D6S53E NM_033477.2

39 Gene Apom NG20, 1190010O19Rik, G3a, Apomapolipoprotein M NM_018816.1

39 Gene Bag6 BAG6, Scythe, Bat3, G3, BAG-6, AA408914, 2410045D21Rik, D17H6S52E, Bag6BCL2-associated athanogene 6 NM_001252468.1, NM_001252469.1, NM_057171.2

27 Gene Prrc2a Prrc2a, Wbp12, 3110039B05Rik, D17H6S51E, G2, Bat2, Bat-2, KIAA4178, mKIAA4178proline-rich coiled-coil 2A NM_020027.3, NM_001199044.1

27 Gene Aif1 AIF-1, Iba1, Aif1, G1, AI607846, D17H6S50Eallograft inflammatory factor 1 NM_019467.2

26 Gene Lst1 Lst1, B144 leukocyte specific transcript 1 NM_010734.2

26 Gene Ltb Ltb, Tnfc, Tnfsf3, p33, AI662801, LTbetalymphotoxin B NM_008518.2

26 Gene Tnf TNFalpha, DIF, Tnfa, MGC151434, TNF-alpha, Tnf, Tnfsf1a, TNFSF2tumor necrosis factor NM_013693.2

26 Gene Lta MGC117668, LT-alpha, TNF-beta, TNFSF1, hlb382, LT, LTalpha, LT-[a], Lta, Tnfsf1b, Ltx, LT[a], Tnfblymphotoxin A NM_010735.2

49 Gene Nfkbil1 IKBL, Def-7, Nfkbil1nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor like 1NM_010909.4

49 Gene Atp6v1g21500002D01Rik, NG38, VAG2, Atp6v1g2, Atp6g2ATPase, H+ transporting, lysosomal V1 subunit G2 NM_023179.3

49 Gene Ddx39b Bat1, D17H6S81E-1, Bat-1, MGC38799, D17H6S81E, AI428441, D6S81Eh, MGC19235, Bat1a, 0610030D10Rik, Ddx39bDEAD (Asp-Glu-Ala-Asp) box polypeptide 39B NM_019693.3, NM_001252457.1

18 Gene H2-D1 H-2D, H2-D, H2-D1histocompatibility 2, D region locus 1 NM_010380.3

20 Gene H2-Q6 Qa-6, H-2Q6, 0610037M15Rik, H2-Q6, Qa6histocompatibility 2, Q region locus 6 NM_207648.1, XM_003946319.1

22 Gene Vars2 mKIAA1885, 1190004I24Rik, Vars2, Vars2lvalyl-tRNA synthetase 2, mitochondrial (putative) NM_175137.4

22 Gene Gtf2h4 p44, BTF2 p52, Gtf2h4, AW545633, p52, TFIIHgeneral transcription factor II H, polypeptide 4 NM_010364.3

24 Gene Ddr1 Ddr1, CD167a, PTK3A, Cak, 6030432F18, Nep, AI323681discoidin domain receptor family, member 1 NM_172962.1, NM_007584.2, NM_001198831.1, NM_001198833.1

33 Gene Flot1 Flot1, reggie-2 flotillin 1 NM_008027.2

33 Gene Tubb5 AI596182, AA408537, M(beta)5, Tubb5, B130022C14Riktubulin, beta 5 class I NM_011655.5

33 Gene Mdc1 6820401C03, mKIAA0170, AA413496, Nfbd1, Mdc1mediator of DNA damage checkpoint 1 NM_001010833.2

25 Gene 5530401N12Rik5530401N12RikRIKEN cDNA 5530401N12 gene XR_107066.1, XR_105839.1, XR_140423.1, XR_141467.1

25 Gene Nrm AI429796, Nrm, 2610307M02Riknurim (nuclear envelope membrane protein) NM_134122.2

39 Gene Ppp1r18 AI450394, 2310014H01Rik, Ppp1r18, AA407849protein phosphatase 1, regulatory subunit 18 NM_175242.1, NM_001146710.1, NM_001146711.1

39 Gene Dhx16 Ddx16, DBP2, 2410006N22Rik, mKIAA0577, Dhx16DEAH (Asp-Glu-Ala-His) box polypeptide 16 NM_026987.2

29 Gene 2310061I04Rik2310061I04Rik, MGC117734RIKEN cDNA 2310061I04 gene NM_001033630.1

29 Gene Atat1 Mec17, 2610008K08Rik, Atat1, TAT, 0610011P08Rik, 2610110G12Rik, 3110080J08Rikalpha tubulin acetyltransferase 1 NM_028476.4, NM_001142744.1, NM_001142745.1
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43 Gene Abcf1 AU041969, D17Wsu166e, Abcf1, Abc50, GCN20ATP-binding cassette, sub-family F (GCN20), member 1NM_013854.1

40 Gene Mir877 Mir877, mmu-mir-877, Mirn877microRNA 877 NR_030608.1

43 Gene Prr3 4930540G07Rik, Cat56, Prr3proline-rich polypeptide 3 NR_028516.1, NR_028507.1, NM_145487.3, NM_001165892.1

43 Gene Gnl1 Gnal1, Gna-rs1, Gnl1guanine nucleotide binding protein-like 1 NM_008136.2

37 Gene Trim39 mKIAA4179, tfp, 1100001D15Rik, E130103K13Rik, Trim39, RBCC-B30.2, Rnf23, KIAA4179tripartite motif-containing 39 NM_024468.2, NM_178281.1

15 Gene Gabbr1 Gabbr1, GABAbR1, GABAB1, bM573K1.1gamma-aminobutyric acid (GABA) B receptor, 1 NM_019439.3

33 Gene Cd2ap Cd2ap, AL024079, Mets1, C78928, METS-1CD2-associated protein NM_009847.3

30 Gene Tnfrsf21 TR7, R74815, DR6, Tnfrsf21, AA959878tumor necrosis factor receptor superfamily, member 21NM_178589.3

19 Gene Tdrd6 AB097085, Tdr2, Tdrd6tudor domain containing 6 NM_198418.2, NM_001161366.1, NM_001161367.1

24 Gene Slc25a27Slc25a27, D530043E16Rik, Ucp4, 3632410G24Rik, 9430092A03Riksolute carrier family 25, member 27 NM_028711.3

24 Gene Cyp39a1Cyp39a1 cytochrome P450, family 39, subfamily a, polypeptide 1NM_018887.3

25 Gene Runx2 AML3, Pebpa2a, Cbfa1, Runx2, PEBP2aA, Cbf, Osf2, LS3, Pebp2a1, Cbfa-1runt related transcription factor 2 NM_001146038.1, NM_009820.4, NM_001145920.1

24 Gene Supt3 Supt3, SPT3L, AI315192, 2310066G22Rik, Supt3h, SPT3suppressor of Ty 3 NM_178652.2

25 Gene Cdc5l AA408004, Cdc5l, 1200002I02Rik, PCDC5RPcell division cycle 5-like (S. pombe) NM_152810.2

23 Gene Tcte1 Tcte1, Tcte-1, D17Sil1t-complex-associated testis expressed 1 NM_013688.2

23 Gene Tmem151bTmem151b, Gm323transmembrane protein 151B NM_001013749.2

42 Gene Nfkbie Nfkbie, IKBE nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, epsilonNM_008690.3

42 Gene Slc35b2 Slc35b2, PAPST1, 1110003M08Rik, AA407792, Slc35b1, AI842275solute carrier family 35, member B2 NM_028662.2

42 Gene Hsp90ab190kDa, Hsp90ab1, Hsp90, AL022974, Hspcb, C81438, Hsp84-1, MGC115780, Hsp84heat shock protein 90 alpha (cytosolic), class B member 1NM_008302.3

29 Gene Slc29a1 1200014D21Rik, AA407560, Slc29a1, ENT1solute carrier family 29 (nucleoside transporters), member 1NM_001199113.1, NM_022880.3, NM_001199114.1, NM_001199115.1, NM_001199116.1

29 Gene Gm7325 Gm7325, EG653016, Esgppredicted gene 7325 NM_001177468.1, NM_001177469.1, NM_001177470.1

29 Gene Tmem63bBC026370, Tmem63btransmembrane protein 63b NM_198167.3

29 Gene E030047D23RikE030047D23Rik, ENSMUSG00000073391RIKEN cDNA E030047D23 gene XR_141315.1, XR_141836.1

29 Gene Mrpl14 Mrpl14, 1110006I11Rik, AI846816, MRP-L32, Rpml32mitochondrial ribosomal protein L14 NM_026732.2

28 Gene Vegfa Vegf188, Vegf120, Vpf, Vegf164, Vegfa, Vegf, Vegf-avascular endothelial growth factor A NM_001025250.3, NM_009505.4, NM_001025257.3, NM_001110266.1, NM_001110267.1, NM_001110268.1

23 Gene Polh RAD30A, XPV, Polhpolymerase (DNA directed), eta (RAD 30 related) NM_030715.3

31 Gene Xpo5 mKIAA1291, 2410004H11Rik, AW549301, AI648907, Exp5, Xpo5, RanBp21, 2700038C24Rikexportin 5 NM_028198.2

31 Gene Polr1c Polr1e, 40kDa, AL024089, Rpo1-1, RPA40, Polr1c, AA409007, AA959927, MGC161175polymerase (RNA) I polypeptide C NM_009085.2

31 Gene Yipf3 D17Wsu94e, Yipf3, C6orf109, KLIP1, MGC118671Yip1 domain family, member 3 NM_145353.2

31 Gene Lrrc73 Lrrc73, Gm88 leucine rich repeat containing 73 NM_001111142.1

31 Gene Tjap1 Tjap1, AW121008, Pilt, Tjp4, AI415281, 0610041D19Riktight junction associated protein 1 NM_001252473.1, NM_001252474.1, NM_001252475.1, NM_028751.3

19 Gene Dlk2 AI413481, Egfl9, Dlk2delta-like 2 homolog (Drosophila) NM_207666.2

19 Gene Abcc10 Abcc10, mFLJ00002, Mrp7ATP-binding cassette, sub-family C (CFTR/MRP), member 10NM_145140.2, NM_170680.2

38 Gene Cul9 mKIAA0708, Cul9, 1810035I07Rik, Parc, Cul-9cullin 9 NM_001081335.2

38 Gene Srf AW240594, AW049942, Srfserum response factor NM_020493.2

38 Gene Ptk7 chz, mPTK7/CCK4, 8430404F20Rik, Ptk7PTK7 protein tyrosine kinase 7 NM_175168.4

32 Gene Klc4 AA408085, Knsl8, AW146303, Klc4, 1200014P03Rikkinesin light chain 4 NM_029091.2

32 Gene Mrpl2 CGI-22, Mrpl2, Rpml14, MRP-L14mitochondrial ribosomal protein L2 NM_025302.3

32 Gene Cul7 Cul7, C230011P08Rik, p185, p193, 2510004L20Rik, AA409809cullin 7 NM_025611.5

29 Gene Ppp2r5d Ppp2r5d, Tex271, TEG-271, B'deltaprotein phosphatase 2, regulatory subunit B (B56), delta isoformNM_009358.3

29 Gene Pex6 AI132582, D130055I09Rik, MGC6455, Pex6, KIAA4177, mKIAA4177peroxisomal biogenesis factor 6 NM_145488.1

32 Gene Ptcra pT[a], pT-alpha, Ptcra, pTalphapre T cell antigen receptor alpha NM_011195.2

32 Gene 2310039H08Rik2310039H08RikRIKEN cDNA 2310039H08 gene NM_025966.3

32 Gene Rpl7l1 1500016H10Rik, Rpl7l1ribosomal protein L7-like 1 NM_025433.3

30 Gene A330017A19RikA330017A19RikRIKEN cDNA A330017A19 gene XR_107071.1, XR_105845.1

30 Gene Tbcc 2810055C19Rik, MGC103238, Tbcctubulin-specific chaperone C NM_178385.3

23 Gene Ubr2 MGC36320, mKIAA0349, KIAA0349, Ubr2, E130209G04Rik, AW540746, AI462103, 9930021A08Rikubiquitin protein ligase E3 component n-recognin 2 NM_001177374.1, NM_146078.3
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17 Gene Trerf1 Trerf1, MGC118525, Trep132, AI429294, RAPA, B830015H24, Trep-132, 9430096I18Riktranscriptional regulating factor 1 NM_172622.2, NM_001097623.1

38 Gene Ccnd3 9230106B05Rik, AA682053, C78795, AL024085, AW146355, Ccnd3cyclin D3 NM_001081635.1, NM_007632.2, NM_001081636.1

38 Gene Bysl Enp1, Bysl, Bysbystin-like NM_016859.3

26 Gene Med20 1110011O05Rik, Trfp, Med20, 2410115I17Rik, AU018348mediator complex subunit 20 NM_020048.3

22 Gene Usp49 Usp49, C330046L10Rik, Gm545ubiquitin specific peptidase 49 NM_198421.1

22 Gene Tomm6 Tomm6, AI663970, 1110002E23Riktranslocase of outer mitochondrial membrane 6 homolog (yeast)NM_025365.3, NM_001164729.1

22 Gene Gm14872Gm14872, OTTMUSG00000018355predicted gene 14872 NR_045945.1

22 Gene Prickle4 Prickle4, Gm939prickle homolog 4 (Drosophila) XM_355019.5, XM_003085151.2

22 Gene Frs3 Frs3, Frs2beta, MGC25496, 4930417B13Rik, AI449674, Snt2fibroblast growth factor receptor substrate 3 NM_144939.2

26 Gene Pgc 2210410L06Rik, MGC117575, Upg-1, Pgc, Upg1progastricsin (pepsinogen C) NM_025973.3

26 Gene Tfeb Tfeb, Tcfeb, TFEB, bHLHe35transcription factor EB NM_011549.3, NM_001161722.1, NM_001161723.1

36 Gene Mdfi I-mfa, Mdfi, I-mfMyoD family inhibitor NM_010783.2, NM_001109973.1

29 Gene Foxp4 1200010K03Rik, mFKHLA, Foxp4, 2310007G05Rikforkhead box P4 NM_028767.2, NM_001110824.1, NM_001110825.1

30 Gene Nfya Cbf-b, AA407810, SEZ-10, SEZ10, Nfyanuclear transcription factor-Y alpha NM_010913.2, NM_001110832.1

30 Gene Oard1 AW558560, Oard1, AI314976O-acyl-ADP-ribose deacylase 1 NM_207219.3

30 Gene Apobec2Arp1, Apobec2apolipoprotein B mRNA editing enzyme, catalytic polypeptide 2NM_009694.3

18 Gene Rftn1 2310015N21Rik, AI853526, Rftn1raftlin lipid raft linker 1 NM_181397.2

22 Gene Dazl Tpx2, Tpx-2, Dazl, Dazla, MGC107400, Daz-likedeleted in azoospermia-like NM_010021.4

25 Gene Plcl2 Plcl2, PLC-L2, PRIP-2, mKIAA1092, Plce2phospholipase C-like 2 NM_013880.3

25 Gene Tbc1d5 mKIAA0210, KIAA0210, 1600014N05Rik, Tbc1d5TBC1 domain family, member 5 NM_028162.3

29 Gene Rab5a Rab5a, AI663973, nnyRab5a, AU021172, 2410015H04RikRAB5A, member RAS oncogene family NM_025887.4

24 Gene Kat2b AW536563, A930006P13Rik, AI461839, Kat2b, PcafK(lysine) acetyltransferase 2B NM_001190846.1, NM_020005.4

26 Gene Stap2 AW049765, STAP-2, Stap2signal transducing adaptor family member 2 NM_145934.1

26 Gene Mpnd Mpnd, E130307M08RikMPN domain containing NM_026530.5

40 Gene Sh3gl1 Sh3gl1, SH3P8, EEN, C77078, Sh3d2bSH3-domain GRB2-like 1 NM_001252471.1, NM_013664.3

40 Gene Chaf1a Chaf1a, CAF-1, Cac1p, AL023013, AL024058chromatin assembly factor 1, subunit A (p150) NM_013733.3

19 Gene Ubxn6 Ubxn6, 2210415J11Rik, Ubxd1, AU040909, Ubxdc2, 1200008L11RikUBX domain protein 6 NM_024432.2

19 Gene Hdgfrp2 HRP-2, Hdgfrp2hepatoma-derived growth factor, related protein 2 NM_008233.2

21 Gene Plin5 PAT-1, 2310076L09Rik, Lsdp5, AW109675, Plin5, MLDP, AI415325perilipin 5 NM_001077348.1, NM_025874.3

21 Gene Lrg1 MGC102387, 2310031E04Rik, Lrg1, 1300008B03Rik, Lrg, Lrhgleucine-rich alpha-2-glycoprotein 1 NM_029796.2

21 Gene Sema6b MGC143995, VIb, MGC143996, semaZ, Sema, Sema6b, Semansema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6BNM_013662.2, NM_001130456.1

22 Gene Fem1a MGC117925, Fem1aa, Fem1a, AW611390feminization 1 homolog a (C. elegans) NM_010192.4

35 Gene Arrdc5 Arrdc5, MGC118336, 1700013E09Rikarrestin domain containing 5 NM_029799.1

35 Gene Uhrf1 ICBP90, RNF106, AL022808, Np95, Uhrf1ubiquitin-like, containing PHD and RING finger domains, 1NM_010931.3, NM_001111078.1, NM_001111080.1, NM_001111079.1

26 Gene Ptprs Ptpt9, PTP, PTPsigma, RPTPsigma, PTPNU-3, MGC90571, PTP-NU3, AL022616, R-PTP-S, Ptprsprotein tyrosine phosphatase, receptor type, S NM_011218.2, NM_001252453.1, NM_001252455.1, NM_001252456.1

17 Gene Gm9258 EG668592, Gm9258predicted gene 9258 XR_107079.1, XR_105855.1

39 Gene Safb2 mKIAA0138, Safb2, AI255170, AA389433scaffold attachment factor B2 NM_001029979.2

56 Gene Safb 5330423C17Rik, 3110021E02Rik, SAF-B1, HAP, D18386, E130307D12, AU018122, Safb, SAFB1, HETscaffold attachment factor B NM_001163300.1

56 Gene 2410015M20RikQIL1, 2410015M20RikRIKEN cDNA 2410015M20 gene NM_153152.3

56 Gene Rpl36 Rpl36 ribosomal protein L36 NM_018730.3

56 Gene Lonp1 1200017E13Rik, Prss15, Lonp1, LONlon peptidase 1, mitochondrial NM_028782.2

38 Gene CatsperdTmem146, Gm6095, Catsperd, AW045609, 4933402B14Rik, 619718, 4921529N20Rikcatsper channel auxiliary subunit delta NM_175350.3

20 Gene Ranbp3 2610024N24Rik, AA408221, Ranbp3RAN binding protein 3 NM_001252466.1, NM_001252467.1, NM_027933.3, NR_045519.1

20 Gene Vmac Vmac, AI662250vimentin-type intermediate filament associated coiled-coil proteinNM_178926.3, NM_001166474.1

20 Gene Ndufa11 2010012C24Rik, B14.7, Ndufa11, AV006275NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 11NM_027244.1

26 Gene Nrtn NTN, Nrtn neurturin NM_008738.2

26 Gene Dus3l Dus3l, AW557805, AI662135, MGC56820dihydrouridine synthase 3-like (S. cerevisiae) NM_144858.2
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19 Gene Mllt1 Mllt1, BAM11, ENL, LTG19, AA407901myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 1NM_022328.2

25 Gene Efna5 LERK-7, Efna5, Ephrin-A5, RAGS, AV158822, EFL-5, Epl7, AL-1ephrin A5 NM_010109.3, NM_207654.2

22 Gene Fbxl17 AI452053, Fbxo13, BB073797, C130023C01Rik, Fbxl17, Fbx13, 6330576B01RikF-box and leucine-rich repeat protein 17 NM_015794.1

33 Gene A930002H24RikA930002H24RikRIKEN cDNA A930002H24 gene XR_107096.1, XR_168568.1

28 Gene Pja2 AI447901, MGC27629, Pja2, Neurodap1, mKIAA0438, AL022700praja 2, RING-H2 motif containing NM_144859.2, NM_001025309.1

34 Gene Man2a1 Map-2, Mana-2, Mana2, Man2a1mannosidase 2, alpha 1 NM_008549.2

33 Gene Vapa VAP33, Vapa, 33kDavesicle-associated membrane protein, associated protein ANM_013933.3

30 Gene Rab31 AI415285, 1700093E07Rik, Rab22B, Rab31RAB31, member RAS oncogene family NM_133685.2

26 Gene Ppp4r1 Ppp4r1, 3110001J10Rik, MGC31567, Pp4r1protein phosphatase 4, regulatory subunit 1 NM_146081.2, NM_001114131.1

25 Gene Ralbp1 Rip1, RLIP76, Ralbp1ralA binding protein 1 NM_009067.5, NM_001198949.1

19 Gene Twsg1 Tsg, D17Ertd403e, 1810013J15Rik, Twsg1, 9030422N06Rik, AW552143, Twgtwisted gastrulation homolog 1 (Drosophila) NM_023053.3

27 Gene Ankrd12 ANCO-2, 2900001A12Rik, Ankrd12, mKIAA0874, GAC-1, AI447928, AV347965ankyrin repeat domain 12 NM_001025572.1

27 Gene 5430411C19Rik5430411C19RikRIKEN cDNA 5430411C19 gene XR_168569.1, XR_168763.1

28 Gene Ndufv2 2900010C23Rik, Ndufv2NADH dehydrogenase (ubiquinone) flavoprotein 2 NM_028388.2

28 Gene Wash Wash1, ORF19, 1110049F14Rik, WashWAS protein family homolog NM_026833.1, NM_001037757.1

35 Gene Soga2 Kiaa0802, MGC77963, 1110012J17Rik, t8219b25, Ccdc165, D130071O13, mKIAA0802, Soga2SOGA family member 2 NM_172963.4, NM_001114098.1

21 Gene Rab12 C77700, Rab12, AW555448, 2900054P15RikRAB12, member RAS oncogene family NM_024448.2

24 Gene Ptprm MGC90724, mKIAA4044, Ptprm, RPTPmu, KIAA4044protein tyrosine phosphatase, receptor type, M NM_008984.2

34 Gene Lama1 AA408497, Lama1, Lamalaminin, alpha 1 NM_008480.2

17 Gene Tmem200cEG622645, Gm6338, Tmem200ctransmembrane protein 200C NM_001206661.1

23 Gene Epb4.1l3NBL3, Epb41l3, Epb4.1l3, DAL1P, 4.1B, Dal1erythrocyte protein band 4.1-like 3 NM_013813.1

25 Gene C030034I22RikC030034I22RikRIKEN cDNA C030034I22 gene NR_026848.1

27 Gene Tgif1 Tgif, AI462167, Tgif1, AA959811TGFB-induced factor homeobox 1 NM_009372.3, NM_001164074.1, NM_001164075.1, NM_001164076.1, NM_001164077.1

27 Gene Mir1195 mmu-mir-1195, Mirn1195, Mir1195microRNA 1195 NR_035427.1

30 Gene Myl12b C77744, RLC-B, Myl12b, Mylc2b, 1500001M02Rikmyosin, light chain 12B, regulatory NM_023402.2

30 Gene Myl12a Myl12a, C80200, AI838292, 2900073G15Rikmyosin, light chain 12A, regulatory, non-sarcomeric NM_026064.2

29 Gene Smchd1 MommeD1, Smchd1, AW554188, mKIAA0650, 4931400A14RikSMC hinge domain containing 1 NM_028887.3

23 Gene Ndc80 HEC, 2610020P18Rik, Kntc2, AV139730, HEC1, Ndc80NDC80 homolog, kinetochore complex component (S. cerevisiae)NM_023294.2

16 Gene Spdya MLZ-465, 4930548B21Rik, GS4, Spdy1, 4921517J08Rik, Spdyaspeedy homolog A (Xenopus laevis) NM_029254.1, NM_001142631.1

16 Gene Trmt61b Trmt61b, 623451, Gm6431, 1110039F03RiktRNA methyltransferase 61B NR_015549.1, NR_027952.1, NR_027953.1

44 Gene Wdr43 Wrd43, Wdr43, AU020887, mKIAA0007, 2610318G08Rik, AV024208WD repeat domain 43 NM_175639.1

18 Gene Alk Tcrz, Alk, CD246anaplastic lymphoma kinase NM_007439.2

29 Gene Ypel5 CGI-127, 2310076K21Rik, Ypel5yippee-like 5 (Drosophila) NM_027166.5

26 Gene Lbh 6720416L16Rik, Lbh, 1810009F10Riklimb-bud and heart NM_029999.4

28 Gene Lclat1 Agpat8, AI181996, ALCAT1, AGPAT8, Lclat1, Alcat1, Gm91, Lycatlysocardiolipin acyltransferase 1 NM_001081071.2, NM_001177967.1, NM_001177968.1

22 Gene Memo1 0610016J10Rik, Memo1, D930048L02Rikmediator of cell motility 1 NM_133771.2

24 Gene Dpy30 2810410M20Rik, C87842, Dpy30dpy-30 homolog (C. elegans) NM_024428.4, NM_001146222.1, NM_001146223.1, NM_001146224.1

25 Gene Spast Spg4, Spast, mKIAA1083spastin NM_001162870.1, NM_016962.2

26 Gene Yipf4 Yipf4, 2310034L04RikYip1 domain family, member 4 NM_026417.4

34 Gene Birc6 A430032G04Rik, AA501170, Birc6, mKIAA1289, Bruce, A430040A19Rik, D630005A10Rikbaculoviral IAP repeat-containing 6 NM_007566.2

25 Gene Ltbp1 9830146M04, Ltbp-1, 9430031G15Rik, Ltbp1, Tgfblatent transforming growth factor beta binding protein 1NM_019919.3, NM_206958.2

35 Gene Crim1 Crim1, AU015004cysteine rich transmembrane BMP regulator 1 (chordin like)NM_015800.3

30 Gene Strn AU022939, D130055P19, Strnstriatin, calmodulin binding protein NM_011500.2

32 Gene Cdc42ep3Cdc42ep3, Cep3, UB1, AA986861, 3200001F04Rik, Borg2CDC42 effector protein (Rho GTPase binding) 3 NM_026514.2

25 Gene LOC101055649 uncharacterized LOC101055649 XR_168564.1, XR_168760.1

25 Gene Rmdn2 MGC37733, Fam82a1, AW061290, mRMD-2, Rmdn2regulator of microtubule dynamics 2 NM_201361.2

34 Gene Cyp1b1 Cyp1b1, CP1B, P4501b1cytochrome P450, family 1, subfamily b, polypeptide 1NM_009994.1
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30 Gene Atl2 Atl2, Aip-2, Arl6ip2, 2010110I21Rik, AA407293, AV334690atlastin GTPase 2 NM_019717.2, NM_178050.3

44 Gene Hnrpll AI852082, 2810036L13Rik, 2510028H02Rik, Hnrpll, AI256697heterogeneous nuclear ribonucleoprotein L-like NM_144802.3

43 Gene Srsf7 9G8, Srsf7, MGC38287, 9430065L19Rik, Sfrs7, NX-96, 35kDaserine/arginine-rich splicing factor 7 NM_001195485.1, NM_001195486.1, NM_001195487.1, NM_146083.2, NR_036615.1

43 Gene Ttc39d Ttc39d, 4930560E09Riktetratricopeptide repeat domain 39D NM_026351.2

21 Gene Arhgef33Arhgef33, Gm941Rho guanine nucleotide exchange factor (GEF) 33 NM_001145452.1

21 Gene Gm10190Gm10190, ENSMUSG00000066938predicted gene 10190 NR_028385.1

24 Gene Sos1 AI449023, 4430401P03Rik, 9630010N06, Sos1son of sevenless homolog 1 (Drosophila) NM_009231.2

30 Gene Map4k3 RAB8IPL1, 9530052P13Rik, Glk, 4833416M07Rik, 4833416M01Rik, MAPKKKK3, Map4k3mitogen-activated protein kinase kinase kinase kinase 3NM_001081357.1

25 Gene Thumpd22810025A12Rik, Thumpd2THUMP domain containing 2 NM_028138.1

31 Gene Pkdcc Adtk1, X83346, MGC99930, AI115348, Pkdcc, AW548124, Sgk493, Vlk, ESTM17, MAd1protein kinase domain containing, cytoplasmic NM_134117.2

24 Gene Kcng3 Kv10.1b, KV6.3, Kcng3, Kv10.1apotassium voltage-gated channel, subfamily G, member 3NM_153512.1

74 Gene Zfp36l2 Tis11d, ERF2, Brf2, Zfp36l2zinc finger protein 36, C3H type-like 2 NM_001001806.2

74 Gene Thada 6530405K19, BC052885, GITA, A930021O22, AU019899, Thadathyroid adenoma associated NM_183021.3

30 Gene Lrpprc GP130, C76645, 3110001K13Rik, LSFC, Gp130, Lsfc, Lrpprc, Lrp130leucine-rich PPR-motif containing NM_028233.2

27 Gene Prepl mKIAA0436, 2810457N15Rik, Prepl, MGC7980, D030028O16Rik, 9530014L06Rikprolyl endopeptidase-like NM_001163622.1, NM_145984.3, NM_001163623.1, NM_001163624.1

27 Gene Camkmt 1700106N22Rik, AV099781, CLNMT, AI480743, CaM KMT, Camkmtcalmodulin-lysine N-methyltransferase NM_028576.2

22 Gene Six3os1 Six3os1, D17Mgi26, E130112H22Rik, Six3os, Rncr1Six3 opposite strand transcript 1 NR_038082.1, NR_038083.1, NR_015385.2, NR_015386.2, NR_038084.1, NR_015387.2, NR_038085.1, NR_038086.1

22 Gene Six3 Six3, Six3a, Six3b, Six3beta, E130112M24Rik, Six3alphasine oculis-related homeobox 3 NM_011381.4

17 Gene Six2 Six2 sine oculis-related homeobox 2 NM_011380.2

23 Gene Srbd1 AI461933, MGC117756, C85414, MGC198776, Srbd1, D530025C17RikS1 RNA binding domain 1 NM_030133.3

27 Gene Gm5817 Gm5817 predicted gene 5817 XR_168764.1, XR_168570.1

27 Gene Prkce R75156, Pkce, PKCepsilon, Prkce, PKC[e], 5830406C15Rikprotein kinase C, epsilon NM_011104.3

19 Gene Epas1 HRF, HIF-2alpha, Epas1, MOP2, HLF, HIF2A, bHLHe73endothelial PAS domain protein 1 NM_010137.3

22 Gene Socs5 Socs5, mKIAA0671, KIAA0671, 1810018L08Rik, Cish5suppressor of cytokine signaling 5 NM_019654.2

24 Gene Mcfd2 Mcfd2, Sdnsf, Lman1ip, F5f8d, 1810021C21Rikmultiple coagulation factor deficiency 2 NM_139295.3, NM_176808.5

37 Gene 4833418N02Rik4833418N02RikRIKEN cDNA 4833418N02 gene NR_015506.2

37 Gene Ttc7 1110035E02Rik, hea, fsn, Ttc7a, Ttc7, 1700007L07Riktetratricopeptide repeat domain 7 NM_028639.3

20 Gene Calm2 Calm3, AL024017, Calm1, Calm2, 1500001E21Rikcalmodulin 2 NM_007589.5

19 Gene Kcnk12 Kcnk12, mntk1potassium channel, subfamily K, member 12 NM_199251.1

39 Gene LOC101055631 uncharacterized LOC101055631 XM_003946009.1, XM_003945581.1

39 Gene Msh6 AW550279, AU044881, Msh6, GTBP, GtmbpmutS homolog 6 (E. coli) NM_010830.2

27 Gene Fbxo11 Fbxo11, C80048, MGC156416, JfF-box protein 11 NM_001081034.1

33 Gene Foxn2 Fkh19, Foxn1, HTLF, Foxn2, 6030465J18Rik, 3230402J05Rikforkhead box N2 NM_180974.4

27 Gene Nrxn1 mKIAA0578, 1700062G21Rik, Nrxn1, A230068P09Rik, 9330127H16Rikneurexin I NM_020252.3, NM_177284.2

25 Gene Crem ICERI, Crem, ICERcAMP responsive element modulator NM_013498.2, NM_001110850.1, NM_001110851.1, NM_001110852.1, NM_001110853.1, NM_001110854.1, NM_001110855.1, NM_001110856.1, NM_001110857.1, NM_001110858.1, NM_001110859.1

25 Gene Gm6225 Gm6225, EG621440predicted gene 6225 NR_033457.1

25 Gene Cul2 Cul2, mKIAA4106, 1300003D18Rik, AI327301, KIAA4106, 4932411N15Rikcullin 2 NM_029402.3

28 Gene Bambi Bambi, 2610003H06RikBMP and activin membrane-bound inhibitor NM_026505.2

16 Gene 4833419F23Rik4833419F23RikRIKEN cDNA 4833419F23 gene NR_040328.1

16 Gene Mtpap Mtpap, Papd1, AW551379, 0610027A18Rikmitochondrial poly(A) polymerase NM_026157.2

27 Gene 9430020K01Rik9430020K01Rik, mKIAA1462, 1110056P05Rik, Gm328, KIAA1462, Kiaa1462, JcadRIKEN cDNA 9430020K01 gene NM_001081963.1

24 Gene Zfp438 Zfp438, 9430031G09, B830013J05Rik, 9430091M14Rikzinc finger protein 438 NM_178722.5

23 Gene Gm10125Zeb1os, Gm10125, ENSMUSG00000063087predicted gene 10125 NR_033552.1

23 Gene Zeb1 Zfhep, [delta]EF1, ZEB, MEB1, Tcf8, Zfhx1a, Tw, AREB6, Zfx1a, Tcf18, Nil2, BZP, Zeb1, 3110032K11Rik, Zfx1hazinc finger E-box binding homeobox 1 NM_011546.3

25 Gene Arhgap12Arhgap12, 2810011M08RikRho GTPase activating protein 12 NM_029277.2, NM_001039692.1

30 Gene Kif5b Khcs, AL022807, Khc, Kns1, Kif5b, Ukhckinesin family member 5B NM_008448.3

31 Gene Epc1 A930032N02Rik, Epc1, 5730566F07Rik, 2400007E14Rikenhancer of polycomb homolog 1 (Drosophila) NM_007935.1, NM_027497.2
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31 Gene Mir1893 Mirn1893, Mir1893, mmu-mir-1893microRNA 1893 NR_035446.1

19 Gene Mkx Irxl1, Mkx, 9430023B20Rikmohawk homeobox NM_177595.4

28 Gene Wac 1110067P07Rik, Wwp4, AI256735, A230035H12Rik, Wac, AI256776WW domain containing adaptor with coiled-coil NM_153085.3, NM_001146298.1, NR_027465.1

27 Gene Fzd8 Fz8, Fzd8 frizzled homolog 8 (Drosophila) NM_008058.2

41 Gene Ccny 4631402G10Rik, Ccny, 1700025H17Rik, 3110050L10Rik, 5730405I09Rikcyclin Y NM_026484.3

24 Gene Thoc1 NMP-84, Thoc1, AW107452, 3110002N20Rik, MGC28284THO complex 1 NM_153552.3

34 Gene Rock1 1110055K06Rik, Rock-I, Rock1Rho-associated coiled-coil containing protein kinase 1NM_009071.2

23 Gene Greb1l Greb1l, KIAA4095, mKIAA4095growth regulation by estrogen in breast cancer-like NM_001083628.1

37 Gene Esco1 A930014I12Rik, Esco1establishment of cohesion 1 homolog 1 (S. cerevisiae)NM_001081222.1

37 Gene Snrpd1 AA407109, AL023031, SMD1, Snrpd1small nuclear ribonucleoprotein D1 NM_009226.4

24 Gene Abhd3 LABH3, Abhd3, AA675331abhydrolase domain containing 3 NM_134130.1

24 Gene 4930563E18Rik4930563E18RikRIKEN cDNA 4930563E18 gene NR_045379.1

55 Gene 1010001N08Rik1010001N08RikRIKEN cDNA 1010001N08 gene XR_168572.1, XR_168766.1

55 Gene Gata6 AA410133, GATA-6, Gata6GATA binding protein 6 NM_010258.3

23 Gene Rbbp8 9930104E21Rik, RBBP-8, Rbbp8, CtIP, RIM, SAE2retinoblastoma binding protein 8 NM_001081223.2, NM_001252495.1, NR_045526.1, NR_045527.1

32 Gene Gm6277 Gm6277 predicted gene 6277 NR_045421.1

32 Gene Cables1 Cables1, Cables, ik3-1CDK5 and Abl enzyme substrate 1 NM_022021.2, NM_001146287.1

32 Gene Mir1901 Mir1901, Mirn1901, mmu-mir-1901microRNA 1901 NR_035447.1

26 Gene Npc1 nmf164, C85354, D18Ertd723e, Npc1, D18Ertd139e, A430089E03Rik, spm, lcsdNiemann Pick type C1 NM_008720.2

25 Gene Ttc39c Ttc39c, 2810439F02Rik, 1700008N02Riktetratricopeptide repeat domain 39C NM_028341.4

23 Gene Osbpl1a Osbpl1a, Osbpl1b, G430090F17Rik, Gm753oxysterol binding protein-like 1A NM_001252489.1, NM_001252490.1, NM_001252491.1, NM_001252492.1, NM_001252493.1, NM_207530.3, NR_045524.1

30 Gene Ss18 Syt, D130059H17, Ssxt, Ss18synovial sarcoma translocation, Chromosome 18 NM_009280.2, NM_001161369.1, NM_001161370.1, NM_001161371.1

33 Gene Taf4b 4932409F03Rik, Taf2c2, Taf4b, AW987595, TAFII105, 105kDa, 2610524B04RikTAF4B RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_001100449.1

22 Gene Kctd1 Kctd1, AI661543, AW553000, 4933402K10Rikpotassium channel tetramerisation domain containing 1NM_001142731.1, NM_134112.5

17 Gene Cdh2 N-cadherin, CDHN, Ncad, Cdh2cadherin 2 NM_007664.4

17 Gene Gm15328OTTMUSG00000020196, Gm15328, D830029L11predicted gene 15328 NR_045399.1

22 Gene Trappc8 D030074E01Rik, Trs85, mKIAA1012, 5033403J15Rik, AI845423, Trappc8trafficking protein particle complex 8 NM_029491.2, NM_177038.3

35 Gene Rnf138 STRIN, Trif-d, 2410015A17Rik, Rnf138, 2810480D20Rik, Trifring finger protein 138 NM_019706.2, NM_207623.1

23 Gene Garem mKIAA4238, C86169, Fam59a, Gm944, KIAA4238, GaremGRB2 associated, regulator of MAPK1 NM_001033445.2

17 Gene Asxl3 Gm329, D430002O22Rik, Asxl3, D930044O18Rik, C230079D11Rik, Gm945additional sex combs like 3 (Drosophila) NM_001167777.1

35 Gene Zfp397 2810411K16Rik, 6720480F11Rik, AI461664, Zfp397zinc finger protein 397 NM_027007.2

20 Gene Zfp191 AI480505, Znp191, 5033419P20Rik, 3526401F17Rik, AL024422, ZF-12, Zfp191, Znf24, KOX17, AI642085, Znf191zinc finger protein 191 NM_021559.2

26 Gene Galnt1 Galnt1 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 1NM_013814.3, NM_001160404.1

17 Gene 2700062C07RikMGC103375, 2700062C07Rik, AI195775, C87515RIKEN cDNA 2700062C07 gene NM_026529.4

31 Gene Rprd1a mKIAA4077, C77387, Rprd1a, MGC29396, MGC36325, KIAA4077regulation of nuclear pre-mRNA domain containing 1ANM_144861.2

30 Gene Slc39a6 Slc39a6, Ermelinsolute carrier family 39 (metal ion transporter), member 6NM_139143.3

30 Gene Elp2 AU023723, Statip1, Epl2, StIP1, Elp2elongator acetyltransferase complex subunit 2 NM_021448.2

21 Gene Mocos Mocos, MOS, HMCS, 1110018O12Rik, MCSmolybdenum cofactor sulfurase NM_026779.1

21 Gene Fhod3 mKIAA1695, Fhod3, KIAA1695, FHOS2, A930009H06Rikformin homology 2 domain containing 3 NM_175276.3

34 Gene Slc25a461200007B05Rik, Slc25a46, AI325987solute carrier family 25, member 46 NM_026165.3

25 Gene Polr2d Polr2d, 2310002G05Rik, 2610028L19Rik, RBP4, HSRBP4polymerase (RNA) II (DNA directed) polypeptide D NM_027101.2, NM_027002.3

25 Gene Wdr33 2810021O11Rik, WDC146, 1110001N06Rik, 8430413N20Rik, 2310011G05Rik, Wdr33WD repeat domain 33 NM_001170966.1, NM_001170967.1, NM_001170970.1, NM_028866.3

36 Gene Iws1 1700069O15Rik, AW214353, 3000008H23, AL117927, Iws1IWS1 homolog (S. cerevisiae) NM_173441.3

45 Gene Map3k2 Mekk2, 9630061B06Rik, Mekk2b, Map3k2, AI585793mitogen-activated protein kinase kinase kinase 2 NM_011946.3

34 Gene A830052D11RikA830052D11RikRIKEN cDNA A830052D11 gene NR_045403.1

34 Gene Bin1 ALP-1, BRAMP-2, Amphl, SH3P9, Bin1bridging integrator 1 NM_009668.2, NM_001083334.1

34 Gene 4930455D15Rik4930455D15RikRIKEN cDNA 4930455D15 gene NR_045381.1
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34 Gene Wdr36 MGC38421, 5730444A13Rik, Wdr36, Ta-wdrpWD repeat domain 36 NM_144863.4, NM_001110015.1, NM_001110016.1

26 Gene Nrep D0H4S114, Nrep, PTZ17, P311, SEZ17, AI325076, Harp, NREPneuronal regeneration related protein NM_053078.4, NM_001109988.1, NM_001109989.2, NM_001267717.1

26 Gene Gm10549ENSMUSG00000073610, Gm10549predicted gene 10549 NR_045415.1

23 Gene 2410004N09Rik2410004N09RikRIKEN cDNA 2410004N09 gene NR_038151.1, NR_038152.1

24 Gene Epb4.1l4aNBL4, Epb41l4a, Epb4.1l4a, Epb4.1l4erythrocyte protein band 4.1-like 4a NM_013512.2

30 Gene Gm10548ENSMUSG00000073607, Gm10548ribosomal protein L29 pseudogene NR_040534.1

32 Gene Apc AW124434, mAPC, CC1, Min, AI047805, AU020952, Apcadenomatosis polyposis coli NM_007462.3

32 Gene Srp19 Srp19, 2310020D23Riksignal recognition particle 19 NM_025527.3

36 Gene Reep5 AU022809, DP1/TB2, Dp1, AW495741, Reep5, AI324241, TB2/DP1, R74856receptor accessory protein 5 NM_007874.3

24 Gene Fam13b MGC37079, AW060714, 2610024E20Rik, Fam13b, AW546153family with sequence similarity 13, member B NM_146084.1

26 Gene Brd8 2610007E11Rik, Brd8, SMAP, 4432404P07Rikbromodomain containing 8 NM_030147.2

26 Gene Kif20a Kif20a, Rab6kifl, AA415432kinesin family member 20A NM_001166406.1, NM_001166407.1, NM_009004.4

26 Gene Cdc23 6030435O18, Cdc23, D18Ertd243eCDC23 cell division cycle 23 NM_178347.4

31 Gene Cdc25c Cdc25c, Cdc25 NM_009860.2

31 Gene 2010110K18Rik2010110K18RikRIKEN cDNA 2010110K18 gene XR_168576.1, XR_168768.1

31 Gene Fam53c Fam53c, 2810012G03Rikfamily with sequence similarity 53, member C NM_175104.4

19 Gene Kdm3b JHDM2B, 5830462I21Rik, mKIAA1082, Jmjd1b, Kdm3bKDM3B lysine (K)-specific demethylase 3B NM_001081256.1

33 Gene Egr1 Krox-1, Zif268, A530045N19Rik, NGFIA, Krox-24, Zfp-6, Krox24, TIS8, ETR103, NGFI-A, Egr-1, egr, NGF1-A, Egr1, Zenkearly growth response 1 NM_007913.5

32 Gene Etf1 ERF1, AI463371, Etf1, TB3-1, MGC18745, SUP45L1, D6Ertd109e, ERFeukaryotic translation termination factor 1 NM_144866.3

32 Gene Hspa9 Hsp74a, Mortalin, Hspa9a, Mthsp70, Mot2, Pbp74, Grp75, Csa, Mot-2, Hsp74, Hspa9, Hsc74, 74kDaheat shock protein 9 NM_010481.2

36 Gene Snhg4 Snhg4, Gm17457small nucleolar RNA host gene 4 (non-protein coding)NR_038073.1

36 Gene Mir1949 mmu-mir-1949, Mir1949microRNA 1949 NR_035472.1

36 Gene Snora74aEG436583, U19, RNU19, Snora74asmall nucleolar RNA, H/ACA box 74A NR_002905.3

36 Gene Matr3 D030046F20Rik, Matr3, 1110061A14Rik, mKIAA0723, 2810017I02Rik, AW555618, AI841759matrin 3 NM_010771.6

35 Gene Paip2 Paip2, AU045972, 2310050K10Rikpolyadenylate-binding protein-interacting protein 2 NM_026420.2

27 Gene Cxxc5 Cxxc5, 4930415K17Rik, MGC101987CXXC finger 5 NM_133687.2

23 Gene Nrg2 NTAK, Nrg2, Don1neuregulin 2 NM_001167891.1

33 Gene Pura Pura, CAGER-1, ssCRE-BP, Pur-alphapurine rich element binding protein A NM_008989.3

24 Gene Pcdhga1 Pcdhga1 protocadherin gamma subfamily A, 1 NM_033584.1

24 Gene Pcdhga2 mKIAA0588, Pcdhga2protocadherin gamma subfamily A, 2 NM_033585.1

24 Gene Pcdhga3 Pcdhga3 protocadherin gamma subfamily A, 3 NM_033586.2

24 Gene Pcdhgb1 Pcdhgb1, MGC101993protocadherin gamma subfamily B, 1 NM_033574.3

24 Gene Pcdhga4 Pcdhga4 protocadherin gamma subfamily A, 4 NM_033587.3

24 Gene Pcdhgb2 Pcdhgb2 protocadherin gamma subfamily B, 2 NM_033575.3

24 Gene Pcdhga5 Pcdhga5 protocadherin gamma subfamily A, 5 NM_033588.4

24 Gene Pcdhga6 Pcdhga6 protocadherin gamma subfamily A, 6 NM_033589.1

24 Gene Pcdhga7 Pcdhga7 protocadherin gamma subfamily A, 7 NM_033590.3

24 Gene Pcdhgb4 Pcdhgb4 protocadherin gamma subfamily B, 4 NM_033576.1

24 Gene Pcdhga8 KIAA4054, Pcdhga8, mKIAA4054protocadherin gamma subfamily A, 8 NM_033591.3

24 Gene Pcdhgb5 Pcdhgb5 protocadherin gamma subfamily B, 5 NM_033577.1

24 Gene Pcdhga9 Pcdhga9 protocadherin gamma subfamily A, 9 NM_033592.3

24 Gene Pcdhgb6 Pcdhgb6 protocadherin gamma subfamily B, 6 NM_033578.3

24 Gene Pcdhga10Pcdhga10 protocadherin gamma subfamily A, 10 NM_033593.3

24 Gene Pcdhgb7 Pcdhgb7 protocadherin gamma subfamily B, 7 NM_033579.1

24 Gene Pcdhga11Pcdhga11 protocadherin gamma subfamily A, 11 NM_033594.2

24 Gene Pcdhgb8 Pcdhgb8 protocadherin gamma subfamily B, 8 NM_033580.2

24 Gene Pcdhga12Pcdhga12, Pcdh13, pc2cprotocadherin gamma subfamily A, 12 NM_033595.4
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24 Gene Pcdhgc3 Pcdhgc3, MGC106426, Pcdh2, PC43protocadherin gamma subfamily C, 3 NM_033581.3

24 Gene Pcdhgc4 Pcdhgc4 protocadherin gamma subfamily C, 4 NM_033582.2

26 Gene Diap1 Drf1, KIAA4062, D18Wsu154e, Dia1, p140mDia, Diaph1, Diap1, mKIAA4062diaphanous homolog 1 (Drosophila) NM_007858.2

26 Gene Hdac3 AW537363, Hdac3histone deacetylase 3 NM_010411.2

17 Gene Rell2 MGC47374, ependolin, 4631403P03Rik, Rell2RELT-like 2 NM_153793.2

17 Gene Fchsd1 A030002D08Rik, Fchsd1FCH and double SH3 domains 1 NM_175684.4

35 Gene Rnf14 D7Bwg0165e, 2310075C09Rik, AA986456, 2610005D23Rik, Triad2, Rnf14, AU041447, D18Ertd188ering finger protein 14 NM_020012.2, NM_001164621.1, NM_001164622.1

32 Gene Gnpda1 Gnpi, GNPDA, Gnpda1, oscillin, Gnp1, KIAA0060glucosamine-6-phosphate deaminase 1 NM_011937.2

38 Gene Ndfip1 Ndfip1, 0610010M22Rik, N4wbp5Nedd4 family interacting protein 1 NM_022996.1

31 Gene Spry4 sprouty4, A030006O18Rik, Spry4sprouty homolog 4 (Drosophila) NM_011898.2

31 Gene 9630014M24Rik9630014M24RikRIKEN cDNA 9630014M24 gene XR_035375.1, XR_168769.1

26 Gene Arhgap26Arhgap26, 1810044B20Rik, 2610010G17Rik, 4933432P15Rik, mKIAA0621, AI853435Rho GTPase activating protein 26 NM_175164.4

20 Gene Nr3c1 Grl1, Grl-1, Nr3c1, GRnuclear receptor subfamily 3, group C, member 1 NM_008173.3

26 Gene Tcerg1 CA150b, ca150, AI428505, FBP23, 2900090C16Rik, FBP28, Tcerg1, p144, Taf2s, 2410022J09Riktranscription elongation regulator 1 (CA150) NM_001039474.1

19 Gene Dpysl3 CRMP-4, Ulip1, TUC4, Ulip, Dpysl3dihydropyrimidinase-like 3 NM_009468.4, NM_001136086.1

20 Gene LOC100862305 uncharacterized LOC100862305 XM_003688953.2

20 Gene Gm3650 Gm3650 predicted gene 3650 XM_001477500.2

23 Gene Ythdc2 3010002F02Rik, Ythdc2, BC037178YTH domain containing 2 NM_001163013.1

29 Gene Kcnn2 SK2, fri, SKCA2, Kcnn2, KCa2.2potassium intermediate/small conductance calcium-activated channel, subfamily N, member 2NM_080465.2

23 Gene Fem1c 2610312A07Rik, Fem1c, 3632443A22Rik, AI646567fem-1 homolog c (C.elegans) NM_173423.4

22 Gene Tmed7 AU044611, Tmed7, 5830493P14Rik, AW545765, TRAM, 3930401E15Riktransmembrane emp24 protein transport domain containing 7NM_025698.1

22 Gene Eif1a C76390, Eif4c, eIF-1A, Ef1a, Eftu, Eif1aeukaryotic translation initiation factor 1A NM_010120.5

25 Gene Atg12 4931423H11Rik, Atg12, Apg12l, A330058M13Rik, Atg12lautophagy related 12 NM_026217.3

25 Gene Ap3s1 MGC117528, [s]3A, Ap3s1adaptor-related protein complex 3, sigma 1 subunit NM_009681.4

17 Gene 4833403I15RikLvrn, 4833403I15Rik, Aqpep, MGC130603RIKEN cDNA 4833403I15 gene NM_029008.1

13 Gene Sema6a Sema6a, Sema6A-1, A730020P05Rik, AI851735, VIa, 9330158E07, Semaqsema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6ANM_018744.2

27 Gene Dmxl1 C630007L23Rik, D030030C22, Dmxl1Dmx-like 1 NM_001081371.2

22 Gene Lox Lox, AI893619, TSC-160lysyl oxidase NM_010728.2

22 Gene Sncaip 2810407O15Rik, BB104594, SYPH1, 4933427B05Rik, MGC107459, Sncaipsynuclein, alpha interacting protein (synphilin) NM_026408.4, NM_001199151.1, NM_001199153.1, NM_001199154.1

24 Gene Snx2 Snx2, 0610030A03Riksorting nexin 2 NM_026386.1

22 Gene Prdm6 PRISM, Prdm6, Gm92PR domain containing 6 NM_001033281.3

17 Gene Csnk1g3 Csnk1g3, C330049O21Rik, 3300002K07Rikcasein kinase 1, gamma 3 NM_152809.2

48 Gene Lmnb1 Lmnb1 NM_010721.2

24 Gene March3 6330411I15Rik, A530081L18Rik, MARCH-III, March3, MGC130168, MGC130167, AI843639membrane-associated ring finger (C3HC4) 3 NM_177115.2

39 Gene Slc12a2 Slc12a2, mBSC2, 9330166H04Rik, sy-ns, Nkcc1solute carrier family 12, member 2 NM_009194.3

24 Gene Fbn2 KIAA4226, sy, Fib-2, sne, Fbn2, BC063774, mKIAA4226fibrillin 2 NM_010181.2

15 Gene Adamts19Adamts19, D230034E10Rik, 4831407I23Rik, AU015154a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 19NM_175506.3

25 Gene Chsy3 Chsy3, AI662215, 4833446K15Rikchondroitin sulfate synthase 3 NM_001081328.1

29 Gene Dctn4 C130039E17Rik, 4930547K17Rik, p62, 1110001K06Rik, Dctn4dynactin 4 NM_026302.3

29 Gene Rbm22 8430430L24Rik, Rbm22, MGC91134RNA binding motif protein 22 NM_025776.2

20 Gene Myoz3 MGC123457, Fatz-3, Myoz3, MGC123456, 4833419K08Rikmyozenin 3 NM_133363.3, XM_003689471.1

23 Gene Synpo Synpo, 9030217H17Rik, AW046661, 9130229N11, 9330140I15Riksynaptopodin NM_177340.2, NM_001109975.1

23 Gene LOC101055835 synaptopodin-like XM_003945584.1, XM_003946021.1

49 Gene Rps14 2600014J02Rik, Rps14, MGC86125, AL023078ribosomal protein S14 NM_020600.4

21 Gene Tcof1 Tcof1, AA408847, AW209012Treacher Collins Franceschetti syndrome 1, homologNM_011552.3, NM_001198984.1

21 Gene Cdx1 Cdx, Cdx-1, Cdx1caudal type homeobox 1 NM_009880.3

21 Gene Pdgfrb Pdgfr, Pdgfrb, AI528809, CD140b, PDGFR-1platelet derived growth factor receptor, beta polypeptideNM_001146268.1, NM_008809.2
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32 Gene Hmgxb3 AI413166, mKIAA0194, Hmgxb3, 2510002C16Rik, A630042L21RikHMG box domain containing 3 NM_178277.1, NM_134134.2

23 Gene Ppargc1bPerc, 4631412G21Rik, Ppargc1bperoxisome proliferative activated receptor, gamma, coactivator 1 betaNM_133249.2

23 Gene Mir378 mmu-mir-378, Mir378, Mirn378microRNA 378 NR_029879.1

42 Gene Csnk1a1 MGC30571, MGC29354, 2610208K14Rik, Csnk1a1, Csnk1a, 5430427P18Rik, 4632404G05Rik, CK1acasein kinase 1, alpha 1 NM_146087.2

22 Gene Htr4 5-HT&lt;4L&gt;, 5HTR4, Htr4, 5-HT45 hydroxytryptamine (serotonin) receptor 4 NM_008313.4

27 Gene Napg Napg, SNARE, 2400003O04RikN-ethylmaleimide sensitive fusion protein attachment protein gammaNM_028017.1

20 Gene Piezo2 Fam38b, Fam38b2, FLJ23403, 9430028L06Rik, MGC182702, 5930434P17, 9030411M15Rik, Piezo2NM_001039485.4

28 Gene Txnl1 TRP32, 32kDa, Txnl, Txnl1thioredoxin-like 1 NM_016792.4

22 Gene Atp8b1 AI451886, Atp8b1, FIC1, IcATPase, class I, type 8B, member 1 NM_001001488.3

23 Gene Nedd4l Nedd4l, Nedd4b, Nedd4-2, 1300012C07Rikneural precursor cell expressed, developmentally down-regulated gene 4-likeNM_031881.2, NM_001114386.1

23 Gene AA667203AA667203 expressed sequence AA667203 XR_141351.2

21 Gene Sec11c Sec11c, 1810029G24Rik, Sec11l3SEC11 homolog C (S. cerevisiae) NM_025468.2

18 Gene Rax Rax, ey1, E130303K03Rik, 7530406A22Rik, Rx, ey-1retina and anterior neural fold homeobox NM_013833.2

18 Gene Raxos1 Raxos1, 7530406A22RikRax overlapping opposite strand transcript 1 XR_107142.1, XR_105916.1

20 Gene Lman1 MCFD1, P58, Lman1, AI326273, AU043785, ERGIC53, 2610020P13Rik, F5F8D, C730041J05, gp58, MR60lectin, mannose-binding, 1 NM_001172062.1, NM_027400.3

26 Gene Ccbe1 MGC118667, KIAA1983, 4933426F18Rik, 9430093N24Rik, mKIAA1983, Ccbe1collagen and calcium binding EGF domains 1 NM_178793.4

26 Gene Gm15958Gm15958, OTTMUSG00000028223predicted gene 15958 XR_107143.1, XR_105917.1

20 Gene Gnal 9630020G10Rik, 2610011C15Rik, Gna10, Galphaolf, AI843190, MGC90869, Gnal, Golfguanine nucleotide binding protein, alpha stimulating, olfactory typeNM_010307.2, NM_177137.4

18 Gene Chmp1b 2810405I11Rik, Chmp1b, Chmp1b1charged multivesicular body protein 1B NM_024190.2

22 Gene Mppe1 A530095G11, Mppe1metallophosphoesterase 1 NM_172630.2

26 Gene Impa2 AW259601, AI326924, Impa2, 2210415D20Rikinositol (myo)-1(or 4)-monophosphatase 2 NM_053261.2

34 Gene Tubb6 BB220206, 2310057H16Rik, Tubb6tubulin, beta 6 class V NM_026473.2

38 Gene Afg3l2 2310036I02Rik, Afg3l2, Emv66, AW260507, parAFG3(ATPase family gene 3)-like 2 (yeast) NM_027130.1

19 Gene Slmo1 Slmo1, A230074A19Rik, BC019561, MGC28728slowmo homolog 1 (Drosophila) NM_144867.2

33 Gene Cep76 9630013E05, Cep76, 6230425F05Rikcentrosomal protein 76 NM_001081073.1

33 Gene Psmg2 Psmg2, 1700017I17Rik, Tnfsf5ip1, Clast3, AW545363proteasome (prosome, macropain) assembly chaperone 2NM_134138.1

38 Gene Ptpn2 TC-PTP, Ptpn2, Ptpt, AI325124protein tyrosine phosphatase, non-receptor type 2 NM_001127177.1, NM_008977.3

32 Gene Seh1l Seh1, SEH1A, 2610007A16Rik, SEH1B, SEC13L, AW540070, Seh1lSEH1-like (S. cerevisiae NM_028112.2, NM_001039088.1

32 Gene 4930549G23Rik4930549G23RikRIKEN cDNA 4930549G23 gene NR_045376.1

27 Gene Ldlrad4 D330030L18Rik, D18Ertd653e, 8230401C20Rik, C18orf1, A430108L08Rik, A430083H02, Ldlrad4low density lipoprotein receptor class A domain containing 4NM_172631.3

22 Gene 4930503L19Rik4930503L19Rik, BB148262, Las2, 9930107F24, LarsRIKEN cDNA 4930503L19 gene NM_172967.2

22 Gene Stard6 4833424I06Rik, AI644424, Stard6, MGC107178, 4933429L05Rik, 1700011K09RikStAR-related lipid transfer (START) domain containing 6NM_029019.3

30 Gene Mex3c A130001D14Rik, BM-013, Rkhd2, Mex3c, BC035207mex3 homolog C (C. elegans) NM_001039214.4

18 Gene Elac1 2610018O07Rik, Elac1, 8430417G19RikelaC homolog 1 (E. coli) NM_053255.3

27 Gene Me2 Me2, AW120568, D030040L20Rik, NAD-MEmalic enzyme 2, NAD(+)-dependent, mitochondrial NM_145494.2

16 Gene Mapk4 Prkm4, Mapk4, Erk3, p63Mapk, A330097D03Rikmitogen-activated protein kinase 4 NM_172632.2

22 Gene Ska1 2810433K01Rik, Ska1, AV117428spindle and kinetochore associated complex subunit 1NM_025581.4, NM_001164355.1

22 Gene Cxxc1 Cfp1, 2410002I16Rik, Cxxc1, PHF18, Cgbp, AI426635, 5830420C16RikCXXC finger 1 (PHD domain) NM_028868.3

21 Gene Myo5b mKIAA1119, AI661750, Myo5bmyosin VB NM_201600.2

46 Gene Rpl17 MGC103289, Rpl17, MGC118163ribosomal protein L17 NM_001002239.3

46 Gene Snord58bSnord58b, MBII-199small nucleolar RNA, C/D box 58B NR_028552.1

46 Gene BC031181BC031181 cDNA sequence BC031181 NM_001001181.3

40 Gene Dym C030019K18Rik, 1810041M12Rik, MGC18957, Dym, 4933427L07Rikdymeclin NM_027727.2

41 Gene Smad7 Smad7, Madh7 NM_001042660.1

29 Gene Ctif Ctif, Gm672, MGC67202CBP80/20-dependent translation initiation factor NM_201354.2

26 Gene Zbtb7c B230208J24Rik, Kr-pok, Zbtb7c, Zbtb36zinc finger and BTB domain containing 7C NM_145356.3

29 Gene Ier3ip1 Ier3ip1, AL022842, AV026606, AI644142, 1110057H19Rik, AL022863immediate early response 3 interacting protein 1 NM_025409.3
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19 Gene St8sia5 Siat8e, MGC41119, ST8SiaV, St8sia5ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 5NM_013666.2, NM_153124.2

25 Gene 8030462N17Rik8030462N17Rik, Akd2RIKEN cDNA 8030462N17 gene NM_178670.3

25 Gene 4930465K10Rik4930465K10RikRIKEN cDNA 4930465K10 gene NR_027978.1

33 Gene Haus1 MGC36238, BC024400, HEI-C, Ccdc5, Haus1HAUS augmin-like complex, subunit 1 NM_146089.2

33 Gene Atp5a1 AL022851, Atpm, AL023067, D18Ertd206e, Atp5a1, AI035633, Mom2ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1NM_007505.2

16 Gene F830208F22RikF830208F22RikRIKEN cDNA F830208F22 gene XR_107122.1, XR_105954.1

16 Gene Pstpip2 MAYP, cmo, Pstpip2proline-serine-threonine phosphatase-interacting protein 2NM_013831.4

21 Gene Setbp1 MGC90748, Seb, C130092E12, mKIAA0437, Setbp1SET binding protein 1 NM_053099.2

22 Gene Pard6g 2410049N21Rik, Par6a, Pard6gpar-6 partitioning defective 6 homolog gamma (C. elegans)NM_053117.3

25 Gene Hsbp1l1 1810005K13Rik, Hsbp1l1heat shock factor binding protein 1-like 1 NM_001136181.1

25 Gene Pqlc1 2310009N05Rik, C78974, Pqlc1, 5730564E11Rik, 4933425L21RikPQ loop repeat containing 1 NM_001164420.1, NM_001164421.1, NM_001164422.1, NM_001164423.1, NM_001164424.1, NM_025861.3

23 Gene Nfatc1 NFAT2, AI449492, 2210017P03Rik, NF-ATc, Nfatcb, Nfatc1, NFATc, AV076380nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 1NM_016791.4, NM_198429.2, NM_001164109.1, NM_001164110.1, NM_001164111.1, NM_001164112.1

27 Gene Atp9b Atpc2b, IIb, Atp9b, MMR, AA934181ATPase, class II, type 9B NM_015805.3, NM_001201569.1

23 Gene Sall3 Spalt, B130022O04Rik, Salt, Msal, Msal-1, Sal, Sall3sal-like 3 (Drosophila) NM_178280.3

26 Gene Mbp mld, shi, R75289, Hmbpr, golli-mbp, Mbp, C76307myelin basic protein NM_001025245.1, NM_010777.3, NM_001025251.2, NM_001025254.2, NM_001025255.2, NM_001025256.2, NM_001025258.2, NM_001025259.2

17 Gene Zfp236 AI447957, Zfp236, Gm335zinc finger protein 236 NM_177832.3

25 Gene Tshz1 5730407I04Rik, Tsh1, NY-CO-33, mKIAA4206, Tshz1, Sdccag33, Mtsh1, KIAA4206, D18Bwg1409e, teashirt1teashirt zinc finger family member 1 NM_001081300.1

25 Gene Zadh2 Zadh2, C530046K17Rik, MGC32469zinc binding alcohol dehydrogenase, domain containing 2NM_146090.5

19 Gene Cndp2 Cndp2, 0610010E05Rik, Cn2, Pep-1, Dip-2, Pep1, C76600CNDP dipeptidase 2 (metallopeptidase M20 family) NM_023149.2

17 Gene Socs6 STATI4, 1500012M23Rik, 5830401B18Rik, SOCS-6, STAI4, Socs4, Cish4, Socs6, AI447482, SOCS-4, HSPC060, MGC102463, SSI4, Cis4suppressor of cytokine signaling 6 NM_018821.4

30 Gene Cpt1a C730027G07, CPTI, Cpt1a, Cpt1carnitine palmitoyltransferase 1a, liver NM_013495.2

27 Gene Mtl5 Mtl5, tesmin metallothionein-like 5, testis-specific (tesmin) NM_001039658.1, NM_001039657.1

27 Gene Ppp6r3 4930528G08Rik, 9130026N02Rik, Pptcs3, Pp6r3, Sapl, Ppcs3, Ppp6r3, Saps3, D19Bwg1430e, D19Ertd703e, mKIAA1558protein phosphatase 6, regulatory subunit 3 NM_029456.2, NM_001164159.1, NM_028999.1

27 Gene Lrp5 LR3, OPPG, mKIAA4142, LRP7, HBM, KIAA4142, Lrp5, BMND1low density lipoprotein receptor-related protein 5 NM_008513.3

42 Gene Suv420h1KMT5B, Suv4-20h1, Suv420h1, AA117471, C630029K18Rik, MGC18702suppressor of variegation 4-20 homolog 1 (Drosophila)NM_144871.4, NM_001167884.1, NM_001167885.1, NM_001167886.1, NM_001167887.1, NM_001167888.1, NM_001167889.1

40 Gene Chka Chetk-alpha, EtnK-alpha, Chk, ChoK, Chkacholine kinase alpha NM_001025566.1, NM_013490.3

31 Gene Cabp4 Cabp4, 2410038D05Rikcalcium binding protein 4 NM_144532.2

31 Gene Gpr152 Gpr152, A930009H15Rik, Gm673G protein-coupled receptor 152 NM_206973.2

31 Gene Coro1b Coro1b coronin, actin binding protein 1B NM_011778.2

31 Gene Ptprcap LSM-1, Ptprcap, AI605264, CD-45-AP, LPAPprotein tyrosine phosphatase, receptor type, C polypeptide-associated proteinNM_016933.3

31 Gene Rps6kb2 Rps6kb2, S6K2, 70kDaribosomal protein S6 kinase, polypeptide 2 NM_021485.2

21 Gene Tbc1d10cTbc1d10c, 1810062O14Rik, AI428527TBC1 domain family, member 10c NM_178650.3

21 Gene Ppp1ca Ppp1c, dism2, Ppp1caprotein phosphatase 1, catalytic subunit, alpha isoformNM_031868.2

21 Gene Rad9a Rad9, Rad9a RAD9 homolog A NM_011237.2

23 Gene Clcf1 Clcf1, CLC, Bsf3, MGC129163, MGC129162cardiotrophin-like cytokine factor 1 NM_019952.3

31 Gene Kdm2a Cxxc8, Jhdm1a, Jhdm1, lalina, Fbl7, AA589516, Fbl11, 100043628, Kdm2a, Fbxl11, AW536790, Gm4560, 5530401A10Riklysine (K)-specific demethylase 2A NM_001001984.2

43 Gene Pcx Pcx, Pcb, Pc pyruvate carboxylase NM_008797.3, NM_001162946.1

40 Gene Lrfn4 MGC36464, BC023156, Salm3, MGC36545, Lrfn4leucine rich repeat and fibronectin type III domain containing 4NM_153388.4

40 Gene Rce1 D19Ertd98e, D19Ertd283e, Rce1RCE1 homolog, prenyl protein peptidase (S. cerevisiae)NM_023131.1

40 Gene Gm960 Gm960 predicted gene 960 NM_001033447.3

25 Gene Sptbn2 KIAA0302, MGC99874, Spnb3, Sptbn2, mKIAA0302spectrin beta, non-erythrocytic 2 NM_021287.1

25 Gene Rbm4b Rbm4b, Lark2, MGC115931, 4921506I22Rik, AI504630, AI506404RNA binding motif protein 4B NM_025717.3

26 Gene Actn3 Actn3, MGC132876actinin alpha 3 NM_013456.1

26 Gene Zdhhc24 5730496N17Rik, Leng4, Zdhhc24zinc finger, DHHC domain containing 24 NM_027476.3, NM_001168516.1, NM_001168517.1

26 Gene Bbs1 Bbs1, AI451249, D19Ertd609eBardet-Biedl syndrome 1 (human) NM_001033128.3

26 Gene Peli3 A930011L17, BC028931, MGC30417, 6030441F14Rik, Peli3pellino 3 NM_172835.3

37 Gene Slc29a2 Ent2, Der12, Hnp36, Slc29a2solute carrier family 29 (nucleoside transporters), member 2NM_007854.3
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37 Gene B3gnt1 B3gnt1, iGNT, 1500032M01Rik, iGAT, B3gnt6, BETA3GNT1UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 1NM_175383.2

37 Gene Brms1 AV003220, AW554636, Brms1breast cancer metastasis-suppressor 1 NM_134155.1

30 Gene Cd248 Cd164l1, 2610111G01Rik, Cd248, AI842296, Tem1CD248 antigen, endosialin NM_054042.2

30 Gene Tmem151aTmem151, Tmem151a, Gm961, AW125688transmembrane protein 151A NM_001001885.1

25 Gene Cnih2 MGC118475, Cnil, Cnih2cornichon homolog 2 (Drosophila) NM_009920.3

25 Gene Rab1b 1110011F09Rik, Rab1bRAB1B, member RAS oncogene family NM_029576.3

32 Gene Klc2 KLC-2, Klc2, 8030455F02Rik, AW212649kinesin light chain 2 NM_008451.2, NR_045528.1

31 Gene Pacs1 AI325977, Pacs1, MGC37046phosphofurin acidic cluster sorting protein 1 NM_153129.2

31 Gene Sf3b2 SF3b1, Sf3b2, SAP145, SF3b150, 2810441F20Rik, 145kDa, 2610311M13Rik, SF3b145, B230398H18Riksplicing factor 3b, subunit 2 NM_030109.2

24 Gene Gal3st3 Gal3st3 NM_001024717.2

34 Gene Banf1 Banf1, Bcrp1, L2bp1/Baf, Baf, C78287barrier to autointegration factor 1 NM_011793.2, NM_001038231.1

34 Gene Eif1ad 2010003J03Rik, AI131644, Eif1adeukaryotic translation initiation factor 1A domain containingNM_027236.2

35 Gene Sart1 Sart1, U5-110Ksquamous cell carcinoma antigen recognized by T cells 1NM_016882.3

35 Gene D330050I16RikD330050I16RikRIKEN cDNA D330050I16 gene NR_033224.1

35 Gene Tsga10ip1810013N20Rik, Tsga10ip, Fam161ctestis specific 10 interacting protein XM_003085377.2, XM_003086109.2

32 Gene 4930481A15Rik4930481A15RikRIKEN cDNA 4930481A15 gene NR_015545.1, NR_027938.1, NR_027939.1, NR_027940.1

32 Gene Drap1 2310074H19Rik, Drap1Dr1 associated protein 1 (negative cofactor 2 alpha) NM_024176.1

32 Gene AI837181Bles03, N28173, AI837181expressed sequence AI837181 NM_134149.2, NM_001256515.1

37 Gene Fosl1 Fra1, fra-1, AW538199, Fosl1fos-like antigen 1 NM_010235.2

37 Gene Ccdc85b MGC67311, AI842788, BB115872, Ccdc85bcoiled-coil domain containing 85B NM_001243307.1, NM_198616.4

37 Gene Fibp 3010027N18Rik, 2010005N21Rik, 2010004G08Rik, Fibpfibroblast growth factor (acidic) intracellular binding proteinNM_001253832.1, NM_021438.4

37 Gene Ctsw lymphopain, Ctswcathepsin W NM_009985.4

40 Gene Efemp2 Fbln4, MBP1, Efemp2, 0610011K11Rikepidermal growth factor-containing fibulin-like extracellular matrix protein 2NM_021474.3, NM_001164352.1

40 Gene Mus81 AW045863, Mus81, 1200008A18Rik, AI182501MUS81 endonuclease homolog (yeast) NM_027877.3

40 Gene Cfl1 AA959946, Cof, Cfl1cofilin 1, non-muscle NM_007687.5

40 Gene Snx32 B930037P14Rik, Snx32, Snx6bsorting nexin 32 NM_001024560.2

20 Gene Ovol1 Ovo1, Ovol1, movo1, BB147136OVO homolog-like 1 (Drosophila) NM_019935.3

20 Gene Ap5b1 Ap5b1, Gm962adaptor-related protein complex 5, beta 1 subunit NM_001033448.2

32 Gene Rnaseh2c1500026D16Rik, AYP1, Rnaseh2cribonuclease H2, subunit C NM_026616.2

32 Gene Kat5 AI839539, Tip55, Tip60, PLIP, Htatip, Htatip1, CPLA2, MGC117972, 60kDa, Kat5K(lysine) acetyltransferase 5 NM_178637.2, NM_001199247.1, NM_001199248.1, NM_001199249.1, NR_037603.1

25 Gene Rela Rela, p65 v-rel reticuloendotheliosis viral oncogene homolog A (avian)NM_009045.4

21 Gene Sipa1 Spa1, KIAA4074, Sipa1signal-induced proliferation associated gene 1 NM_001164568.1, NM_011379.4, NM_001164480.1, NM_001164481.1, NM_001164482.1

30 Gene Pcnxl3 Pcnxl3, mKIAA4073, KIAA4073pecanex-like 3 (Drosophila) NM_144868.3

30 Gene Map3k11PTK1, 2610017K16Rik, SPRK, Map3k11, Mlk3mitogen-activated protein kinase kinase kinase 11 NM_022012.3

40 Gene Ehbp1l1 Ehbp1l1, G430002G23RikEH domain binding protein 1-like 1 NM_053252.3, NM_001114595.1, NM_001114596.1, NM_001114597.1

40 Gene Fam89b Fam89b, 1110021A21Rik, Mtvr2, MMTVfamily with sequence similarity 89, member B NM_181452.2, NM_023166.2

40 Gene Sssca1 C184L, 1500016H19Rik, Sssca1Sjogren's syndrome/scleroderma autoantigen 1 homolog (human)NM_020491.4

40 Gene Gm10815Gm10815, ENSMUSG00000075240predicted gene 10815 XR_141499.1, XR_141873.1

30 Gene Ltbp3 Ltbp2, mFLJ00070, Ltbp3latent transforming growth factor beta binding protein 3NM_008520.2

16 Gene Scyl1 mdf, C85140, 2810011O19Rik, mfd, p105, Ntkl, Scyl1SCY1-like 1 (S. cerevisiae) NM_023912.2

33 Gene Malat1 NEAT2, AI647968, 2210401K01Rik, 9430072K23Rik, Malat1metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA)NR_002847.2

28 Gene Cdc42ep2Cep2, Cdc42ep2, AI845703, 1110008C05Rik, Borg1, D19Bwg1013eCDC42 effector protein (Rho GTPase binding) 2 NM_026772.2

22 Gene Capn1 Capa1, mu-calpin, Capa-1, Capn1calpain 1 NM_007600.3, NM_001110504.1

22 Gene Gm10814ENSMUSG00000075230, Gm10814predicted gene 10814 NR_045783.1

28 Gene Gm8034 Gm8034, EG666300thymosin, beta 10 pseudogene

43 Gene Syvn1 1200010C09Rik, Hrd1, Syvn1, D530017H19Rik, C85322, AW211966synovial apoptosis inhibitor 1, synoviolin NM_028769.5, NM_001164709.1

43 Gene Mrpl49 Mrpl49, Nof1, 4833419D18Rikmitochondrial ribosomal protein L49 NM_026246.3
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43 Gene Fau MNSFbeta, FauFinkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously expressed (fox derived)NM_001160239.2, NM_001190436.1, NM_007990.3

43 Gene Znhit2 Znhit2-ps, Znhit2, Fon, C11orf5, ORF6zinc finger, HIT domain containing 2 NM_013859.2

43 Gene Tm7sf2 C14SR, 3110041O18Rik, Tm7sf2, ANG1, Dhcr14transmembrane 7 superfamily member 2 NM_028454.2

43 Gene Vps51 1110014N23Rik, 3110057M17Rik, AI837850, Ffr, Vps51vacuolar protein sorting 51 homolog (S. cerevisiae) NM_001081041.1

26 Gene BC048609BC048609 cDNA sequence BC048609 NM_001111317.1

26 Gene Zfpl1 1500015B20Rik, Zfpl1zinc finger like protein 1 NM_024231.2

26 Gene Cdca5 AL024086, Cdca5, 2610036L13Rik, C85404, AW536684cell division cycle associated 5 NM_026410.3

32 Gene Arl2 Arl2, AW553335, 2610009M23Rik, AI115441ADP-ribosylation factor-like 2 NM_019722.3

16 Gene Gpha2 Gpha2, zsig51, GPA2glycoprotein hormone alpha 2 NM_130453.3

38 Gene Ppp2r5b Ppp2r5b, B'beta, BC026670protein phosphatase 2, regulatory subunit B (B56), beta isoformNM_198168.3

38 Gene Atg2a Atg2a, A830054M12, MGC67447, 1810013C15Rik, mKIAA0404, BC023754NM_194348.3

51 Gene Ehd1 Ehd1, RME-1, Past1, AA409636EH-domain containing 1 NM_010119.5

22 Gene Cdc42bpgCdc42bpg, BC046418, MRCKgammaCDC42 binding protein kinase gamma (DMPK-like) NM_001033342.1

22 Gene Men1 Men1, AW045611multiple endocrine neoplasia 1 NM_001168488.1, NM_008583.2, NM_001168489.1, NM_001168490.1

22 Gene Map4k2 Map4k2, MGC143893, MGC143894, AI385662, Rab8ip, BL44, GCKmitogen-activated protein kinase kinase kinase kinase 2NM_009006.2

32 Gene Sf1 WBP4, BB094781, MZFM, CW17R, Zfp162, Sf1splicing factor 1 NM_011750.2, NM_001110791.1

26 Gene Nrxn2 mKIAA0921, 6430591O13Rik, Nrxn2neurexin II NM_001205234.1, NM_020253.3, NM_001205235.1

23 Gene Rps6ka4 90kDa, 1110069D02Rik, Rps6ka4, AI848992, Msk2, mMSK2ribosomal protein S6 kinase, polypeptide 4 NM_019924.1

23 Gene Mir5046 mu-mir-5046, Mir5046, mmu-mir-5046microRNA 5046 NR_039555.1

23 Gene Ccdc88b Ccdc88b, 2610041P08Rik, Ccdc88coiled-coil domain containing 88B NM_001081291.1

30 Gene Tex40 MLZ-622, A430107B04Rik, 1700019N12Rik, Tex40testis expressed 40 NM_001039494.2

33 Gene Kcnk4 MGC144821, MLZ-622, TRAAKt, Kcnk4, Tex40potassium channel, subfamily K, member 4 NM_008431.2

33 Gene Gpr137 Gpr137, AI428855G protein-coupled receptor 137 NM_001177360.1, NM_001177361.1, NM_001177362.1, NM_207220.2

33 Gene Bad Bbc2, AI325008, BadBCL2-associated agonist of cell death NM_007522.2

23 Gene Plcb3 Plcb3, mKIAA4098, KIAA4098phospholipase C, beta 3 NM_008874.3

23 Gene Ppp1r14bPHI-1, PLCB3N, Ppp1r14b, Png, AOM172protein phosphatase 1, regulatory (inhibitor) subunit 14BNM_008889.2

23 Gene Fkbp2 13kDa, Fkbp2, mFKBP13, mFKBP2, FKBP-2FK506 binding protein 2 NM_008020.3, NM_001166368.1

23 Gene Vegfb VEGF-B, Vrf, Vegfbvascular endothelial growth factor B NM_001185164.1, NM_011697.3

22 Gene Dnajc4 Hspf2, Dnajc4, Mcg18, 2010301J22RikDnaJ (Hsp40) homolog, subfamily C, member 4 NM_020566.1

22 Gene Nudt22 0610006K04Rik, Nudt22, AI851793, AW545547nudix (nucleoside diphosphate linked moiety X)-type motif 22NM_026675.2

22 Gene Trpt1 MGC41710, Tpt1, AU079016, Tpt1h, AW045591, Trpt1tRNA phosphotransferase 1 NM_153597.2, NR_027351.1

24 Gene Macrod1D930010J01Rik, AW743046, Macrod1, AI604841, Lrp16MACRO domain containing 1 NM_134147.4

24 Gene Otub1 AI850305, Otub1OTU domain, ubiquitin aldehyde binding 1 NM_134150.2

24 Gene Cox8a COX8L, Cox8a NM_007750.2

34 Gene Naa40 AU023197, 4931433E08Rik, Naa40, Nat11N(alpha)-acetyltransferase 40, NatD catalytic subunit, homolog (S. cerevisiae)NM_027643.1

24 Gene Rcor2 Rcor, 1A13, AW122124, Rcor2, CoREST, Rcor1REST corepressor 2 NM_054048.3

24 Gene Mark2 mKIAA4207, Par-1, AU024026, mPar-1b, Mark2, KIAA4207, Emk, Par-1bMAP/microtubule affinity-regulating kinase 2 NM_001080388.1, NM_001080390.1, NM_007928.2, NM_001080389.1

33 Gene AI8461481700105P06Rik, AI846148expressed sequence AI846148 NM_001033139.3, NM_001167831.1

33 Gene 1700105P06Rik1700105P06RikRIKEN cDNA 1700105P06 gene NR_045703.1

31 Gene 2700081O15RikAI848741, AW742297, 2700081O15Rik, AI255177RIKEN cDNA 2700081O15 gene NM_175381.6

31 Gene Rtn3 RTN3-A1, AW558451, Rtn3, MGC105197reticulon 3 NM_001003933.1, NM_053076.2, NM_001003934.1

26 Gene Slc3a2 Ly-m10, 4F2, NACAE, Cd98, Ly10, Mgp-2hc, Ly-10, 4F2HC, AI314110, Mdu1, Slc3a2solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2NM_001161413.1, NM_008577.4

32 Gene Snhg1 Snhg1 small nucleolar RNA host gene (non-protein coding) 1NR_002896.3

32 Gene Snord22 U22, Snord22, Rnu22small nucleolar RNA, C/D box 22 NR_004445.1

32 Gene Wdr74 Wdr74, AA407588, 5730436H21RikWD repeat domain 74 NM_134139.1

32 Gene 1700092M07Rik1700092M07RikRIKEN cDNA 1700092M07 gene NM_001177347.1

34 Gene Stx5a Stx5, Stx5a, 0610031F24Rik, D19Ertd627esyntaxin 5A NM_019829.4, NM_001167799.1
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36 Gene Nxf1 Mex67, Mvb1, Nxf1, Tap NM_016813.2

36 Gene Tmem2230610006I08Rik, Tmem223transmembrane protein 223 NM_025791.1

36 Gene Tmem179bMGC151338, 0610031L02Rik, Tmem179b, MGC151340, 1810059G22Rik, 1500003K22Riktransmembrane protein 179B NM_026325.3, NR_028418.1, NR_028419.1

36 Gene Taf6l Paf65a, PAF65A, BB223262, MGC41377, Taf6l, C530024J06Rik, 2810417N14RikTAF6-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factorNM_001177798.1, NM_146092.2

24 Gene 5730408K05Rik5730408K05Rik, 2610018C13RikRIKEN cDNA 5730408K05 gene NR_027866.1

24 Gene Mir5136 mu-mir-5136, Mir5136, mmu-mir-5136microRNA 5136 NR_039598.1

24 Gene 1810009A15Rik1810009A15RikRIKEN cDNA 1810009A15 gene NM_025463.2

24 Gene Ints5 Ints5, 1110055N21Rik, mKIAA1698integrator complex subunit 5 NM_176843.3

24 Gene Ganab G2an, GluII, MGC144011, AU042638, mKIAA0088, MGC144012, Ganabalpha glucosidase 2 alpha neutral subunit NM_008060.1

24 Gene B3gat3 2810405M13Rik, B3gat3beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I)NM_024256.2

24 Gene Rom1 Rgsc1156, M101156, Tspan23, Rom-1, Rom1, Rosp1rod outer segment membrane protein 1 NM_009073.4

34 Gene Eml3 BC022146, MGC38588, Eml3, MGC37888echinoderm microtubule associated protein like 3 NM_144872.1

34 Gene Mta2 Mta1l1, Mata1l1, AW550797, mmta2, Mta2metastasis-associated gene family, member 2 NM_011842.3

25 Gene Tut1 Rbm21, Tut1, 2700038E08Rik, PAPD2terminal uridylyl transferase 1, U6 snRNA-specific NM_197993.2

25 Gene Eef1g AA407312, EF1G, 2610301D06Rik, MGC144723, MGC144724, MGC103354, Eef1geukaryotic translation elongation factor 1 gamma NM_026007.4

19 Gene Ahnak 1110004P15Rik, 2310047C17Rik, Ahnak, AA589382, AV091586, DY6AHNAK nucleoprotein (desmoyokin) NM_009643.1, NM_001039959.1

27 Gene Incenp Incenp, AU019509, C77457, C130081E20, 2700067E22Rikinner centromere protein NM_016692.3

41 Gene Fth1 HFt, AL033366, Fth1, FHC, AL022624, Fth, MFH, H-ferritinferritin heavy chain 1 NM_010239.1

41 Gene Best1 Bmd, Best1, mBest1, Vmd2bestrophin 1 NM_011913.2

22 Gene Rab3il1 Rab3ail1, AI115013, C76746, 1200014K04Rik, Rab3il1RAB3A interacting protein (rabin3)-like 1 NM_144538.2

22 Gene Fads3 AI464531, Fads3fatty acid desaturase 3 NM_021890.3

25 Gene Fads2 Fads2, Fadsd2, 2900042M13Rikfatty acid desaturase 2 NM_019699.1

32 Gene Fads1 AI317215, DSD, A930006B21Rik, 0710001O03Rik, Fads1, MGC37858fatty acid desaturase 1 NM_146094.2

30 Gene Dagla Nsddr, Dagla, KIAA0659diacylglycerol lipase, alpha NM_198114.2

25 Gene Syt7 Syt7, AI851541, B230112P13Riksynaptotagmin VII NM_173068.2, NM_173067.3, NM_018801.3

25 Gene Lrrc10b Gm705, Lrrc10b, SerdinRleucine rich repeat containing 10B NM_001111140.2

29 Gene Sdhaf2 AW049997, MGC61338, Sdhaf2, AA407634, 0610038F07Riksuccinate dehydrogenase complex assembly factor 2NM_025333.4

29 Gene Cpsf7 MGC46982, AL022757, Cpsf7, C330017N18Rik, 5730453I16Rikcleavage and polyadenylation specific factor 7 NM_172302.3, NM_001164272.1

17 Gene Tmem2164921533J23Rik, AI482550, A930021F15Rik, 2810441K11Rik, 1110017C22Rik, Tmem216transmembrane protein 216 NM_026798.2

19 Gene Tmem1382900055D14Rik, 1700113I01Rik, MGC129472, Tmem138transmembrane protein 138 NM_028411.3

19 Gene Cyb561a3BC065078, Cyb561a3, Cybasc3, 2310004G04Rik, MGC86114, Lcytbcytochrome b561 family, member A3 NM_201351.1

22 Gene Dak BC021917, Dak, MGC28742dihydroxyacetone kinase 2 homolog (yeast) NM_145496.1

22 Gene Ddb1 Ddb1, AA408517, p127-Ddb1, 127kDadamage specific DNA binding protein 1 NM_015735.1

25 Gene Vps37c Vps37c, AU042646, 5730409F24Rikvacuolar protein sorting 37C (yeast) NM_181403.2

18 Gene Tmem109C77652, 1110006I15Rik, AA958958, Tmem109transmembrane protein 109 NM_134142.1

32 Gene Prpf19 AL024362, Snev, AA617263, Prp19, NMP200, D19Wsu55e, Prpf19, PSO4PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae)NM_001253843.1, NM_001253844.1, NM_134129.4

26 Gene Gpr44 MGC130436, Crth2, Grp45, Ptgdr2, Gpr44G protein-coupled receptor 44 NM_009962.2

26 Gene Ccdc86 4933411H20Rik, Ccdc86, D19Ertd678e, 6720480F16Rikcoiled-coil domain containing 86 NM_023731.3

35 Gene Dtx4 RNF155, Dtx4, AI449438, D930042H13, BC044798deltex 4 homolog (Drosophila) NM_172442.3

16 Gene Fam111aFam111a, AW413625, 4632417K18Rikfamily with sequence similarity 111, member A NM_026640.2

16 Gene A330040F15RikA330040F15RikRIKEN cDNA A330040F15 gene NR_015503.1

16 Gene Gm4952 Gm4952, EG240549, MGC107682predicted gene 4952 NM_001013762.2, NM_001167907.1

24 Gene Tle4 Bce1, ESTM13, X83332, 5730411M05Rik, ESTM14, X83333, Bce-1, AA792082, Grg4, Tle4transducin-like enhancer of split 4, homolog of Drosophila E(spl)NM_011600.2

23 Gene Psat1 D8Ertd814e, Psat1, AU040266, AL024083, PSA, EPIP, AL024078, Psatphosphoserine aminotransferase 1 NM_177420.2, NM_001205339.1

24 Gene Cep78 5730599I05Rik, Cep78, D030027P05centrosomal protein 78 NM_198019.2

24 Gene C130060C02RikC130060C02RikRIKEN cDNA C130060C02 gene NR_045355.1

36 Gene Gnaq Gq, Galphaq, AA408290, AW060788, GqI, Dsk10, 1110005L02Rik, Gnaq, 6230401I02Rik, Dsk1guanine nucleotide binding protein, alpha q polypeptideNM_008139.5
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22 Gene Gna14 Gna14, AU023208guanine nucleotide binding protein, alpha 14 NM_008137.4

22 Gene Vps13a 4930516E05Rik, 4930543C13Rik, KIAA0986, 4930425F11, mKIAA0986, Vps13a, Chac, 9930023P20, D330038K10Rik, chorein, CHAC, Choreinvacuolar protein sorting 13A (yeast) NM_173028.4

23 Gene Rfk Rfk, KOI-4, 0610038L10Rik, AF031381riboflavin kinase NM_019437.3

22 Gene Pcsk5 PC6, SPC6, PC5A, PC5/6A, b2b585Clo, PC5, Pcsk5proprotein convertase subtilisin/kexin type 5 NM_001163144.1, NM_001190483.1

29 Gene Ostf1 SH3P2, Sh3d3, Ostf1, C78236osteoclast stimulating factor 1 NM_017375.3

29 Gene Nmrk1 AA408380, BC016495, Nrk1, D630020N23Rik, MGC25909, Nmrk1 NM_145497.2

23 Gene 2410127L17Rik2410127L17RikRIKEN cDNA 2410127L17 gene NM_026120.4, XM_003946027.1, XM_003946026.1, XM_003946028.1

23 Gene D030056L22RikD030056L22RikRIKEN cDNA D030056L22 gene NM_177640.4

29 Gene LOC101056249 uncharacterized LOC101056249 XM_003945593.1

29 Gene Zfand5 Zfp216, 5830475F03Rik, 2310057A04Rik, Za20d2, Zfand5, AA415485zinc finger, AN1-type domain 5 NM_009551.5

20 Gene 1110059E24Rik1110059E24RikRIKEN cDNA 1110059E24 gene NM_025423.2

20 Gene Abhd17bAbhd17b, Fam108b1, Cgi67, MGC40949, Fam108b, 5730446C15Rikabhydrolase domain containing 17B NM_146096.3

24 Gene Tmem2 Tmem2, MGC102198, 3110012M15Rik, mKIAA1412transmembrane protein 2 NM_001033759.1, NM_031997.3

31 Gene Klf9 Bteb1, 2310051E17Rik, Klf9, BTEB-1, ENSMUSG00000055440, AA589643, Gm9971Kruppel-like factor 9 NM_010638.4

31 Gene Mir1192 Mir1192, mmu-mir-1192, Mirn1192microRNA 1192 NR_035423.1

20 Gene Smc5 Smc5, MGC30442, SMC-5, Smc5l1, MLZ-453, MGC7569, mKIAA0594structural maintenance of chromosomes 5 NM_001252684.1, NM_001252685.1, NM_153808.2

21 Gene Ptar1 Ptar1, 1700084D09Rik, 4930428J16Rik, AI449677, 2010013L17Rikprotein prenyltransferase alpha subunit repeat containing 1NM_028208.1

26 Gene Apba1 Apba1, X11alpha, Mint, 6430513E09Rik, X11, Mint1, Urop11, Lin-10amyloid beta (A4) precursor protein binding, family A, member 1NM_177034.3

32 Gene Pip5k1b Pipk5b, Pipk5a, STM7, AI844522, Pip5k1b, Pip5k1aphosphatidylinositol-4-phosphate 5-kinase, type 1 betaNM_008846.2

32 Gene Fam122a2900009I07Rik, 2410124L17Rik, Fam122a, Gm9849, ENSMUSG00000051082family with sequence similarity 122, member A NM_026520.3

25 Gene Kank1 A930031B09Rik, D330024H06Rik, mKIAA0172, MGC90826, Kank1, AW121052, Ankrd15, AU015049KN motif and ankyrin repeat domains 1 NM_181404.5

21 Gene Dmrt1 Dmrt1 doublesex and mab-3 related transcription factor 1 NM_015826.5

20 Gene Dmrt3 Dmrt3 doublesex and mab-3 related transcription factor 3 NM_177360.3

25 Gene Smarca2 brm, SNF2alpha, 2610209L14Rik, Smarca2, brahma, Snf2l2SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2NM_026003.2, NM_011416.2

25 Gene Rfx3 C230093O12Rik, Rfx3, MRFX3regulatory factor X, 3 (influences HLA class II expression)NM_011265.3, NM_001166414.1

21 Gene Glis3 E230012L24, Glis3, 4833409N03Rik, E330013K21RikGLIS family zinc finger 3 NM_175459.5

21 Gene D930032P07RikD930032P07RikRIKEN cDNA D930032P07 gene NR_045330.1

25 Gene Cdc37l1 2700033A15Rik, Cdc37l, Cdc37l1, BB159850, Harccell division cycle 37-like 1 NM_025950.2

30 Gene Rcl1 C76567, Rnac, RPCL1, 2310040A02Rik, Rcl1, AI789745RNA terminal phosphate cyclase-like 1 NM_021525.2

27 Gene A930007I19RikA930007I19RikRIKEN cDNA A930007I19 gene NR_015567.2

27 Gene C030046E11RikC130057E09Rik, Kiaa1432, MGC159151, C030046E11RikRIKEN cDNA C030046E11 gene NM_001081319.1

34 Gene 9930021J03Rik9930021J03Rik, KIAA2026, mKIAA2026, ENSMUSG00000048936, Gm9832RIKEN cDNA 9930021J03 gene NM_172836.3

34 Gene Ranbp6 FLJ11120, C630001B19, Ranbp6RAN binding protein 6 NM_177721.4

33 Gene Uhrf2 AW214556, 2310065A22Rik, D130071B19Rik, AI426270, Uhrf2, Nirfubiquitin-like, containing PHD and RING finger domains 2NM_144873.2

28 Gene Sgms1 Sor1, Mob, MGC30540, 9530058O11Rik, C80702, Sms1, Sgms1, AI841905, Tmem23sphingomyelin synthase 1 NM_144792.4, NM_001168525.1, NM_001168526.1

28 Gene 2700046G09Rik2700046G09RikRIKEN cDNA 2700046G09 gene NR_033198.1

24 Gene Minpp1 Minpp1, AA408516multiple inositol polyphosphate histidine phosphatase 1NM_010799.2

23 Gene Atad1 Thorase, AW107648, Atad1, 4921525H23RikATPase family, AAA domain containing 1 NM_026487.3

28 Gene Pten AI463227, Pten, MMAC1, B430203M17Rik, A130070J02Rik, 2310035O07Rik, MGC183880, TEP1phosphatase and tensin homolog NM_008960.2

31 Gene Stambpl1ALMalpha, Stambpl1, 8230401J17Rik, 1700095N21Rik, AMSH-FPSTAM binding protein like 1 NM_029682.4

29 Gene Pank1 5430426F23Rik, Pank, Pank1, panK1beta, Pank1b, 4632412I06Rik, Pank1apantothenate kinase 1 NM_023792.1, NM_001114339.1

21 Gene Hectd2 A630025O09Rik, AW212605, 4921524L07, Hectd2HECT domain containing 2 NM_001163471.1, NM_172637.3

29 Gene Tnks2 Tank2, AI662480, AA517131, TNKS-2, 5430432P15Rik, Tnks2, ARTD6tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase 2NM_001163635.1

38 Gene Fgfbp3 Fgfbp3, 2610306H15Rik, Fgf-bp3fibroblast growth factor binding protein 3 NM_028263.1

38 Gene Btaf1 Btaf1, AI414500, TAF170, E430027O22Rik, AI447930BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, (Mot1 homolog, S. cerevisiae)NM_001080706.1

26 Gene Cpeb3 Cpeb3, 4831444O18Rik, KIAA0940, mKIAA0940cytoplasmic polyadenylation element binding protein 3NM_198300.2

26 Gene A330032B11RikA330032B11RikRIKEN cDNA A330032B11 gene NR_045329.1
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25 Gene March5 5730499H23Rik, March5, MGC130122, E130202O05Rik, Marchv, 2700055A20Rik, 2310008I22Rik, MGC130121, MARCH-V, Rnf153, 1810015H18Rik, MITOLmembrane-associated ring finger (C3HC4) 5 NM_027314.3, NM_001164336.1, NM_001164337.1

42 Gene Kif11 Kifl1, Kif8, Kif11, Knsl1, Eg5kinesin family member 11 NM_010615.1

17 Gene Exoc6 4833405E05Rik, C430002C19, Sec15, Sec15l1, hbd, msec15, Exoc6, AW413330exocyst complex component 6 NM_175353.2

26 Gene I830134H01RikI830134H01RikRIKEN cDNA I830134H01 gene XR_105963.2

26 Gene Cep55 2700032M20Rik, 1200008O12Rik, Cep55centrosomal protein 55 NM_028760.2, NM_001164362.1, NM_028293.1

29 Gene Tbc1d12 BC033574, MGC38216, Tbc1d12TBC1D12: TBC1 domain family, member 12 NM_145952.3

20 Gene Hells LSH, Hells, E130115I21Rik, PASG, YFK8, AI323785, Lyshhelicase, lymphoid specific NM_008234.3

26 Gene Cc2d2b Cc2d2b, EG668310, Gm338coiled-coil and C2 domain containing 2B XM_001000795.4, XM_994191.4

26 Gene Ccnj D430039C20Rik, MGC118445, Ccnjcyclin J NM_172839.4

23 Gene Zfp518a 2810401C22Rik, Znf518a, Zfp518a, KIAA0335, AI426493, mKIAA0335, Zfp518, 6330417C12Rik, Znf518zinc finger protein 518A NM_028319.1

27 Gene Tm9sf3 Tm9sf3, Smbp, AI115521, 1810073M23Rik, KIAA4036, AW146116, AI413748, 2810031D16Rik, AW549777, mKIAA4036transmembrane 9 superfamily member 3 NM_133352.2

27 Gene Pik3ap1 Pik3ap1, 1810044J04Rik, BCAPphosphoinositide-3-kinase adaptor protein 1 NM_031376.3

26 Gene Frat1 Frat1, AW060382frequently rearranged in advanced T cell lymphomasNM_008043.3

23 Gene Frat2 Frat2, MGC37615frequently rearranged in advanced T cell lymphomas 2NM_177603.3

30 Gene Rrp12 mKIAA0690, Rrp12, AA536972, AA408556ribosomal RNA processing 12 homolog (S. cerevisiae)NM_199447.2

24 Gene Pgam1 Pgam1, MGC118049, MGC102422, 2310050F24Rik, Pgam-1phosphoglycerate mutase 1 NM_023418.2

42 Gene Exosc1 AI447561, 2610312F07Rik, Exosc1, 2610035C18Rik, 2610104C07Rikexosome component 1 NM_025644.4, NM_001164561.1

42 Gene Zdhhc16 1500015N03Rik, Aph2, Zdhhc16zinc finger, DHHC domain containing 16 NM_023740.2

42 Gene Mms19 C86341, AI316855, 2410001K24Rik, Mms19l, C79368, Mms19, 2610042O15RikMMS19 (MET18 S. cerevisiae) NM_028152.3

31 Gene Ubtd1 BC016129, MGC28905, Ubtd1ubiquitin domain containing 1 NM_145500.3

38 Gene Marveld1MGC62793, AI504298, Marveld1, Mrvldc1MARVEL (membrane-associating) domain containing 1NM_183195.2

25 Gene Golga7b AI839934, 4933417O08Rik, Golga7bgolgi autoantigen, golgin subfamily a, 7B NM_027694.2, NM_001141983.1

23 Gene R3hcc1l C10orf28, D19Ertd386e, 1700036B12Rik, Gidrp88, AI450607, GIDRP86, R3hcc1lR3H domain and coiled-coil containing 1 like NM_177464.4

21 Gene Nkx2-3 tinman, Nkx2-3, Nkx2.3, Nkx-2.3NK2 transcription factor related, locus 3 (Drosophila)NM_008699.2

22 Gene Entpd7 Entpd7, LALP1, 1810012B13Rik, Lysal2, 1810020C02Rik, 2810003F23Rikectonucleoside triphosphate diphosphohydrolase 7 NM_053103.5

25 Gene Cox15 Cox15, 2900026G05Rik, MGC18952cytochrome c oxidase assembly protein 15 NM_144874.4

25 Gene Cutc AI326282, 2310039I18Rik, Cutc, CGI-32cutC copper transporter homolog (E.coli) NM_025530.3, NM_001113562.1

19 Gene Dnmbp 2410003L07Rik, 2410003M15Rik, Dnmbp, TUBAdynamin binding protein NM_028029.3

32 Gene Erlin1 2810439N09Rik, Erlin1, Keo4, Spfh1, C80197ER lipid raft associated 1 NM_145502.3, NM_001164359.1, NM_001164360.1

32 Gene Chuk Fbx24, Ikka, Fbxo24, MGC25325, Chuk1, IKBKA, AI256658, NFKBIKA, Chuk, IKK1conserved helix-loop-helix ubiquitous kinase NM_007700.2, NM_001162410.1

29 Gene Cwf19l1 AI854304, AV336991, 2610528C06Rik, Cwf19l1CWF19-like 1, cell cycle control (S. pombe) NM_001081077.1

19 Gene Pax2 Pax-2, Pax2, Opdcpaired box gene 2 NM_011037.4

19 Gene 1700039E22Rik1700039E22RikRIKEN cDNA 1700039E22 gene NR_045315.1

32 Gene Fam178aFam178a, AU014917, 3632432H19, 6030443O07Rikfamily with sequence similarity 178, member A NM_001081225.1

36 Gene Sema4g AW554132, AI507908, Sema4gsema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4GNM_011976.1

36 Gene Mrpl43 bMRP36a, Mrpl43, 4930442D21Rikmitochondrial ribosomal protein L43 NM_053164.3

36 Gene Peo1 Twinl, PEO, MGC41750, D19Ertd626e, Peo1progressive external ophthalmoplegia 1 (human) NM_153796.3

36 Gene Lzts2 MGC7094, LAPSER1, BC014695, Lzts2, mKIAA1813leucine zipper, putative tumor suppressor 2 NM_145503.2, NM_001130525.1, NM_001130526.1

36 Gene Kazald1 Bono1, IGFBP-rP10, AI842353, Kazald1Kazal-type serine peptidase inhibitor domain 1 NM_178929.4

19 Gene Lbx1 Lbx1, Lbx1h ladybird homeobox homolog 1 (Drosophila) NM_010691.5

24 Gene Fbxw4 Fbw4, SHSF3, dactylin, Fbxw4, SHFM3, dactylyn, DacF-box and WD-40 domain protein 4 NM_013907.2

29 Gene Fgf8 Fgf8, MGC59627, Aigf, Fgf-8fibroblast growth factor 8 NM_010205.2, NM_001166361.1, NM_001166362.1, NM_001166363.1

29 Gene Npm3 Npm3, Nub1 nucleoplasmin 3 NM_008723.1

30 Gene Mgea5 mKIAA0679, 2810009A20Rik, Hy5, Ncoat, Mgea5, 5830447M11Rik, 4833427O07Rik, AA408215meningioma expressed antigen 5 (hyaluronidase) NM_023799.3

30 Gene Kcnip2 Kcnip2, KChIP2b, KChIP2a, KChIP2, AI851528Kv channel-interacting protein 2 NM_030716.2, NM_145703.1, NM_145704.1

21 Gene 9130011E15RikAI431055, 9130011E15Rik, AW050122RIKEN cDNA 9130011E15 gene NM_198296.2

21 Gene Hps6 Hps6, BLOC2, MGC31055, 5330434M19Rik, ruHermansky-Pudlak syndrome 6 NM_176785.3
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24 Gene Ldb1 Ldb1, CLIM2, NLILIM domain binding 1 NM_010697.1, NM_001113408.1

61 Gene Pprc1 MGC12121, PRC, BC013720, A930018M19, mKIAA0595, Pprc1peroxisome proliferative activated receptor, gamma, coactivator-related 1NM_001081214.1

22 Gene Nolc1 mKIAA0035, AA536818, AU046071, AA408077, 3230402K17Rik, NOPP130, Nolc1, NOPP140, P130nucleolar and coiled-body phosphoprotein 1 NM_001039351.1, NM_001039352.1, NM_053086.2, NM_001039353.1

26 Gene Elovl3 CIN-2, Elovl3, Cig30elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3NM_007703.2

26 Gene Pitx3 ak, Pitx3, Ptx3 paired-like homeodomain transcription factor 3 NM_008852.4

20 Gene Gbf1 AI035702, Gbf1, 1700083E03Rik, mKIAA0248, MGC90745, AW049900, MGC100238golgi-specific brefeldin A-resistance factor 1 NM_178930.3

35 Gene 4833438C02Rik4833438C02Rik, AI837757RIKEN cDNA 4833438C02 gene XR_107188.1, XR_105978.1

35 Gene Nfkb2 NF-kappaB2, p50B, p49, p52, Nfkb2, p49/p100, lytnuclear factor of kappa light polypeptide gene enhancer in B cells 2, p49/p100NM_001177369.1, NM_001177370.1, NM_019408.3

35 Gene Psd Efa6a, mKIAA2011, Psdl, A930015K15, 1110007H17Rik, Efa6, KIAA2011, Psdpleckstrin and Sec7 domain containing NM_028627.2

29 Gene Fbxl15 0710008C12Rik, Fbxl15, Fbxo37F-box and leucine-rich repeat protein 15 NM_133694.2

29 Gene Cuedc2 Cuedc2, 3010002G01RikCUE domain containing 2 NM_001164290.1, NM_024192.2, NM_001164291.1, NM_001164292.1, NM_001164293.1, NM_001164294.1, NM_001164295.1

29 Gene Mir146b Mir146b, Mirn146bmicroRNA 146b NR_030468.1

29 Gene 2310034G01Rik2310034G01RikRIKEN cDNA 2310034G01 gene NR_040418.1

29 Gene Tmem180Tmem180, 4930538D17Rik, 4930449A08Riktransmembrane protein 180 NM_029186.2

49 Gene Trim8 Trim8, AA408830, GERP, Rnf27, BB006755tripartite motif-containing 8 NM_053100.2

22 Gene Arl3 Arl3 NM_019718.2

22 Gene Sfxn2 C79732, F630107H02Rik, Sfxn2sideroflexin 2 NM_053196.3

20 Gene Nt5c2 Gmp, 2010002I23Rik, cN-II, CnII, Pnt5, Nt5c2, Nt5b, Gm9751, ENSMUSG000000250395'-nucleotidase, cytosolic II NM_001164363.1, NM_001164365.1, NM_029810.4, NR_028353.1

20 Gene Ina NF-66, Ina, AV028420, NF66, MGC25352internexin neuronal intermediate filament protein, alphaNM_146100.4

30 Gene Taf5 6330528C20Rik, AV117817, Taf5TAF5 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_177342.3

22 Gene Gm6970 Gm6970, EG629389histone cluster 1, H1b pseudogene

26 Gene Neurl1a Rnf67, AI450910, Neu1, AI481072, Nlz, 2410129E16Rik, Neurl1a, Neurl, Neur1neuralized homolog 1A (Drosophila) NM_021360.4, NM_001163480.1

26 Gene Sh3pxd2aAI413738, AA589508, Fish, Gm5098, C230050L11, MGC190948, Sh3pxd2a, Sh3md1, MGC144076, MGC190848, EG329070, Tks5, TSK5, 2310014D11Rik, AI256723SH3 and PX domains 2A NM_008018.4, NM_001164717.1

21 Gene Sfr1 Sfr1, Meir5, 6330577E15RikSWI5 dependent recombination repair 1 NM_026377.2

21 Gene Wdr96 AI429486, FLJ22944, 4930428C11Rik, 4930463G05Rik, D19Ertd652e, 4632415N18Rik, Wdr96WD repeat domain 96 NM_027559.2

21 Gene Gsto1 AU018802, GSTO 1-1, SPG-R, GSTX, p28, AI194287, Gsto1, AA407097glutathione S-transferase omega 1 NM_010362.2

21 Gene Gsto2 Gsto2, 1700020F09Rik, 4930425C18Rik, GSTO 2-2glutathione S-transferase omega 2 NM_026619.2, NM_030051.1

27 Gene Itprip mKIAA1754, Itprip, 4833424O12Rik, DANGER, KIAA1754inositol 1,4,5-triphosphate receptor interacting proteinNM_001001738.2

36 Gene Xpnpep1sAMP, Xpnpep1, D230045I08RikX-prolyl aminopeptidase (aminopeptidase P) 1, solubleNM_133216.2

20 Gene Add3 R75380, AI463285, Add3adducin 3 (gamma) NM_013758.3, NM_001164099.1, NM_001164100.1, NM_001164101.1

43 Gene Mxi1 ENSMUSG00000067085, bHLHc11, Gm10197, Mad2, Mxi1Max interacting protein 1 NM_001008542.2, NM_001008543.2, NM_010847.3

24 Gene Smndc1 4933440I19Rik, 2410004J23Rik, MGC106917, Smndc1survival motor neuron domain containing 1 NM_172429.2

31 Gene Dusp5 Dusp5, Gm337dual specificity phosphatase 5 NM_001085390.1

31 Gene Smc3 HCAP, SmcD, SMC-3, Cspg6, Mmip1, Bamacan, Smc3structural maintenance of chromosomes 3 NM_007790.3

22 Gene Rbm20 Rbm20, 2010003H22Rik, AI646761, 1110018J23RikRNA binding motif protein 20 NM_001170847.1

31 Gene Pdcd4 Pdcd4, Ma3, D19Ucla1, Tisprogrammed cell death 4 NM_011050.4, NM_001168491.1, NM_001168492.1

31 Gene Gm19788Gm19788 predicted gene, 19788 XR_105988.1

24 Gene Adra2a alpha(2A)AR, AW122659, Adra-2a, alpha2A-AR, alpha2-C10, alpha2A, Adra-2, Adra2aadrenergic receptor, alpha 2a NM_007417.4

26 Gene Gpam GPAT1, GPAT, Gpamglycerol-3-phosphate acyltransferase, mitochondrialNM_008149.3

29 Gene Zdhhc6 C77369, AI462345, Zdhhc6, 5930409M18Rik, 2400007G07Rikzinc finger, DHHC domain containing 6 NM_025883.3, NM_001033573.1

29 Gene Vti1a Vti1-rp2, MVti1a, 1110014F16Rik, Vti1, 1110018K19Rik, 4921537J05Rik, Vti1a, MGC102006, MVti1vesicle transport through interaction with t-SNAREs 1ANM_016862.3

21 Gene Tcf7l2 Tcf-4, Tcf7l2, mTcf-4B, TCF4B, TCF4E, mTcf-4E, Tcf4transcription factor 7 like 2, T cell specific, HMG box NM_009333.3, NM_001142918.1, NM_001142919.1, NM_001142920.1, NM_001142921.1, NM_001142922.1, NM_001142923.1, NM_001142924.1

27 Gene Dclre1a SNM1, mKIAA0086, KIAA0086, Pso2, AU022226, Dclre1a, SMN1a, 2810043H12Rik, Smn1a, mSNM1, Snm1DNA cross-link repair 1A, PSO2 homolog (S. cerevisiae)NM_018831.4

27 Gene Nhlrc2 1200003G01Rik, Nhlrc2, AI835049, AV002846, AW496455NHL repeat containing 2 NM_025811.3

31 Gene A630007B06RikOtg1, AI159700, A630007B06Rik, 1810028B20RikRIKEN cDNA A630007B06 gene NM_170757.1

31 Gene Tdrd1 Tdrd1, MTR-1 tudor domain containing 1 NM_031387.3, NM_001002238.2, NM_001002240.2, NM_001002241.2

25 Gene Afap1l2 C86904, KIAA1914, MGC28084, mKIAA1914, AU041783, Afap1l2actin filament associated protein 1-like 2 NM_001177796.1, NM_001177797.1, NM_146102.2
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31 Gene B230217O12RikB230217O12RikRIKEN cDNA B230217O12 gene NR_040316.1

31 Gene Fam160b1AI450540, mKIAA1600, Fam160b1family with sequence similarity 160, member B1 NM_145505.4

32 Gene Atrnl1 AI504415, Atrnl1, Atrnlp, AW555641, Atrnl, Alpattractin like 1 NM_181415.4

18 Gene Hspa12a1700063D12Rik, AW556406, AI118035, D5Mgi40, AI840429, Hspa12a, AW048913, mKIAA0417heat shock protein 12A NM_175199.3

30 Gene Pdzd8 Pdzd8, AW228944, AV329468, Pdzk8, A630041P07RikPDZ domain containing 8 NM_001033222.3

24 Gene Emx2os Emx2os EMX2 opposite strand/antisense RNA (non-protein coding)NR_002863.2

24 Gene Emx2 Pdo, Emx2 empty spiracles homeobox 2 NM_010132.2

26 Gene Rab11fip2Rab11fip2, 4930470G04Rik, A830046J09Rik, Nrip11, AW558126RAB11 family interacting protein 2 (class I) NM_001033172.3, NM_001164367.1

26 Gene 4930470F04Rik4930470F04RikRIKEN cDNA 4930470F04 gene XM_003945592.1, XM_003946035.1

29 Gene D19Ertd737eD19Ertd737e, Fam204a, 2610015K05Rik, 2310065H12RikDNA segment, Chr 19, ERATO Doi 737, expressed NM_029648.6

18 Gene Prlhr Gpr10, Gm339, Prlhr, Gr3, Prrprprolactin releasing hormone receptor NM_201615.2

24 Gene Cacul1 2700078E11Rik, D130033C15Rik, 2810417M16Rik, AI450346, 9830127L17Rik, Cacul1CDK2 associated, cullin domain 1 NM_001172096.1, NM_001172097.1, NM_030197.2

25 Gene Nanos1 Nanos1 nanos homolog 1 (Drosophila) NM_178421.3

33 Gene Eif3a Eif3a, Eif3, mKIAA0139, Eif3s10, Csma, A830012B05Rikeukaryotic translation initiation factor 3, subunit A NM_010123.3

20 Gene Fam171a1Fam171a1, 9630050M13Rik, AA409679family with sequence similarity 171, member A1 NM_001081161.1

34 Gene Nmt2 hNMT-2, AI605445, Nmt2, A930001K02Rik, AU044698N-myristoyltransferase 2 NM_008708.1

24 Gene Suv39h2 D030054H19Rik, Suv39h2, AA536750, 4930507K23Rik, KMT1B, D2Ertd544esuppressor of variegation 3-9 homolog 2 (Drosophila)NM_022724.4, NR_027509.1

26 Gene Hspa14 NST-1, Hspa14, HSP70L1, Hsp70-4, 70kDaheat shock protein 14 NM_015765.2

26 Gene LOC100861945 uncharacterized LOC100861945 XM_003688773.1, XM_003689336.1

26 Gene Cdnf Cdnf, 9330140G23, Armetl1, MGC129430cerebral dopamine neurotrophic factor NM_177647.4

21 Gene Camk1d A630059D12Rik, Camk1d, CaMKIdelta, CKLiK, E030025C11Rikcalcium/calmodulin-dependent protein kinase ID NM_177343.3

29 Gene Taf3 mTAFII140, TAFII140, Taf3, TAFII-140, TAF140, 140kDa, AW539625, 4933439M23RikTAF3 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_027748.3

29 Gene Atp5c1 1700094F02Rik, Atp5c1ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1NM_020615.4, NM_001112738.1

25 Gene Kin Kin, Kin17 antigenic determinant of rec-A protein NM_025280.2

29 Gene Pfkfb3 iPFK-2, E330010H22Rik, Pfkfb3, uPFK-26-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3NM_001177752.1, NM_001177753.1, NM_001177754.1, NM_001177755.1, NM_001177756.1, NM_001177757.1, NM_001177758.1, NM_133232.3

20 Gene Rbm17 Rbm17, 2700027J02RikRNA binding motif protein 17 NM_152824.1

28 Gene Fbxo18 Fbx18, Fbxo18, AU015756, Fbh1F-box protein 18 NM_015792.1

28 Gene Ankrd16 D430029B21Rik, 2810455F06Rik, Ankrd16, AI646698ankyrin repeat domain 16 NM_177268.4

44 Gene Vim MGC102095, Vimvimentin NM_011701.4

17 Gene St8sia6 Siat8f, AI314453, St8sia6, 1700007J08Rik, AI875066, ST8SiaVIST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 6NM_145838.1

31 Gene Ptpla Ptpla, HACD1 protein tyrosine phosphatase-like (proline instead of catalytic arginine), member aNM_001012396.2, NM_013935.3

25 Gene 4921530L18Rik4921530L18RikRIKEN cDNA 4921530L18 gene NR_038162.1

25 Gene Stam STAM1, Stam signal transducing adaptor molecule (SH3 domain and ITAM motif) 1NM_011484.2

25 Gene Cacnb2 Cchb2, MGC129334, AW060387, MGC129335, Cacnb2, Cavbeta2calcium channel, voltage-dependent, beta 2 subunit NM_001252533.1, NM_023116.4, NR_045533.1

23 Gene Nsun6 Nsun6, 4933414E04Rik, 4933403D21Rik, NOPD1NOL1/NOP2/Sun domain family member 6 NM_028950.4, NM_001165941.1, NM_001165942.1, NM_001165943.1

23 Gene Arl5b Arl5b, 4930587A11Rik, AW146430, Arl8ADP-ribosylation factor-like 5B NM_029466.4

16 Gene Plxdc2 AU022916, AI646728, AV231634, 5430431D22Rik, Tem7r, 1200007L24Rik, Plxdc2plexin domain containing 2 NM_026162.5

22 Gene A930004D18RikAU022051, A930004D18RikRIKEN cDNA A930004D18 gene NR_028376.1, NR_028377.1

22 Gene Gm17762Gm17762 predicted gene, 17762 NR_028378.1

19 Gene Skida1 2810030E01Rik, BB088113, 5730507N06Rik, MGC59463, Skida1SKI/DACH domain containing 1 NM_028317.2

26 Gene Mllt10 B130021D15Rik, Af10, KIAA4140, Mllt10, D630001B22Rik, mKIAA4140myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 10NM_001252560.1, NM_001252561.1, NM_010804.4, NR_045538.1, NR_045539.1

26 Gene LOC101055966 uncharacterized LOC101055966 XM_003945326.1, XM_003946072.1

25 Gene Dnajc1 Dnajl1, Dnajc1, 4733401K02Rik, AA960110, ERdj1, MTJ1, D230036H06Rik, ERj1pDnaJ (Hsp40) homolog, subfamily C, member 1 NM_001190817.1, NM_007869.3

21 Gene Commd3Bup, AW550818, Commd3, D2Ertd542eCOMM domain containing 3 NM_147778.3

26 Gene Bmi1 Pcgf4, Bmi-1, AW546694, Bmi1Bmi1 polycomb ring finger oncogene NM_007552.4

26 Gene LOC101055977 uncharacterized LOC101055977 XM_003945327.1

26 Gene BC061194BC061194 NM_001001334.2
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26 Gene Gm3363 Gm3363 predicted gene 3363 XM_003945325.1

29 Gene Pip4k2a AW742916, Pip4k2a, Pip5k2aphosphatidylinositol-5-phosphate 4-kinase, type II, alphaNM_008845.4

29 Gene 4930426L09Rik4930426L09RikRIKEN cDNA 4930426L09 gene NR_024323.1

21 Gene Gm3230 Gm3230 predicted gene 3230 NR_033642.1

21 Gene Otud1 Otud1, 4933428L19RikOTU domain containing 1 NM_027715.1

28 Gene Arhgap21Arhgap21, 5530401C11Rik, ARHGAP10, AA416458Rho GTPase activating protein 21 NM_001128084.2, NM_001081364.3

28 Gene Gm13375Gm13375, OTTMUSG00000011664predicted gene 13375 NR_033225.1

27 Gene Abi1 E3B1, Ssh3bp1, NAP1, MGC6064, Abi1abl-interactor 1 NM_001077190.1, NM_001077192.1, NM_145994.1, NM_007380.2, NM_001077193.1

26 Gene Ehmt1 D330003E03, GLP1, mKIAA1876, KMT1D, GLP, 9230102N17Rik, Eu-HMTase1, Ehmt1euchromatic histone methyltransferase 1 NM_001109686.1, NM_172545.3, NM_001109687.1, NM_001012518.2

26 Gene Arrdc1 BC004091, Arrdc1, MGC28029, AI957342arrestin domain containing 1 NM_001162485.1, NM_178408.3, NR_027876.1

38 Gene Zmynd192700064H14Rik, Zmynd19, mizip, AU014915, AA536891zinc finger, MYND domain containing 19 NM_026021.3

32 Gene Wdr85 Wdr85, AW060693, 2810443J12RikWD repeat domain 85 NM_026044.3

32 Gene Mrpl41 Mrpl41, Rpml27, MRP-L27mitochondrial ribosomal protein L41 NM_001031808.2

32 Gene Pnpla7 MGC6929, Nre, Pnpla7, E430013P11Rik, BC027342, MGC6926patatin-like phospholipase domain containing 7 NM_146251.4

26 Gene Nsmf Jacob, Nelf, NsmfNMDA receptor synaptonuclear signaling and neuronal migration factorNM_001039387.1, NM_001039386.1, NM_020276.3, NM_001177654.1, NM_001177655.1

36 Gene Nrarp Nrarp, 2700054M22RikNotch-regulated ankyrin repeat protein NM_025980.2

29 Gene Ndor1 NR1, Ndor1, Ndor, 4930447P04RikNADPH dependent diflavin oxidoreductase 1 NM_001082476.2, NM_001252541.1, NM_001252542.1

29 Gene Tmem203Hbebp1, Tmem203, C730025P13Rik, RP23-132N23.14transmembrane protein 203 NM_177344.3

29 Gene Tprn C87750, RP23-132N23.15, Tprn, C430004E15Rik, MGC107193taperin NM_175286.4

29 Gene Ssna1 NA14, Ssna1, AA934184, N14, 1190004J23Rik, 1110003H09RikSjogren's syndrome nuclear autoantigen 1 NM_023464.2

29 Gene Anapc2 Imi4, Apc2, 9230107K09Rik, Anapc2, Emi4, mKIAA1406, AL024279anaphase promoting complex subunit 2 NM_175300.4

28 Gene Dpp7 Dpp2, DPPII, Dpp7, QPPdipeptidylpeptidase 7 NM_031843.2

43 Gene Uap1l1 Uap1l1, 5730445F03RikUDP-N-acteylglucosamine pyrophosphorylase 1-like 1NM_001033293.2

43 Gene Sapcd2 AL033337, 6030458L21Rik, ang, 2010317E24Rik, Sapcd2suppressor APC domain containing 2 NM_001081085.1

23 Gene Entpd2 Entpd2, Cd39l1, NTPDase2ectonucleoside triphosphate diphosphohydrolase 2 NM_009849.2

23 Gene Npdc1 NPDC-1, Npdc1, AI314472neural proliferation, differentiation and control 1 NM_008721.3

23 Gene Lcn12 MGC130532, 9230102M18Rik, Lcn12lipocalin 12 NM_029958.1

23 Gene C8g 1700013L23Rik, C8g, RP23-47P18.13complement component 8, gamma polypeptide NM_027062.1

23 Gene Fbxw5 AI159739, Fbw5, Fbxw5F-box and WD-40 domain protein 5 NM_013908.4

24 Gene Traf2 AI325259, Traf2TNF receptor-associated factor 2 NM_009422.2

28 Gene Edf1 Edf1, 0610008L11Rik, AA409425endothelial differentiation-related factor 1 NM_021519.1

31 Gene Mamdc4Mamdc4, Gm995MAM domain containing 4 NM_001081199.1

31 Gene Phpt1 Phpt1, Php14, 1700008C22Rikphosphohistidine phosphatase 1 NM_029293.2

31 Gene Gm996 Gm996, MGC69896predicted gene 996 NM_001005424.2

31 Gene Rabl6 Rbel1, parf, Rbel1b, Rabl6, Rbel1a, B230208H17RikRAB, member of RAS oncogene family-like 6 NM_001024616.1

31 Gene 4921530D09Rik4921530D09Rik, Kiaa1984 NM_029859.1

21 Gene Camsap1PRO2405, 9530003A05Rik, Camsap1, C77823calmodulin regulated spectrin-associated protein 1 NM_001115076.1

19 Gene C330006A16RikAI551216, C330006A16RikRIKEN cDNA C330006A16 gene NM_001256521.1, NM_001256522.1

39 Gene Qsox2 Qsox2, SOXN, MGC31729, BC030934, Qscn6l1quiescin Q6 sulfhydryl oxidase 2 NM_153559.2

39 Gene C030048H21RikC030048H21RikRIKEN cDNA C030048H21 gene XM_003945328.1, XM_003946066.1

30 Gene Gpsm1 Gpsm1, 1810037C22Rik, Ags3, AW107933G-protein signalling modulator 1 (AGS3-like, C. elegans)NM_153410.5, NM_001199146.1, NM_001199147.1

29 Gene Dnlz D2Bwg1335e, 1110034G11Rik, DnlzDNL-type zinc finger NM_026828.3, NM_001139503.1, NM_001139504.1

29 Gene Card9 Card9, Gm782 caspase recruitment domain family, member 9 NM_001037747.1

29 Gene Snapc4 MGC59524, Snapc4, 5730436L13Riksmall nuclear RNA activating complex, polypeptide 4NM_172339.4, NR_033572.1

24 Gene Sdccag3 C330016H24Rik, Sdccag3, C630038K21Rikserologically defined colon cancer antigen 3 NM_001085408.1, NM_026563.3, NM_001085407.1

24 Gene Pmpca P-55, 1200002L24Rik, 4933435E07Rik, Alpha-MPP, Pmpcapeptidase (mitochondrial processing) alpha NM_173180.3

24 Gene Inpp5e 72kDa, Inpp5e, 1200002L24Rik, mKIAA0123inositol polyphosphate-5-phosphatase E NM_033134.2
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34 Gene Sec16a Sec16a, MGC38812, AU024582, C230052J16Rik, RP23-306D20.10SEC16 homolog A (S. cerevisiae) NM_153125.2

34 Gene 0610009E02Rik0610009E02RikRIKEN cDNA 0610009E02 gene XR_140496.1, XR_141954.1

40 Gene Notch1 N1, lin-12, Tan1, 9930111A19Rik, Mis6, Notch1 NM_008714.3

33 Gene Agpat2 Agpat2, AV000834, BSCL1, BSCL, 2510002J07Rik, LPAAT-beta, LPAAB1-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic acid acyltransferase, beta)NM_026212.1

25 Gene Fam69b AW209000, AB030186, B230317C12Rik, PIP49, Fam69bfamily with sequence similarity 69, member B NM_019833.3

25 Gene Snhg7 2610002F03Rik, Snhg7, AI427062small nucleolar RNA host gene (non-protein coding) 7NR_024068.2

25 Gene Snora43 ACA43, Snora43small nucleolar RNA, H/ACA box 43 NR_028572.1

25 Gene Snora17 ACA17, Snora17small nucleolar RNA, H/ACA box 17 NR_028571.1

25 Gene 5730588L14Rik5730588L14RikRIKEN cDNA 5730588L14 gene XR_104657.3, XR_107352.3

25 Gene Gm2240 Gm2240 predicted gene 2240 XM_001472904.2, XM_003946074.1

61 Gene Surf6 Surf6, Surf-6, D2Wsu129esurfeit gene 6 NM_009298.3

61 Gene Med22 AW212655, Surf-5, Surf5, Med22, AW558812mediator complex subunit 22 NM_011513.2, NM_001033908.1

61 Gene Rpl7a Surf3, Rpl7a, MGC103146ribosomal protein L7A NM_013721.3

61 Gene Surf1 Surf-1, Surf1, 0610010F23Riksurfeit gene 1 NM_013677.2

61 Gene Surf2 Surf2, Surf-2 surfeit gene 2 NM_013678.2

61 Gene Surf4 AL033340, AL033373, Surf4, Surf-4surfeit gene 4 NM_011512.3

23 Gene Gm711 Sgk071, Gm711, MGC58758predicted gene 711 NM_198628.2

24 Gene Adamts13Gm710, Adamts13, vWF-CPa disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 13NM_001001322.2

24 Gene Cacfd1 5930434B04Rik, Cacfd1, mFwecalcium channel flower domain containing 1 NM_001243239.1, NM_001243240.1, NM_029862.4

39 Gene Vav2 2810040F13Rik, Vav2, AI847175vav 2 oncogene NM_009500.1

33 Gene Brd3 RINGL3, 2410084F24Rik, ORFX, Brd3, Fsrg2, AW060456bromodomain containing 3 NM_001113573.1, NM_023336.4, NM_001113574.1

29 Gene Wdr5 AA960360, 2410008O07Rik, Big-3, AA408785, Wdr5, BigWD repeat domain 5 NM_080848.2

28 Gene Rxra RXRalpha1, Rxra, 9530071D11Rik, Nr2b1retinoid X receptor alpha NM_011305.3

26 Gene Col5a1 Col5a1, AI413331collagen, type V, alpha 1 NM_015734.2

25 Gene 1700007K13Rik1700007K13Rik, MGC118342, Rbest47RIKEN cDNA 1700007K13 gene NM_027040.1

25 Gene Mrps2 Mrps2, 1500019M10Rikmitochondrial ribosomal protein S2 NM_080452.3, NM_001166031.2

22 Gene Gbgt1 Fs, Gbgt1, MGC123927, Fgsgloboside alpha-1,3-N-acetylgalactosaminyltransferase 1NM_139197.2

22 Gene Ralgds Rgds, mKIAA1308, Gnds, Ralgdsral guanine nucleotide dissociation stimulator NM_009058.2, NM_001145834.1, NM_001145835.1, NM_001145836.1

18 Gene Tsc1 mKIAA0243, Tsc1, hamartintuberous sclerosis 1 NM_022887.3

42 Gene Gtf3c4 AI426938, Gtf3c4, KAT12, AU017413, 5330400C03, TFIIIC90, AU014771general transcription factor IIIC, polypeptide 4 NM_172977.3, NM_001166033.1

42 Gene Ddx31 5830444G11Rik, Gm997, Ddx31DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 31 NM_001033294.3

22 Gene Barhl1 MBH2, Dres115, Barhl1BarH-like 1 (Drosophila) NM_019446.4, NM_001164186.1

22 Gene 1700101E01RikGm823, 1700101E01RikRIKEN cDNA 1700101E01 gene NM_001085514.2, NM_001166705.1

22 Gene Ttf1 Ttf1, AV245725transcription termination factor, RNA polymerase I NM_009442.2

17 Gene Ntng2 Lmnt2, Ntng2, 2610016D08Riknetrin G2 NM_133500.1, NM_133501.1

17 Gene 6530402F18RikmKIAA1857, 6530402F18Rik, KIAA1857RIKEN cDNA 6530402F18 gene NR_029460.1

21 Gene Med27 D2Ertd434e, Crsp8, Med27, 1500015J03Rik, 2310042P07Rik, AA682045mediator complex subunit 27 NM_026896.4

19 Gene 2600006K01Rik2600006K01RikRIKEN cDNA 2600006K01 gene XR_107356.1, XR_104662.1

39 Gene Cercam AL024097, Cercam, Ceecam1, 2600006K01Rikcerebral endothelial cell adhesion molecule NM_207298.2

39 Gene Odf2 MMTEST29, AI848335, Odf2outer dense fiber of sperm tails 2 NM_013615.3, NM_001113213.1, NM_001113214.1, NM_001177659.1, NM_001177661.1

34 Gene Gle1 4933405K21Rik, Gle1, AA553313, Gle1lGLE1 RNA export mediator (yeast) NM_028923.3

31 Gene Sptan1 Spna2, Spna-2, 2610027H02Rik, Sptan1spectrin alpha, non-erythrocytic 1 NM_001076554.2, NM_001177667.1, NM_001177668.1

37 Gene Wdr34 Wdr34, MGC103259, 3200002I06RikWD repeat domain 34 NM_001008498.2

30 Gene Set 2610030F17Rik, Set, StF-IT-1, 5730420M11Rik, AA407739, MGC118419SET nuclear oncogene NM_023871.4, NM_001204875.1

30 Gene Pkn3 BC034126, AW209115, MGC31699, Pkn3protein kinase N3 NM_153805.1

27 Gene 1700084E18Rik1700084E18RikRIKEN cDNA 1700084E18 gene NR_028299.1

27 Gene Lrrc8a MGC61242, Lrrc8a, mKIAA1437, Lrrc8leucine rich repeat containing 8A NM_177725.4
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30 Gene Phyhd1 Phyhd1, MGC49146phytanoyl-CoA dioxygenase domain containing 1 NM_001252568.1, NM_001252570.1, NM_001252571.1, NM_172267.3, NR_045543.1

30 Gene Dolk BC026973, Tmem15, mKIAA1094, MGC36683, Dolkdolichol kinase NM_177648.3

30 Gene Nup188 mKIAA0169, BC025526, KIAA0169, U89435, Nup188nucleoporin 188 NM_198304.2

30 Gene Crat AW107812, Crat, CARATcarnitine acetyltransferase NM_007760.3

30 Gene Ppp2r4 PR53, MGC7129, 2610042B21Rik, C77440, Ppp2r4, N28142, MGC60706protein phosphatase 2A, regulatory subunit B (PR 53)NM_138748.5

46 Gene Ier5l 2610524G09Rik, Ier5limmediate early response 5-like NM_030244.3

24 Gene Gm14486Gm14486, OTTMUSG00000016802predicted gene 14486 XM_991478.2, XM_003084492.1

21 Gene Gm14488Gm14488, OTTMUSG00000016805predicted gene 14488 XR_140500.1

21 Gene Mir3089 mmu-mir-3089, Mir3089microRNA 3089 NR_037272.1

19 Gene LOC101055740 uncharacterized LOC101055740 XM_003945332.1, XM_003946075.1

28 Gene Tor1b DQ1, Tor1b, torsinB, 2610016F05Riktorsin family 1, member B NM_133673.3

28 Gene Tor1a Dyt1, torsinA, DQ2, MGC18883, Tor1atorsin family 1, member A (torsin A) NM_144884.2

28 Gene BC005624BC005624, RP23-221O14.10, MGC11690cDNA sequence BC005624 NM_144885.2

29 Gene Fnbp1 Fnbp1, 2210010H06Rik, FBP1, 1110057E06Rik, Fbp17formin binding protein 1 NM_001038700.2, NM_001177648.1, NM_001177649.1, NM_001177650.1, NM_019406.3

29 Gene D330023K18RikD330023K18RikRIKEN cDNA D330023K18 gene NR_040334.1

29 Gene Gpr107 mKIAA1624, AI790205, Gpr107, C530034M11, 9930033D15RikG protein-coupled receptor 107 NM_178760.4

25 Gene Ncs1 NCS-1, AI836659, A730032G13Rik, 9430075O15Rik, Mfreq, Ncs1, Freqneuronal calcium sensor 1 NM_019681.3

20 Gene Hmcn2 Hmcn2, D030068H01, MGC31312, MGC49669hemicentin 2 XM_003084486.2, XM_003086216.2

20 Gene Ass1 Ass1, MGC103151, ASS, AA408052, Ass-1, foldargininosuccinate synthetase 1 NM_007494.3

22 Gene Fubp3 FBP3, A330051M14Rik, Fubp3, MGC118501, AV006371far upstream element (FUSE) binding protein 3 NM_001033389.3

21 Gene Exosc2 Exosc2, Rrp4, MGC30456exosome component 2 NM_144886.2

21 Gene Abl1 c-Abl, MGC117749, Abl1, E430008G22Rik, Abl, AI325092c-abl oncogene 1, non-receptor tyrosine kinase NM_009594.3, NM_001112703.1

23 Gene Fam78a A130092J06Rik, Fam78afamily with sequence similarity 78, member A NM_175511.4

25 Gene Prrc2b Bat2l1, Bat2l, 5830434P21Rik, Prrc2b, D430039P21, AI173903, mKIAA0515proline-rich coiled-coil 2B NM_172661.3, NM_001159634.1

30 Gene Dnm1 KIAA4093, mKIAA4093, Dnm, Ftfl, Dnm1, AI838169dynamin 1 NM_010065.2

30 Gene Ciz1 LSFR1, 2900056O04Rik, Ciz1, 0610038H21Rik, ZNF356CDKN1A interacting zinc finger protein 1 NM_001252534.1, NM_001252536.1, NM_001252537.1, NM_001252538.1, NM_028412.2

26 Gene 1110008P14RikC79326, 1110008P14Rik, RP23-161B9.10RIKEN cDNA 1110008P14 gene NM_198001.2

26 Gene Lcn2 Lcn2, AW212229, Sip24, 24p3lipocalin 2 NM_008491.1

32 Gene Fam102aEeig1, AI426465, MGC38572, Fam102a, C230093N12Rikfamily with sequence similarity 102, member A NM_153560.4

22 Gene St6galnac4Siat7d, MGC102103, St6galnac4ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 4NM_011373.2

22 Gene St6galnac6Siat7f, St6galnac6ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6NM_001025311.1, NM_016973.2, NM_001025310.1

17 Gene Eng CD105, AI528660, AI662476, Eng, S-endoglinendoglin NM_007932.2, NM_001146348.1, NM_001146350.1

20 Gene Fpgs Fpgs, AA408187folylpolyglutamyl synthetase NM_010236.2

30 Gene Cdk9 PITALRE, Cdk9 cyclin-dependent kinase 9 (CDC2-related kinase) NM_130860.3

30 Gene Mir2861 Mir2861, mmu-mir-2861microRNA 2861 NR_037217.1

30 Gene Mir3960 Mir3960, mmu-mir-3960microRNA 3960 NR_039536.1

30 Gene Sh2d3c Chat, Shep1, MGC130521, Sh2d3c, Nsp3SH2 domain containing 3C NM_001252547.1, NM_013781.3, NR_045535.1

27 Gene Tor2a Tor2a, Prosalusintorsin family 2, member A NM_152800.3, NR_045485.1

27 Gene Ttc16 Ttc16, 1200002K10Riktetratricopeptide repeat domain 16 NM_177384.2

21 Gene Stxbp1 Sxtbp1, Unc18-1, MMS10-G, nsec1, AI326233, Rb-sec1, Munc18-1, Unc18h, N-sec1, Stxbp1, Munc-18a, Ms10g, AI317162syntaxin binding protein 1 NM_009295.2, NM_001113569.1

33 Gene Fam129b9130404D14Rik, Fam129bfamily with sequence similarity 129, member B NM_146119.2

50 Gene Lrsam1 Lrsam1, MGC56830leucine rich repeat and sterile alpha motif containing 1NM_199302.2

50 Gene Rpl12 MGC102182, MGC102573, E430018F03, Rpl12ribosomal protein L12 NM_009076.3

50 Gene Snora65 Snora65, MBII-351, Rnu65small nucleolar RNA, H/ACA box 65 NR_002898.2

50 Gene Slc2a8 GLUT8, GlutX1, D2Ertd44e, Slc2a8solute carrier family 2, (facilitated glucose transporter), member 8NM_019488.4

29 Gene Garnl3 Garnl3, AW120551GTPase activating RANGAP domain-like 3 NM_178888.4

23 Gene Zbtb34 Zbtb34, mKIAA1993, Gm349zinc finger and BTB domain containing 34 NM_001085507.1
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28 Gene Zbtb43 Zbtb43, 1700010E06Rik, Zfp297b, mKIAA0414zinc finger and BTB domain containing 43 NM_001025594.1, NM_027947.2

30 Gene Mvb12b Fam125b, Mvb12b, 2610200O14Rik, 2610528K11Rik, AI414895 NM_175184.4

32 Gene Pbx3 Pbx3 pre B cell leukemia homeobox 3 NM_016768.1

26 Gene Fbxw2 Fwd2, MD6, 2700071L08Rik, Fbxw2, FBW2F-box and WD-40 domain protein 2 NM_013890.4, NM_001164768.1, NM_001164769.1, NM_001164770.1, NM_001164772.1

33 Gene Psmd5 KIAA0072, AW475925, S5b, W91691, 1500032A03Rik, Psmd5, mKIAA0072proteasome (prosome, macropain) 26S subunit, non-ATPase, 5NM_080554.2

33 Gene D730039F16RikD730039F16Rik NM_030021.2

35 Gene Rab14 D030017L14Rik, AI649155, A830021G03Rik, AI314285, 2810475J17Rik, 0610030G24Rik, Rab14RAB14, member RAS oncogene family NM_026697.3

26 Gene Dab2ip 2310011D08Rik, AI480459, MGC144147, Dab2ip, KIAA1743, Aip1, mKIAA1743disabled 2 interacting protein NM_001001602.2, NM_001114124.1, NM_001114125.1

25 Gene Ttll11 D2Ertd624e, Ttll11, 4932702F08Rik, AU043211, 4933424A20Riktubulin tyrosine ligase-like family, member 11 NM_029774.1, NM_028921.2

27 Gene Ndufa8 0610033L03Rik, Ndufa8, AW261656NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8NM_026703.2

27 Gene Morn5 1700010A17Rik, Morn5MORN repeat containing 5 NM_029309.2

24 Gene Rc3h2 Rc3h2, 9430019J22Rik, Mnab, Rnf164, D930043C02Rik, 2900024N03Rikring finger and CCCH-type zinc finger domains 2 NM_001100591.1

24 Gene Zbtb6 A830092L04Rik, Zfp482, MGC41441, Zbtb6, ZIDzinc finger and BTB domain containing 6 NM_146253.5

24 Gene Zbtb26 A630026F21Rik, Zbtb26, MGC130360, MGC130361zinc finger and BTB domain containing 26 NM_199025.2

17 Gene Rabgap1mKIAA4104, MGC30493, Rabgap1, KIAA4104, GapcenaRAB GTPase activating protein 1 NM_146121.2, NM_001033960.1

24 Gene Dennd1a6030446I19Rik, connecdenn, Dennd1a, MGC38995DENN/MADD domain containing 1A NM_146122.3

20 Gene Nek6 Nek6, 1300007C09RikNIMA (never in mitosis gene a)-related expressed kinase 6NM_021606.3, NM_001159631.1

39 Gene Nr5a1 MGC124278, Ftzf1, ELP, SF1, MGC124277, Nr5a1, Ftz-F1, ELP-3, SF-1, Ad4BPnuclear receptor subfamily 5, group A, member 1 NM_139051.3

26 Gene Nr6a1 Nr6a1, NCNF, RTR, Gcnf, 1700113M01Riknuclear receptor subfamily 6, group A, member 1 NM_010264.4, NM_001159548.1, NM_001159549.1

26 Gene Olfml2a mFLJ00237, Olfml2a, FLJ00237, 4932431K08Rikolfactomedin-like 2A NM_172854.2

32 Gene Wdr38 Wdr38, 1700123D08RikWD repeat domain 38 NM_029687.3

32 Gene Rpl35 Rpl35, 2410039E09Rikribosomal protein L35 NM_025592.3

32 Gene Arpc5l 2010015J01Rik, AW742746, Arpc5l, AI852867, ARC16-2, AW555592actin related protein 2/3 complex, subunit 5-like NM_028809.1

40 Gene Golga1 0710001G09Rik, Golgi97, golgin-97, 2210418B03Rik, MGC91089, Golga1, AW107649golgi autoantigen, golgin subfamily a, 1 NM_029793.1

40 Gene Scai AI662729, Scai, A930041I02Rik, 9330112M16suppressor of cancer cell invasion NM_178778.3

29 Gene Ppp6c 2310003C10Rik, Ppp6cprotein phosphatase 6, catalytic subunit NM_024209.2

28 Gene Acvr2a ActrIIa, Acvr2, TactrII, Acvr2aactivin receptor IIA NM_007396.4

26 Gene Epc2 D2Ertd694e, Epc2, 5830499L14, DKFZp566F2124enhancer of polycomb homolog 2 (Drosophila) NM_172663.4

18 Gene Kif5c NKHC, Khc, KINN, Kif5c, NKHC2kinesin family member 5C NM_008449.2

18 Gene Lypd6 Lypd6, E130115E03RikLY6/PLAUR domain containing 6 NM_177139.5, NR_033304.2

23 Gene Mmadhc2010311D03Rik, Mmadhc, AI314967methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuriaNM_133839.2

23 Gene Gm13483Gm13483, OTTMUSG00000012382predicted gene 13483 NR_040361.1, NR_040362.1

29 Gene Rnd3 Arhe, 2610017M01Rik, Rhoe, AI661404, Rnd3Rho family GTPase 3 NM_028810.2

23 Gene Rif1 5730435J01Rik, Rif1, AW549474, D2Ertd145e, AU016181, 6530403D07RikRap1 interacting factor 1 homolog (yeast) NM_175238.5

32 Gene Arl5a Arl5a, 2410015N24Rik, Arl5, AW610751, T25534, AA408731, 2810410P22RikADP-ribosylation factor-like 5A NM_182994.2

32 Gene A430018G15RikA430018G15RikRIKEN cDNA A430018G15 gene XR_168390.1, XR_168800.1

32 Gene Cacnb4 MGC31529, lethargic, 3110038O15Rik, lh, Cchb4, Cacnb4calcium channel, voltage-dependent, beta 4 subunit NM_001037099.1, NM_146123.2

31 Gene Stam2 Stam2, 1200004O12Rik, BB145015, 5730456G07Rik, Hbpsignal transducing adaptor molecule (SH3 domain and ITAM motif) 2NM_019667.2

34 Gene Fmnl2 5430425K04Rik, Man, Fmnl2formin-like 2 NM_172409.2

24 Gene Prpf40a FBP11, Prpf40a, Fnbp3, 2810012K09Rik, Fnbp11PRP40 pre-mRNA processing factor 40 homolog A (yeast)NM_018785.2

24 Gene Arl6ip6 2310057C01Rik, Arl6ip6, Aip-6, 2610529A11RikADP-ribosylation factor-like 6 interacting protein 6 NM_022989.4

26 Gene Nr4a2 TINOR, Nr4a2, HZF-3, TINUR, NOT, Nurr1, RNR-1nuclear receptor subfamily 4, group A, member 2 NM_013613.2, NM_001139509.1

23 Gene BB557941BB557941 expressed sequence BB557941 NR_040356.1

26 Gene A930012O16RikA930012O16RikRIKEN cDNA A930012O16 gene XR_107388.3, XR_104686.3

26 Gene Gpd2 Gpd-m, TISP38, Gpdh-m, AA408484, AU021455, AW494132, Gpd2, Gdm1, AI448216, GPDHglycerol phosphate dehydrogenase 2, mitochondrial NM_010274.3, NM_001145820.1

19 Gene Acvr1c ALK7, Acvr1c, C230097P10, Alk-7, ACVRLK7activin A receptor, type IC NM_001033369.3, NM_001111030.1

28 Gene Acvr1 D330013D15Rik, Tsk7L, Acvr1, Alk-2, Acvrlk2, Acvr, SKR1, ALK2, Alk8, ActRIA, ActR-Iactivin A receptor, type 1 NM_007394.3, NM_001110204.1, NM_001110205.1
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46 Gene Pkp4 MGC100358, Pkp4, MGC105166, 9430019K17Rik, Armrp, 5031422I09Rik, p0071plakophilin 4 NM_175464.2, NM_026361.2

24 Gene Tanc1 mKIAA1728, 1200003E16Rik, Tanc, Tanc1tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1NM_198294.2

25 Gene Wdsub1 2610014F08Rik, 1700048E19Rik, Wdsub1WD repeat, SAM and U-box domain containing 1 NM_028118.2, NM_001159636.1

17 Gene Baz2b D2Ertd794e, Baz2b, BC053917, 5830435C13Rikbromodomain adjacent to zinc finger domain, 2B NM_001001182.3

26 Gene LOC100505179 uncharacterized LOC100505179 XR_107405.1, XR_140519.1

26 Gene March7 Axo, Gtrgeo17, Axot, March7membrane-associated ring finger (C3HC4) 7 NM_020575.2

20 Gene Rbms1 MSSP-1, MSSP-3, YC1, AI255215, MSSP-2, 2600014B10Rik, Rbms1RNA binding motif, single stranded interacting protein 1NM_020296.2, NM_001141931.1, NM_001141932.1

18 Gene Gm13582OTTMUSG00000012844, Gm13582, ENSMUSG00000075325predicted gene 13582 NR_045335.1

19 Gene Tank Tank, E430026L09Rik, C86182, I-TRAFTRAF family member-associated Nf-kappa B activatorNM_011529.2, NM_001164071.1, NM_001164072.1

21 Gene Psmd14 3200001M20Rik, Psmd14, AA986732, rpm11, 2610312C03Rik, Poh1, Pad1proteasome (prosome, macropain) 26S subunit, non-ATPase, 14NM_021526.2

21 Gene Tbr1 Tbr1 NM_009322.3

29 Gene Cobll1 Cobll1, 1810047P18Rik, Coblr1, D430044D16RikCobl-like 1 NM_177025.5, NM_027225.1

17 Gene Galnt3 Galnt3 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 3NM_015736.2

26 Gene Stk39 Stk39, RF005, SPAK, AW227544, AW556857, DCHT, Rnl5 NM_016866.2

33 Gene Cers6 Cers6, AW544719, 4732462C07Rik, Lass6, T1L, CerS6 NM_172856.3

22 Gene Lrp2 D230004K18Rik, Megalin, AW536255, AI315343, Gp330, Lrp2low density lipoprotein receptor-related protein 2 NM_001081088.1

30 Gene Bbs5 1700049I01Rik, 2700023J09Rik, Bbs5Bardet-Biedl syndrome 5 (human) NM_028284.2

25 Gene Fastkd1 5330408N05Rik, Fastkd1, KIAA1800, mKIAA1800FAST kinase domains 1 NM_177244.3

25 Gene Ppig B230312B02Rik, SRCyp, AU019516, CYP, Ppig, AU022200peptidyl-prolyl isomerase G (cyclophilin G) NM_001081086.1

18 Gene Phospho2AU021728, Phospho2, 1700048E23Rik, AV006103, Phos2, AI661517phosphatase, orphan 2 NM_028521.2

21 Gene Ssb SS-B, MGC118101, SsbSjogren syndrome antigen B NM_009278.4, NM_001110145.1

21 Gene Mettl5 2810410A08Rik, Mettl5methyltransferase like 5 NM_029280.3

38 Gene 4930550G17Rik4930550G17RikRIKEN cDNA 4930550G17 gene XR_168391.1, XR_168801.1

38 Gene Ubr3 AA422631, AU016126, AA414972, 1110059H15Rik, AA409735, Znf650, 4833421P10Rik, AI646861, A130030D10Rik, Zfp650, Ubr3ubiquitin protein ligase E3 component n-recognin 3 NM_177783.5, NM_001081548.2

31 Gene Gorasp2 2410043M02Rik, GRASP55, GOLPH2, p59, Gorasp2, AW552058, 0610011A07Rik, GRS2, 9430094F20Rik, 5730520M13Rikgolgi reassembly stacking protein 2 NM_027352.4, NR_027343.1

18 Gene Tlk1 Tlk1, 4930545J15Riktousled-like kinase 1 NM_172664.3

25 Gene Mettl8 MGC67805, Mettl8, BC004636, Tip, MGC7995methyltransferase like 8 NM_145524.3, NM_001110512.1

25 Gene Dcaf17 2810055O12Rik, A030004A10Rik, A930009G19Rik, 4833418A01Rik, Dcaf17, AI448937DDB1 and CUL4 associated factor 17 NM_198005.2, NM_001165980.1, NM_001165981.1, NM_001165982.1

31 Gene Dync1i2 Dncic2, Dync1i2, 3110079H08Rik, AW554389dynein cytoplasmic 1 intermediate chain 2 NM_010064.4, NM_001198872.1, NM_001198873.1, NM_001198874.1, NM_001198875.1, NM_001198876.1, NM_001198877.1, NM_001198878.1

25 Gene Hat1 Hat1, 2410071B14Rik, Hat-1, KAT1, AA536933histone aminotransferase 1 NM_026115.4

26 Gene Metap1d3110033D18Rik, Metap1d, Metapl1, 2310066F24Rik, AV117938, Map1dmethionyl aminopeptidase type 1D (mitochondrial) NM_025633.3

19 Gene Itga6 Itga6, 5033401O05Rik, AI115430, Cd49fintegrin alpha 6 NM_008397.3

31 Gene Pdk1 D530020C15Rik, B830012B01, Pdk1pyruvate dehydrogenase kinase, isoenzyme 1 NM_172665.4

21 Gene B230120H23RikMLTK, MLTKalpha, AV006891, Zak, MLTKbeta, B230120H23RikRIKEN cDNA B230120H23 gene NM_001164791.1, NM_023057.5, NM_178084.4

28 Gene Cdca7 Cdca7, JPO1, 2310021G01Rik, AU044109cell division cycle associated 7 NM_025866.3

31 Gene Sp3 D130027J01Rik, Sp3, MGC105187trans-acting transcription factor 3 NM_001018042.3, NM_001098425.1

31 Gene 1700011J10Rik1700011J10RikRIKEN cDNA 1700011J10 gene NR_045269.2

24 Gene Ola1 2810405J23Rik, PTD004, 2510025G09Rik, 2810409H07Rik, Ola1, Gtpbp9Obg-like ATPase 1 NM_025942.2, NM_030091.1

19 Gene Sp9 Sp9 NM_001005343.2

19 Gene Cir1 Cir1, Cicr, Cir, 2810021A19Rik, 1700023B02Rik, MGC117636corepressor interacting with RBPJ, 1 NM_025854.3, XM_003689340.2

21 Gene Chn1 1700112L09Rik, 2900046J01Rik, ARHGAP2, AI413815, Chn1, 0710001E19Rik, 0610007I19Rikchimerin (chimaerin) 1 NM_029716.3, NM_001113246.2, NM_175752.3, NM_001166603.1, NM_001166604.1

27 Gene Gm10822Gm10822, ENSMUSG00000075281predicted gene 10822 XR_140550.1, XR_141997.1

27 Gene Atp5g3 MGC124584, Atp5g3, 6030447M23ATP synthase, H+ transporting, mitochondrial F0 complex, subunit C3 (subunit 9)NM_175015.2

34 Gene Lnp 2310011O18Rik, Lnp, ulnaless, Ul, 4921514L11Rik, AI666268, 9530051D01Riklimb and neural patterns NM_027133.3, NM_001110209.1

21 Gene Evx2 Evx2, Evx-2 even skipped homeotic gene 2 homolog NM_007967.2

21 Gene Hoxd13 Hox-4.8, Hoxd13, spdhhomeobox D13 NM_008275.3

21 Gene Hoxd12 Hox-4.7, Hoxd12, Hox-5.6homeobox D12 NM_008274.3
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21 Gene Hoxd11 Hox-5.5, Hox-5.4, Hox-4.6, E230017H14Rik, Hoxd11homeobox D11 NR_073086.1, NM_008273.2

36 Gene Hoxd10 AI385591, AI874987, Hox-4.5, Hoxd10, Hox-5.3homeobox D10 NM_013554.5

36 Gene Hoxd9 Hox-4.4, Hox-5.2, Hoxd9homeobox D9 NM_013555.4

36 Gene Hoxd8 Hox-5.4, Hoxd8, 4921540P06Rik, AI047735, Hox-4.3homeobox D8 NM_008276.2

17 Gene 1700109F18Rik1700109F18Rik, 1700064D17RikRIKEN cDNA 1700109F18 gene NR_027899.1

19 Gene Hoxd3 Hox-5.5, Hox-4.1, Hoxd3homeobox D3 NM_010468.2

17 Gene Hoxd4 Hox-4.2, Hoxd4, 6030436D05Rik, Hox-5.1homeobox D4 NM_010469.2

17 Gene Mir10b Mirn10b, mmu-mir-10b, Mir10b, mir-10bmicroRNA 10b NR_029566.1

19 Gene 6720416L17Rik6720416L17RikRIKEN cDNA 6720416L17 gene XR_104751.2, XR_107433.2

23 Gene Hoxd1 Hox-4.9, Hoxd1homeobox D1 NM_010467.2

31 Gene Mtx2 1500012G02Rik, Mtx2metaxin 2 NM_016804.4

24 Gene Hnrnpa3Hnrnpa3, 2410013L13Rik, 2610510D13Rik, MGC37309, MGC101940, Hnrpa3, 2610209F03Rikheterogeneous nuclear ribonucleoprotein A3 NM_198090.2, NM_146130.3, NM_053263.1

35 Gene Nfe2l2 AI194320, Nfe2l2, Nrf2nuclear factor, erythroid derived 2, like 2 NM_010902.3

35 Gene E030042O20RikE030042O20RikRIKEN cDNA E030042O20 gene XR_107435.1, XR_104759.1

24 Gene Cyct T-Cc, Cyct cytochrome c, testis NM_009989.2

24 Gene Rbm45 Rbm45, Drb1, G430095G15Rik, Drbp1RNA binding motif protein 45 NM_153405.2

24 Gene Osbpl6 ORP-6, AI596402, MGC30542, Osbpl6, mKIAA4128, KIAA4128, 1110062M20Rikoxysterol binding protein-like 6 NM_145525.2

44 Gene Ssfa2 5730488C15Rik, Ssfa2, KRAP, mKIAA1927, CS1, CS-1, SPAG13sperm specific antigen 2 NM_080558.4

29 Gene Dnajc10 D2Ertd706e, Dnajc10, ERdj5, JPDI, 1200006L06RikDnaJ (Hsp40) homolog, subfamily C, member 10 NM_024181.2

20 Gene Nckap1 Nckap1, C79304, Hem2, mh19, Hem-2, H19, Nap1, mKIAA0587NCK-associated protein 1 NM_016965.2

27 Gene Dusp19 C79103, Dusp19, TS-DSP1, 5930436K22Rik, SKRP1dual specificity phosphatase 19 NM_024438.4

27 Gene Gm13690OTTMUSG00000013375, Gm13690SMT3 suppressor of mif two 3 homolog 2 pseudogene

27 Gene Mir684-1Mirn684-1, Mir684-1microRNA 684-1 NR_030454.1

27 Gene Nup35 MP44, NO44, Nup35, 5330402E05Rik, 2310006I24Rik, 35kDanucleoporin 35 NM_001190179.1, NM_027091.4

31 Gene Zc3h15 2610312B22Rik, 1700006A17Rik, Ierepo4, 1810012H02Rik, FM22, Zc3h15zinc finger CCCH-type containing 15 NM_026934.3

16 Gene Itgav Itgav, D430040G12Rik, CD51, 2610028E01Rik, 1110004F14Rikintegrin alpha V NM_008402.2

19 Gene Zdhhc5 AI451382, 1110032A17Rik, Zisp, MGC28179, Zdhhc5zinc finger, DHHC domain containing 5 NM_144887.4

19 Gene Clp1 Clp1, Heab, AI462438CLP1, cleavage and polyadenylation factor I subunit NM_133840.2

29 Gene Ypel4 Ypel4 yippee-like 4 (Drosophila) NM_001005342.2

29 Gene Mir130a Mir130a, Mirn130, Mirn130amicroRNA 130a NR_029544.1

29 Gene Gm19426Gm19426 predicted gene, 19426 XR_107441.1, XR_104776.1

20 Gene Timm10 Timm13a, Timm10, Tim13translocase of inner mitochondrial membrane 10 NM_013899.2

20 Gene Slc43a1 Lat3, PB39, 2610016F07Rik, AA986141, R00504, Slc43a1, Pov1solute carrier family 43, member 1 NM_001083809.1, NM_024497.1, NM_001081349.2

20 Gene Rtn4rl2 Ngrl3, Ngr2, Ngrh1, Rtn4rl2reticulon 4 receptor-like 2 NM_199223.1

17 Gene P2rx3 MGC28163, P2X3, P2rx3, 4930513E20Rikpurinergic receptor P2X, ligand-gated ion channel, 3 NM_145526.2

17 Gene LOC100862344 uncharacterized LOC100862344 XR_140553.1, XR_141999.1

18 Gene Ssrp1 C81323, Hmg1-rs1, Hmgox, T160, Ssrp1, Hmgi-rs3structure specific recognition protein 1 NM_182990.3, NM_001136081.1

18 Gene Tnks1bp1Tab182, mKIAA1741, Tnks1bp1tankyrase 1 binding protein 1 NM_001081260.2

26 Gene C1qtnf4 C1qtnf4, CTRP4, 0710001E10Rik, 9430004J15RikC1q and tumor necrosis factor related protein 4 NM_026161.3

29 Gene Ndufs3 0610010M09Rik, Ndufs3NADH dehydrogenase (ubiquinone) Fe-S protein 3 NM_026688.2

29 Gene Kbtbd4 Kbtbd4, 2510026C23Rikkelch repeat and BTB (POZ) domain containing 4 NM_025991.3

29 Gene Ptpmt1 1110001D10Rik, PLIP, Ptpmt1, 2810004N20Rikprotein tyrosine phosphatase, mitochondrial 1 NM_025576.2

27 Gene Celf1 NAB50, CUGBP, CUG-BP1, AA407467, Celf1, Brunol2, D2Wsu101e, HNAB50, CUG-BP, 1600010O03Rik, Cugbp1CUGBP, Elav-like family member 1 NM_001244891.1, NM_017368.3, NM_198683.2, NM_001244903.1

22 Gene Slc39a13Slc39a13, ZIP13, 1100001L14Rik, MGC118284, AA387663solute carrier family 39 (metal ion transporter), member 13NM_026721.2

23 Gene Madd Madd, 9630059K23Rik, IG20MAP-kinase activating death domain NM_001177719.1, NM_001177720.1, NM_145527.4

23 Gene Nr1h3 Nr1h3, LXR, Unr1, RLD1, AU018371nuclear receptor subfamily 1, group H, member 3 NM_001177730.1, NM_013839.4

24 Gene Lrp4 D230026E03, mdig, Lrp4, 6430526J12Rik, Megf7low density lipoprotein receptor-related protein 4 NM_172668.3, NM_001145857.1
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20 Gene Gm13770Gm13770, OTTMUSG00000014283predicted gene 13770 XM_884324.2, XM_915939.2

18 Gene Atg13 D2Ertd391e, Harbi1, Atg13, 1110053A20Rikautophagy related 13 NM_145528.3

19 Gene Harbi1 Harbi1, D230010M03Rikharbinger transposase derived 1 NM_178724.4

19 Gene Ambra1 Ambra1, AV021921, A130023A14, AA474864, 2310079H06Rik, mKIAA1736, D030051N19Rikautophagy/beclin 1 regulator 1 NM_001080754.1, NM_172669.3

25 Gene Chrm4 M4, Chrm4, Chrm-4cholinergic receptor, muscarinic 4 NM_007699.2

25 Gene Mdk Mdk, MK, Mekmidkine NM_001012336.1, NM_001012335.1, NM_010784.4

25 Gene Dgkz E130307B02Rik, mDGK[z], Dgkz, F730209L11Rik, ENSMUSG00000075035diacylglycerol kinase zeta NM_138306.2, NM_001166597.1

17 Gene Creb3l1 Creb3l1, Oasis, MGC25246cAMP responsive element binding protein 3-like 1 NM_011957.2

25 Gene Phf21a D030065N23Rik, Phf21a, 80kDa, MGC29190, Bhc80, Bhc, PFTF1, MGC123676PHD finger protein 21A NM_138755.2, NM_001109690.1, NM_001109691.1

25 Gene Gyltl1b Largel, Gyltl1b, AI891893, mKIAA4105, KIAA4105, 5730485C17Rik, Large2glycosyltransferase-like 1B NM_172670.2, NM_001166633.1

25 Gene Pex16 Pex16 NM_145122.2, NR_028114.1

45 Gene Cry2 AV006279, Cry2, D130054K12Rikcryptochrome 2 (photolyase-like) NM_009963.4, NM_001113333.1

45 Gene D930015M05RikD930015M05RikRIKEN cDNA D930015M05 gene NR_040621.1

37 Gene Slc35c1 fuct1, E430007K15Rik, Slc35c1solute carrier family 35, member C1 NM_211358.2, NM_145832.3

25 Gene Trp53i11Trp53i11, Tp53i11transformation related protein 53 inducible protein 11NM_001025246.1

29 Gene Tspan18 Tspan18, 2610042G18Rik, 6720430O15, BB226562tetraspanin 18 NM_183180.2

26 Gene Gm13889OTTMUSG00000014994, Gm13889, Ag2predicted gene 13889 NM_001145034.1

22 Gene Ttc17 D2Bwg1005e, Ttc17, 9130020K17Riktetratricopeptide repeat domain 17 NM_183106.2

22 Gene 2810002D19Rik2810002D19RikRIKEN cDNA 2810002D19 gene NR_027831.1

30 Gene Api5 Api5, AI196452, AAC-11apoptosis inhibitor 5 NM_007466.2

25 Gene Traf6 C630032O20Rik, 2310003F17Rik, Traf6, AI851288TNF receptor-associated factor 6 NM_009424.2

37 Gene Trim44 MGC102054, Mc7, Dipb, Trim44tripartite motif-containing 44 NM_020267.2

38 Gene Fjx1 Fjx1 four jointed box 1 (Drosophila) NM_010218.2

32 Gene Abtb2 Abtb2, AW539457ankyrin repeat and BTB (POZ) domain containing 2 NM_178890.3

27 Gene Nat10 MGC25461, Nat10, AI429152N-acetyltransferase 10 NM_153126.2

44 Gene Caprin1 P137, Caprin1, Mmgpip137, rng105, Caprin-1, AL022980, Gpiap, Gpiap1cell cycle associated protein 1 NM_016739.3, NM_001111289.1, NM_001111290.1, NM_001111291.1, NM_001111292.1

44 Gene 4930547E08Rik4930547E08RikRIKEN cDNA 4930547E08 gene NR_040514.1

17 Gene D430041D05Rik9630056G07Rik, G2, D430041D05RikRIKEN cDNA D430041D05 gene NM_001033347.2

34 Gene Hipk3 FIST3, DYRK6, Hipk3, PKYhomeodomain interacting protein kinase 3 NM_010434.2, NM_001145824.1

18 Gene Cstf3 CstF-77, C79532, 4732468G05Rik, MGC6373, Cstf3cleavage stimulation factor, 3' pre-RNA, subunit 3 NM_177253.4, NM_001037326.2, NM_145529.3

20 Gene Qser1 AI502974, Qser1, 4732486I23Rikglutamine and serine rich 1 NM_001123327.1

20 Gene 2310047K21RikAV090227, 2310047K21RikRIKEN cDNA 2310047K21 gene XM_003945352.1, XM_003946086.1

28 Gene Eif3m MGC118449, Tango7, Ga17, Eif3m, Pcid1eukaryotic translation initiation factor 3, subunit M NM_145380.2

40 Gene AI3148316030498F17, AI314831expressed sequence AI314831 NR_015462.1

40 Gene Wt1 D630046I19Rik, Wt-1, Wt1Wilms tumor 1 homolog NM_144783.2

24 Gene Rcn1 Rcn, Rcn1 reticulocalbin 1 NM_009037.2

17 Gene Bdnf Bdnf brain derived neurotrophic factor NM_001048139.1, NM_001048142.1, NM_001048141.1, NM_007540.4

23 Gene Gm13939Gm13939, OTTMUSG00000015136predicted gene 13939 NR_033473.1

23 Gene Lgr4 Gpr48, A330106J01Rik, 9130225G07, Lgr4, A930009A08Rikleucine-rich repeat-containing G protein-coupled receptor 4NM_172671.2

29 Gene Nutm1 4932438M10, RP23-336F11.32, Nut, Nutm1, BC125332NUT midline carcinoma, family member 1 NM_172521.1

29 Gene Nop10 Nola3, 1110036B12Rik, Nop10, NOP10PNOP10 ribonucleoprotein NM_025403.3

29 Gene Slc12a6 KCC3, 9530023I19Rik, gaxp, Slc12a6solute carrier family 12, member 6 NM_133649.2, NM_133648.2

29 Gene E330013P08RikE330013P08RikRIKEN cDNA E330013P08 gene XR_168396.1, XR_168804.1

30 Gene Katnbl1 2410042D21Rik, AA166487, AA473307, AI467442, Katnbl1katanin p80 subunit B like 1 NM_024254.3

20 Gene Grem1 ld, Drm, Grem1, Grem, Cktsf1b1gremlin 1 NM_011824.4

18 Gene Meis2 Stra10, A430109D20Rik, Mrg1, Meis2Meis homeobox 2 NM_010825.3, NM_001136072.2, NM_001159567.1, NM_001159568.1, NM_001159569.1, NM_001159570.1

18 Gene 2700033N17Rik2700033N17RikRIKEN cDNA 2700033N17 gene XR_107390.1, XR_104703.1
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18 Gene Spred1 AL024345, Spred1, AW047647, 5730461F13Riksprouty protein with EVH-1 domain 1, related sequenceNM_033524.2

22 Gene Fam98b 2610510H03Rik, Fam98bfamily with sequence similarity 98, member B NM_026620.3

27 Gene Eif2ak4 2610011M03, MGCN2, GCN2, Eif2ak4eukaryotic translation initiation factor 2 alpha kinase 4NM_001177806.1, NM_013719.3

24 Gene Srp14 AW536328, Srp14, 14kDasignal recognition particle 14 NM_009273.4

34 Gene Bub1b Bub1b, BUBR1, AU045529, MGC36092budding uninhibited by benzimidazoles 1 homolog, beta (S. cerevisiae)NM_009773.3

28 Gene Pak6 Pak6, 4732456M09p21 protein (Cdc42/Rac)-activated kinase 6 NM_001033254.3, NM_001145854.1

28 Gene Ankrd63 Gm1337, Ankrd63ankyrin repeat domain 63 NM_001081971.1

28 Gene Plcb2 B230205M18Rik, Plcb2, B230399N12, AI550384phospholipase C, beta 2 NM_177568.2

22 Gene 5430417L22Rik5430417L22Rik, ENSMUSG00000074918RIKEN cDNA 5430417L22 gene NR_030716.1

25 Gene A430105I19RikGm353, A430105I19RikRIKEN cDNA A430105I19 gene NM_001001982.2

21 Gene Bahd1 Gm117, Bahd1, AL022997, mKIAA0945, MGC117747, KIAA0945, AW541238bromo adjacent homology domain containing 1 NM_001045523.1

25 Gene Ccdc32 Ccdc32, MGC60849, Gm631coiled-coil domain containing 32 NM_199310.2

33 Gene Rpusd2 BB231107, 9630001E10, 4921503C21Rik, Rpusd2RNA pseudouridylate synthase domain containing 2 NM_173450.3

33 Gene Casc5 MGC91208, 2310043D08Rik, 5730505K17Rik, Casc5cancer susceptibility candidate 5 NM_029617.2

30 Gene Rad51 Reca, Rad51, Rad51a, AV304093 NM_011234.4

26 Gene Rmdn3 mRMD-3, Rmd3, AI131757, Fam82a2, Rmdn3, Ptpip51, 1200015F23Rik, PTPIP51regulator of microtubule dynamics 3 NM_001033136.3

18 Gene Gchfr Gchfr, 2010323F13Rik, GFRP, P35GTP cyclohydrolase I feedback regulator NM_177157.4

18 Gene Dnajc17 1700025B16Rik, D9Bwg1371e, Dnajc17, C87112DnaJ (Hsp40) homolog, subfamily C, member 17 NM_139139.2

18 Gene Gm14137Gm14137, OTTMUSG00000015762predicted gene 14137 NM_001039223.3

22 Gene Ppp1r14dPpp1r14, Ppp1r14d, 2010107K19Rikprotein phosphatase 1, regulatory (inhibitor) subunit 14DNM_028104.3

22 Gene Spint1 Spint1, HAI-1 serine protease inhibitor, Kunitz type 1 NM_016907.3

24 Gene Gm14207OTTMUSG00000015946, Gm14207predicted gene 14207 NR_030683.1

24 Gene Dll4 Delta4, Dll4 delta-like 4 (Drosophila) NM_019454.3

31 Gene Ino80 Ino80, 4632409L19Rik, 2310079N15Rik, Inoc1INO80 homolog (S. cerevisiae) NM_026574.3

24 Gene Chp1 Sid470p, AA960066, Cahp, Chp1, p24, AI046351, 1500003O03Rik, Chpcalcineurin-like EF hand protein 1 NM_019769.3

24 Gene 1700020I14RikAI585852, AI451541, AW538376, 1190006L01Rik, 1700020I14Rik, AW558897, 4933437I03RikRIKEN cDNA 1700020I14 gene NR_015473.1, NR_027832.1

30 Gene H3f3c H3f3c, OTTMUSG00000016509, Gm14384H3 histone, family 3C XM_889893.6

30 Gene Rtf1 AW553985, 2900005O08Rik, 6530416A09Rik, Rtf1, cbp82, AU043144, Gtl7, AI853581Rtf1, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae)NM_030112.2

22 Gene Itpka Itpka, MGC28924inositol 1,4,5-trisphosphate 3-kinase A NM_146125.2

22 Gene Ltk Ltk NM_008523.2, NM_206941.1, NM_203345.2, NM_206942.2

27 Gene Tyro3 Tyro3, Dtk, Etk-2, AI323366, Sky, Rse, Tif, BrtTYRO3 protein tyrosine kinase 3 NM_019392.2

37 Gene 6330405D24Rik6330405D24RikRIKEN cDNA 6330405D24 gene XR_168398.1, XR_168807.1

27 Gene Mga C80739, C130042M01Rik, AV312082, D030062C11Rik, Mga, Mad5MAX gene associated NM_013720.2, NM_001164274.1

26 Gene Zfp106 Znf106, Sh3bp3, H3a, D2Dcr28, sirm, Zfp106, Cd-1zinc finger protein 106 NM_011743.2

26 Gene Snap23 Syndet, 23kDa, Snap23, AA408749, SNAP-23, Sndtsynaptosomal-associated protein 23 NM_009222.3, NM_001177792.1, NM_001177793.1

35 Gene Cdan1 AW492297, CDA-I, MGC144128, 1500015A01Rik, Cdan1, CDA1, AI448026, CDAIcongenital dyserythropoietic anemia, type I (human)NM_026891.2

35 Gene Ttbk2 Ttbk, KIAA0847, 2610507N02Rik, AI326283, Ttbk1, Ttbk2, B930008N24Rik, mKIAA0847, TTKtau tubulin kinase 2 NM_001024856.2, NM_001024857.2, NM_080788.3

31 Gene AV039307AV039307 expressed sequence AV039307 NR_038349.1, NR_038350.1

31 Gene Ubr1 Ubr1, AI504731ubiquitin protein ligase E3 component n-recognin 1 NM_009461.2

31 Gene Lcmt2 Lcmt2, D330024M17, Tyw4leucine carboxyl methyltransferase 2 NM_177846.3

31 Gene Adal Adal, MGC62428, MGC63264, 4930578F03Rikadenosine deaminase-like NM_029475.1

27 Gene Zscan29 Zscan29, AW125441, MGC117957, Zfp690zinc finger SCAN domains 29 NM_178889.4

27 Gene Tubgcp4 76p, MGC28085, Tubgcp4, 4932441P04Rik, D2Ertd435etubulin, gamma complex associated protein 4 NM_153387.2

44 Gene Catsper2Catsper2 NM_153075.3

44 Gene Pdia3 ERp61, Pdia3, Plca, PLC[a], PDI, 58kDa, ERp57, Erp, PDI-Q2, PI-PLC, ERp60, Grp58protein disulfide isomerase associated 3 NM_007952.2

32 Gene Ell3 MGC31450, Ell3, A930015D22Rikelongation factor RNA polymerase II-like 3 NM_145973.2

32 Gene Serf2 Msmac1l, C80083, m4F5rel, Serf2small EDRK-rich factor 2 NM_011354.2
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32 Gene Serinc4 Serinc4, RP23-433P19.11serine incorporator 4 NM_001025371.2

32 Gene Hypk RP23-433P19.12, 2310003F16Rik, Hypk, HYPK, HSPC136huntingtin interacting protein K NM_026318.3

23 Gene Casc4 D130060C09Rik, Casc4, VGFG2573cancer susceptibility candidate 4 NM_177054.5, NM_199038.3, NM_001205369.1, NM_001205370.1, NM_001205371.1

20 Gene Mageb3 Mage-ps1, Mage-rs3, Smage3, Mageb3, Mage-b3melanoma antigen, family B, 3 NM_008545.2

20 Gene Ctdspl2 D2Ertd485e, Ctdspl2CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase like 2NM_212450.3

22 Gene Eif3j1 1810016I04Rik, eIF3-p35, eIF3-alpha, AA409117, Eif3j1, Eif3j-2, Eif3s1, Eif3j, C78575, 2700079K05Rik, Eif3j-1, eIF3j-A, eIF3j-B, AA409446, Eif3j2eukaryotic translation initiation factor 3, subunit J1 NM_144545.3

29 Gene Spg11 Spg11, A330015I11, 6030465E24Rik, C530005A01Rikspastic paraplegia 11 NM_145531.2

29 Gene Patl2 Pat1a, Patl2, 4930424G05Rikprotein associated with topoisomerase II homolog 2 (yeast)NM_026251.2

28 Gene Duox1 LNOX2, Duox1, 9930101G15Rik, THOX2, AW987690, Duox2, P138-TOX, NOXEF1, NOXEF2, THOX1, LNOX1dual oxidase 1 NM_001099297.1

28 Gene Shf Shf NM_001013829.2

38 Gene Spata5l1C130039A10Rik, Spata5l1, AV141009spermatogenesis associated 5-like 1 NM_001033256.2

38 Gene AA467197MGC58382, Nmes1, AA467197expressed sequence AA467197 NM_001004174.1

38 Gene Mir147 Mirn147, mmu-mir-147, Mir147microRNA 147 NR_030547.1

23 Gene Slc30a4 Znt4, Slc30a4, lmsolute carrier family 30 (zinc transporter), member 4NM_011774.2

19 Gene Bloc1s6 pa, Stx13bp1, BLOC-1, Pldn, Bloc1s6biogenesis of organelles complex-1, subunit 6, pallidinNM_019788.3

25 Gene Sema6d Sema6D-1, AA409156, 1110067B02Rik, Sema6D-5, Sema6d, mKIAA1479, D330011G23, Sema6D-6, Sema6D-2, Sema6D-4sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6DNM_172537.3, NM_199238.2, NM_199239.2, NM_199240.2, NM_199241.2

24 Gene Dut D2Bwg0749e, Dutp, 5031412I06Rik, 5133400F09Rik, dUTPase, Dutdeoxyuridine triphosphatase NM_023595.6, NM_001159646.1

41 Gene Fbn1 AI536462, B430209H23, Fib-1, Fbn1, Tskfibrillin 1 NM_007993.2

29 Gene Secisbp2lSecisbp2l, AI504340, C630011I23, 3110001I20RikSECIS binding protein 2-like NM_177608.3

25 Gene Cops2 Trip15, AI315723, alien-like, Csn2, Sgn2, Cops2, C85265COP9 (constitutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana)NM_009939.2

25 Gene Galk2 Gk2, 2810017M24Rik, AI327030, Galk2galactokinase 2 NM_175154.2

34 Gene Fam227bFam227b, 4930525F21Rikfamily with sequence similarity 227, member B NM_029455.2

34 Gene Dtwd1 Dtwd1, 1810033A06RikDTW domain containing 1 NM_026981.2

25 Gene Slc27a2 Vlacs, Slc27a2, FATP2, ACSVL1, Vlac, VLCSsolute carrier family 27 (fatty acid transporter), member 2NM_011978.2

35 Gene Gabpb1 GABPB1-1, GABPB, GABPB1-2, E4Tf1B, E4TF1-53, NRF2B2, E4TF1, E4TF1-47, BABPB2, NRF2B1, Gabpb1GA repeat binding protein, beta 1 NM_010249.1, NM_207669.1

31 Gene Trpm7 TRPPLIK, 2310022G15Rik, Ltrpc7, LTrpC-7, CHAK1, Trpm7, 5033407O22Rik, 4833414K03Rik, Ltpr7, CHAKtransient receptor potential cation channel, subfamily M, member 7NM_021450.2, NM_001164325.1

27 Gene Snrnp200U5-200KD, U5-200-KD, A330064G03Rik, HELIC2, Ascc3l1, Snrnp200, KIAA0788, BC011390small nuclear ribonucleoprotein 200 (U5) NM_177214.4

27 Gene Ciao1 Ciao1, Wdr39, AW210570cytosolic iron-sulfur protein assembly 1 NM_025296.4

34 Gene Tmem127Tmem127, 2310003P10Rik, AI317350, AI314202transmembrane protein 127 NM_175145.3

34 Gene Gm10766Gm10766, ENSMUSG00000074822predicted gene 10766 XM_003945353.1, XM_003946099.1

34 Gene Stard7 Stard7, AL022671, AI852671, MGC27663, AW544915START domain containing 7 NM_139308.2

21 Gene Kcnip3 AI413860, Kcnip3, Csen, R74849, KChIP3, DREAM, 4933407H12RikKv channel interacting protein 3, calsenilin NM_019789.3, NM_001111331.1

30 Gene Zfp661 2810405K07Rik, Zfp661, A1-5, Znf2zinc finger protein 661 NM_028141.3, NM_001111029.1

30 Gene Mrps5 AI850294, Mrps5, 1620401I16Rikmitochondrial ribosomal protein S5 NM_029963.2

29 Gene Bub1 C80208, D2Xrf87, Bub1a, Bub1, AL022991budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae)NM_001113179.1, NM_009772.2

32 Gene Acoxl Acoxl, AV025673, 1200014P05Rikacyl-Coenzyme A oxidase-like NM_028765.3

32 Gene Bcl2l11 Bcl2l11, Bod, 1500006F24Rik, BimBCL2-like 11 (apoptosis facilitator) NM_207680.2, NM_207681.2, NM_009754.3

19 Gene Anapc1 2610021O03Rik, AW547281, tsg24, AI047775, Anapc1, Mcpr, AI853536, Apc1anaphase promoting complex subunit 1 NM_008569.2

25 Gene Mertk Eyk, Mertk, Mer, Nyk, nmf12c-mer proto-oncogene tyrosine kinase NM_008587.1, XM_003689343.1

28 Gene Tmem87bAU014804, Tmem87b, 2810431I02Rik, 2610301K12Riktransmembrane protein 87B NM_028248.2

26 Gene Zc3h8 Zc3hdc8, Zc3h8, AU020882, E130108N08Rik, Fliz1zinc finger CCCH type containing 8 NM_020594.2

20 Gene Gm14025OTTMUSG00000015417, Gm14025predicted gene 14025 XM_001004454.1, XM_003086259.1

34 Gene Gm14022OTTMUSG00000015407, Gm14022predicted gene 14022 XR_104719.3, XR_107406.3

34 Gene Ttl AI848570, 2700049H19Rik, 2410003M22Rik, Ttltubulin tyrosine ligase NM_027192.2

26 Gene Slc20a1 Glvr-1, AI607883, Slc20a1, Glvr1solute carrier family 20, member 1 NM_015747.2, NM_001159593.1

21 Gene Ckap2l 2610318C08Rik, 2010016H04Rik, AV070319, Ckap2lcytoskeleton associated protein 2-like NM_181589.3

21 Gene Gm14023OTTMUSG00000015408, Gm14023predicted gene 14023 NR_040371.1
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21 Gene Il1a Il-1a, Il1a interleukin 1 alpha NM_010554.4

30 Gene 4932416H05Rik4932416H05RikRIKEN cDNA 4932416H05 gene NR_029452.1

30 Gene Stk35 Stk35, 1700054C12Rik, CLIK1, Stk35l1serine/threonine kinase 35 NM_001038635.2, NM_183262.3

44 Gene Snrpb SM11, AU018828, SMB, AL024368, SM-B, Snrpb, SNRNP-Bsmall nuclear ribonucleoprotein B NM_009225.2

33 Gene Tmc2 Tmc2, CWEA2 transmembrane channel-like gene family 2 NM_138655.1

33 Gene Nop56 2310044F10Rik, Nop56, Nol5aNOP56 ribonucleoprotein NM_024193.2

33 Gene Snord110Snord110, MBII-55small nucleolar RNA, C/D box 110 NR_028547.1

33 Gene Snord57 Snord57, MBII-434small nucleolar RNA, C/D box 57 NR_028528.1

33 Gene Idh3b Idh3b, C78231 isocitrate dehydrogenase 3 (NAD+) beta NM_130884.4

24 Gene Ebf4 O/E-4, Ebf3, Olf-1, Ebf4early B cell factor 4 NM_001110513.1

31 Gene Ptpra Ptpra, Ptpalpha, Ptpa, MGC118095, Rptpalpha, Rptra, Rptralphaprotein tyrosine phosphatase, receptor type, A NM_008980.2, NM_001163688.1

31 Gene 4930473A02Rik4930473A02RikRIKEN cDNA 4930473A02 gene NR_040348.1

31 Gene Mrps26 MRP-S26, MRP-S13, AI648866, Mrps26, GI008, Rpms13mitochondrial ribosomal protein S26 NM_207207.1

22 Gene Ubox5 C330018L13Rik, Ubox5, Ube7ip5, 1500010O06Rik, Ubce7ip5, UIP5, Rnf37U box domain containing 5 NM_001255993.1, NM_001255994.1, NM_080562.5

22 Gene Fastkd5 MGC60835, C78212, mKIAA1792, KIAA1792, FLJ13149, Fastkd5FAST kinase domains 5 NM_198176.2, NM_001146084.1

22 Gene Lzts3 Lzts3, Prosapip1, Prosapip1leucine zipper, putative tumor suppressor family member 3NM_197945.3

19 Gene Slc4a11 NaBC1, BTR1, AI503023, Slc4a11solute carrier family 4, sodium bicarbonate transporter-like, member 11NM_001081162.1

29 Gene A730017L22RikA730017L22RikRIKEN cDNA A730017L22 gene NR_015523.2

29 Gene Atrn mg, AW558010, mahogany, mKIAA0548, Atrn, Mgcaattractin NM_009730.2

24 Gene Hspa12b2700081N06Rik, Hspa12bheat shock protein 12B NM_028306.3

24 Gene 1700037H04Rik1700037H04Rik NM_026091.2

44 Gene Spef1 4931426K16Rik, Spef1, Clampsperm flagellar 1 NM_027641.2

44 Gene Cenpb Cenpb NM_007682.2

44 Gene Cdc25b AI604853, Cdc25b NM_001111075.4, NM_023117.4

21 Gene Pank2 4933409I19Rik, Pank2, MGC118448, AI642621 NM_153501.2

22 Gene Rnf24 D2Ertd504e, AI317164, C86507, 2810473M14Rik, Rnf24, 4930505A13Rikring finger protein 24 NM_178607.4

26 Gene Smox Smox, PAO, SMO, PAOh1, B130066H01Rikspermine oxidase NM_001177833.1, NM_001177834.1, NM_001177835.1, NM_001177836.1, NM_001177837.1, NM_001177838.1, NM_001177839.1, NM_001177840.1, NM_145533.2

21 Gene Prnp PrPSc, Prn-p, CD230, PrP&lt;C&gt;, AI325101, PrP, AA960666, Prnp, Prn-i, PrPC, Sincprion protein NM_011170.2

18 Gene Rassf2 Rassf2, 3830431H01Rik, 9030412M04Rik, AI852669, AW495050Ras association (RalGDS/AF-6) domain family member 2NM_175445.4

23 Gene Slc23a2 SVCT2, YSPL3, NBTL1, Slc23a2, mKIAA0238, Slc23a1, AI844736, YSPL2solute carrier family 23 (nucleobase transporters), member 2NM_018824.2

31 Gene Pcna Pcna proliferating cell nuclear antigen NM_011045.2

31 Gene Cds2 5730460C18Rik, AI854580, Cds2, D2Wsu127e, 5730450N06RikCDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 2NM_138651.6

22 Gene Gpcpd1 2310004G06Rik, Prei4, mKIAA1434, AU015213, Gde5, 2310032D16Rik, Gpcpd1glycerophosphocholine phosphodiesterase GDE1 homolog (S. cerevisiae)NM_028802.2, NM_001042671.1, NM_001042672.1

30 Gene Trmt6 mKIAA1153, Trmt6, AU016412, CGI-09, AW492787, 3300001M20RiktRNA methyltransferase 6 NM_175113.3

30 Gene Mcm8 5730432L01Rik, Mcm8minichromosome maintenance deficient 8 (S. cerevisiae)NM_025676.3

18 Gene Lrrn4 B430119L13Rik, Nlrr4, Lrrn4leucine rich repeat neuronal 4 NM_177303.4

19 Gene Bmp2 Bmp2a, Bmp2, AI467020bone morphogenetic protein 2 NM_007553.2

18 Gene Plcb1 3110043I21Rik, AI132408, Plcb, Plcb1, mKIAA0581phospholipase C, beta 1 NM_019677.2, NM_001145830.1

25 Gene Jag1 Jag1, Ser-1, Htu, Headturner, slalom, ABE2, Gsfabe2, Ozz, Serrate-1jagged 1 NM_013822.5

19 Gene Ism1 Ism1, Ism, Isthmin, 5430433G21Rik, AV354986isthmin 1 homolog (zebrafish) NM_001126490.1

22 Gene Bfsp1 Bfsp1 NM_009751.2

26 Gene Dstn sid23p, Dstn, 2610043P17Rik, corn1, AU042046, Dsn, ADFdestrin NM_019771.2

30 Gene Rrbp1 p180, 5730465C04Rik, mRRp5.4, mRRp10, mRRp16.8, mRRp47, mRRp15b, mRRp0, mRRp15a, Rrbp1, ES/130, mRRp41, mKIAA1398, mRRp2, 1700087N07Rik, mRRp1.8ribosome binding protein 1 NM_024281.2, NM_133626.2

42 Gene Snx5 0910001N05Rik, 1810032P22Rik, Snx5, AU019504, D2Ertd52esorting nexin 5 NM_001199188.1, NM_024225.5

42 Gene Snord17 Snord17, MBI-43small nucleolar RNA, C/D box 17 NR_030762.1

42 Gene Mgme1 8430406I07Rik, AI426476, Mgme1mitochondrial genome maintainance exonuclease 1 NM_028984.4

26 Gene Sec23b Sec23b NM_001252543.1, NM_001252544.1, NM_001252545.1, NM_019787.4, NR_045534.1

Page 606 of 1163



26 Gene Gm561 Gm561 predicted gene 561 NM_001033297.2

26 Gene Dtd1 Dtd1, Hars2, 0610006H08Rik NM_025314.3

37 Gene Naa20 MGC144325, Nat5, D2Ertd186e, 1500004D14Rik, AU041458, Naa20, 2900026I01RikN(alpha)-acetyltransferase 20, NatB catalytic subunitNM_026425.3, NM_001141965.1

31 Gene Crnkl1 Crnkl1, crn, 5730590A01Rik, C80326, 1200013P10RikCrn, crooked neck-like 1 (Drosophila) NM_025820.3

31 Gene 4930529M08RikMGC129508, 4930529M08Rik, BC024760, MGC58680, MGC129509, BB178539RIKEN cDNA 4930529M08 gene NM_175280.3

19 Gene Insm1 IA-1, Insm1 insulinoma-associated 1 NM_016889.3

36 Gene Xrn2 Xrn2 5'-3' exoribonuclease 2 NM_011917.2

17 Gene Foxa2 HNF3beta, HNF3-beta, Hnf-3b, Tcf3b, Tcf-3b, Foxa2, Hnf3bforkhead box A2 NM_010446.2

24 Gene Sstr4 sst4, Smstr4, Sstr4somatostatin receptor 4 NM_009219.3

24 Gene Thbd CD141, TM, Thbd, AI385582thrombomodulin NM_009378.3

23 Gene Nxt1 1110001N02Rik, Nxt1NTF2-related export protein 1 NM_019761.6, NM_001110159.1

23 Gene Gzf1 Gzf1, Zfp336, 8430437G08Rik, mGZF1GDNF-inducible zinc finger protein 1 NM_028986.3

26 Gene Cst3 CysC, Cst3 cystatin C NM_009976.3

25 Gene Syndig1 Syndig1, OTTMUSG00000015750, Tmem90b, AW123113, H2C20orf39, SynDIG1, Gm14134, DSPC2synapse differentiation inducing 1 NM_001085521.2

25 Gene Apmap 2310001A20Rik, AI314817, Apmapadipocyte plasma membrane associated protein NM_027977.2

25 Gene Acss1 AceCS2, Acss1, 1110032O15Rik, Acas2l, Acas2, AI788978acyl-CoA synthetase short-chain family member 1 NM_080575.2

18 Gene E130215H24RikE130215H24RikRIKEN cDNA E130215H24 gene NR_040331.1

32 Gene Pygb MGC36329, Pygbbrain glycogen phosphorylase NM_153781.1

24 Gene Ninl mKIAA0980, 4930519N13Rik, Ninl, Gm1634, Gm1004ninein-like NM_207204.2

31 Gene Fkbp1a FKBP12-T1, FKBP12, Fkbp1, FKBP12-T2, mFKBP1, Fkbp1a, mFKBP12, Fkbp, 12kDaFK506 binding protein 1a NM_008019.2

33 Gene Psmf1 AW048666, Psmf1, PI31, MGC18784, BC012260proteasome (prosome, macropain) inhibitor subunit 1NM_212446.1

33 Gene 4930556L07Rik1700020P01Rik, 4930593I08Rik, 4930556L07RikRIKEN cDNA 4930556L07 gene XR_107453.1, XR_104740.1

27 Gene Scrt2 Scrt2, AW060659scratch homolog 2, zinc finger protein (Drosophila) NM_001160410.1

25 Gene Srxn1 Srxn1, Npn3, Srx1, AW488194, Srx, 1700127B04Rik, TX01, AI854065sulfiredoxin 1 homolog (S. cerevisiae) NM_029688.5

30 Gene Csnk2a1 MGC102141, Csnk2a1-rs4, Csnk2a1casein kinase 2, alpha 1 polypeptide NM_007788.3

17 Gene Tbc1d20 2810442O16Rik, Tbc1d20, AI414693, 1110028I04RikTBC1 domain family, member 20 NM_024196.3

21 Gene Rbck1 HOIL-1L, HOIL-1, Rbck1, Ubce7ip3, AL033326, UIP28RanBP-type and C3HC4-type zinc finger containing 1 NM_019705.3, NM_001083921.1

21 Gene Trib3 SKIP3, TRB-3, Nipk, SINK, Trb3, Trib3, Ifld2tribbles homolog 3 (Drosophila) NM_175093.2

36 Gene Sox12 Sox12, 2010205A02RikSRY-box containing gene 12 NM_011438.2

33 Gene Zcchc3 Zcchc3, 2810406K24Rikzinc finger, CCHC domain containing 3 NM_175126.4

33 Gene 6820408C15Rik6820408C15Rik NM_177656.3

21 Gene Defb25 Defb25, OTTMUSG00000015862defensin beta 25 NM_001039122.1

25 Gene Rem1 Rem, E030011C07Rik, Rem1rad and gem related GTP binding protein 1 NM_009047.5

48 Gene H13 1200006O09Rik, AV020344, H-13, Spp, Hm13, 5031424B04Rik, PSL3, 4930443L17Rik, H13histocompatibility 13 NM_010376.4, NM_001159551.1, NM_001159552.1, NM_001159553.1

39 Gene Id1 Idb1, Id1, D2Wsu140e, bHLHb24, AI323524inhibitor of DNA binding 1 NM_010495.2

24 Gene Bcl2l1 BclX, MGC113803, MGC99998, Bcl(X)L, Bcl-XL, Bcl2l1, Bcl-Xs, bcl-x, Bcl2lBCL2-like 1 NM_009743.4

21 Gene Tpx2 Tpx2, REPP86, p100, 2610005B21Rik, DIL2TPX2, microtubule-associated protein homolog (Xenopus laevis)NM_001141975.1, NM_001141976.1, NM_001141977.1, NM_001141978.1, NM_028109.4

24 Gene Mylk2 9830004H17Rik, Mylk2, BB138278myosin, light polypeptide kinase 2, skeletal muscle NM_001081044.2

29 Gene Foxs1 FREAC10, Fkh3, Fkhl18, Foxs1forkhead box S1 NM_010226.2

29 Gene Dusp15 AI851682, T-DSP10, LMW-DSP10, Dusp15dual specificity phosphatase-like 15 NM_145744.2, NM_001159376.1

36 Gene Ttll9 Ttll9, 4930509O20Rik, AW046572, 1700016F23Riktubulin tyrosine ligase-like family, member 9 NM_001083618.1, NM_029064.2

36 Gene Pdrg1 Pdrg, 1110004D19Rik, AU020945, Pdrg1, AV006589p53 and DNA damage regulated 1 NM_178939.2

26 Gene Xkr7 Xkr7, AY534253X Kell blood group precursor related family member 7 homologNM_001011732.1

27 Gene Kif3b Kif3b, AI854312, mKIAA0359, AW549267kinesin family member 3B NM_008444.4

31 Gene 2500004C02Rik2500004C02RikRIKEN cDNA 2500004C02 gene NR_040318.1

31 Gene Asxl1 Asxl1, mKIAA0978, DKFZp434N0535 NM_001039939.1

31 Gene 8430427H17Rik8430427H17Rik, AI429157, 4931410H15, Gm1636RIKEN cDNA 8430427H17 gene NM_001134300.2, NM_001001986.2
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23 Gene 7530422B04RikGm563, 7530422B04RikRIKEN cDNA 7530422B04 gene XM_003945357.1, XM_003946104.1

23 Gene Dnmt3b MGC124407, Dnmt3b, MmuIIIBDNA methyltransferase 3B NM_001003961.3, NM_001003960.3, NM_010068.4, NM_001003963.3, NM_001122997.1

22 Gene Snta1 Snt1, AW228934, Snta1syntrophin, acidic 1 NM_009228.2

19 Gene Cbfa2t2 C330013D05Rik, Cbfa2t2, MTGR1, A430091M07, Cbfa2t2hcore-binding factor, runt domain, alpha subunit 2, translocated to, 2 (human)NM_172860.2, NM_009823.1

19 Gene Necab3 Apba2bp, XB51, 2900010M17Rik, Necab3, Nip1, AI853434N-terminal EF-hand calcium binding protein 3 NM_021546.3

19 Gene E2f1 mKIAA4009, E2F-1, KIAA4009, E2f1E2F transcription factor 1 NM_007891.4

24 Gene Pxmp4 Pmp24, 3010018P03Rik, Pxmp4peroxisomal membrane protein 4 NM_021534.3

24 Gene Zfp341 MGC73471, Znf341, Zfp341zinc finger protein 341 NM_199304.1

16 Gene Chmp4b Snf7-2, C76846, Chmp4b, 2010012F05Rikcharged multivesicular body protein 4B NM_029362.3

39 Gene Raly Merc, AI663842, RalyhnRNP-associated with lethal yellow NM_023130.3, NM_001139511.1, NM_001139512.1, NM_001139513.1

28 Gene Eif2s2 AA571381, 38kDa, AA408636, AW822225, 2810026E11Rik, Eif2s2, AA986487, D2Ertd303e, MGC130606, EIF2B, EIF2eukaryotic translation initiation factor 2, subunit 2 (beta)NM_026030.2

27 Gene Itch C230047C07Rik, 6720481N21Rik, KIAA4011, A130065M08, mKIAA4011, Itch, AIP4, 8030492O04Rikitchy, E3 ubiquitin protein ligase NM_001243712.1, NM_008395.3

31 Gene Trp53inp21110029F20Rik, Trp53inp2, Tp53inp2transformation related protein 53 inducible nuclear protein 2NM_178111.3

31 Gene Ncoa6 ASC2, ASC-2, NRC, Ncoa7, PRIP, Ncoa6, RAP250, AIB3, mKIAA0181, MGC90663nuclear receptor coactivator 6 NM_001242558.1, NM_019825.3

29 Gene Trpc4ap 4833429F06Rik, FLJ00177, D2Ertd113e, mFLJ00177, Trpc4ap, Trrp4ap, trusstransient receptor potential cation channel, subfamily C, member 4 associated proteinNM_019828.2, NM_001163452.1

29 Gene Edem2 9530090G24Rik, Edem2, AI327354ER degradation enhancer, mannosidase alpha-like 2 NM_145537.2

19 Gene Mmp24 Mmp24, MT5-MMP, AU040325, MT5MMP, MTMMP5matrix metallopeptidase 24 NM_010808.3

19 Gene BC029722BC029722 cDNA sequence BC029722 NR_015528.1

19 Gene Eif6 CAB, AA408895, 1110004P11, Itgb4bp, Eif6, p27(BBP), imc-415, eIF-6, p27BBPeukaryotic translation initiation factor 6 NM_010579.2

19 Gene Fam83c Fam83c, MGC133000, MGC133001, 5530400B04Rikfamily with sequence similarity 83, member C NM_027788.2

30 Gene Cep250 AW490617, Cep2, B230210E21Rik, Inmp, Cep250centrosomal protein 250 NM_008383.3, NM_177217.3, NM_001130000.1, NM_001129999.1

26 Gene Spag4 MGC130280, MNCb-0953, 1700041K21Rik, Sun4, mKIAA4118, Spag4, KIAA4118sperm associated antigen 4 NM_139151.4

26 Gene Cpne1 mKIAA4108, 1810028N16Rik, KIAA0765, Cpne1, KIAA4108copine I NM_170588.3, NM_170590.3

23 Gene Rbm12 AI852903, 9430070C08Rik, Rbm12, 5730420G12Rik, MGC30712, SWAN, MGC38279, mKIAA0765RNA binding motif protein 12 NM_029397.3, NM_170598.2

43 Gene Nfs1 m-Nfsl, m-Nfs1, Nfs1, AA987187nitrogen fixation gene 1 (S. cerevisiae) NM_010911.2

43 Gene Romo1 Romo1, 2010100O12Rik, AI853864reactive oxygen species modulator 1 NM_001164216.1, NM_001164217.2, NM_025946.6

43 Gene Rbm39 2310040E03Rik, 1500012C14Rik, C79248, R75070, B330012G18Rik, Rnpc2, caper, Rbm39RNA binding motif protein 39 NM_133242.2

41 Gene LOC101055858 uncharacterized LOC101055858 XM_003946106.1, XM_003945359.1

37 Gene Phf20 Phf20, 6820402O20RikPHD finger protein 20 NM_172674.2

30 Gene Scand1 2310003H23Rik, Ppargc2, Leap1, PGC-2, Scand1SCAN domain-containing 1 NM_020255.3

30 Gene Cnbd2 4921517L17Rik, Cnbd2, 5430421B09Rikcyclic nucleotide binding domain containing 2 NM_027585.2

30 Gene Gm14251OTTMUSG00000016083, Gm14251predicted gene 14251

29 Gene Gm14173OTTMUSG00000015874, Gm14173ribosomal protein L37a pseudogene

29 Gene Epb4.1l1mKIAA0338, Epb41l1, Epb4.1l1, 4.1N, NBL1erythrocyte protein band 4.1-like 1 NM_013510.3, NM_001006664.2, NM_001003815.2

17 Gene Gm14169OTTMUSG00000015869, Gm14169predicted gene 14169 NR_040372.1

26 Gene Dlgap4 KIAA0964, MGC117830, DAP4, Dlgap4, DAP-4, SAPAP-4, WBP16, Sapap4, MGC37636, AI225853, BC024558, mKIAA0964discs, large homolog-associated protein 4 (Drosophila)NM_001042487.1, NM_001042488.1, NM_146128.5

26 Gene 4930405A21Rik4930405A21RikRIKEN cDNA 4930405A21 gene NR_040505.1

32 Gene Gm14230Gm14230, OTTMUSG00000016036predicted gene 14230 XR_107459.1, XR_107458.1, XR_107460.1, XR_104747.1, XR_104746.1, XR_104748.1

32 Gene Tgif2 C80753, 4921501K24, 5730599O09Rik, C81206, Tgif2TGFB-induced factor homeobox 2 NM_173396.2

28 Gene 5430405H02Rik2610307N17Rik, 5430405H02RikRIKEN cDNA 5430405H02 gene NR_015591.1, NR_027914.1

28 Gene 4930518I15Rik4930518I15RikRIKEN cDNA 4930518I15 gene XR_104749.2

28 Gene 1110008F13Rik1110008F13Rik, AI316789RIKEN cDNA 1110008F13 gene NM_026124.3

28 Gene Sla2 SLAP2, A930009E21Rik, Sla2, AI430952, SLAP-2Src-like-adaptor 2 NM_029983.5

30 Gene Dsn1 Dsn1, AW552447, 1700022L09RikDSN1, MIND kinetochore complex component, homolog (S. cerevisiae)NM_025853.3

30 Gene Soga1 Soga, D430036N24Rik, 9830001H06Rik, AI426038, Soga1suppressor of glucose, autophagy associated 1 NM_001164663.1

25 Gene Tldc2 Gm1332, Tldc2TBC/LysM associated domain containing 2 NM_001177439.1

26 Gene Samhd1 E330031J07Rik, Mg11, Samhd1SAM domain and HD domain, 1 NM_018851.3, NM_001139520.1
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23 Gene Rbl1 PRB1, p107, AW547426, Rbl1retinoblastoma-like 1 (p107) NM_011249.2, NM_001139516.1

36 Gene Mroh8 Mroh8, 4922505G16Rikmaestro heat-like repeat family member 8 NM_001039557.3

36 Gene Rpn2 AV261018, 1300012C06Rik, Rpn-2, Rpn2ribophorin II NM_019642.4

24 Gene Manbal AI836500, 1810024K12Rik, Manbalmannosidase, beta A, lysosomal-like NM_026968.3

35 Gene Blcap MGC102074, Bc10, Blcap, AI462828bladder cancer associated protein homolog (human)NM_016916.3

35 Gene Nnat Nnat, Peg5, AW107673, 5730414I02Rikneuronatin NM_010923.2, NM_180960.2

30 Gene 9430008C03Rik9430008C03RikRIKEN cDNA 9430008C03 gene NR_015463.1, NR_027887.1

25 Gene Ralgapb AI507211, mKIAA1219, B230339M05Rik, 9330195P16, RalgapbRal GTPase activating protein, beta subunit (non-catalytic)NM_177658.3

37 Gene Ppp1r16bTIMAP, Ppp1r16b, Wdt4, ANKRD4, C130078N17Rikprotein phosphatase 1, regulatory (inhibitor) subunit 16BNM_153089.4, NM_001159662.1

37 Gene Fam83d BB104611, Fam83d, MGC92947, 2310007D09Rikfamily with sequence similarity 83, member D NM_027975.2

24 Gene Mafb Mafb, Krml1, Kreisler, Krml, krv-maf musculoaponeurotic fibrosarcoma oncogene family, protein B (avian)NM_010658.3

33 Gene Top1 Top-1, Top1, D130064I21Rik, AI467334topoisomerase (DNA) I NM_009408.2

33 Gene Plcg1 Plcg1, AI894140, Plc-gamma1, Cded, Plc-1, Plcg-1phospholipase C, gamma 1 NM_021280.3

27 Gene Zhx3 9530010N21Rik, Tix1, Zhx3, 4932418O04Rik, mKIAA0395, 1810059C13Rikzinc fingers and homeoboxes 3 NM_177263.3

27 Gene Lpin3 AA438110, KIAA4023, MGC143992, MGC143991, mKIAA4023, Lpin3, 9130206L11Rik, AV236139lipin 3 NM_001199118.1, NM_022883.3

25 Gene Emilin3 EMILIN-T, 1110013O17Rik, Emilin5, Emilin3elastin microfibril interfacer 3 NM_182840.1

36 Gene Srsf6 Srsf6, AW146126, Sfrs6, 1210001E11Rik, AI314910serine/arginine-rich splicing factor 6 NM_026499.4

26 Gene Sgk2 Sgkl, AI098171, AW146006, Sgk2serum/glucocorticoid regulated kinase 2 NM_013731.2

26 Gene Ift52 MGC47065, BC037708, NGD5, Ift52intraflagellar transport 52 NM_172150.4

25 Gene Mybl2 Mybl2, B-Myb, Bmybmyeloblastosis oncogene-like 2 NM_008652.2

36 Gene 3230401D17Rik3230401D17Rik, AI256769, RP23-297J14.5, Perit1RIKEN cDNA 3230401D17 gene NM_025699.2

48 Gene Fitm2 Fit2, Fitm2, D930001I22Rik, AI414861fat storage-inducing transmembrane protein 2 NM_173397.4

48 Gene 2310001K24Rik2310001K24RikRIKEN cDNA 2310001K24 gene NR_028122.1

29 Gene Serinc3 TMS-1, DIFF33, Tde1, Serinc3, AIGP1, AA959945, AA960047serine incorporator 3 NM_012032.4

29 Gene 0610039K10Rik0610039K10RikRIKEN cDNA 0610039K10 gene NR_028113.1

29 Gene Ywhab Ywhab, 1300003C17Riktyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptideNM_018753.6

34 Gene Tomm34TOM34, 2610100K07Rik, Tomm34b, Tomm34, Tomm34atranslocase of outer mitochondrial membrane 34 NM_025996.4

34 Gene Stk4 AU020804, Ysk3, Kas-2, AI447339, Mst1, Stk4serine/threonine kinase 4 NM_021420.3

20 Gene Kcns1 Kv9.1, Kcns1 K+ voltage-gated channel, subfamily S, 1 NM_008435.2

20 Gene Wfdc5 Prg5, PRG5, BC019734, Wfdc5, WAP1, Wap1WAP four-disulfide core domain 5 NM_145369.3

16 Gene Sdc4 Sdc4, Synd4, AW108331, syndecan-4, AA959608, ryudocansyndecan 4 NM_011521.2

30 Gene Sys1 2610042O14Rik, C87389, AI266964, Sys1SYS1 Golgi-localized integral membrane protein homolog (S. cerevisiae)NM_025575.3

30 Gene Trp53tg5Trp53tg5, 1700126L10Riktransformation related protein 53 target 5 XR_033202.2, XR_035042.2

32 Gene Dbndd2 1110017A21Rik, AW048677, Dbndd2, D2Bwg0891e, 2900022J10Rik, Nkip, R74724, AU041050dysbindin (dystrobrevin binding protein 1) domain containing 2NM_001048227.1, NM_026797.2, NM_001048228.1, NM_001048229.1

32 Gene Pigt 2510012P17Rik, Ndap7, 4930534E15Rik, Pigt, CGI-06, NDAPphosphatidylinositol glycan anchor biosynthesis, class TNM_133779.2

25 Gene Wfdc3 1700127F16Rik, 1700015L13Rik, Wfdc3WAP four-disulfide core domain 3 NM_027961.1

25 Gene LOC101055924 uncharacterized LOC101055924 XM_003945346.1, XM_003946102.1

25 Gene Dnttip1 6430706C13Rik, Dnttip1deoxynucleotidyltransferase, terminal, interacting protein 1NM_133763.1

32 Gene Tnnc2 Tncs, Tnnc2 troponin C2, fast NM_009394.2

32 Gene Snx21 AI481716, 5730407K14Rik, Snx21sorting nexin family member 21 NM_133924.3

32 Gene Acot8 PTE-2, Acot8, Pte1acyl-CoA thioesterase 8 NM_133240.2

32 Gene Zswim1 Zswim1, 2410003H12Rik, AI850991, BB046916zinc finger SWIM-type containing 1 NM_028028.2

32 Gene Spata25 1700020C07Rik, Tsg23, Spata25spermatogenesis associated 25 NM_029370.1

32 Gene Neurl2 Neurl2, Ozz-E3, Ozz, Neur2neuralized-like 2 (Drosophila) NM_001082974.2

32 Gene Ctsa Ctsa, Ppgb, AU019505, PPCAcathepsin A NM_001038492.1, NM_008906.3

32 Gene Pltp Bpife, Pltp, OD107phospholipid transfer protein NM_011125.2

37 Gene Pcif1 MGC25976, C20orf67, F730014I05Rik, Pcif1, 2310022K11RikPDX1 C-terminal inhibiting factor 1 NM_146129.3
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32 Gene Zfp335 Nif1, 1810045J01Rik, MGC86001, Zfp335, Znf335, NIF-1zinc finger protein 335 NM_199027.2

32 Gene Gm11458Gm11458, OTTMUSG00000001112predicted gene 11458 XR_107466.1, XR_104757.1

18 Gene Slc12a5 KCC2, mKIAA1176, Slc12a5solute carrier family 12, member 5 NM_020333.2

37 Gene Ncoa5 Ncoa5, CIA, MGC28864nuclear receptor coactivator 5 NM_144892.1

27 Gene Slc35c2 CGI-15, D2Wsu58e, C85957, MGC18664, Slc35c2, Ovcov1solute carrier family 35, member C2 NM_001252573.1, NM_001252574.1, NM_001252575.1, NM_144893.2, NR_045544.1

27 Gene Elmo2 Elmo2, CED-12, 1190002F24Rik, mKIAA1834engulfment and cell motility 2 NM_080287.2, NM_207705.1, NM_207706.1

22 Gene Slc13a3 SDCT2, NaDC3, Slc13a3, NaDC-3solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 3NM_054055.2

23 Gene Ncoa3 Rac3, Actr, 2010305B15Rik, bHLHe42, KAT13B, AW321064, Tram-1, Aib1, p/Cip, Src3, Tram1, Ncoa3, pCipnuclear receptor coactivator 3 NM_008679.3

25 Gene Sulf2 Sulf2, AU020235, 2010004N24Rik, mKIAA1247sulfatase 2 NM_001252578.1, NM_001252579.1, NM_028072.5

23 Gene Prex1 G630042G04, Prex1, P-REX1, Setd6phosphatidylinositol-3,4,5-trisphosphate-dependent Rac exchange factor 1NM_177782.3

19 Gene Trp53rk Nori-2, MGC2882, Tp53rk, Trp53tk, 4933401B08Rik, 5630401H01Rik, 2810408M09Rik, PRPK, mNori-2p, Trp53rktransformation related protein 53 regulating kinase NM_023815.4

37 Gene Arfgef2 AI463430, Arfgef2, E230011G24Rik, AW493672, BIG2ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited)NM_001085495.2

37 Gene Cse1l Capts, Cse1l, AA407533, Xpo2, 2610100P18Rik, Caschromosome segregation 1-like (S. cerevisiae) NM_023565.3

18 Gene Stau1 AW549911, 5830401L18Rik, C85792, Stau, Stau1staufen (RNA binding protein) homolog 1 (Drosophila)NM_011490.3, NM_001109905.1, NM_001109906.1

28 Gene Ddx27 C86129, Ddx27DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 NM_153065.3

22 Gene Znfx1 Znfx1, AI481105zinc finger, NFX1-type containing 1 NM_001033196.2

22 Gene 1500012F01Rik1500012F01Rik, Zfas1RIKEN cDNA 1500012F01 gene NM_001081005.1

22 Gene Snord12 Snord12, MBII-99small nucleolar RNA, C/D box 12 NR_028540.1

29 Gene Kcnb1 Kcnb1, Kv2.1, Shab, Kcr1-1potassium voltage gated channel, Shab-related subfamily, member 1NM_008420.4

24 Gene Ptgis Pgis, Cyp8, Cyp8a1, Ptgisprostaglandin I2 (prostacyclin) synthase NM_008968.3

32 Gene Spata2 MGC38980, AI504642, mKIAA0757, Spata2spermatogenesis associated 2 NM_170756.2

32 Gene Rnf114 1110008J21Rik, Zfp313, Rnf114, Zfp228, AW549494, Znf228, AI225886ring finger protein 114 NM_030743.5

31 Gene Snai1 Snai1, Sna, Snail1, AI194338, Snail, Sna1snail homolog 1 (Drosophila) NM_011427.2

17 Gene Ube2v1 AI256840, 0610011J09Rik, CROC1, D7Bwg1382e, Ube2v1ubiquitin-conjugating enzyme E2 variant 1 NM_023230.2

23 Gene Tmem189Kua, Tmem189, AI840826transmembrane protein 189 NM_145538.2

29 Gene Cebpb NF-IL6, Nfil6, IL-6DBP, LAP, NF-M, CRP2, C/EBPbeta, Cebpb, LIPCCAAT/enhancer binding protein (C/EBP), beta NM_009883.3

29 Gene A530013C23RikA530013C23RikRIKEN cDNA A530013C23 gene NR_015500.2

19 Gene Ptpn1 PTP-1B, PTP1B, PTP-HA2, Ptpn1protein tyrosine phosphatase, non-receptor type 1 NM_011201.3

26 Gene Pard6b AV025615, Par6b, Pard6bpar-6 (partitioning defective 6) homolog beta (C. elegans)NM_021409.2

24 Gene Adnp AA589558, Adnp, mKIAA0784activity-dependent neuroprotective protein NM_009628.2

38 Gene Dpm1 AI194292, AI118379, Dpm1dolichol-phosphate (beta-D) mannosyltransferase 1 NM_010072.3

38 Gene Mocs3 1700020H17Rik, Uba4, Mocs3molybdenum cofactor synthesis 3 NM_001160330.1

23 Gene Zfp64 Zfp64 zinc finger protein 64 NM_009564.2

26 Gene Tshz2 KIAA4248, Sdccag33l, Zfp218, teashirt2, B830045G17, mKIAA4248, Mtsh2, 2900073F20Rik, Tshz2, Tsh2teashirt zinc finger family member 2 NM_080455.2

21 Gene Pfdn4 C-1, C1, 1810063B06Rik, 0610025M10Rik, PFD4, Pfd4, Pfdn4prefoldin 4 NM_001110152.2, NM_001013369.2, NM_001199902.1

21 Gene Gm16796Gm16796 predicted gene, 16796 NR_040367.1

25 Gene Cbln4 AI848962, Cbln4cerebellin 4 precursor protein NM_175631.3

25 Gene Fam210bAV108736, AI430961, 2010011I20Rik, Fam210bfamily with sequence similarity 210, member B NM_025912.4

29 Gene Bmp7 Bmp7, OP1 bone morphogenetic protein 7 NM_007557.2

26 Gene Spo11 AI449549, Spo11SPO11 meiotic protein covalently bound to DSB homolog (S. cerevisiae)NM_001083960.1, NM_012046.2, NM_001083959.1

34 Gene Rae1 3230401I12Rik, Rae1, 41, MNRP41, D2Ertd342e, MNRPRAE1 RNA export 1 homolog (S. pombe) NM_175112.5

34 Gene Rbm38 Seb4l, Seb4, Rnpc1, Rbm38RNA binding motif protein 38 NM_019547.2

26 Gene Rab22a Rab22a, Rab22, 3732413A17Rik, AI662177, AW319644, AW550514, E130120E14RikRAB22A, member RAS oncogene family NM_024436.3

26 Gene Vapb Vamp33b, Vapb, VAP33b, AI840687, D2Abb2e, R75548, AI225786, AI848259vesicle-associated membrane protein, associated protein B and CNM_019806.5

23 Gene Stx16 AI648908, Stx16, AW553605, 4930401D03, Syn16, 6330500A18Rik, 5430410K23Riksyntaxin 16 NM_172675.4, NM_001102423.1, NM_001102424.1, NM_001102425.1

38 Gene Gnas GPSA, Gnas1, P3, POH, Nesp, Nespl, A930027G11Rik, C130027O20Rik, Gsa, PHP1B, GSP, Galphas, MGC118029, P1, Oedsml, Gnas, Oed-Sml, PHP1A, Gnasxl, 5530400H20Rik, P2GNAS (guanine nucleotide binding protein, alpha stimulating) complex locusNM_019690.2, NM_022000.2, NM_010309.3, NM_001077507.1, NM_201618.1, NM_201617.1, NM_201616.1, NR_003258.1, NM_001077510.2

36 Gene Ctsz D2Wsu143e, AU019819, AI787083, CTSX, Ctszcathepsin Z NM_022325.4
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30 Gene Sycp2 3830402K23Rik, 4930518F03Rik, Sycp2synaptonemal complex protein 2 NM_177191.3

30 Gene Ppp1r3d Gm359, Ppp1r3d, 2610024M03Rikprotein phosphatase 1, regulatory subunit 3D NM_001085501.1

30 Gene Fam217b9030418K01Rik, AI851938, Fam217bfamily with sequence similarity 217, member B NM_001081289.1

30 Gene Taf4a Taf4a, AI450312, 135kDa, Taf2c1, TAFII135, TAFII130TAF4A RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_001081092.1

30 Gene 4921531C22Rik4921531C22RikRIKEN cDNA 4921531C22 gene NR_033782.1

45 Gene Lsm14b Lsm14b, 9430078B04, BC040823LSM14 homolog B (SCD6, S. cerevisiae) NM_177727.4

45 Gene Psma7 Psma7, C6-I proteasome (prosome, macropain) subunit, alpha type 7NM_011969.1

45 Gene Ss18l1 CREST, Ss18l1, A230053O16Riksynovial sarcoma translocation gene on chromosome 18-like 1NM_178750.5

28 Gene Osbpl2 KIAA0772, mKIAA0772, Osbpl2, C130070J12Rik, ORP-2, Orp2, MGC28451oxysterol binding protein-like 2 NM_144500.3

20 Gene Adrm1 AA408205, AU043535, Adrm1, Arm1, Gp110, ARM-1, 1110063P18Rik, 2510006J17Rik, Rpn13adhesion regulating molecule 1 NM_019822.3

20 Gene Lama5 laminin-511, AA408760, AA408762, [a]5, Lama5, AI853660, mKIAA0533laminin, alpha 5 NM_001081171.2

24 Gene Mrgbp Mrgbp, AW060503, MGC118164, 1600027N09Rik, C80444MRG/MORF4L binding protein NM_028479.1

24 Gene Ogfr Ogfr, 2010013E17Rikopioid growth factor receptor NM_031373.3

24 Gene Dido1 Datf1, DIO-1, mKIAA0333, Dido2, 6720461J16Rik, Dido3, C530043I07, D130048F08Rik, Dido1death inducer-obliterator 1 NM_011805.2, NM_177852.3, NM_175551.3

24 Gene Gid8 2310003C23Rik, Gid8GID complex subunit 8 homolog (S. cerevisiae) NM_029607.1

20 Gene Bhlhe23 A930001L02Rik, Bhlhb4, BETA4, Bhlhe23basic helix-loop-helix family, member e23 NM_080641.5

22 Gene Ythdf1 2210410K23Rik, Ythdf1, 8030473O16YTH domain family 1 NM_173761.3

22 Gene Birc7 E130019N06, Livin, Birc7, KIAP, ML-IAPbaculoviral IAP repeat-containing 7 (livin) NM_001163247.1

24 Gene Arfgap1 Arfgap1, AI115377, Arf1gapADP-ribosylation factor GTPase activating protein 1 NM_001177706.1, NM_001177707.1, NM_001177708.1, NM_001177709.1, NM_001177710.1, NM_145760.3

28 Gene Ppdpf 2610317A05Rik, 2700038C09Rik, 0610012G23Rik, Ppdpf, 3110053G12Rikpancreatic progenitor cell differentiation and proliferation factor homolog (zebrafish)RIKEN cDNA 2700038C09 geneNM_025598.2

28 Gene Ptk6 Sik, BRK, Tksk, Ptk6, tksPTK6 protein tyrosine kinase 6 NM_009184.2

23 Gene Rtel1 Rtel1, AW540478, AI451565, Rtelregulator of telomere elongation helicase 1 NM_001001882.3, NM_001166665.1, NM_001166666.1, NM_001166667.1, NM_001166668.1, NR_030710.1

23 Gene Arfrp1 1500006I01Rik, Arfrp1, MGC6837, AI480700ADP-ribosylation factor related protein 1 NM_029702.4, NM_001165991.1, NM_001165992.1, NM_001165995.1, NR_028585.1

23 Gene Zgpat 1500006I01Rik, MGC25688, Zgpat, MGC38468, BC021513zinc finger, CCCH-type with G patch domain NM_001048148.1, NM_144894.3

43 Gene Zbtb46 BZEL, Zbtb46, Btbd4, 4933406L05Rik, 2610019F01Rikzinc finger and BTB domain containing 46 NM_027656.2, NM_028125.3

23 Gene Abhd16bBC050777, 1700095H12, Abhd16babhydrolase domain containing 16B NM_183181.2

32 Gene Tpd52l2 D54, AU016537, C86069, 2810411G23Rik, Tpd52l2tumor protein D52-like 2 NM_025482.2

32 Gene Dnajc5 Dnajc5, 2610314I24Rik, Csp, AU018536DnaJ (Hsp40) homolog, subfamily C, member 5 NM_016775.2

42 Gene Uckl1 1110007H10Rik, Uckl1, Urkl1uridine-cytidine kinase 1-like 1 NM_026765.3

42 Gene Gm16119Gm16119, OTTMUSG00000030649, Uckl1ospredicted gene 16119 NR_027289.1, NR_027290.1

42 Gene Znf512b Gm632, Znf512bzinc finger protein 512B NM_001164597.1

26 Gene Sox18 Sox18, Ra, Ragl, AI385749SRY-box containing gene 18 NM_009236.2

26 Gene Tcea2 Tcea2, SII-T1, Tceat, S-II-T1, AI326274transcription elongation factor A (SII), 2 NM_009326.2

23 Gene Rgs19 Rgs19, GAIP, AW547781, AI324841, 2610042F04Rikregulator of G-protein signaling 19 NM_026446.3

20 Gene 4930526D03RikGm692, 4930526D03RikRIKEN cDNA 4930526D03 gene NM_199023.3

31 Gene Pex2 D3Ertd138e, Pxmp3, Pex2, PMP35, 35kDa NM_001163301.2, NM_001163302.2, NM_001163305.2, NM_001163306.2, NM_001267714.1, NM_001267715.1, NM_008994.4

21 Gene Pkia PKIalpha, AI415001, Pkiaprotein kinase inhibitor, alpha NM_008862.3

27 Gene Tpd52 mD52, AI043038, Tpd52tumor protein D52 NM_001025261.1, NM_001025262.1, NM_009412.2, NM_001025264.1, NM_001025263.1

26 Gene Zbtb10 RINZF, AU021107, Zbtb10, 4832414A18zinc finger and BTB domain containing 10 NM_177660.3

23 Gene Pag1 Pag1, F730007C19Rik, Pag, Cbpphosphoprotein associated with glycosphingolipid microdomains 1NM_053182.5, NM_001195031.1

27 Gene Impa1 2610002K09Rik, Impa1, AI325909, 2900059K10Rikinositol (myo)-1(or 4)-monophosphatase 1 NM_018864.5

27 Gene Slc10a5 Gm405, mP5, Slc10a5solute carrier family 10 (sodium/bile acid cotransporter family), member 5NM_001010834.2

27 Gene Zfand1 2310008M20Rik, Zfand1, AW048890, MGC107161zinc finger, AN1-type domain 1 NM_025512.2

17 Gene Ralyl 0710005M24Rik, RalylRALY RNA binding protein-like NM_178631.4, NM_001163328.1, NM_001163329.1, NM_001163330.1

35 Gene Lrrcc1 AI447421, Lrrcc1, MGC106275, 4932441F23Rik, AI195358, 1200008A14Rikleucine rich repeat and coiled-coil domain containing 1NM_028915.3, NM_001163579.1, NM_001163580.1

35 Gene E2f5 E2f5, AU024671, E2F-5E2F transcription factor 5 NM_007892.2

39 Gene Ythdf3 Ythdf3, 9130022A11RikYTH domain family 3 NM_172677.3, NM_001145919.1, NR_027375.1
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33 Gene Pde7a AW047537, AU015378, Pde7aphosphodiesterase 7A NM_008802.2, NM_001122759.1

27 Gene Hps3 Hps3, coa Hermansky-Pudlak syndrome 3 homolog (human) NM_080634.4, NM_001146323.1, NM_001146324.1

19 Gene Gyg Gyg, AU017667, Gyg1glycogenin NM_013755.2

21 Gene 2810416G20Rik2810416G20RikRIKEN cDNA 2810416G20 gene XM_003945668.1

21 Gene Tbl1xr1 DC42, TBLR1, A630076E03Rik, C230089I12Rik, Ira1, Tbl1xr1, 8030499H02Rik, AW539987, C21transducin (beta)-like 1X-linked receptor 1 NM_030732.3

40 Gene Ect2 Ect2, KIAA4037, AI528536, mKIAA4037ect2 oncogene NM_001177625.1, NM_001177626.1, NM_007900.3

40 Gene 1700125G22Rik1700125G22RikRIKEN cDNA 1700125G22 gene NR_040548.1

34 Gene Fndc3b AW550168, KIAA4164, Fad104, mKIAA4164, 1600019O04Rik, Fndc3bfibronectin type III domain containing 3B NM_173182.2

22 Gene Tnik MGC189859, 4831440I19Rik, KIAA0551, 1500031A17Rik, C630040K21Rik, C530008O15Rik, MGC189819, Tnik, AI451411TRAF2 and NCK interacting kinase NM_026910.1, NM_001163007.1, NM_001163008.1, NM_001163009.1

21 Gene Eif5a2 MGC124093, MGC124092, eIF5AII, 9630038B20, Eif5a2eukaryotic translation initiation factor 5A2 NM_177586.5

30 Gene Sec62 HTP1, 3100002M17Rik, Tloc1, AI844545, AW545092, Dtrp1, Sec62SEC62 homolog (S. cerevisiae) NM_027016.2

18 Gene Gpr160 Gpr160, 1700025D19Rik, GPCR150G protein-coupled receptor 160 NM_001134385.1, NM_001134386.1, NM_027965.1

34 Gene Phc3 Edr3, Hph3, E030046K01Rik, Phc3polyhomeotic-like 3 (Drosophila) NM_153421.2, NM_001165954.1, NM_001165955.1, NM_001165956.1

27 Gene Prkci Prkcl, KIAA4165, Prkci, aPKClambda, Pkci, AI427505, Pkcl, mKIAA4165, PKClambda, 2310021H13Rikprotein kinase C, iota NM_008857.3

24 Gene Skil Skil, sno-dE3, 9130011J04Rik, sno, Skir, SnoN, SnoN2SKI-like NM_011386.2, NM_001039090.1

21 Gene Zfp639 ANC-2H01, ZASC1, Znf639, Zfp639, 6230400O18Rikzinc finger protein 639 NM_144519.4, NM_001161818.1

21 Gene Mfn1 KIAA4032, mKIAA4032, D3Ertd265e, 6330416C07Rik, Mfn1, 2310002F04Rik, HR2mitofusin 1 NM_024200.4

33 Gene Actl6a Actl6, C79802, 2810432C06Rik, ARP4, Baf53a, Actl6a, AI851094actin-like 6A NM_019673.2

19 Gene Usp13 ISOT3, AI848077, MGC107670, IsoT-3, 2700071E21Rik, Usp13ubiquitin specific peptidase 13 (isopeptidase T-3) NM_001013024.2

30 Gene Ttc14 AW561908, Ttc14, 2700016E08Rik, KIAA1980, 4931403I22Rik, AU014779, AI662468, cI-44, 4930434D01Rik, 4933402I15Rik, mKIAA1980tetratricopeptide repeat domain 14 NM_025978.3, NM_027619.3

19 Gene Sox2ot Sox2ot, B230215L15RikSOX2 overlapping transcript (non-protein coding) NR_015580.1

19 Gene Sox2 ysb, Sox2, lcc, Sox-2SRY-box containing gene 2 NM_011443.3

27 Gene Mccc1 1810045E08Rik, Mcca, 2310058B18Rik, R75106, MCCalpha, Mccc1methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) NM_023644.4

27 Gene A330050B17RikA330050B17RikRIKEN cDNA A330050B17 gene NR_029456.1

27 Gene Ccdc144bCcdc144b, MGC58791coiled-coil domain containing 144B NM_178418.4

19 Gene Acad9 4732402K02, 2600017P15Rik, NPD002, C630012L17Rik, Acad9acyl-Coenzyme A dehydrogenase family, member 9 NM_172678.3

37 Gene Exosc9 PM/Scl-75, Pmscl1, RRP45, p5, p6, Exosc9exosome component 9 NM_019393.2

37 Gene Ccna2 Ccna2, Ccn-1, Ccn1, Cyca, AA408589, CycA2, Ccnacyclin A2 NM_009828.2

37 Gene Bbs7 8430406N16Rik, Bbs7Bardet-Biedl syndrome 7 (human) NM_027810.3

27 Gene Nudt6 Asfgf2b, MGC27904, Nudt6nudix (nucleoside diphosphate linked moiety X)-type motif 6NM_153561.2

27 Gene Spata5 Spaf, 2510048F20Rik, C78064, Spata5spermatogenesis associated 5 NM_021343.2, NM_001163511.1

32 Gene Spry1 Spry1, sprouty1sprouty homolog 1 (Drosophila) NM_011896.2

25 Gene Ankrd50 AI662170, mKIAA1223, mKIAA3019, KIAA1223, Ankrd50, E430012K20Rikankyrin repeat domain 50 NM_001167883.1

28 Gene Fat4 9430004M15, Fat4, 6030410K14RikFAT tumor suppressor homolog 4 (Drosophila) NM_183221.3

28 Gene Hspa4l APG-1, MGC117843, Osp94, Hspa4l, AI461691, 94kDaheat shock protein 4 like NM_011020.3

28 Gene Plk4 AI385771, Plk4, Sak, Stk18, 1700028H20 NM_011495.2, NM_173169.2, NR_045576.1

17 Gene Larp1b 4933421B21Rik, AA690246, Larp1b, FLJ10378, 1700108L22Rik, MGC117760, Larp2, MGC38253La ribonucleoprotein domain family, member 1B NM_001040399.1

37 Gene Pgrmc2 DG6, PMBP, Pgrmc2, 4631434O19Rik, 5730409G06Rikprogesterone receptor membrane component 2 NM_027558.1

31 Gene Phf17 Jade1, AU041499, mKIAA1807, D530048A03Rik, Phf17PHD finger protein 17 NM_172303.4, NM_001130184.1, NM_001130185.1, NM_001130186.1

35 Gene Ccrn4l nocturnin, AU043840, Ccr4, Ccrn4lCCR4 carbon catabolite repression 4-like (S. cerevisiae)NM_009834.2

28 Gene Elf2 BB183398, NERF-1B, 2610036A20Rik, EU32, A230104O07Rik, NERF-2, NERF-1A, MGC102660, AW111824, Elf2, NERFE74-like factor 2 NM_023502.1

28 Gene 4930577N17Rik4930577N17RikRIKEN cDNA 4930577N17 gene XM_003945364.1, XM_003946110.1

24 Gene Ndufc1 2310016K22Rik, MGC106656, KFYI, Ndufc1NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1NM_025523.1

24 Gene Naa15 MGC29428, tubedown, 6330400I15, Narg1, Naa15, Tbdn-1, 5730450D16Rik, mNAT1, ASTBDNN(alpha)-acetyltransferase 15, NatA auxiliary subunitNM_053089.3

34 Gene Setd7 H3K4MT, KMT7, Set7, 1600028F23Rik, Setd7, mKIAA1717, Set7/9SET domain containing (lysine methyltransferase) 7 NM_080793.5

34 Gene 5031434O11RikGm2370, AI481280, 5031434O11RikRIKEN cDNA 5031434O11 gene NR_033624.1

33 Gene Maml3 Mam-2, KIAA1816, MGC59565, mKIAA1816, AV234550, Maml3, BC049812mastermind like 3 (Drosophila) NM_001004176.2
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34 Gene Foxo1 AI876417, FKHR, Afxh, Foxo1a, Foxo1, Fkhr1forkhead box O1 NM_019739.3

23 Gene Lhfp AI194968, Lhfp, 2810489O06Riklipoma HMGIC fusion partner NM_175386.3

18 Gene Nhlrc3 mKIAA4083, Nhlrc3, MGC107225, MGC130333, 8030451K01Rik, KIAA4083, 4833441N19NHL repeat containing 3 NM_172501.2

18 Gene Proser1 Proser1, 2810046L04Rik, 9330161F11proline and serine rich 1 NM_173382.1

19 Gene Frem2 nv1, 6030440P17Rik, my, Frem2, 8430406N05Rik, Gm409, neFras1 related extracellular matrix protein 2 NM_172862.3

28 Gene Ufm1 1810045K17Rik, Gm10726, AI132708, AI463323, Ufm1, ENSMUSG00000074598ubiquitin-fold modifier 1 NM_026435.5

28 Gene Exosc8 KIAA4013, mKIAA4013, 2310032N20Rik, Exosc8, CIP3exosome component 8 NM_001163570.1, NM_027148.3

28 Gene Alg5 AV170001, AV009521, Alg5, 1500026A19Rik, 2600005J22Rik, AW545564asparagine-linked glycosylation 5 (dolichyl-phosphate beta-glucosyltransferase)NM_025442.3

18 Gene Ccna1 Ccna1, MGC159139cyclin A1 NM_007628.3

18 Gene 4931419H13Rik4931419H13RikRIKEN cDNA 4931419H13 gene NR_040593.1

27 Gene Nbea mKIAA1544, Lyst2, Nbeaneurobeachin NM_030595.1

19 Gene Mab21l1AW047968, Mab21l1mab-21-like 1 (C. elegans) NM_010750.3

18 Gene Wwtr1 Wwtr1, Taz, C78399, TAZ, 2310058J06Rik, 2610021I22RikWW domain containing transcription regulator 1 NM_133784.3, NM_001168281.1

28 Gene Pfn2 Pfn, Pfn2 profilin 2 NM_019410.3

44 Gene Tsc22d2 Tsc22d2, 1810043J12Rik, 5530402M19RikTSC22 domain family, member 2 NM_001081229.1

35 Gene Serp1 D3Ucla1, Serp1, Ramp4stress-associated endoplasmic reticulum protein 1 NM_030685.3

35 Gene Eif2a Eif2a, D030048D22, MGC105246, D3Ertd194e NM_001005509.2

24 Gene 2810407C02RikSelT, 2810407C02Rik, 5730408P04RikRIKEN cDNA 2810407C02 gene NM_001040396.2

22 Gene Siah2 AA415433, Siah2, Sinh2seven in absentia 2 NM_009174.3

22 Gene 4930593A02Rik4933440I01Rik, 4930593A02RikRIKEN cDNA 4930593A02 gene NR_045167.1

31 Gene Med12l A130035F20, Med12l, AU044581, TRALPUSH, A630079M02mediator of RNA polymerase II transcription, subunit 12 homolog (yeast)-likeNM_177855.3

23 Gene Mbnl1 Mbnl, Mbnl1, mKIAA0428muscleblind-like 1 (Drosophila) NM_020007.3, NM_001253708.1, NM_001253709.1, NM_001253710.1, NM_001253711.1, NM_001253713.1

19 Gene P2ry1 P2ry1, P2Y1 purinergic receptor P2Y, G-protein coupled 1 NM_008772.4

29 Gene Rap2b AA408554, 4021402C18Rik, Rap2bRAP2B, member of RAS oncogene family NM_028712.4

26 Gene Arhgef268430436L14Rik, 4631416L12Rik, AI303572, SGEF, AW491953, Arhgef26Rho guanine nucleotide exchange factor (GEF) 26 NM_001081295.1

20 Gene Mme Mme, C85356, NEP, CALLA, SFE, 6030454K05Rik, CD10membrane metallo endopeptidase NM_008604.3

25 Gene E130311K13RikE130311K13RikRIKEN cDNA E130311K13 gene NM_177856.4

31 Gene Gmps AI047208, Gmps, AA591640 NM_001033300.2

24 Gene Ssr3 Ssr3, AW553833, AU022074, AL022999, 0610038P07Rik, TRAPGsignal sequence receptor, gamma NM_026155.3

37 Gene 4931440P22Rik4931440P22RikRIKEN cDNA 4931440P22 gene NR_027955.1

37 Gene Tiparp ARTD14, PARP7, PARP-7, AW558171, Tiparp, DDF1TCDD-inducible poly(ADP-ribose) polymerase NM_178892.5

23 Gene Lekr1 Gm6534, EG546798, EG624866, Lekr1leucine, glutamate and lysine rich 1 NM_001166659.1, NM_001037923.4

38 Gene Ccnl1 Ccnl, AU018493, ania-6a, Ccnl1, 2610030E23Rikcyclin L1 NM_019937.3

20 Gene Rarres1 5430417P09Rik, Rarres1, AI662122retinoic acid receptor responder (tazarotene induced) 1NM_001164763.1

19 Gene Gm21949Iqcj-schip1, Gm21949, Schip-1-iqcjpredicted gene, 21949 NM_001113419.2

19 Gene Schip1 Nf2ip, Schip-1b, SCHIP-1, Schip-1a, Schip1, Schip-1schwannomin interacting protein 1 NM_001113420.1, NM_001113421.1, NM_013928.5, NR_036665.1

26 Gene 1110032F04RikAI115547, 1110032F04RikRIKEN cDNA 1110032F04 gene NM_001167996.1

35 Gene Ift80 mKIAA1374, Ift80, Wdr56, 4921524P20Rik NM_026641.2

35 Gene Smc4 SMC-4, Smc4l1, C79747, 2500002A22Rik, Smc4structural maintenance of chromosomes 4 NM_133786.3

35 Gene Mir15b mmu-mir-15b, Mir15b, Mirn15bmicroRNA 15b NR_029529.1

35 Gene Mir16-2 mir-16-2, Mir16-2, Mirn16-2microRNA 16-2 NR_029735.1

25 Gene Trim59 2700022F13Rik, Mrf1, TSBF1, 2310035M22Rik, Trim59tripartite motif-containing 59 NM_025863.3

33 Gene Kpna4 Kpna4, 1110058D08Rik, IPOA3karyopherin (importin) alpha 4 NM_008467.4

33 Gene Gm1647 Gm1647 predicted gene 1647 NM_001243000.1

27 Gene Ppm1l 3222401G13, AI481720, PP2C, mKIAA4175, Ppm1l, PP2Cepsilon, Pp2ce, AW045850, Ppp2ce, KIAA4175, 5930404J21Rikprotein phosphatase 1 (formerly 2C)-like NM_178726.3

27 Gene Nmd3 Nmd3, C87860NMD3 homolog (S. cerevisiae) NM_133787.2

25 Gene Golim4 GPP130, GIMPC, MGC102202, Golph4, 3110027H23Rik, Golim4, P138golgi integral membrane protein 4 NM_175193.5
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18 Gene Fnip2 Fnip2, D630023B12Rik, mKIAA1450folliculin interacting protein 2 NM_001162999.2

18 Gene 4930589L23Rik4930589L23RikRIKEN cDNA 4930589L23 gene XR_140605.1

25 Gene Ppid CYP-40, Ppid, 4930564J03Rik, Ppidl, Ppifpeptidylprolyl isomerase D (cyclophilin D) NM_026352.3

29 Gene Pdgfc 1110064L01Rik, PDGF-C, AI647969, Pdgfcplatelet-derived growth factor, C polypeptide NM_019971.2

22 Gene Sfrp2 AI851596, Sdf5, Sfrp2secreted frizzled-related protein 2 NM_009144.2

27 Gene D930015E06RikKiaa0922, D930015E06Rik, mKIAA0922RIKEN cDNA D930015E06 gene NM_172681.4

21 Gene Fhdc1 Gm126, Fhdc1, 6330505N24RikFH2 domain containing 1 NM_001033301.4, NM_001205355.1

27 Gene Arfip1 AW123087, Arfip1, Arfaptin, D3Ertd598e, 2310030I10RikADP-ribosylation factor interacting protein 1 NM_001081093.1

26 Gene Fbxw7 Fbwd6, Fbxw7, Fbxo30, 1110001A17Rik, Fbw7, Cdc4, Fbxw6, SEL-10, Fbx30, AGOF-box and WD-40 domain protein 7 NM_001177773.1, NM_001177774.1, NM_080428.3

38 Gene Rps3a1 MGC102469, MGC117914, Rps3a, Rps3a1ribosomal protein S3A1 NM_016959.4

38 Gene Snord73aU73a, Rnu73a, Snord73asmall nucleolar RNA, C/D box U73A NR_004417.1

38 Gene Rnu73b Rnu73b, U73b U73B small nuclear RNA NR_004418.1

24 Gene Lrba Lab300, Lba, D3Ertd775e, Lrba, C80285LPS-responsive beige-like anchor NM_001077687.1, NM_001077688.1, NM_030695.2

19 Gene Dclk2 CL2, Dclk2, Click-II, Dcamkl2, AU044875, CLICK2, 6330415M09Rikdoublecortin-like kinase 2 NM_001195496.1, NM_001195497.1, NM_001195498.1, NM_001195499.1, NM_001195500.1, NM_027539.5

25 Gene Etv3 AI414410, Etv3, METS, Pe1ets variant gene 3 NM_001083318.1, NM_012051.3

19 Gene Arhgef11MGC90827, mKIAA0380, RhoGEF, E130307F09, B930073M02, Arhgef11, KIAA0380Rho guanine nucleotide exchange factor (GEF) 11 NM_001003912.1

19 Gene Prcc Prcc papillary renal cell carcinoma (translocation-associated)NM_033573.2

28 Gene Hdgf Hdgf, AI118077, D3Ertd299ehepatoma-derived growth factor NM_008231.4

22 Gene Mrpl24 2810470K06Rik, Mrpl24, 2010005E08Rik, MGC25749, MGC7749, AA407670, MGC38056, 6720473G22Rikmitochondrial ribosomal protein L24 NM_026591.3

22 Gene Rrnad1 Rrnad1, BC023814, MGC38548ribosomal RNA adenine dimethylase domain containing 1NM_153562.4

22 Gene Isg20l2 Isg20l2, 4930429N24, C80587interferon stimulated exonuclease gene 20-like 2 NM_177663.4

23 Gene Nes Nes, C78523, AA166324, ESTM46nestin NM_016701.3

21 Gene Bcan Bcan, Cspg7 brevican NM_007529.2, NM_001109758.1

18 Gene Hapln2 Bral1, 4930401E20Rik, Hapln2hyaluronan and proteoglycan link protein 2 NM_022031.2

27 Gene Gm19439Gm19439 predicted gene, 19439 XR_107508.1, XR_104841.1

28 Gene Gpatch4 2610029K21Rik, Gpatc4, Gpatch4G patch domain containing 4 NM_025663.3, NM_001110809.1

28 Gene Apoa1bpESTM37, AI-BP, AIBP, Apoa1ip, AA087124, Apoa1bpapolipoprotein A-I binding protein NM_144897.3

24 Gene Ttc24 MGC58815, A430025D11Rik, Ttc24tetratricopeptide repeat domain 24 NM_172526.3

24 Gene Iqgap3 Iqgap3, AI593484, MGC32192, D030034H08IQ motif containing GTPase activating protein 3 NM_001033484.1

38 Gene Gm19451Gm19451 predicted gene, 19451 XR_107509.1, XR_104842.1

38 Gene Mef2d MGC31718, C80750, Mef2dmyocyte enhancer factor 2D NM_133665.3

18 Gene Gm3764 Gm3759, Gm3764, 100042271predicted gene 3764 XR_168410.1

22 Gene Pmf1 AW060657, 2600009M07Rik, AL033286, Pmf1polyamine-modulated factor 1 NM_025928.3

22 Gene Slc25a446720482A19, B430110G05Rik, Slc25a44solute carrier family 25, member 44 NM_178696.4, NM_001145876.1, NM_001145877.1, NR_027357.1

29 Gene Lmna Lmna, Dhe NM_019390.2, NM_001111102.1, NM_001002011.2

27 Gene Mex3a Rkhd4, AA387377, 2700083E18Rik, Gm411, Mex3amex3 homolog A (C. elegans) NM_001029890.2

27 Gene Mir1905 Mir1905, Mirn1905, mmu-mir-1905microRNA 1905 NR_035434.1

28 Gene Rab25 Rab25, AV012978RAB25, member RAS oncogene family NM_016899.4

28 Gene Lamtor2 Lamtor2, Rab25, Mapbpip, AL022628, P14, 2010111E04Rik, Robld3late endosomal/lysosomal adaptor, MAPK and MTOR activator 2NM_031248.3

28 Gene Ubqln4 Ubqln4, CIP75, AI663987, UBIN, A1u, A1Upubiquilin 4 NM_033526.2

23 Gene Arhgef2 GEFH1, Lbcl1, AA408978, mKIAA0651, P40, GEF-H1, GEF, Arhgef2, Lfc, LFP40rho/rac guanine nucleotide exchange factor (GEF) 2 NM_008487.3, NM_001198911.1, NM_001198912.1, NM_001198913.1

29 Gene 2810403A07RikAI451678, 2810403A07Rik, AI256352, A430106P18Rik, Kiaa0907, Blom7RIKEN cDNA 2810403A07 gene NM_028814.3

26 Gene Dap3 DAP-3, 4921514D13Rik, Dap3death associated protein 3 NM_022994.3, NM_001164533.1

26 Gene Ash1l Ash1, E430018P19Rik, Ash1l, Kmt2h, 8030453L17Rikash1 (absent, small, or homeotic)-like (Drosophila) NM_138679.5

26 Gene Rusc1 2210403N08Rik, NESCA, Rusc1, AA408288RUN and SH3 domain containing 1 NM_001083807.1, NM_028188.2, NM_001083808.1

26 Gene Fdps MGC107162, mKIAA1293, Fdpsl1, AI256750, Fdps, 6030492I17Rikfarnesyl diphosphate synthetase NM_001253751.1, NM_134469.4

22 Gene Clk2 AU041688, Tu52, Clk2CDC-like kinase 2 NM_007712.3, NM_001163432.1
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22 Gene Scamp3 Scamp3, TU52, Sc3secretory carrier membrane protein 3 NM_011886.2

22 Gene Fam189b1110013L07Rik, Fam189bfamily with sequence similarity 189, member B NM_001014995.1

31 Gene Gba GBA1, GC, Gba, GCase, GLUC, betaGCglucosidase, beta, acid NM_001077411.1, NM_008094.4

31 Gene Mtx1 Mtx, Gcap6, Mtx1metaxin 1 NM_013604.2, NM_001161824.1

31 Gene Thbs3 Thbs3, Thbs-3, TSP3thrombospondin 3 NM_013691.2

25 Gene Dpm3 Dpm3, 1110001H19Rik, AV117483dolichyl-phosphate mannosyltransferase polypeptide 3NM_026767.3

25 Gene Slc50a1 MmSWEET1, Rga, Rag1ap1, Slc50a1solute carrier family 50 (sugar transporter), member 1NM_009057.3

27 Gene Efna1 Efna1, B61, Epl1, Efl1, Eplg1, Lerk1, AI325262ephrin A1 NM_010107.4, NM_001162425.1

24 Gene Efna3 MGC129300, AW494418, MGC129301, LERK-3, Efna3, Epl3, Ehk1-L, EFL-2ephrin A3 NM_010108.1

24 Gene Gm15998ENSMUSG00000074470, Gm15998, OTTMUSG00000028864predicted gene 15998 XR_104847.1

24 Gene Efna4 LERK-4, Efna4, Epl4, EFL-4ephrin A4 NM_007910.2

24 Gene 4731419I09RikENSMUSG00000074468, 4731419I09RikRIKEN cDNA 4731419I09 gene XR_168404.1, XR_168818.1

24 Gene Adam15 Adam15, metargidin, MDC15a disintegrin and metallopeptidase domain 15 (metargidin)NM_001037722.2, NM_009614.2

17 Gene Zbtb7b Zfp67, Zbtb7b, MGC102577, Thpok, c-Kroxzinc finger and BTB domain containing 7B NM_009565.4

17 Gene Gm15417ENSMUSG00000074466, OTTMUSG00000021274, Gm15417predicted gene 15417 NR_040403.1, NR_040404.1

17 Gene Lenep Lep503, AU018355, Leneplens epithelial protein NM_020517.4

33 Gene Shc1 Shc, p66, Shc1, p66shc, ShcAsrc homology 2 domain-containing transforming protein C1NM_011368.5, NM_001113331.2

33 Gene Pygo2 Pygo2, 1190004M21Rik, mpygo2pygopus 2 NM_026869.2

33 Gene Pbxip1 4732463H20Rik, MGC38361, Pbxip1pre B cell leukemia transcription factor interacting protein 1NM_146131.2

20 Gene Kcnn3 Kcnn3, SK3, MGC123421, SKCA3, KCa2.3, MGC123422potassium intermediate/small conductance calcium-activated channel, subfamily N, member 3NM_080466.2

22 Gene Adar Adar, AV242451, Adar1, mZaADARadenosine deaminase, RNA-specific NM_001146296.1, NM_019655.3, NM_001038587.4

36 Gene Chrnb2 C030030P04Rik, Chrnb2, [b]2-nAchR, Acrb-2, Acrb2cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal)NM_009602.4

36 Gene Ube2q1 Ube2q, PRO3094, 2310012M18Rik, AI854014, Gtap, Ube2q1, NICE-5, 1110002C01Rikubiquitin-conjugating enzyme E2Q (putative) 1 NM_027315.4

17 Gene She She, MGC130415, 9430022A14src homology 2 domain-containing transforming protein ENM_172530.3

25 Gene Il6ra CD126, IL-6R, MGC30256, Il6ra, Il6rinterleukin 6 receptor, alpha NM_010559.2

19 Gene Atp8b2 Id, Atp8b2 ATPase, class I, type 8B, member 2 NM_001081182.2

34 Gene Mir190b Mir190b, Mirn190bmicroRNA 190b NR_030543.1

34 Gene Tpm3 Tpm-5, MGC102590, Tm5NM, Tpm3, gamma-TM, hTM30nm, Tpm5, Trop-5, hTMnmtropomyosin 3, gamma NM_001253738.1, NM_001253740.1, NM_022314.3

27 Gene Crtc2 Crtc2, mTORC2, Torc2, 4632407F12RikCREB regulated transcription coactivator 2 NM_028881.2

27 Gene Dennd4bmKIAA0476, BC026996, Dennd4bDENN/MADD domain containing 4B NM_201407.3

37 Gene Slc27a3 FATP3, Acsvl3, Vlcs-3, Slc27a3solute carrier family 27 (fatty acid transporter), member 3NM_011988.2

37 Gene Ints3 Ints3, C77668 integrator complex subunit 3 NM_145540.3, NM_178876.3

35 Gene Npr1 Npr1, GC-A, Pndr, AI893888, NPR-A, MGC117511, NPRAnatriuretic peptide receptor 1 NM_008727.5

38 Gene Ilf2 Ilf2, TEG-267, 6230405A16Rik, Tex261, Tex267interleukin enhancer binding factor 2 NM_026374.3

38 Gene Snapin Bloc1s7, AA407989, Snapap, 25kDa, AV026596, Snap25bp, SnapinSNAP-associated protein NM_133854.3

38 Gene Chtop C81330, Srag, 2500003M10Rik, Fop, Chtopchromatin target of PRMT1 NM_023215.5

24 Gene S100a1 AI266795, S100a, S100a1, S100S100 calcium binding protein A1 NM_011309.3

24 Gene S100a13 S100a13 S100 calcium binding protein A13 NM_009113.4

20 Gene C2cd4d C2cd4d, Gm659C2 calcium-dependent domain containing 4D NM_001136117.1

20 Gene Rorc Nr1f3, TOR, RORgamma, Thor, RorcRAR-related orphan receptor gamma NM_011281.2

27 Gene Snx27 ESTM45, R75405, Snx27, mKIAA0488, ESTM47, 5730552M22Riksorting nexin family member 27 NM_029721.1, NM_001082484.1

25 Gene Pogz AU044539, 9530006B08Rik, AU015913, Pogzpogo transposable element with ZNF domain NM_172683.3, NM_001165948.1

25 Gene Psmb4 Pros-27, Psmb4 NM_008945.3

30 Gene Pi4kb Pi4kb, AA437822, Pik4cb, ESTM41phosphatidylinositol 4-kinase, catalytic, beta polypeptideNM_175356.2

20 Gene Pip5k1a Pipk5b, Pipk5a, Pip5k1a, Pip5k1bphosphatidylinositol-4-phosphate 5-kinase, type 1 alphaNM_008847.2

20 Gene Vps72 YL-1, Vps72, Tcfl1vacuolar protein sorting 72 (yeast) NM_009336.2

30 Gene Sema6c Semay, mKIAA1869, Sema6csema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6CNM_011351.1
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23 Gene Gabpb2 Gabpb2, AV050852, 1810015F01Rik, 9430006E19Rik, A430024B14Rik, Gabpb2-1, 5830427M07GA repeat binding protein, beta 2 NM_172512.2, NM_029885.1

32 Gene Mllt11 Zfp692, AI839562, Af1q, Mllt11myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 11NM_019914.4

32 Gene Cdc42se1AW558204, Cdcse1, SCIP1, Spec1, Cdc42se1, 1300002M12RikCDC42 small effector 1 NM_001038708.2, NM_172395.2

32 Gene Gm128 Ment, Gm128, pmis1 NM_001024841.3

25 Gene Anxa9 Anxa9, 2310069F17Rik, 1110003P15Rikannexin A9 NM_023628.2, NM_001085383.1

25 Gene 6330562C20Rik6330562C20Rik, ENSMUSG00000074414, Gm10691RIKEN cDNA 6330562C20 gene XR_140571.1, XR_142043.1

25 Gene Cers2 Cers2, 0610013I17Rik, AI225939, Lass2, TRH3, CerS2 NM_029789.1

25 Gene Setdb1 ESET, MGC90670, KMT1E, Setdb1, mKIAA0067, AU022152SET domain, bifurcated 1 NM_018877.3, NM_001163641.1, NM_001163642.1

27 Gene Gm4349 Gm4349 SET domain, bifurcated 1 pseudogene NR_033637.1

27 Gene Arnt Hif1b, Arnt, mKIAA4051, bHLHe2, Drnt, W08714, ESTM42, D3Ertd557e, KIAA4051aryl hydrocarbon receptor nuclear translocator NM_001037737.2, NM_009709.4

37 Gene Mcl1 Mcl1, Mcl-1, AW556805myeloid cell leukemia sequence 1 NM_008562.3

20 Gene Anp32e CPD1, LANP-L, LANPL, AI326868, AI047746, MGC11640, 2810018A15Rik, Anp32e, mLANP-Lacidic (leucine-rich) nuclear phosphoprotein 32 family, member ENM_023210.4, NM_001253757.1, NM_001253758.1

22 Gene Gm9054 Gm9054, EG668224predicted gene 9054 NR_045872.1

22 Gene Plekho1 Plekho1, 2810052M02Rik, MGC151380, Ckip1, JZA-20, Jza2pleckstrin homology domain containing, family O member 1NM_023320.2

22 Gene Vps45 AI462172, mVps45, AW554165, Vps45vacuolar protein sorting 45 (yeast) NM_013841.3

27 Gene Otud7b 4930463P07Rik, 2900060B22Rik, Trabid2, Otud7b, Za20d1, AI462125, CEZANNEOTU domain containing 7B NM_001025614.1, NM_001025613.1

21 Gene Hist2h2abH2a-613a, Hist2h2ab, EG621893histone cluster 2, H2ab NM_178213.3

21 Gene Hist2h2acHist2h2ac, H2a-613bhistone cluster 2, H2ac NM_175662.1

21 Gene Hist2h2beH2b-613, T25626, AV127319, Hist2h2behistone cluster 2, H2be NM_178214.3

23 Gene Gm15441Gm15441, ENSMUSG00000074398, OTTMUSG00000021867predicted gene 15441 NR_040409.1

23 Gene Txnip THIF, 1200008J08Rik, VDUP1, Tbp-2, Hyplip1, Txnip, AA682105thioredoxin interacting protein NM_001009935.2, NM_023719.2

38 Gene Lix1l Lix1l, D130027M04RikLix1-like NM_001163170.1

38 Gene Rbm8a Rbm8a, 2310057C03Rik, AA673428, Rbm8RNA binding motif protein 8a NM_025875.2, NM_001102407.1

38 Gene Pex11b PEX11beta, Pex11pbeta, Pex11bperoxisomal biogenesis factor 11 beta NM_011069.3, NM_001162387.1, NM_001162388.1, NR_027844.1, NR_027845.1

38 Gene Itga10 A630048L14, Itga10integrin, alpha 10 NM_001081053.1

23 Gene Ankrd35 4732436F15Rik, Ankrd35ankyrin repeat domain 35 NM_001081139.1

23 Gene Pias3 Pias3l, MGC27936, Pias3protein inhibitor of activated STAT 3 NM_146135.2, NM_018812.2, NM_001165949.1

23 Gene Nudt17 Nudt17, 2410015C20Riknudix (nucleoside diphosphate linked moiety X)-type motif 17NM_030094.1, NM_001162925.1

25 Gene Polr3c RPC3, RPC62, Polr3c, 4933407E01Rikpolymerase (RNA) III (DNA directed) polypeptide C NM_028925.1

25 Gene Rnf115 Zfp364, 2610028E05Rik, Rnf115, AU042696ring finger protein 115 NM_026406.3

22 Gene Gpr89 Gpr89a, SH120, Gpr89, 4933412D19RikG protein-coupled receptor 89 NM_026229.4

21 Gene Acp6 mPACPL1, AU022842, Acp6, ACPL1, 5730559A09Rikacid phosphatase 6, lysophosphatidic NM_019800.4

20 Gene Chd1l Chd1l, Alc1, 4432404A22Rik, Snf2pchromodomain helicase DNA binding protein 1-like NM_026539.2

26 Gene Pde4dip C87016, D130016K21Rik, 9430063L05Rik, Pde4dip, D3Bwg1078e, 4732458A06Rik, mKIAA0454, KIAA0477, Usmg4, MGC176146phosphodiesterase 4D interacting protein (myomegalin)NM_177145.3, NM_178080.4, NM_001039376.2, NM_001110163.1

29 Gene Sec22b AA517334, Sec22b, ERS-24, AI480645, 4930564D15Rik, C81333, Sec22l1SEC22 vesicle trafficking protein homolog B (S. cerevisiae)NM_011342.4

30 Gene Notch2 N2, AI853703, Notch2 NM_010928.2

26 Gene Zfp697 AI467503, 9430053K19, Znf697, Zfp697zinc finger protein 697 NM_172863.4

20 Gene Wars2 AI413375, Wars2, 9430020O07Rik, TrpRS, 5730427B17Riktryptophanyl tRNA synthetase 2 (mitochondrial) NM_027462.4

27 Gene Wdr3 AW546279, D030020G18Rik, Wdr3WD repeat domain 3 NM_175552.4

27 Gene Gdap2 Gdap2, D3Ertd801e, C77050ganglioside-induced differentiation-associated-protein 2NM_010269.2

18 Gene Fam46c AI449797, 4930431B09Rik, Fam46cfamily with sequence similarity 46, member C NM_001142952.1

18 Gene Gm12474OTTMUSG00000007026, Gm12474predicted gene 12474 XR_168411.1, XR_168646.1, XR_168819.1

27 Gene Man1a2 AI528764, AI428775, PCR2, Man1a2, AI854422, Man1bmannosidase, alpha, class 1A, member 2 NM_010763.2

22 Gene Ptgfrn 4833445A08Rik, Ptgfrn, CD9P-1, Trim45, FPRP, AU042434prostaglandin F2 receptor negative regulator NM_011197.3

32 Gene Atp1a1 Atp1a1, BC010319, Atpa-1, MGC38419ATPase, Na+/K+ transporting, alpha 1 polypeptide NM_144900.2

25 Gene Slc22a152610034P21Rik, Slc22a15, 4930477M19, A530052I06Rik, BB219042solute carrier family 22 (organic anion/cation transporter), member 15NM_001039371.2

21 Gene Vangl1 Vangl1, Stbm, Lpp2, Stb2, Kiteninvang-like 1 (van gogh, Drosophila) NM_177545.4, NM_001165951.1
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34 Gene Sike1 Sikeb, AI839862, Sike1, 2810005O12Rik, 5730470L24Rik, AI450236, Sikesuppressor of IKBKE 1 NM_025679.3

28 Gene Ampd1 Ampd-1, AI553520, Ampd1adenosine monophosphate deaminase 1 NM_001033303.2

27 Gene Trim33 ectodermin, Tif1g, 8030451N04Rik, mKIAA1113, Trim33, AI413936, DKFZp586K1123, Ectotripartite motif-containing 33 NM_053170.2, NM_001079830.1

19 Gene Hipk1 1110062K04Rik, Myak, Hipk1homeodomain interacting protein kinase 1 NM_010432.2

21 Gene Dclre1b mSNM1B, Apollo, AI452214, Dclre1b, SNMIBDNA cross-link repair 1B, PSO2 homolog (S. cerevisiae)NM_001025312.1, NM_133865.2

21 Gene Gm15471OTTMUSG00000022448, Gm15471predicted gene 15471 NR_040412.1

21 Gene Ap4b1 Ap4b1, AV004952, 1810038H16Rik, Ap4b4adaptor-related protein complex AP-4, beta 1 NM_026193.2, NM_001163552.1, NM_001163553.1

33 Gene Ptpn22 70zpep, PEP, Ptpn8, Ptpn22protein tyrosine phosphatase, non-receptor type 22 (lymphoid)NM_008979.1

35 Gene Rsbn1 Rsbn, C230004D03Rik, Rosbin, Rsbp, Rsbn1, mKIAA3002, E330004N01rosbin, round spermatid basic protein 1 NM_172684.2

35 Gene A130049A11RikA130049A11RikRIKEN cDNA A130049A11 gene NR_030676.1

35 Gene Phtf1 AU041898, Phtf, AW049785, Phft, Phtf1putative homeodomain transcription factor 1 NM_013629.2, NM_001163467.1, NM_001163468.1, NM_001163469.1

24 Gene Magi3 Magi3, 4732496O19Rik, mKIAA1634, AI120132, 6530407C02Rik, AA407180membrane associated guanylate kinase, WW and PDZ domain containing 3NM_001159354.1, NM_133853.3

28 Gene Lrig2 BB096938, Lrig2, 4632419I10Rikleucine-rich repeats and immunoglobulin-like domains 2NM_001025067.1

25 Gene Slc16a1 AL022710, Mct1, Slc16a1solute carrier family 16 (monocarboxylic acid transporters), member 1NM_009196.3

19 Gene Ppm1j 2310008J22Rik, MGC144853, Ppp2cz, PP2Czeta, Ppm1jprotein phosphatase 1J NM_027982.2

19 Gene Rhoc AI324259, Arh9, Arhc, Rhocras homolog gene family, member C NM_007484.2

31 Gene Mov10 Mov10, Mov-10, C77703Moloney leukemia virus 10 NM_008619.2, NM_001163440.1, NM_001163441.1

31 Gene Capza1 CAPZ, CAZ1, Cappa1, Capza1capping protein (actin filament) muscle Z-line, alpha 1NM_009797.2

27 Gene St7l MGC130399, St7r, St7lsuppression of tumorigenicity 7-like NM_001253702.1, NM_001253703.1, NM_153091.3, NR_045578.1

19 Gene Wnt2b Wnt2b, Wnt13wingless related MMTV integration site 2b NM_009520.3

21 Gene 1700095B22Rik1700095B22RikRIKEN cDNA 1700095B22 gene NR_040759.1

21 Gene Kcnd3 Kv4.3, Kcnd3, Kncd3, AW045978potassium voltage-gated channel, Shal-related family, member 3NM_019931.1, NM_001039347.1

38 Gene Ddx20 MGC159174, dp103, GEMIN3, Ddx20DEAD (Asp-Glu-Ala-Asp) box polypeptide 20 NM_017397.3

21 Gene Cept1 BB118941, 9930118K05Rik, AI788721, Cept1choline/ethanolaminephosphotransferase 1 NM_133869.3

21 Gene Dram2 2010305N14Rik, AI647667, 2610318G18Rik, Tmem77, Dram2DNA-damage regulated autophagy modulator 2 NM_026013.2, NM_001025582.1

19 Gene Kcna3 Mk-3, Kca1-3, Kv1.3, Kcna3potassium voltage-gated channel, shaker-related subfamily, member 3NM_008418.2

19 Gene AI504432A230102G19, AI504432expressed sequence AI504432 NR_033498.1

31 Gene Lamtor5 Lamtor5, 1110003H18Rik, Hbxip, XIPlate endosomal/lysosomal adaptor, MAPK and MTOR activator 5NM_026774.2

22 Gene Kcnc4 Kv3.4, Kcr2-4, Kcnc4, AI850292, KSHIIICpotassium voltage gated channel, Shaw-related subfamily, member 4NM_145922.2

22 Gene Slc6a17 Slc6a17, D130012J15Rik, AW490886, Ntt4solute carrier family 6 (neurotransmitter transporter), member 17NM_172271.2

29 Gene Strip1 6530401O14Rik, Fam40a, 6330569M22Rik, MGC38111, Strip1striatin interacting protein 1 NM_153563.2

22 Gene Csf1 Csfm, op, Csf1, CSF-1, C87615, M-CSFcolony stimulating factor 1 (macrophage) NM_007778.4, NM_001113529.1, NM_001113530.1

34 Gene Ampd2 AI552571, 1200014F01Rik, Ampd-2, Ampd2adenosine monophosphate deaminase 2 NM_028779.4

34 Gene Gnat2 AW490837, Tcalpha, Gnat2, Gnat-2, Gt-2guanine nucleotide binding protein, alpha transducing 2NM_008141.2

26 Gene 1700013F07Rik1700013F07Rik NM_029314.1

26 Gene Scarna2 MBII-382, Scarna2small Cajal body-specific RNA 2 NR_028538.1

26 Gene Tmem167b2010200O16Rik, Tmem167btransmembrane protein 167B NM_026198.2

28 Gene Taf13 2010309N11Rik, Taf13, 1810004N01Rik, TAFII18, AI847295TAF13 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_025444.2

28 Gene Wdr47 1810073M12Rik, AA552998, Wdr47, mKIAA0893WD repeat domain 47 NM_181400.3

28 Gene Clcc1 Mclc, Clcc1 chloride channel CLIC-like 1 NM_001177770.1, NM_001177771.1, NM_145543.2

32 Gene Stxbp3a MGC86097, Stxbp3a, Stxbp3, Sxtbp3, Munc-18c, Unc18-3syntaxin binding protein 3A NM_011504.1

32 Gene Prpf38b Prpf38b, AU018955, 1110021E09RikPRP38 pre-mRNA processing factor 38 (yeast) domain containing BNM_025845.2

18 Gene LOC101055747 uncharacterized LOC101055747 XM_003946122.1, XM_003945375.1

18 Gene Henmt1 MGC117573, 4921515J06Rik, mHEN1, Henmt1, Hen1HEN1 methyltransferase homolog 1 (Arabidopsis) NM_001078646.1, NM_025723.2

25 Gene Fam102bB430201A12Rik, 1600010D10Rik, Fam102bfamily with sequence similarity 102, member B NM_001163567.1

22 Gene Vav3 AA986410, Idd18.1, Vav3, A530094I06Rik, MGC27838vav 3 oncogene NM_146139.2, NM_020505.2

47 Gene Prmt6 BB233495, AW124876, Prmt6, Hrmt1l6protein arginine N-methyltransferase 6 NM_178891.4, NR_024139.1
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21 Gene Slc30a7 1810059J10Rik, Slc30a7, 4833428C12Rik, Zntl2, ZnT-7, ZnT7, AI467242, 2610034N15Riksolute carrier family 30 (zinc transporter), member 7NM_023214.7

21 Gene Extl2 AW146439, 3000001D04Rik, Extl2exostoses (multiple)-like 2 NM_021388.4, NM_001163514.1, NM_001163515.1

21 Gene Gpr88 Gpr88, AW061286, StrgG-protein coupled receptor 88 NM_022427.2

34 Gene Cdc14a CDC14a1, A830059A17Rik, Cdc14, CDC14A2, Cdc14aCDC14 cell division cycle 14A NM_001080818.2, NM_001173553.1

26 Gene Trmt13 A930028L21Rik, 4631408H19Rik, A330067P21, Trmt13, Ccdc76tRNA methyltransferase 13 NM_030016.2

26 Gene Sass6 2810453L12Rik, Sass6spindle assembly 6 homolog (C. elegans) NM_028349.2

25 Gene Hiat1 MGC144858, Hiat1hippocampus abundant gene transcript 1 NM_008246.2

25 Gene Slc35a3 2310050P13Rik, Slc35a3, MGC36317solute carrier family 35 (UDP-N-acetylglucosamine (UDP-GlcNAc) transporter), member 3NM_144902.3

27 Gene Cnn3 Cnn3, C85854, Calpo3, 1600014M03Rikcalponin 3, acidic NM_028044.2

30 Gene F3 AA409063, Cf3, Cf-3, F3, CD142, TFcoagulation factor III NM_010171.3

25 Gene Abcd3 PMP70, AI313901, Abcd3, PMP68, AU018866, Pxmp1, AW146054ATP-binding cassette, sub-family D (ALD), member 3NM_008991.2

16 Gene Arhgap29Parg1, C76601, A830014I19, AU040217, 6720461J18Rik, Arhgap29, B130017I01RikRho GTPase activating protein 29 NM_172525.2

22 Gene Gclm Glclr, AI649393, Gcmc, Gclmglutamate-cysteine ligase, modifier subunit NM_008129.3

30 Gene Dnttip2 AA408582, AU014960, 4930588M11Rik, Dnttip2, HSU15552, MGC27716deoxynucleotidyltransferase, terminal, interacting protein 2NM_153806.1

30 Gene Mir760 mmu-mir-760, Mirn760, mir-760, Mir760microRNA 760 NR_030439.1

26 Gene Fnbp1l AW548221, Fnbp1l, TOCA1, MGC30506, 2610318I01Rikformin binding protein 1-like NM_153118.2, NM_001114665.1

24 Gene Pde5a Pde5, Pde5a, Cgbpde, Pde5a1, Cn5nphosphodiesterase 5A, cGMP-specific NM_153422.2

37 Gene Usp53 AA939927, Sp6, Usp53, mKIAA1350, Phxr3ubiquitin specific peptidase 53 NM_133857.3

20 Gene Prss12 Bssp-3, Prss12, motopsinprotease, serine, 12 neurotrypsin (motopsin) NM_008939.2

20 Gene Tram1l1 MGC38777, A830091N21Rik, Tram1l1translocation associated membrane protein 1-like 1 NM_146140.3

33 Gene Camk2d 2810011D23Rik, Camk2d, MGC60852, [d]-CaMKII, mKIAA4163, 8030469K03Rik, KIAA4163calcium/calmodulin-dependent protein kinase II, deltaNM_023813.3, NM_001025438.1, NM_001025439.1

30 Gene Larp7 Larp7, D3Wsu161e, C330027G06RikLa ribonucleoprotein domain family, member 7 NM_138593.2

30 Gene Mir302b Mirn302b, Mir302bmicroRNA 302b NR_030403.1

30 Gene Mir302c Mir302c, Mirn302cmicroRNA 302c NR_030404.1

30 Gene Mir302a Mir302a, Mirn302a, mmu-mir-302, Mirn302microRNA 302a NR_029653.1

30 Gene Mir302d Mir302d, Mirn302dmicroRNA 302d NR_030405.1

30 Gene Mir367 Mir367, Mirn367, mmu-mir-367microRNA 367 NR_030268.1

30 Gene 4930422G04Rik4930422G04Rik, AI448607RIKEN cDNA 4930422G04 gene NM_197997.2

23 Gene Ap1ar C78909, Gadkin, AA407621, MGC7434, Ap1aradaptor-related protein complex 1 associated regulatory proteinNM_145964.2

20 Gene Pitx2 Brx1b, Pitx2, Pitx2a, Otlx2, Rieg, 9430085M16Rik, Munc30, Pitx2c, Brx1, solurshin, Pitx2cbeta, Pitx2b, Brx1a, Ptx2paired-like homeodomain transcription factor 2 NM_011098.3, NM_001042502.1, NM_001042504.1

22 Gene Elovl6 LCE, FAE, Elovl6, C77826, MGC107467ELOVL family member 6, elongation of long chain fatty acids (yeast)NM_130450.2

57 Gene Rrh Rrh retinal pigment epithelium derived rhodopsin homologNM_009102.3

57 Gene Gar1 Gar1, AA409823, C430047J18Rik, Nola1, AI326794GAR1 ribonucleoprotein homolog (yeast) NM_026578.3

57 Gene Cfi Cfi complement component factor i NM_007686.2

50 Gene Rpl34 1100001I22Rik, Rpl34, MGC103270ribosomal protein L34 NM_026724.1, NM_001005859.2

15 Gene Lef1 3000002B05, AI451430, Lef1, Lef-1lymphoid enhancer binding factor 1 NM_010703.3

26 Gene Hadh AW742602, AA409008, AU019341, Hadh, Hadhsc, Schadhydroxyacyl-Coenzyme A dehydrogenase NM_008212.3

20 Gene Dkk2 Dkk2 dickkopf homolog 2 (Xenopus laevis) NM_020265.4

20 Gene Aimp1 EMAPII, Scye1, Emap2, AIMP1/p43, 9830137A06Rik, Aimp1, p43aminoacyl tRNA synthetase complex-interacting multifunctional protein 1NM_007926.2

20 Gene Tbck C030007I09Rik, Tbckl, Tbck, 1700120J03Rik, 9430001M19, A630047E20RikTBC1 domain containing kinase NM_001163455.1, NM_173032.3

27 Gene Gstcd Gstcd, MGC74393, 4933434L15Rikglutathione S-transferase, C-terminal domain containingNM_026231.2

27 Gene Ints12 Ints12, 4930529N21Rik, A230056J18Rik, Phf22, AI666778, 2810027J24Rik, 1110020M19Rikintegrator complex subunit 12 NM_027927.3

28 Gene Cenpe AU019344, 312kDa, Kif10, BC049989, CENP-E, Cenpe, C530022J18centromere protein E NM_173762.4

30 Gene 4930539J05Rik4930539J05Rik, 8030475D13RikRIKEN cDNA 4930539J05 gene NR_030689.1

30 Gene Ube2d3 9430029A22Rik, AA414951, 1100001F19Rik, Ube2d3 NM_025356.4

22 Gene Manba B930014J03Rik, Manba, 2410030O07Rik, Bmnmannosidase, beta A, lysosomal NM_027288.3

17 Gene Nfkb1 NF-KB1, p50, NF-kappaB, p50/p105, NF-kappaB1, Nfkb1, p105nuclear factor of kappa light polypeptide gene enhancer in B cells 1, p105NM_008689.2
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42 Gene Ppp3ca Caln, AI841391, CN, MGC106804, AW413465, Ppp3ca, 2900074D19Rik, Calna, CnAprotein phosphatase 3, catalytic subunit, alpha isoformNM_008913.4

24 Gene LOC101055801 uncharacterized LOC101055801 XM_003945377.1

24 Gene H2afz H2A.Z, H2afz H2A histone family, member Z NM_016750.2

24 Gene Dnajb14 5730496F10Rik, Dnajb14DnaJ (Hsp40) homolog, subfamily B, member 14 NM_001033155.1

25 Gene Metap1 KIAA0094, Metap1, 1700029C17Rik, mKIAA0094, AW047992methionyl aminopeptidase 1 NM_175224.4

24 Gene Eif4e MGC103177, EG668879, Eif4e-ps, Eif4e, If4e, eIF-4Eeukaryotic translation initiation factor 4E NM_007917.3

24 Gene Mir1956 mmu-mir-1956, Mir1956microRNA 1956 NR_035481.1

22 Gene Tspan5 2810455A09Rik, 4930505M03Rik, NET-4, AU024142, Tm4sf9, Tspan5tetraspanin 5 NM_019571.4

27 Gene Rap1gds1GDS1, Rap1gds1, BC011279, MGC18981RAP1, GTP-GDP dissociation stimulator 1 NM_001040690.1, NM_145544.2

21 Gene Gm15688OTTMUSG00000025310, EG433658, Gm15688predicted gene 15688 XM_003946125.1, XM_003945379.1

21 Gene Unc5c B130051O18Rik, Unc5c, Unc5h3, AI047720, 6030473H24, rcmunc-5 homolog C (C. elegans) NM_009472.3

32 Gene Gtf2b MGC6859, Gtf2bgeneral transcription factor IIB NM_145546.1

20 Gene Pkn2 Pkn2, Prkcl2, PRK2, AI507382, 6030436C20Rik, Stk7protein kinase N2 NM_178654.4

20 Gene 9530052C20Rik9530052C20RikRIKEN cDNA 9530052C20 gene XR_107559.1, XR_106418.1

22 Gene Lmo4 A730077C12Rik, Etohi4, Lmo4, Crp3LIM domain only 4 NM_010723.3, NM_001161769.1, NM_001161770.1

27 Gene Hs2st1 AW214369, Hs2st, mKIAA0448, Hs2st1heparan sulfate 2-O-sulfotransferase 1 NM_011828.3

27 Gene Sep15 Sep15, 9430015P09Rikselenoprotein NM_053102.2

33 Gene Znhit6 2410019A14Rik, Znhit6zinc finger, HIT type 6 NM_001081094.1

26 Gene Cyr61 Cyr61, AI325051, CCN1, Igfbp10cysteine rich protein 61 NM_010516.2

26 Gene Gm17501Gm17501 predicted gene, 17501 XR_107563.1, XR_106421.1

26 Gene Ddah1 Ddah1, AW050362, AI987801, 2510015N06Rik, 2410006N07Rikdimethylarginine dimethylaminohydrolase 1 NM_026993.3

31 Gene Bcl10 CIPER, ME10, AI132454, CLAP, C81403, Bcl10, BCL-10, CARMEN, cE10B cell leukemia/lymphoma 10 NM_009740.1

27 Gene 2410004B18Rik2410004B18Rik, MGC144272, 4930572C24RikRIKEN cDNA 2410004B18 gene NM_025555.4

29 Gene Syde2 Syde2, C430017H16Riksynapse defective 1, Rho GTPase, homolog 2 (C. elegans)NM_001166064.1

19 Gene Spata1 4921536I21Rik, Spata1, SP-2, AV266943spermatogenesis associated 1 NM_027617.3

19 Gene Gng5 G(y)5, Gng5 guanine nucleotide binding protein (G protein), gamma 5NM_010318.2

19 Gene Rpf1 Bxdc5, Rpf1, MGC102255, 2310066N05Rik, 2210420E24Rikribosome production factor 1 homolog (S. cerevisiae)NM_027371.3, NM_027332.3

15 Gene Ttll7 1110049N09Rik, Ttll7s, 4921517B04Rik, C630030B20, Ttll7tubulin tyrosine ligase-like family, member 7 NM_027594.1

38 Gene Dnajb4 1700029A20Rik, 5730460G06Rik, Dnajb4, 2010306G19RikDnaJ (Hsp40) homolog, subfamily B, member 4 NM_027287.3, NM_025926.3

38 Gene Fubp1 Fubp4, Fubp, Fubp1, D3Ertd330e, 9530027K12Rik, FBPfar upstream element (FUSE) binding protein 1 NM_057172.3

21 Gene Fam73a Fam73a, A930038D06, AI852168, C030011O14Rikfamily with sequence similarity 73, member A NM_174868.4, NM_001162375.1

31 Gene Usp33 Vdu1, 9830169D19Rik, AA409780, Usp33ubiquitin specific peptidase 33 NM_001076676.2, NM_001252486.1, NM_133247.3

31 Gene Zzz3 AA408566, AW556059, 6430567E01Rik, R75514, Zzz3, AI481057, 3110065C23Rikzinc finger, ZZ domain containing 3 NM_198416.2, NM_001080755.1

36 Gene Tyw3 Tyw3, 5230400J09RiktRNA-yW synthesizing protein 3 homolog (S. cerevisiae)NM_001168358.1, NM_172474.5

36 Gene Cryz Cryz, Sez9 crystallin, zeta NM_009968.3

24 Gene Ptger3 Ptger3, EP3, Pgerep3, Ptgerep3prostaglandin E receptor 3 (subtype EP3) NM_011196.2

24 Gene Ankrd13cAU022220, Ankrd13c, AI505652ankyrin repeat domain 13c NM_001013806.1

25 Gene Srsf11 2610019N13Rik, BF642805, Srsf11, 0610009J05Rik, Sfrs11serine/arginine-rich splicing factor 11 NM_001093753.1, NM_001093752.1, NM_026989.3

25 Gene Lrrc40 2610040E16Rik, Lrrc40, AI837674leucine rich repeat containing 40 NM_024194.5

28 Gene Rps20 4632426K06Rik, Dsk4, MGC102408, Rps20ribosomal protein S20 NM_026147.5

32 Gene Plag1 Plag1 NM_019969.3

32 Gene Chchd7 1810049H20Rik, Chchd7coiled-coil-helix-coiled-coil-helix domain containing 7NM_001190322.1, NM_001190323.1, NM_001190324.1, NM_181391.3

29 Gene Impad1 AL022796, gPAPP, 1110001C20Rik, Jaws, Impad1, B230207P20, AA408880, AI451589inositol monophosphatase domain containing 1 NM_177730.3

31 Gene Sdcbp Sdcbp, MDA-9, Sycl, syntenin-1syndecan binding protein NM_016807.2, NM_001098227.1

24 Gene Rab2a Rab2a, Rab2, 9330148M11Rik, C80220RAB2A, member RAS oncogene family NM_021518.3

27 Gene Asph AI848629, 2310005F16Rik, C79816, Asph, 3110001L23Rik, cI-37, AW261690, AW561901, BAHaspartate-beta-hydroxylase NM_133723.2, NM_001177849.1, NM_001177850.1, NM_001177851.1, NM_001177852.1, NM_001177853.1, NM_001177854.1, NM_001177855.1, NM_001177856.1, NM_023066.3

18 Gene Gdf6 BMP13, Gdf6, GDF16growth differentiation factor 6 NM_013526.1
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31 Gene 2610301B20Rik2610301B20Rik, AI428449RIKEN cDNA 2610301B20 gene NM_026005.3

20 Gene Plekhf2 1110070J07Rik, AA673237, Plekhf2, ZFYVE18pleckstrin homology domain containing, family F (with FYVE domain) member 2NM_175175.4

28 Gene Ndufaf6 2310030N02Rik, Ndufaf6NADH dehydrogenase (ubiquinone) complex I, assembly factor 6NM_001085493.1

38 Gene Trp53inp1SIP18, SIP, Trp53inp1, Stinp, Teap, SIP27, 2700057G22Riktransformation related protein 53 inducible nuclear protein 1NM_021897.3, NM_001199105.1

44 Gene Ccne2 Ccne2 NM_001037134.1, NM_009830.3

44 Gene Ints8 2810013E07Rik, AV063769, Ints8, D130008D20Rikintegrator complex subunit 8 NM_178112.5, NM_001159595.1

18 Gene Dpy19l4 Dpy19l4, Narg3, Gm1023dpy-19-like 4 (C. elegans) NM_001081201.1

18 Gene Esrp1 Rbm35a, 2210008M09Rik, BC031468, A630065D16, MGC25805, Esrp1epithelial splicing regulatory protein 1 NM_194055.2

34 Gene Pdp1 Gm1024, Ppm2c, Pdp1pyruvate dehyrogenase phosphatase catalytic subunit 1NM_001033453.3, NM_001098230.1, NM_001098231.1

34 Gene 1700123M08Rik1700123M08Rik, 1600025K15RikRIKEN cDNA 1700123M08 gene NR_040577.1

26 Gene Fam92a Fam92a, 6720467C03Rik, Fam92a1family with sequence similarity 92, member A NM_026558.4

19 Gene Runx1t1 ETO, MTG8, Cbfa2t1h, Runx1t1runt-related transcription factor 1; translocated to, 1 (cyclin D-related)NM_009822.2, NM_001111026.1, NM_001111027.1

37 Gene Tmem64AI790744, 9630015D15Rik, Tmem64, AV300874transmembrane protein 64 NM_181401.3

29 Gene Nbn Nbs1, Nbn nibrin NM_013752.3

24 Gene Osgin2 C230027H09Rik, MGC11786, BC010311, Osgin2oxidative stress induced growth inhibitor family member 2NM_145950.4

25 Gene Ripk2 D4Bwg0615e, Ripk2, CCK, CARDIAK, CARD3, RIP2, 2210420D18Rik, RICKreceptor (TNFRSF)-interacting serine-threonine kinase 2NM_138952.3

25 Gene A530072M11RikA530072M11RikRIKEN cDNA gene A530072M11 NR_045765.2

25 Gene Wwp1 Tiul1, Wwp1, 8030445B08Rik, SDRP1, AIP5WW domain containing E3 ubiquitin protein ligase 1 NM_177327.4

17 Gene 4930480G23Rik4930480G23RikRIKEN cDNA 4930480G23 gene NR_040768.1

17 Gene Ttpa Ttpa, alpha-TTPtocopherol (alpha) transfer protein NM_015767.3

19 Gene Nkain3 E130310K16Rik, C530048M05, Nkain3Na+/K+ transporting ATPase interacting 3 NM_172987.2

24 Gene Prdm13 Prdm13 PR domain containing 13 NM_001080771.1

21 Gene Ccnc Ccnc, AI451004, AU020987, CG1Ccyclin C NM_016746.3, NM_001122982.1

23 Gene Fbxl4 FBL4, 4732456I21, FBL5, Fbxl4, AI836810F-box and leucine-rich repeat protein 4 NM_172988.3

24 Gene Mms22l F730047E07Rik, Gm134, Mms22lMMS22-like, DNA repair protein NM_199467.2

23 Gene Ndufaf4 Ndufaf4, AW214064, 1110007M04Rik, 3000003G13RikNADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 4NM_026742.4

16 Gene Fut9 AI746471, mFUT9, Fut9, mFuc-TIX, AU067636fucosyltransferase 9 NM_010243.3

21 Gene Manea 4932703L02Rik, Maneamannosidase, endo-alpha NM_172865.2

25 Gene Epha7 Hek11, Ehk3, Ebk, Cek11, Mdk1, Epha7Eph receptor A7 NM_010141.3, NM_001122889.1

22 Gene Map3k7 B430101B05, C87327, Map3k7, Tak1mitogen-activated protein kinase kinase kinase 7 NM_009316.1, NM_172688.3

22 Gene LOC101056168 uncharacterized LOC101056168 XM_003945750.1, XM_003946129.1

22 Gene D130062J21RikD130062J21Rik, ENSMUSG00000073981RIKEN cDNA D130062J21 gene XR_140638.1, XR_142072.1

24 Gene Casp8ap2AA387232, FLASH, D4Ertd659e, Casp8ap2, mKIAA1315caspase 8 associated protein 2 NM_011997.2, NM_001122978.1

24 Gene Mdn1 Mdn1, Gm135, A130070M06, 4833432B22Rik, AA958993, D4Abb1emidasin homolog (yeast) NM_001081392.1

28 Gene Rragd AI467523, Rragd, D4Ertd174e, C030003H22Rik, 5730543C08RikRas-related GTP binding D NM_027491.2

28 Gene 4933421O10Rik4933421O10RikRIKEN cDNA 4933421O10 gene NR_036602.1

28 Gene Ube2j1 NCUBE-1, Ncube, 0710008M05Rik, Ube2j1, Ncube1, Ubc6p, 1110030I22Rikubiquitin-conjugating enzyme E2J 1 NM_019586.3

22 Gene Srsf12 B830039L16, Srrp, Sfrs13b, Srsf13b, Srsf12 NM_177774.4

38 Gene Pnrc1 PRR2, B4-2, Pnrc1, Prol2, 5730463C12Rikproline-rich nuclear receptor coactivator 1 NM_001033225.2

26 Gene Cnr1 Cnr1, CB1, CB1Rcannabinoid receptor 1 (brain) NM_007726.3

38 Gene Orc3 Orc3, Orc3l origin recognition complex, subunit 3 NM_015824.4, NM_001159563.1

38 Gene Rars2 1500002I10Rik, PRO1992, Rars2, Rarslarginyl-tRNA synthetase 2, mitochondrial NM_181406.3

21 Gene Slc35a1 AI314851, Slc35a1, AA408150solute carrier family 35 (CMP-sialic acid transporter), member 1NM_011895.3

29 Gene Zfp292 5730450D02Rik, Zn-15, Zfp-15, mKIAA0530, 5830493J20Rik, Zfp15, AI449016, 9430062L07Rik, Zn-16, Krox-10, Zfp292zinc finger protein 292 NM_013889.2

30 Gene Topors TP53BPL, AW105885, LUN, Topors, p53BP3/LUNtopoisomerase I binding, arginine/serine-rich NM_134097.3

30 Gene 2010003O02Rik2010003O02RikRIKEN cDNA 2010003O02 gene NR_045265.1

30 Gene Ndufb6 Gm137, Ndufb6NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6NM_001033305.2
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41 Gene Gm6297 Gm6297 predicted gene 6297 XR_107582.1, XR_106444.1

41 Gene Dnaja1 Hsj2, Nedd7, Dnaja1DnaJ (Hsp40) homolog, subfamily A, member 1 NM_001164671.1, NM_001164672.1, NM_008298.5

41 Gene Mir207 mmu-mir-207, Mirn207, Mir207microRNA 207 NR_029594.1

27 Gene Smu1 2600001O03Rik, Smu1, AW556129, Bwd, AB044414, 2610203K23Rik, AI845086smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans)NM_021535.4

30 Gene B4galt1 Ggtb2, Ggtb, AA407245, B-1,4-GalT, B4galt1, GalTUDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1NM_022305.3

30 Gene Mir5123 mu-mir-5123, Mir5123, mmu-mir-5123microRNA 5123 NR_039584.1

44 Gene Chmp5 AW545668, 2210412K09Rik, Chmp5 NM_029814.1

44 Gene Nfx1 NFX.1, TEG-42, 1300017N15Rik, Tex42, 3000003M19Rik, Nfx1nuclear transcription factor, X-box binding 1 NM_023739.3

32 Gene Dcaf12 5830424K06Rik, 1500001L20Rik, Dcaf12, Wdr40a, AI851081, AA420338DDB1 and CUL4 associated factor 12 NM_026893.3

21 Gene Kif24 Kif24, 4933425J19Rik, 9430029L23Rikkinesin family member 24 NM_024241.2

21 Gene Nudt2 AA939917, Nudt2, 2310051L06Rik, APAH1nudix (nucleoside diphosphate linked moiety X)-type motif 2NM_025539.2

23 Gene AI464131Gm762, MGC175917, AI464131, AI604836, AA408153, Kiaa1161, NET37expressed sequence AI464131 NM_001085515.2

23 Gene 1110017D15RikSmrp1, smrp1, Cbe1, 1110017D15RikRIKEN cDNA 1110017D15 gene NM_028624.1, NM_001048005.1, NM_001253777.1, NM_001253778.1, NM_001253780.1, NM_001253788.1, NR_045549.2, NR_045551.2

16 Gene Fam219a2310028H24Rik, Fam219afamily with sequence similarity 219, member A NM_001159583.1, NM_027993.3

16 Gene Dnaic1 Dnai1, BB124644, 1110066F04Rik, Dnaic1dynein, axonemal, intermediate chain 1 NM_175138.4

20 Gene Rpp25l Rppl25, AW987258, 2810432D09Rik, Rpp25lribonuclease P/MRP 25 subunit-like NM_027278.3

20 Gene Dctn3 Dctn3, p24 dynactin 3 NM_016890.4, NM_001159565.1

20 Gene Arid3c OTTMUSG00000006683, Arid3cAT rich interactive domain 3C (BRIGHT-like) NM_001017362.2, NM_001252622.1

26 Gene Galt AW553376, Galtgalactose-1-phosphate uridyl transferase NM_016658.2

26 Gene Il11ra1 NR1, GP130, Il11ra, Il-11ra, Il11ra2, AI314697, Il11ra1interleukin 11 receptor, alpha chain 1 NM_010549.3, NM_001163401.1, NM_001172054.1

33 Gene Vcp p97, p97/VCP, 3110001E05, Vcp, CDC48valosin containing protein NM_009503.4

33 Gene Fancg AU041407, Xrcc9, Fancg, MGC176243Fanconi anemia, complementation group G NM_053081.2, NM_001163233.1

28 Gene Unc13b Unc13h1, Munc13-1, Unc13h2, Unc13a, Munc13-2, Unc13bunc-13 homolog B (C. elegans) NM_001081413.1, NM_021468.2

21 Gene Atp8b5 4930417M19Rik, Feta, Atp8b5ATPase, class I, type 8B, member 5 NM_177195.3

21 Gene Rusc2 AI840675, Rusc2, MGC176147, mKIAA0375RUN and SH3 domain containing 2 NM_001037709.1, NM_199057.2

19 Gene Fam166b4833436C18Rik, Fam166bfamily with sequence similarity 166, member B NM_177377.5, NM_001162381.1

20 Gene Car9 CAIX, MN/CA9, Car9, Ca9carbonic anhydrase 9 NM_139305.2

20 Gene Tpm2 Trop-2, Tpm-2, Tpm2tropomyosin 2, beta NM_009416.3

21 Gene Tln1 Tln, Tln1 talin 1 NM_011602.5

21 Gene Creb3 AW538053, C80076, Creb3, LZIP, Luman, LZIP-1, LZIP-2, AU044960cAMP responsive element binding protein 3 NM_013497.3

28 Gene Gba2 F630034E04, Gba2glucosidase beta 2 NM_172692.3

28 Gene Rgp1 mKIAA0258, 1110029E03Rik, Rgp1, F730001J03, AI527196RGP1 retrograde golgi transport homolog (S. cerevisiae)NM_172866.3

28 Gene Msmp Psmp, OTTMUSG00000007017, Msmpmicroseminoprotein, prostate associated NM_001099314.1

28 Gene Gm12472OTTMUSG00000007018, Gm12472predicted gene 12472 XR_168658.1, XR_168827.1

24 Gene Npr2 mNPR-B, GC-B, Npr2, GC-B3, cn, GC-B2, pwenatriuretic peptide receptor 2 NM_173788.3

21 Gene Spag8 Spag8, MH-SPAG8sperm associated antigen 8 NM_001007463.1

21 Gene Hint2 Hint2, 1190005L05Rikhistidine triad nucleotide binding protein 2 NM_026871.1

21 Gene Fam221bRP23-191F22.10, Fam221b, 4930412F15Rikfamily with sequence similarity 221, member B NM_175517.3

21 Gene Gm12481Gm12481, OTTMUSG00000007049small EDRK-rich factor 2 pseudogene

22 Gene Reck MGC169689, St15, mRECK, Reckreversion-inducing-cysteine-rich protein with kazal motifsNM_016678.2

31 Gene Clta Clta, AV026556clathrin, light polypeptide (Lca) NM_001080384.1, NM_001080385.1, NM_001080386.1, NM_016760.2

33 Gene Gne Gne, NM, Uae1, DMRV, GLCNE, 2310066H07Rik, IBM2glucosamine (UDP-N-acetyl)-2-epimerase/N-acetylmannosamine kinaseNM_015828.3, NM_001190414.1

22 Gene Rnf38 1700065B19Rik, Rnf38, Oip1, AA673263, 2610202O07Rikring finger protein 38 NM_175201.5, NM_001038993.3

22 Gene Pax5 Pax5, KLP, EBB-1, BSAP, Pax-5paired box gene 5 NM_008782.2

22 Gene 5730488B01Rik5730488B01RikRIKEN cDNA 5730488B01 gene XM_003945753.1, XM_003946130.1

28 Gene Gm12463Gm12463, OTTMUSG00000006976aurora kinase C pseudogene

28 Gene Zcchc7 D4Wsu132e, Zcchc7, 4930572I07Rik, MGC62855zinc finger, CCHC domain containing 7 NM_138590.4
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28 Gene Grhpr 1110059D05Rik, 6430629L09Rik, Grhprglyoxylate reductase/hydroxypyruvate reductase NM_080289.1

28 Gene Zbtb5 mKIAA0354, Zbtb5, AI646847, 9430083K24Rik, 5930421I10, KIAA0354zinc finger and BTB domain containing 5 NM_173399.3, NM_001163283.1, NM_001163284.1

26 Gene 1700055D18Rik1700055D18RikRIKEN cDNA 1700055D18 gene XR_035212.1, XR_035225.1

26 Gene Polr1e 53kDa, D030019D19Rik, AU042259, Polr1e, Paf53, Praf1polymerase (RNA) I polypeptide E NM_022811.2

16 Gene Fbxo10 Fbxo10, Gm634, FBX10F-box protein 10 NM_001024142.1

36 Gene Tomm5 Tom5, Tomm5, 1110019J04Riktranslocase of outer mitochondrial membrane 5 homolog (yeast)NM_001099675.1, NM_001134646.1

31 Gene Trmt10b 2610042J10Rik, Trmt10b, Rnmtd3, Rg9mtd3tRNA methyltransferase 10B NM_027266.4

31 Gene Exosc3 Rrp40, 2310005D06Rik, Exosc3, AI593501exosome component 3 NM_025513.3

30 Gene Dcaf10 Wdr32, Dcaf10, MGC103038, AA959934, MGC11993DDB1 and CUL4 associated factor 10 NM_153167.2

26 Gene Shb Shb, BC028832src homology 2 domain-containing transforming protein BNM_001033306.1

36 Gene Tstd2 3010020C06, Tstd2thiosulfate sulfurtransferase (rhodanese)-like domain containing 2NM_173033.3

36 Gene Ncbp1 AW538051, AU014645, Ncbp1nuclear cap binding protein subunit 1 NM_001033201.3

22 Gene Xpa Xpac, AI573865, Xpaxeroderma pigmentosum, complementation group ANM_011728.2

27 Gene Anp32b Ssp29, Anp32b, 2410015B15Rik, PAL31, MGC103080, PHAPI2aacidic (leucine-rich) nuclear phosphoprotein 32 family, member BNM_130889.2

30 Gene Nans Sas, 4632418E04Rik, BB056474, NansN-acetylneuraminic acid synthase (sialic acid synthase)NM_053179.3

30 Gene Trim14 5830400N10Rik, pub, Trim14tripartite motif-containing 14 NM_029077.3

22 Gene Tbc1d2 Gm1037, PARIS1, Tbc1d2, BC022630, PARIS-1, A630005A06RikTBC1 domain family, member 2 NM_198664.3

21 Gene Col15a1 Col15a1 NM_009928.3

23 Gene Tgfbr1 Alk-5, TbetaR-I, ALK5, AU017191, TbetaRI, Tgfbr1transforming growth factor, beta receptor I NM_009370.2

30 Gene Alg2 ALPG2, 1110018A23Rik, Alg2, MNCb-5081, CDGIi, 1300013N08Rikasparagine-linked glycosylation 2 (alpha-1,3-mannosyltransferase)NM_019998.3

30 Gene Sec61b AI326121, 1190006C12Rik, AW122942, Sec61b, MGC102034Sec61 beta subunit NM_024171.2

24 Gene LOC101055654 uncharacterized LOC101055654 XM_003946131.1, XM_003945760.1

24 Gene Nr4a3 CHN, TEC, Nor1, MINOR, CSMF, AI573420, NOR-1, Nr4a3nuclear receptor subfamily 4, group A, member 3 NM_015743.2

28 Gene Tex10 Tex10, MGC11792, 2610206N19Rik, BC006867, 2810462N03Riktestis expressed gene 10 NM_172304.3

23 Gene Tmeff1 A830033E11, Tr1, Tmeff1, M7365transmembrane protein with EGF-like and two follistatin-like domains 1NM_021436.2

21 Gene Tmem246Tmem246, 2810432L12Rik, 9330170P15Rik, AI835809transmembrane protein 246 NM_025944.3

24 Gene 2700081L22Rik2700081L22RikRIKEN cDNA 2700081L22 gene NR_045175.1

24 Gene Smc2 SMC-2, Smc2, 5730502P04Rik, Smc2l1, AI255214, AW545314, Fin16, CAPE, CAP-Estructural maintenance of chromosomes 2 NM_008017.3

19 Gene Abca1 Abca1, Abc1 ATP-binding cassette, sub-family A (ABC1), member 1NM_013454.3

18 Gene Slc44a1 AW547365, CTL1, Cdw92, 2210409B22Rik, 4833416H08Rik, Slc44a1, CHTL1solute carrier family 44, member 1 NM_133891.3, NM_001159633.1

18 Gene Fsd1l Fsd1l, Csdufd1, Fsd1nl, A230072O16Rik, Ccdc10, OTTMUSG00000007002fibronectin type III and SPRY domain containing 1-likeNM_176966.4, NM_001195284.1

17 Gene Fktn Fktn, D830030O17Rik, Fcmdfukutin NM_139309.4

21 Gene Tmem38bD4Ertd89e, 1600017F22Rik, AV051057, Tmem38b, AA437809, mg33b, TRIC-Btransmembrane protein 38B NM_028053.2

21 Gene Gm8364 EG666920, Gm8364predicted gene 8364 XR_168828.1, XR_168659.1

21 Gene Zfp462 Zfp462, 9430078C22Rik, Gt4-2, Zfpip, 6030417H05zinc finger protein 462 NM_172867.3

25 Gene Rad23b 0610007D13Rik, HR23B, mHR23B, Rad23b, AV001138, p58RAD23b homolog (S. cerevisiae) NM_009011.4

26 Gene Klf4 Klf4, Gklf, Zie, EZFKruppel-like factor 4 (gut) NM_010637.3

33 Gene Ikbkap Ikbkap, 6030413P05, Elp1, IKAP, C78473, 3110040G09Rikinhibitor of kappa light polypeptide enhancer in B cells, kinase complex-associated proteinNM_026079.3

33 Gene BC026590Fam206a, BC026590 NM_001081420.1

33 Gene Ctnnal1 Catnal1, AW545119, Ctnnal1, AI616177, ACRP, C86009catenin (cadherin associated protein), alpha-like 1 NM_018761.3

27 Gene Tmem245D730040F13Rik, A630051L19Rik, AI957324, Tmem245 NM_175518.5

20 Gene Ptpn3 Ptpn3, PTP-H1, 9530011I20Rik, PTPCLprotein tyrosine phosphatase, non-receptor type 3 NM_011207.2

23 Gene Gm12538OTTMUSG00000007378, Gm12538predicted gene 12538 XM_908951.4, XM_884359.4

31 Gene Lpar1 vzg-1, AI326300, 5031439C20, MGC29102, Gpcr26, Kdt2, lpA1, Edg2, Lpar1lysophosphatidic acid receptor 1 NM_010336.2, NM_172989.1

31 Gene AI314180mKIAA0368, AW558785, BB181316, KIAA0368, AI314180expressed sequence AI314180 NM_172381.2

33 Gene Dnajc25 Dnajc25, 2010109C08Rik, 2010203O07RikDnaJ (Hsp40) homolog, subfamily C, member 25 NM_001033165.3

28 Gene Ptbp3 AI462022, AA407443, AW107884, MGC11742, 5830471K22Rik, Rod1, C86549, Ptbp3polypyrimidine tract binding protein 3 NM_178164.3, NM_144904.2
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30 Gene Hsdl2 Hsdl2, 2610207I16Rikhydroxysteroid dehydrogenase like 2 NM_024255.3

30 Gene E130308A19RikE130308A19Rik, MGC47072RIKEN cDNA E130308A19 gene NM_001015681.1, NM_153158.4

30 Gene Snx30 Snx30, MGC106086, 4732481H14Rik, C030041J06Riksorting nexin family member 30 NM_172468.2

29 Gene Alad Lv, Alad aminolevulinate, delta-, dehydratase NM_008525.3

29 Gene Pole3 Pole3, 1810034K18Rik, YBL1polymerase (DNA directed), epsilon 3 (p17 subunit) NM_021498.2

29 Gene 4933430I17Rik4933430I17Rik, bN189G18.7RIKEN cDNA 4933430I17 gene NM_177607.3

19 Gene Rgs3 C2PA-RGS3, PDZ-RGS3, C2pa, 4930506N09Rik, Rgs3, RGS3Sregulator of G-protein signaling 3 NM_001081650.1, NM_019492.2, NM_134257.3

27 Gene Col27a1 5730512J02Rik, Col27a1, mKIAA1870, AI449266collagen, type XXVII, alpha 1 NM_025685.3

35 Gene Whrn AW122018, AW742671, C430046P22Rik, Whrn, mKIAA1526, 1110035G07Rik, wi, MGC183668, bM340H1.8, Dfnb31, whirlinNT1, whirlinNT2whirlin NM_001008791.1, NM_028640.1, NM_001008793.1, NM_001008794.1, NM_001008795.1, NM_001008796.1, NM_001008797.1, NM_001008798.1, NM_001008792.1

26 Gene Atp6v1g1AA960677, VAG1, ATP6J, Vma10, Atp6v1g1, Atp6g1, 1810024D14RikATPase, H+ transporting, lysosomal V1 subunit G1 NM_024173.2

18 Gene Pappa IGFBP-4ase, Pappa, PAG1, 8430414N03Rik, PAPP-Apregnancy-associated plasma protein A NM_021362.1

27 Gene Megf9 4933405H16Rik, Megf9, mKIAA0818, 9630025C07, Egfl5multiple EGF-like-domains 9 NM_172694.2

33 Gene Tle1 Estm14, Grg1, C230057C06Rik, Tle1, Tle4ltransducin-like enhancer of split 1, homolog of Drosophila E(spl)NM_011599.4

33 Gene C630043F03RikAI851307, C630043F03RikRIKEN cDNA C630043F03 gene NR_027923.1

36 Gene Kdm4c 2410141F18Rik, Jmjd2c, Kdm4c, AA517467, Gasc1lysine (K)-specific demethylase 4C NM_001172095.1, NM_144787.2

22 Gene Ptprd 3000002J10Rik, MGC36851, 1110002J03Rik, B230219D21Rik, MGC113757, Ptprdprotein tyrosine phosphatase, receptor type, D NM_011211.2, NM_001014288.2

20 Gene Lurap1l D4Bwg0951e, bM350F23.1, AV175137, AV077978, WI-13707, 1110029A09Rik, Lurap1lNM_026821.5

31 Gene Nfib 6720429L07Rik, E030026I10Rik, Nfibnuclear factor I/B NM_008687.5, NM_001113209.1, NM_001113210.1

28 Gene Snapc3 4930558A07Rik, 5031401C21Rik, E030018J20Rik, AI414457, 1810020H02Rik, Snapc3small nuclear RNA activating complex, polypeptide 3NM_029949.3

30 Gene Psip1 Dfs70, Ledgfa, Psip2, Ledgfb, AU015605, AA408851, Psip1PC4 and SFRS1 interacting protein 1 NM_133948.4

25 Gene Ccdc171 A330015D16Rik, 4930473A06Rik, 4930418J05Rik, CCDC171, Ccdc171coiled-coil domain containing 171 NM_001081012.1

22 Gene Bnc2 8430420F16Rik, 5031434M05Rik, Bnc2, MGC124424, MGC124423basonuclin 2 NM_172870.4

23 Gene Cntln Cntln, AI448092, B430108F07Rik, D530005L17Rikcentlein, centrosomal protein NM_177385.3, NM_175275.3

40 Gene Rraga RAGA, FIP-1, AI255374, Rraga, 1300010C19RikRas-related GTP binding A NM_178376.3

40 Gene Haus6 6230416J20Rik, mKIAA1574, 9830144E06, Haus6, D4Ertd27eHAUS augmin-like complex, subunit 6 NM_173400.2

56 Gene Dennd4c1700065A05Rik, AA420392, Dennd4cDENN/MADD domain containing 4C NM_001081014.1, NM_184088.1

56 Gene Rps6 Rps6, S6R, MGC102571, MGC103209ribosomal protein S6 NM_009096.3

22 Gene Acer2 CRG-L1, Acer2, 2410116I05Rik, maCER2, Asah3lalkaline ceramidase 2 NM_139306.2

17 Gene Slc24a2 2810021B17Rik, Slc24a2, 6330417K15Rik, AI847460, Nckx2solute carrier family 24 (sodium/potassium/calcium exchanger), member 2NM_172426.2, NM_001110240.1

18 Gene Mllt3 3830408D16Rik, 2210011H10Rik, D4Ertd321e, 2610012I03Rik, Af9, Mllt3myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 3NM_029931.2, NM_027326.3

31 Gene Klhl9 Klhl9, 8030469P05, mKIAA1354, C530050O22Rik, KIAA1354, ENSMUSG00000070923NM_172871.2

28 Gene Mtap 1300019I21Rik, Mtap, MSAPmethylthioadenosine phosphorylase NM_024433.2

24 Gene Cdkn2a Arf, p16INK4a, Pctr1, p19&lt;ARF&gt;, Ink4a/Arf, Cdkn2a, ARF-INK4a, INK4a-ARF, p16(INK4a), p19ARF, p16, MTS1cyclin-dependent kinase inhibitor 2A NM_009877.2, NM_001040654.1

19 Gene Elavl2 Hub, Elavl2, mel-N1ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu antigen B)NM_010486.2, NM_207685.1, NM_207686.1, NM_001177883.1

21 Gene Tusc1 TSG-9, Tusc1, 2200001D17Riktumor suppressor candidate 1 NM_026954.1

27 Gene Caap1 Caap1, 5830433M19Rik, AI536248, CAAP NM_026368.2

27 Gene Plaa AU018445, 2410007N06, Ufd3, PLAP, Plaa, AI536418, PLA2P, D4Ertd618e, AW208417phospholipase A2, activating protein NM_172695.2

22 Gene Gm12657OTTMUSG00000007855, Gm12657predicted gene 12657 NM_001081019.1

32 Gene Mysm1 C130067A03Rik, C530050H10Rik, Mysm1myb-like, SWIRM and MPN domains 1 NM_177239.2

59 Gene Gm12703OTTMUSG00000008033, Gm12703predicted gene 12703 XR_168412.1, XR_168831.1

59 Gene Jun Jun, AP-1, Junc, c-junJun oncogene NM_010591.2

20 Gene Nfia 9430022M17Rik, NF1A, 1110047K16Rik, NF1-A, Nfianuclear factor I/A NM_001122952.1, NM_010905.3, NM_001122953.1

27 Gene Inadl Inadl, MGC176366, Patj, CippInaD-like (Drosophila) NM_001005787.1, NM_172696.2, NM_007704.2, NM_001005784.1

26 Gene Usp1 MGC25559, Usp1ubiquitin specific peptidase 1 NM_146144.3

36 Gene Atg4c Atg4cl, Atg4c, Apg4c, Apg4-C, Autl1autophagy related 4C, cysteine peptidase NM_175029.3, NM_001145967.1

21 Gene Itgb3bp Itgb3bp, 4930471O16Rik, AU022583integrin beta 3 binding protein (beta3-endonexin) NM_026348.3

21 Gene Efcab7 mKIAA1799, MGC118010, MGC28352, Efcab7EF-hand calcium binding domain 7 NM_145549.1
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17 Gene Ror1 mRor1, 2810404D04Rik, Ror1, Ntrkr1receptor tyrosine kinase-like orphan receptor 1 NM_013845.4

36 Gene Cachd1 B430218L07Rik, AI852726, mKIAA1573, 1190007F10Rik, Vwcd1, Cachd1cache domain containing 1 NM_198037.1

14 Gene Raver2 A430091O22Rik, Raver2ribonucleoprotein, PTB-binding 2 NM_183024.1

39 Gene Jak1 MGC37919, Jak1, C130039L05Rik, AA960307Janus kinase 1 NM_146145.2

24 Gene E130102H24RikE130102H24RikRIKEN cDNA E130102H24 gene NR_040708.1

24 Gene Mir101a miR-101, Mir101a, Mirn101, Mirn101amicroRNA 101a NR_029537.1

24 Gene 0610043K17Rik0610043K17RikRIKEN cDNA 0610043K17 gene NR_040640.1

24 Gene Dnajc6 Dnajc6, 2810027M23Rik, mKIAA0473DnaJ (Hsp40) homolog, subfamily C, member 6 NM_198412.2, NM_001164583.1, NM_001164585.1, NM_001164584.1

24 Gene Leprot Obrgrp, OB-RGRP, MGC6694, VPS55, Leprot, LEPRleptin receptor overlapping transcript NM_175036.4

21 Gene Wdr78 MGC31722, Wdr78, BC028975, MGC38950WD repeat domain 78 NM_146254.4

21 Gene Mier1 4933425I22Rik, MGC107532, Mier1, 5830411K19Rik, mKIAA1610mesoderm induction early response 1 homolog (Xenopus laevisNM_001039081.1, NM_027696.2

31 Gene Slc35d1 AI834976, KIAA0260, C330011J09, mKIAA0260, Slc35d1, UGTREL7solute carrier family 35 (UDP-glucuronic acid/UDP-N-acetylgalactosamine dual transporter), member D1NM_177732.4

33 Gene Ppap2b Ppap2b, 2610002D05Rik, D4Bwg0538e, Ppab2b, Lpp3, AV025606, 1110003O22Rik, D4Bwg1535ephosphatidic acid phosphatase type 2B NM_080555.2

32 Gene Usp24 B130021E18, 2810030C21Rik, Usp24, 2700066K03Rik, AI414051, C79851ubiquitin specific peptidase 24 NM_183225.2

26 Gene Dhcr24 Dhcr24, 2310076D10Rik, mKIAA0018, 5830417J06Rik24-dehydrocholesterol reductase NM_053272.2

27 Gene Ssbp3 AW551939, 5730488C10Rik, Ssbp3, AI854733, 2610200M23Rik, LAST, SSDP1, 2610021L12Riksingle-stranded DNA binding protein 3 NM_023672.2, NM_198438.1

30 Gene Tceanc2 2210010B22Rik, 2210012G02Rik, Tceanc2, 6330404A07Rik, AU015593, Tdeanc2transcription elongation factor A (SII) N-terminal and central domain containing 2NM_025617.2

30 Gene Tmem59Tmem59, 1110001M20Rik, ORF18, 3110046P06Rik, D4Ertd20e, MTDCF1, AI256529transmembrane protein 59 NM_029565.3

31 Gene Yipf1 Yipf1, C030002N13RikYip1 domain family, member 1 NM_145550.3, NM_001205156.1

31 Gene Tmem482810475A17Rik, Tmem48, NDC1, AI450313transmembrane protein 48 NM_028355.3

21 Gene Glis1 Glis1, Gli5, GliH1, Gli6GLIS family zinc finger 1 NM_147221.2

20 Gene Lrp8 Lrp8, AI848122, apoER2, Lr8b, AA921429, ApoER2, 4932703M08Riklow density lipoprotein receptor-related protein 8, apolipoprotein e receptorNM_001080926.1, NR_033496.1

20 Gene B230314M03RikB230314M03RikRIKEN cDNA B230314M03 gene XR_107608.1, XR_104876.1

19 Gene Zyg11a Zyg11a, BC022150zyg-11 family member A, cell cycle regulator NM_001167936.1

22 Gene Zyg11b FLJ13456, 1110046I03Rik, D4Mgi23, Zyg11b, 2810482G21Rik, Gm431, mKIAA1730zyg-ll family member B, cell cycle regulator NM_001033634.3

24 Gene Orc1 MmORC1, Orc1l, AA545195, Orc1 NM_011015.2

24 Gene Cc2d1b A830039B04Rik, Cc2d1b, Freud2coiled-coil and C2 domain containing 1B NM_177045.3

34 Gene 3110021N24Rik3110021N24Rik, 2610002D03RikRIKEN cDNA 3110021N24 gene NM_001254730.1

47 Gene Txndc12 0610040B21Rik, ERp16, ERp19, Txndc12thioredoxin domain containing 12 (endoplasmic reticulum)NM_025334.3

47 Gene Kti12 Kti12, AU014758, 1110001A12Rik, AI326810KTI12 homolog, chromatin associated (S. cerevisiae) NM_029571.2

29 Gene Osbpl9 Osbpl9, 2600011I06Rik, ORP-9, Orp-9, MGC38458, MGC30367, AU015843oxysterol binding protein-like 9 NM_001134791.2, NM_133885.4, NM_173350.3

25 Gene Eps15 2410112D09Rik, Eps15epidermal growth factor receptor pathway substrate 15NM_007943.3, NM_001159964.1

30 Gene 9630013D21Rik9630013D21RikRIKEN cDNA 9630013D21 gene XR_107609.1, XR_104877.1

30 Gene Cdkn2c p18, C77269, INK4c, p18INK4c, INK4d, Cdkn2ccyclin-dependent kinase inhibitor 2C (p18, inhibits CDK4)NM_007671.2

30 Gene Faf1 AA408698, Dffrx, Fam, Faf1Fas-associated factor 1 NM_007983.2

21 Gene Elavl4 Hud, Elav, Elavl4, PNEMELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D)NM_001038698.1, NM_010488.4, NM_001163397.1, NM_001163399.1

27 Gene Spata6 1700062C23Rik, Mash, Hash, KRP, AI790763, Spata6spermatogenesis associated 6 NM_026470.3

22 Gene Trabd2b OTTMUSG00000008561, Gm12824, Trabd2bTraB domain containing 2B NM_001085549.1

21 Gene Foxd2 Foxd2, AI426778, Mf2forkhead box D2 NM_008593.3

21 Gene 9130206I24Rik9130206I24RikRIKEN cDNA 9130206I24 gene NR_030721.1

19 Gene Foxe3 FREAC8, Foxe3, dyl, rctforkhead box E3 NM_015758.2

33 Gene Cmpk1 0610011D08Rik, Cmpk, Cmpk1, UMP-CMPkcytidine monophosphate (UMP-CMP) kinase 1 NM_025647.3

28 Gene Stil Sil, Stil Scl/Tal1 interrupting locus NM_009185.3

21 Gene Tal1 tal-1, bHLHa17, Tal1, SCL/tal-1, SclT cell acute lymphocytic leukemia 1 NM_011527.2

25 Gene Efcab14 KIAA0494, 4732418C07Rik, Kiaa0494, Efcab14EF-hand calcium binding domain 14 NM_172698.2

20 Gene Faah AW412498, Faahfatty acid amide hydrolase NM_010173.4

30 Gene Uqcrh 2310021J10Rik, 2210416J04Rik, Uqcrh, 2610041P16Rikubiquinol-cytochrome c reductase hinge protein NM_025641.3

Page 624 of 1163



30 Gene Lrrc41 MUF1, D730026A16Rik, D630045E04Rik, AW555107, AA409966, Lrrc41, MGC38941leucine rich repeat containing 41 NM_153521.1

25 Gene Lurap1 1520402A15Rik, Lurap1, Lrp35a NM_026547.1

25 Gene Pomgnt1Pomgnt1, 0610016I07Rik, 4930467B06Rikprotein O-linked mannose beta1,2-N-acetylglucosaminyltransferaseNM_029786.2, NM_026651.2

25 Gene Tmem69MGC118424, Tmem69, A630048M13Riktransmembrane protein 69 NM_177670.4

25 Gene Gpbp1l1 5330440M15Rik, Gpbp1l1, MGC8183, BC002292GC-rich promoter binding protein 1-like 1 NM_029868.2

37 Gene Nasp AI317140, 5033430J04Rik, AI131596, Nasp, D4Ertd767e, Epcs32, Nasp-Tnuclear autoantigenic sperm protein (histone-binding)NM_016777.3, NM_001081475.1

37 Gene Akr1a1 Akr1a1, Akr1a4, 2610201A18Rik NM_021473.3

38 Gene AV051173AV051173 expressed sequence AV051173 NR_040442.1

38 Gene Prdx1 TPxA, prx1, PrdxI, PrxI, TDX2, OSF3, MSP23, NkefA, OSF-3, PAG, Tdpx2, Prdx1, Pagaperoxiredoxin 1 NM_011034.4

26 Gene Zswim5 mKIAA1511, AI503093, 4933426E21Rik, Zswim5zinc finger SWIM-type containing 5 NM_001029912.2

26 Gene Urod Urod, Uro-d, AI323803uroporphyrinogen decarboxylase NM_009478.3

26 Gene Hectd3 AI467540, 1700064K09Rik, AW743312, Hectd3HECT domain containing 3 NM_175244.3

29 Gene Eif2b3 Eif2b3, 1190002P15Rikeukaryotic translation initiation factor 2B, subunit 3 NM_001111277.1, NM_175135.4

24 Gene Ptch2 ptc2, Ptch2 patched homolog 2 NM_008958.2

17 Gene Btbd19 Btbd19, 9530048O09Rik, BB115071BTB (POZ) domain containing 19 NR_024078.1

17 Gene Tctex1d44833401D15Rik, Tctex1d4Tctex1 domain containing 4 NM_175030.2

17 Gene Plk3 Plk3, PRK, Fnk, Cnk NM_013807.2

75 Gene Gm13015OTTMUSG00000009925, Gm13015polymerase (RNA) II (DNA directed) polypeptide L pseudogene

75 Gene Rps8 Rps8, MGC107577ribosomal protein S8 NM_009098.2

75 Gene Snord38aMBII-329, Snord38asmall nucleolar RNA, C/D box 38A NR_028524.1

75 Gene Snord55 Snord55 small nucleolar RNA, C/D box 55 NR_030704.1

75 Gene Kif2c MGC11883, ESTM5, 4930402F02Rik, X83316, MCAK, Knsl6, Kif2ckinesin family member 2C NM_134471.4

15 Gene Rnf220 4931406I20Rik, AV302541, 4732477A13, 5730503K05Rik, Rnf220ring finger protein 220 NM_025739.2

29 Gene Eri3 Prnpip1, Eri3, PINT1exoribonuclease 3 NM_080469.3

46 Gene Slc6a9 Glyt1, Slc6a9, Glyt-1solute carrier family 6 (neurotransmitter transporter, glycine), member 9NM_008135.4

39 Gene B4galt2 Ggtb2, B4galt2UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 2NM_001253381.1, NM_017377.5, NR_045570.1

39 Gene Atp6v0b Atp6f, VMA16, Atp6v0b, 2310024H13RikATPase, H+ transporting, lysosomal V0 subunit B NM_033617.3

39 Gene Dph2 Dph2l2, 9130020C19Rik, AI467389, Dph2DPH2 homolog (S. cerevisiae) NM_026344.3

39 Gene Ipo13 MGC18698, Kap13, Imp13, Ranbp13, Ipo13importin 13 NM_146152.3

24 Gene St3gal3 ST3N, St3gal3, Siat6, Siat3ST3 beta-galactoside alpha-2,3-sialyltransferase 3 NM_009176.4, NM_001161774.1

24 Gene Kdm4a mKIAA0677, D4Ertd222e, MGC28562, Jmjd2a, Kdm4a, JHDM3A, Jmjd2lysine (K)-specific demethylase 4A NM_172382.2, NM_001161823.1

31 Gene Ptprf LAR, AA591035, LARS, Ptprf, RPTP-LARprotein tyrosine phosphatase, receptor type, F NM_011213.2

33 Gene Szt2 MGC69654, Szt2, 6430407N22, BC059842, ENSMUSG00000058432, TIGRNM_198170.4

33 Gene Med8 AB041805, 2210021A15Rik, Med8, ARC32, MNCb-2386mediator of RNA polymerase II transcription, subunit 8 homolog (yeast)NM_020000.2, NM_173719.2

34 Gene Elovl1 Elovl1, Ssc1, BB151133, AA407424elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1NM_019422.2, NM_001039175.1, NM_001039176.1

34 Gene Cdc20 C87100, 2310042N09Rik, p55CDC, Cdc20cell division cycle 20 NM_023223.2

34 Gene Mpl TPO-R, Mpl, c-mpl, CD110, c-mpl-I, c-mpl-II, hlb219myeloproliferative leukemia virus oncogene NM_010823.2, NM_001122949.1

28 Gene Slc2a1 Glut-1, Glut1, Slc2a1solute carrier family 2 (facilitated glucose transporter), member 1NM_011400.3

17 Gene Ermap AA409279, Ermap, AI666418erythroblast membrane-associated protein NM_013848.2

17 Gene Ccdc23 Ccdc23, AI851162, 2410005K17Rik, Svbpcoiled-coil domain containing 23 NM_024462.2, NM_001038998.2

17 Gene 4930538K18Rik4930538K18Rik NM_029198.3

38 Gene AU022252AU022252, AI450326, MGC107672expressed sequence AU022252 NM_001012400.2

38 Gene Lepre1 2410024C15Rik, Lepre1, Gros1, P3H1leprecan 1 NM_019783.2, NM_019782.2, NM_001042411.1

19 Gene Cldn19 Cldn19, MGC141195claudin 19 NM_001038590.1, NM_153105.7

28 Gene Ybx1 YB-1, 1700102N10Rik, MSY1, Ybx1, C79409, EF1A, MGC118070, Nsep1, mYB-1a, dbpBY box protein 1 NM_011732.2

31 Gene Ppih 1100001J08Rik, 4833408F11Rik, CYP-20, D4Wsu43e, CYPH, AI464484, 2010111B15Rik, Ppihpeptidyl prolyl isomerase H NM_028677.4, NM_001110129.1, NM_001110130.1

32 Gene Ccdc30 1700111D19Rik, 1700041C02Rik, 4930445I03Rik, Ccdc30, 1700001O02Rikcoiled-coil domain containing 30 NM_001270446.1, NM_028506.1, NM_028698.1, NM_001270435.1, NM_028857.1, NM_029286.2
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32 Gene Ppcs Ppcs, AI790434, 6330579B17Rik, AI413471phosphopantothenoylcysteine synthetase NM_026494.3

32 Gene Zmynd12Zmynd12, AI414736zinc finger, MYND domain containing 12 NM_001014900.2

30 Gene AA415398MGC73851, AA415398, MGC100084expressed sequence AA415398 NM_001004178.1

30 Gene Foxj3 Fhd6, mKIAA1041, C330039G02Rik, Foxj3, DKFZp761E2211forkhead box J3 NM_172699.2

27 Gene LOC101055647 uncharacterized LOC101055647 XM_003945386.1, XM_003946150.1

27 Gene Foxo6 Foxo6 NM_194060.1

28 Gene Scmh1 AI315320, Scmh1, Scml3, Scml1, AI851618sex comb on midleg homolog 1 NM_013883.2, NM_001159630.1

26 Gene Ctps Ctps1, Ctps cytidine 5'-triphosphate synthase NM_016748.2

23 Gene Cited4 AW742964, Cited4, Mrg2, AU019445Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 4NM_019563.2

30 Gene Nfyc Nfyc NM_001048168.1, NM_008692.3

18 Gene Exo5 3110037I16Rik, Exo V, Dem1, AV297100, Exo5, mExo5exonuclease 5 NM_028457.2, NM_001160043.1

18 Gene Zfp69 Gm1029, Krab2, Zfp63, Zfp69zinc finger protein 69 NM_001005788.3

29 Gene Smap2 Smap1l, 1810031K02Rik, Smap2, AA408614stromal membrane-associated GTPase-activating protein 2NM_133716.3

21 Gene Mycl1 L-myc, AW536278, Lmyc1, bHLHe38, Lmyc-1, Mycl1, MGC102165v-myc myelocytomatosis viral oncogene homolog 1, lung carcinoma derived (avian)NM_008506.2

38 Gene Trit1 MOD5, Trit1, AI314635, 2310075G14Rik, AV099619, AI314189, IPTtRNA isopentenyltransferase 1 NM_025873.2

35 Gene Macf1 mACF7, MACF, mKIAA0465, Macf1, Aclp7, R74989, Acf7, ABP620microtubule-actin crosslinking factor 1 NM_001199136.1, NM_001199137.1

35 Gene D830031N03RikmKIAA0754, KIAA0754, Kiaa0754, D830031N03RikRIKEN cDNA D830031N03 gene NM_001167918.1

32 Gene Akirin1 Akirin1, 6330407G11Rikakirin 1 NM_023423.3

23 Gene Gm10572Gm10572, ENSMUSG00000073760predicted gene 10572 XR_140667.1, XR_142094.1

27 Gene Mycbp Mycbp, AW742590, AW552132, 5730488M09Rik, Amy-1c-myc binding protein NM_019660.3

27 Gene Rragc RAGC, Gtr2, YGR163W, AU041672, MGC47404, Rragc, TIB929Ras-related GTP binding C NM_017475.2

22 Gene Pou3f1 Oct6, Otf-6, Scip, Pou3f1, Oct-6, Tst1, Tst-1, Test1, Otf6POU domain, class 3, transcription factor 1 NM_011141.2

25 Gene Utp11l Utp11l, 2700082D03Rik, CGI-94, Cgi94UTP11-like, U3 small nucleolar ribonucleoprotein, (yeast)NM_026031.3

25 Gene Fhl3 SLIM2, Fhl3 NM_010213.3

23 Gene Sf3a3 Sf3a3, 60kDa, 4930512K19Rik, MGC103282splicing factor 3a, subunit 3 NM_029157.3

31 Gene Inpp5b Inpp5b, 75kDa, INPP5P, AW260155inositol polyphosphate-5-phosphatase B NM_008385.3

31 Gene Mtf1 Thyls, MTF-1, Mtf1metal response element binding transcription factor 1NM_008636.4

31 Gene 1110065P20RikC530005M16Rik, 1110065P20RikRIKEN cDNA 1110065P20 gene NM_001142727.1

31 Gene Yrdc MGC38336, AV303379, IRIP, ITIP, BC023823, YrdcyrdC domain containing (E.coli) NM_153566.2

31 Gene Maneal Gm50, Maneal, MGC86147mannosidase, endo-alpha-like NM_001007573.2

30 Gene Cdca8 DasraB, BOR, D4Ertd421e, Borealin, MESRGP, AU044747, 4831429J16Rik, Cdca8cell division cycle associated 8 NM_026560.4

30 Gene 9930104L06RikMGC107426, 9930104L06RikRIKEN cDNA 9930104L06 gene NM_177573.3

33 Gene Dnali1 Dnali1, AW049135, 1700023A09Rikdynein, axonemal, light intermediate polypeptide 1 NM_175223.4

33 Gene Snip1 Snip1, 2410133M08RikSmad nuclear interacting protein 1 NM_175246.4

32 Gene Csf3r Cd114, Csfgr, G-CSFR, MGC141472, MGC141473, Csf3rcolony stimulating factor 3 receptor (granulocyte) NM_001252651.1, NM_007782.3, NR_045561.1

32 Gene Mrps15 2410002B11Rik, Mprs15, Mrps15, 1500003E24Rikmitochondrial ribosomal protein S15 NM_025544.2

19 Gene Oscp1 1810007P19Rik, Oscp1, 6030436A01Rik, 5730415O04organic solute carrier partner 1 NM_172701.2

30 Gene Lsm10 Lsm10 NM_138721.2, NM_001163266.1

42 Gene Stk40 Stk40, 2310004N11Rik, AI428792serine/threonine kinase 40 NM_028800.3, NM_001145827.1

42 Gene Eva1b 2610027C15Rik, MGC36197, Eva1b, Fam176beva-1 homolog B (C. elegans) NM_172145.3

42 Gene Sh3d21 AU019788, 1700029G01Rik, Sh3d21SH3 domain containing 21 NM_001162533.1, NM_025856.3

28 Gene Thrap3 MGC116673, MGC37192, MGC56927, B230333E16Rik, Thrap3, 9330151F09Rik, MGC98683, Trap150thyroid hormone receptor associated protein 3 NM_146153.3

32 Gene Map7d1 MGC28498, BC019977, Map7d1, Parcc1, Rprc1, AV028413, MGC27585, mKIAA1187, Mtap7d1MAP7 domain containing 1 NM_144941.3, NM_001145970.1

32 Gene Trappc3 AI835942, Trappc3, AU019197, Bet3, 1110058K12Riktrafficking protein particle complex 3 NM_013718.2

41 Gene Col8a2 MGC90765, AI429819, Col8a2collagen, type VIII, alpha 2 NM_199473.2

41 Gene Adprhl2 Adprhl2, AI836109, Arh3ADP-ribosylhydrolase like 2 NM_133883.2

41 Gene Tekt2 Tekt2, tektin-t, AU014974tektin 2 NM_011902.2

Page 626 of 1163



41 Gene Gm12945Gm12945, ENSMUSG00000073756, OTTMUSG00000009351predicted gene 12945 XR_107629.2, XR_106275.2

30 Gene Ago3 AW048688, C130014L07Rik, Ago3, Eif2c3argonaute RISC catalytic subunit 3 NM_153402.2

30 Gene Ago1 Ago1, Eif2c1 argonaute RISC catalytic subunit 1 NM_153403.2

21 Gene 5730409E04RikAI849033, 7530403E16Rik, 5730409E04RikRIKEN cDNA 5730409E04Rik gene NM_001013755.3, NM_001145950.1

24 Gene Tfap2e AP-2e, Tcfap2e, AI505200, Tfap2etranscription factor AP-2, epsilon NM_198960.2

27 Gene Ncdn MMS10-AE, mKIAA0607, norbin, Ncdn, AU042419, Ms10aeneurochondrin NM_011986.4

27 Gene AU040320AU040320, A730047D20Rik, Kiaa0319lexpressed sequence AU040320 NM_133886.2, NM_001035525.1, NM_001035526.1

28 Gene Sfpq 2810416M14Rik, AU021830, D4Ertd314e, 1110004P21Rik, MGC101933, REP1, PSF, Sfpq, 5730453G22Rik, 9030402K04Rik, Gm12940, OTTMUSG00000009329splicing factor proline/glutamine rich (polypyrimidine tract binding protein associated)NM_023603.3, NR_045010.1

32 Gene Dlgap3 BC058433, DAP-3, Prpl8, Sapap3, DAP3, Dlgap3discs, large (Drosophila) homolog-associated protein 3NM_198618.4

32 Gene Smim12 Smim12, BC003266, MGC7764small integral membrane protein 12 NM_030252.2

16 Gene Phc2 D4Ertd810e, D130050K19Rik, Edr2, A3galt2, AA415044, Mph2, Phc2polyhomeotic-like 2 (Drosophila) NM_018774.4, NM_001195083.1, NM_001195130.1

42 Gene Trim62 6330414G21Rik, Trim62, AI450348tripartite motif-containing 62 NM_178110.2

25 Gene Adc Azi2, AZIN2, Adc, 4933429I20Rik, B930082O19, Odcparginine decarboxylase NM_172875.2

36 Gene 1700086P04Rik1700086P04RikRIKEN cDNA 1700086P04 gene XR_107631.1, XR_106277.1, XR_141449.1

36 Gene Rnf19b 4930555L03Rik, Ibrdc3, 4930534K13Rik, Rnf19bring finger protein 19B NM_029219.1

33 Gene S100pbpS100pbp, AI851343, 4930429A08Rik, S100pbprS100P binding protein NM_029036.2

33 Gene Yars AL024047, Yars, AU018965tyrosyl-tRNA synthetase NM_134151.4

30 Gene Rbbp4 mRbAp48, Rbbp4retinoblastoma binding protein 4 NM_009030.3

30 Gene Zbtb8os 2010001H09Rik, AI851226, 2310028N13Rik, Archm, Zbtb8os, Archzinc finger and BTB domain containing 8 opposite strandNM_025970.3

26 Gene Marcksl1F52, Macs2, Mlp, Macs3, D4Bc1, MacMARCKS, Mrp, Marcksl1, AW536807, AL022768, AW215397MARCKS-like 1 NM_010807.4

26 Gene Hdac1 MGC102534, MommeD5, MGC118085, RPD3, Hdac1-ps, HD1, Hdac1histone deacetylase 1 NM_008228.2

33 Gene Eif3i Eif3s2, 36kDa, Trip1, D4Ertd632e, Eif3ieukaryotic translation initiation factor 3, subunit I NM_018799.2

33 Gene Tmem2341500002D11Rik, 4933407D05Rik, 2510006D16Rik, Tmem234 NM_029748.2

33 Gene Dcdc2b Gm1366, Gm12964, OTTMUSG00000009523, Dcdc2bdoublecortin domain containing 2b NM_001195730.1

30 Gene Kpna6 IPOA7, NPI-2, Kpna6, Kpna5karyopherin (importin) alpha 6 NM_008468.4

30 Gene Tmem39bTmem39b, BC037095, 6330509E05Rik, MGC59407transmembrane protein 39b NM_199305.1

37 Gene Khdrbs1 Khdrbs1, p62, Sam68KH domain containing, RNA binding, signal transduction associated 1NM_011317.4, NR_045036.1

32 Gene Ptp4a2 Ptp4a2, Prl-2, MGC103400, MGC102154protein tyrosine phosphatase 4a2 NM_008974.4, NM_001164745.1

18 Gene Spocd1 Spocd1, OTTMUSG00000009522SPOC domain containing 1 XM_003085429.3, XM_003086377.3, XM_003945744.1

18 Gene 1700003M07Rik1700003M07RikRIKEN cDNA 1700003M07 gene NR_040647.1, NR_040648.1

21 Gene Bai2 Bai2 NM_001199696.1, NM_173071.3

19 Gene Col16a1 2700007F12Rik, A530052M23Rik, AI838662, Col16a1, CA1Fcollagen, type XVI, alpha 1 NM_028266.5

31 Gene Pum1 Pumm, AA517475, Pum1, mKIAA0099pumilio 1 (Drosophila) NM_030722.2, NM_001159603.1, NM_001159604.1, NM_001159605.1, NM_001159606.1

28 Gene Ptpru R-PTP-U, Ptprl, Pcp2, Ptpf, PCP-2, PTP, PTP-lambda, R-PTP-psi, Ptpru, PTPlambda, Ftp-1, RPTPlambdaprotein tyrosine phosphatase, receptor type, U NM_011214.2, NM_001083119.2

28 Gene Mecr Mecr, AI195831, Nrbf1mitochondrial trans-2-enoyl-CoA reductase NM_025297.2

30 Gene Gm12992OTTMUSG00000009742, Gm12992predicted gene 12992 XR_107635.1, XR_104887.1

30 Gene Tmem200bEG623230, Tmem200btransmembrane protein 200B NM_001201367.1

30 Gene Epb4.1 KIAA4056, D4Ertd442e, 4.1R, Elp1, Elp-1, Epb4.1, AI415518, Epb41, mKIAA4056erythrocyte protein band 4.1 NM_183428.3, NM_001128607.1, NM_001128606.1

22 Gene LOC101056016 uncharacterized LOC101056016 XM_003945765.1, XM_003946152.1

34 Gene Ythdf2 Ythdf2, NY-REN-2, HGRG8, 9430020E02RikYTH domain family 2 NM_145393.4

34 Gene Rps15a-ps4Gm13253, OTTMUSG00000011114, Rps15a-ps4ribosomal protein S15A, pseudogene 4 NR_036572.1

34 Gene Gmeb1 AI481278, Gmeb1, AI256615, 1110050A04Rikglucocorticoid modulatory element binding protein 1NM_001122992.1, NM_020273.2

27 Gene Rcc1 Chc1, AI326872, Rcc1, 4931417M11Rikregulator of chromosome condensation 1 NM_001197082.1, NM_133878.3

23 Gene Snhg3 Snhg3, U17HG, Rnu17dsmall nucleolar RNA host gene (non-protein coding) 3NR_003270.2

23 Gene Snora73bU17B, Snora73bsmall nucleolar RNA, H/ACA box 73b NR_028513.1

23 Gene Snora73aE1, E1b, E1-7, U17A, Snora73asmall nucleolar RNA, H/ACA box 73a NR_028512.1

28 Gene Phactr4 3110001B12Rik, KIAA4120, N28169, AI527228, FLJ13171, mKIAA4120, Phactr4, AW495572, C330013F19Rikphosphatase and actin regulator 4 NM_175306.4, NM_001161797.1
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30 Gene Med18 Med18, 2810046C01Rikmediator of RNA polymerase II transcription, subunit 18 homolog (yeast)NM_026039.3

33 Gene Sesn2 Sesn2, MGC11758, SEST2, HI95, Ses2sestrin 2 NM_144907.1

28 Gene Atpif1 Atpif1, If1, AtpiATPase inhibitory factor 1 NM_007512.3

28 Gene Dnajc8 Dnajc8, 2010009J04Rik, AU019262, 1110021D09Rik, AU044514, AL024084DnaJ (Hsp40) homolog, subfamily C, member 8 NM_172400.3

35 Gene Eya3 Eya3, AI844637eyes absent 3 homolog (Drosophila) NM_010166.2, NM_210071.1, NM_211357.1

35 Gene Xkr8 Gm1031, MGC67219, XRG8, AI597014, 4931440N07Rik, Xkr8X Kell blood group precursor related family member 8 homologNM_201368.1

35 Gene Smpdl3bSmpdl3b, 1110054A24Rik, AU045240, Asml3bsphingomyelin phosphodiesterase, acid-like 3B NM_133888.2

28 Gene Rpa2 AI325195, AU020965, RPA34, AA409079, Rpa2, Rf-A2replication protein A2 NM_011284.3

39 Gene Fam76a Fam76a, MGC11672family with sequence similarity 76, member A NM_145553.2, NM_001163792.1

28 Gene Fgr Fgr Gardner-Rasheed feline sarcoma viral (Fgr) oncogene homologNM_010208.4

31 Gene Ahdc1 MGC29331, Ahdc1, D030015G18RikAT hook, DNA binding motif, containing 1 NM_146155.3

32 Gene Wasf2 D4Ertd13e, WAVE2, AW742646, Wasf2WAS protein family, member 2 NM_153423.6

23 Gene Map3k6 Ask2, MGC159280, MEKK6, Map3k6, MAPKKK6mitogen-activated protein kinase kinase kinase 6 NM_016693.5

18 Gene Sytl1 Sytl1, 9030417L18, PSGL-1, MGC7008, Slp1synaptotagmin-like 1 NM_031393.2

21 Gene Tmem222AA409341, 5730406H10Rik, D4Ertd196e, Tmem222, DKFZp564D0478transmembrane protein 222 NM_025667.3

27 Gene Nudc Silg92, SIG-92, Nudcnuclear distribution gene C homolog (Aspergillus) NM_010948.3

27 Gene Nr0b2 SHP, Shp1, SHP-1, Nr0b2nuclear receptor subfamily 0, group B, member 2 NM_011850.2

29 Gene Gpatch3 D930035B09Rik, Gpatch3, MGC106307, Gpatc3G patch domain containing 3 NM_172876.2

29 Gene Gpn2 Atpbd1b, R74630, RP23-137L22.10, AI838661, Gpn2GPN-loop GTPase 2 NM_133884.2

35 Gene Pigv B330013B03, D430024F16Rik, Pigvphosphatidylinositol glycan anchor biosynthesis, class VNM_178698.5, NM_001145955.1, NM_001145956.1

37 Gene Arid1a 1110030E03Rik, Arid1a, BAF250a, Smarcf1, Osa1AT rich interactive domain 1A (SWI-like) NM_001080819.1

26 Gene Hmgn2 MGC102472, Hmgn2, HMG-17, MGC103137, MGC118420, Hmg17, MGC103384high mobility group nucleosomal binding domain 2 NM_016957.3

26 Gene Dhdds CIT, DS, Dhdds, W91638, 3222401G21Rik, HDSdehydrodolichyl diphosphate synthase NM_026144.4

37 Gene Cnksr1 Cnksr1, BC037758connector enhancer of kinase suppressor of Ras 1 NM_001081047.1

37 Gene Zfp593 AV062409, Zfp593, 3110024A21Rik, E130106C14Rik, ZNF593zinc finger protein 593 NM_024215.2

37 Gene E130218I03RikE130106C14Rik, E130218I03RikRIKEN cDNA E130218I03 gene NR_040435.1, NR_040436.1

37 Gene Grrp1 2810043G13Rik, Grrp1, Fam110dglycine/arginine rich protein 1 NM_001099296.1

33 Gene Pdik1l MGC36635, stk35l2, Pdik1l, BC027088PDLIM1 interacting kinase 1 like NM_146156.3, NM_001163794.1

31 Gene Stmn1 Smn, Pp17, P19, Pp19, Lag, Lap18, Stmn1, P18, Pr22, Op18, Pig, Pp18, 19kstathmin 1 NM_019641.4

35 Gene Mtfr1l Fam54b, AI480750, 2410166I05Rik, Mtfr1lmitochondrial fission regulator 1-like NM_001256112.1, NM_029759.4

35 Gene Sepn1 Sepn1, AI414492, 1110019I12Rikselenoprotein N, 1 NM_029100.2

35 Gene Man1c1 Man1c1, AI593348mannosidase, alpha, class 1C, member 1 NM_207237.3

25 Gene Ldlrap1 Arh, AA691260, FHCB1, Ldlrap1, ARH2, FHCB2, Arh1low density lipoprotein receptor adaptor protein 1 NM_145554.2

36 Gene Tmem57Tmem57, AI317300, 1110007C24Rik, 9230118A01Rik, C61, AI606104transmembrane protein 57 NM_025382.6

56 Gene Tmem50aSmp1, Tmem50a, CAM, 3200001F09Riktransmembrane protein 50A NM_027935.2

56 Gene D4Wsu53e2700043I21Rik, D4Wsu53e, D4Ucla2DNA segment, Chr 4, Wayne State University 53, expressedNM_023665.3

56 Gene Syf2 Ntc31, p29, Syf2, D4Bwg1551e, 1110018L13Rik, mp29, Cbpin, GcipipSYF2 homolog, RNA splicing factor (S. cerevisiae) NM_026780.3

35 Gene Clic4 mc3s5, Clic4, D0Jmb3, TU-74, mtCLICchloride intracellular channel 4 (mitochondrial) NM_013885.2

19 Gene Srrm1 Srrm1, AA407769, Srm160, POP101serine/arginine repetitive matrix 1 NM_016799.3, NM_001130477.1

31 Gene Srsf10 SRrp40, Srsf10, NSSR1, FUSIP2, TASR2, TASR1, Fusip1, Nssr, TASR, Sfrs13a, NSSR2, Srsf13aserine/arginine-rich splicing factor 10 NM_001080387.1, NM_010178.2

26 Gene Cnr2 Cnr2, CB2-R, CB2cannabinoid receptor 2 (macrophage) NM_009924.3

26 Gene Fuca1 Afuc, 9530055J05Rik, 0610006A03Rik, Fuca, Fuca1fucosidase, alpha-L- 1, tissue NM_024243.4

34 Gene Hmgcl AW476067, HL, Hmgcl3-hydroxy-3-methylglutaryl-Coenzyme A lyase NM_008254.2

34 Gene Gale 2310002A12Rik, AI323962, Galegalactose-4-epimerase, UDP NM_178389.3

34 Gene Lypla2 Lypla2, LysoII lysophospholipase 2 NM_011942.1

34 Gene Pithd1 Trp26, AA408179, 1110049F12Rik, Pithd1, RP23-161N17.10PITH (C-terminal proteasome-interacting domain of thioredoxin-like) domain containing 1NM_025411.4

19 Gene Tceb3 AA408125, Tceb3a, Tceb3, 110kDatranscription elongation factor B (SIII), polypeptide 3NM_013736.4
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51 Gene Rpl11 Rpl11, 2010203J19Rikribosomal protein L11 NM_025919.2

33 Gene Id3 bHLHb25, Idb3, Hlh462, Id3inhibitor of DNA binding 3 NM_008321.2

37 Gene E2f2 E2f2, 9230110J10, E130207A07E2F transcription factor 2 NM_177733.6

26 Gene Zfp46 Zfp-46, Znf436, AI426962, Zfp46, Mlz-4zinc finger protein 46 NM_009557.3

33 Gene Hnrnpr 2610003J05Rik, Hnrnpr, 2610528B01Rik, Hnrprheterogeneous nuclear ribonucleoprotein R NM_028871.1

24 Gene Luzp1 Luzp1, MGC169410, Luzp, AI266952, mFLJ00226, MGC169408, 2700072H04Rikleucine zipper protein 1 NM_024452.2

23 Gene Lactbl1 Lactbl1, BC029684 NM_001243262.1

35 Gene Ephb2 Tyro5, Erk, Drt, Prkm5, Qek5, ETECK, Cek5, Sek3, Hek5, Nuk, Ephb2Eph receptor B2 NM_010142.2

32 Gene Zbtb40 MGC62412, mKIAA0478, C230087D24, Zbtb40, BC059177, Gm571zinc finger and BTB domain containing 40 NM_198248.1

30 Gene Wnt4 Wnt4, MGC123964, Wnt-4wingless-related MMTV integration site 4 NM_009523.2

20 Gene Cdc42 Cdc42, AI747189, AU018915 NM_001243769.1, NM_009861.3

19 Gene Rpl31-ps10OTTMUSG00000009823, Rpl31-ps10, Gm13004ribosomal protein L31, pseudogene 10

34 Gene Hspg2 Hspg2, per, Plc, AI852380, Pcnperlecan (heparan sulfate proteoglycan 2) NM_008305.3

24 Gene Usp48 AI115503, 2810449C13Rik, Usp48, MGC25724, D330022K21Rik, BC021769, Usp31ubiquitin specific peptidase 48 NM_130879.2

24 Gene Rap1gap1300019I11Rik, 2310004O14Rik, Rap1gap, Rap1ga1, AI427470Rap1 GTPase-activating protein NM_001081155.2, NM_001256218.1, NM_029563.1

26 Gene Alpl AP-TNAP, Alpl, TNAP, APTNAP, Akp2, Akp-2, TNSALPalkaline phosphatase, liver/bone/kidney NM_007431.2

26 Gene Ece1 ECE-1b, AW322500, Ece1, ECE-1d, ECE-1aendothelin converting enzyme 1 NM_199307.2

46 Gene Eif4g3 eIF4GII, G1-419-52, Eif4g3, repro8, 4930523M17Rik, 1500002J22Rik, 4833436O05eukaryotic translation initiation factor 4 gamma, 3 NM_001256195.1, NM_001256198.1, NM_172703.3

46 Gene Hp1bp3 Hp1bp74, Hp1bp3, MGC28927heterochromatin protein 1, binding protein 3 NM_010470.2, NM_001122896.1, NM_001122897.1

32 Gene Pink1 AU042772, 1190006F07Rik, Pink1, BRPK, mFLJ00387, AW557854PTEN induced putative kinase 1 NM_026880.2

26 Gene Fam43b Fam43b, OTTMUSG00000009974family with sequence similarity 43, member B NM_001081672.2

25 Gene Camk2n11810006K23Rik, AI848599, AI891706, Camk2n1calcium/calmodulin-dependent protein kinase II inhibitor 1NM_025451.2

28 Gene Otud3 Otud3, 3110030K17RikOTU domain containing 3 NM_028453.1

22 Gene Rnf186 Rnf186, 9130020G10Rikring finger protein 186 NM_025786.3

22 Gene Tmco4 AI430825, Tmco4, 4632413C14Riktransmembrane and coiled-coil domains 4 NM_029857.3

27 Gene Nbl1 DAN, MGC123430, Dana, Nbl1, NO3, D4H1S1733Eneuroblastoma, suppression of tumorigenicity 1 NM_008675.2

44 Gene Minos1 Minos1, 2310028O11Rikmitochondrial inner membrane organizing system 1 NM_001163006.2, NR_033745.1

18 Gene Capzb 1700120C01Rik, AI325129, CPB1, CPbeta1, Cappb1, CPbeat2, CPbeta2, Capzb, CPB2capping protein (actin filament) muscle Z-line, beta NM_001037761.1, NM_009798.3

38 Gene Pqlc2 MGC38094, BC019216, Pqlc2, MGC29170PQ loop repeat containing 2 NM_145384.2

38 Gene Akr7a5 0610025K21Rik, Afar1, Afar, Akr7a2, Akr7a5aldo-keto reductase family 7, member A5 (aflatoxin aldehyde reductase)NM_025337.3

29 Gene Iffo2 MGC36549, C79267, Iffo2intermediate filament family orphan 2 NM_183148.3, NM_001205173.1

19 Gene Crocc Crocc, KIAA0445ciliary rootlet coiled-coil, rootletin NM_172122.2, NM_001145958.1

26 Gene Necap2 C78898, Necap2, AA409105, 1110005F07RikNECAP endocytosis associated 2 NM_025383.3

26 Gene Spata21 4933414G08, Spata21spermatogenesis associated 21 NM_177867.3

35 Gene Szrd1 Szrd1, 1110022I03, D4Ertd22e, RP23-183L1.10SUZ RNA binding domain containing 1 NM_001025608.1, NM_174996.2

35 Gene Fbxo42 6720460I06Rik, Fbxo42, mKIAA1332F-box protein 42 NM_172518.3

29 Gene Epha2 Sek2, AW545284, Eck, Epha2, Sek-2, Myk2Eph receptor A2 NM_010139.3

29 Gene Gm694 Gm694 predicted gene 694 NM_001033374.3

29 Gene Zbtb17 Zbtb17, Miz1, AA589413, Lp-1, mZ13, Zfp100zinc finger and BTB domain containing 17 NM_009541.2

35 Gene Spen Mint, mKIAA0929, SpenSPEN homolog, transcriptional regulator (Drosophila)NM_019763.2

35 Gene Gm4123 Gm4123 predicted gene 4123 XR_168665.1

35 Gene B330016D10RikB330016D10RikRIKEN cDNA B330016D10 gene NR_030695.1

18 Gene Fblim1 2410043F08Rik, Fblim1, Cal, migfilin, migfilin(s), Fblp1, Gt10filamin binding LIM protein 1 NM_133754.5, NM_001163256.1

17 Gene Tmem82Tmem82, MGC37938transmembrane protein 82 NM_145987.2

17 Gene Slc25a34Slc25a34, Gm1369, MGC107701solute carrier family 25, member 34 NM_001013780.1

21 Gene Plekhm2mKIAA0842, AI854247, Plekhm2, 2310034J19Rikpleckstrin homology domain containing, family M (with RUN domain) member 2NM_001033150.1

19 Gene Ddi2 AI604911, 9130022E05Rik, 1110056G13Rik, 1700027M01Rik, AU040698, Ddi2DNA-damage inducible protein 2 NM_001017966.2
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31 Gene Dnajc16 D030060M24, 4732437J24Rik, 2900037O03Rik, Dnajc16, mKIAA0962DnaJ (Hsp40) homolog, subfamily C, member 16 NM_172338.2

31 Gene Casp9 AW493809, CASP-9, Mch6, Casp9, Caspase-9, AI115399, ICE-LAP6, APAF-3caspase 9 NM_015733.4

33 Gene Efhd2 2600015J22Rik, AA408606, D4Wsu27e, Efhd2EF hand domain containing 2 NM_025994.3

23 Gene Tmem51BC003277, FLJ10199, Tmem51transmembrane protein 51 NM_145402.3

23 Gene Tmem51as1Tmem51as1, ENSMUSG00000073728, Gm10565Tmem51 antisense RNA 1 NR_027137.1

24 Gene Kazn 2310007B04Rik, Kazrin, AW061099, AI256607, 9030409G11Rik, Kaz, AI666764, Kaznkazrin, periplakin interacting protein NM_144531.3, NM_001109684.1, NM_001109685.1

32 Gene Prdm2 Znfpr1c1, Riz1, 4833427P12Rik, Gm1033, Riz, E330024L24Rik, Prdm2, Gm19732, KMT8PR domain containing 2, with ZNF domain NM_001081355.3, NM_001256380.1

22 Gene Lrrc38 Lrrc38, A230053A07Rikleucine rich repeat containing 38 NM_001162983.1

17 Gene Dhrs3 Rsdr1, retSDR1, Dhrs3dehydrogenase/reductase (SDR family) member 3 NM_001172424.1, NM_011303.6

32 Gene Vps13d BC037490, C86073, Vps13d, KIAA0453, FLJ10619vacuolar protein sorting 13 D (yeast) NM_001128198.1

21 Gene Gm13139Gm13139, MGC19361, OTTMUSG00000010657predicted gene 13139 NM_001083918.1

25 Gene Plod1 AI854890, 2410042F05Rik, Plod, Plod1, Lh1, AV007929procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1 NM_011122.3

25 Gene 2510039O18Rik2510039O18Rik, Kiaa2013 NM_029841.3

26 Gene Agtrap 3300002E14Rik, Agtrap, AT1R, D4Wsu124e, Atrapangiotensin II, type I receptor-associated protein NM_009642.4

26 Gene Draxin 2610109H07Rik, Draxindorsal inhibitory axon guidance protein NM_027426.3

30 Gene Mtor RAFT1, AI327068, RAPT1, MGC118056, 2610315D21Rik, flat, FRAP, FRAP2, Frap1, Mtormechanistic target of rapamycin (serine/threonine kinase)NM_020009.2

42 Gene Exosc10 p4, Exosc10, RRP6, Pmscl2, PM-Scl, p2, PM/Scl-100, p3exosome component 10 NM_016699.2

42 Gene Srm SpdSy, AA407669, Srm, SpdSTspermidine synthase NM_009272.4

35 Gene Tardbp TDP-43, Tardbp, C85084, 1190002A23Rik, Tdp43TAR DNA binding protein NM_145556.4, NM_001008545.2, NM_001003899.2, NM_001008546.2, NM_001003898.3, NR_027864.1

19 Gene Pex14 Pex14p, R75137, Pex14peroxisomal biogenesis factor 14 NM_019781.2

19 Gene Dffa ICAD-S, ICAD, A330085O09Rik, DFF35, Dff45, ICAD-L, DffaDNA fragmentation factor, alpha subunit NM_001025296.1, NM_010044.2

26 Gene Apitd1 2810407L01Rik, MGC58422, Apitd1, 2610040C18Rikapoptosis-inducing, TAF9-like domain 1 NM_027263.2

33 Gene Pgd Pgd, AU019875, C78335, 0610042A05Rikphosphogluconate dehydrogenase NM_001081274.1

33 Gene Kif1b A530096N05Rik, AI506502, Kif1b, KIF1Bp130, D4Mil1e, mKIAA0591, KIF1Bp204, AI448212kinesin family member 1B NM_008441.2, NM_207682.2

31 Gene Ube4b 4930551I19Rik, UFD2, Ufd2p, UFD2a, AU014668, mKIAA0684, 4933406G05Rik, D4Bwg0973e, Ube4bubiquitination factor E4B, UFD2 homolog (S. cerevisiae)NM_022022.3

29 Gene Nmnat1 nmnat, 5730441G13Rik, Nmnat1, D4Cole1e, 2610529L11Riknicotinamide nucleotide adenylyltransferase 1 NM_133435.1

29 Gene Lzic AW047580, 1810030J04Rik, Lzicleucine zipper and CTNNBIP1 domain containing NM_026963.5

37 Gene Slc25a33Slc25a33, Pnc1, MGC4399, 5730438N18Riksolute carrier family 25, member 33 NM_027460.2, XM_003945705.1

33 Gene Spsb1 Spsb1, MGC102221, 4930422J18Rik, SSB1, SSB-1, 1110014L01Rik, AI596360, AI854583splA/ryanodine receptor domain and SOCS box containing 1NM_029035.2

28 Gene H6pd G6pd1, Gpd1, AI785303, Gpd-1, H6pdhexose-6-phosphate dehydrogenase (glucose 1-dehydrogenase)NM_173371.3

33 Gene Gpr157 Gpr157, F730108M23RikG protein-coupled receptor 157 NM_177366.3

20 Gene Rere ARP, AW742570, 1110033A15Rik, atrophin-2, AI414665, DNB1, ATN1L, ARG, Rere, mKIAA0458, Atr2arginine glutamic acid dipeptide (RE) repeats NM_001085492.1

23 Gene 1700045H11Rik1700045H11RikRIKEN cDNA 1700045H11 gene NR_040649.1

23 Gene Errfi1 AI788755, 1300002F13Rik, Errfi1, Mig-6, Mig6, RALTERBB receptor feedback inhibitor 1 NM_133753.1

18 Gene Park7 Park7, Dj1, DJ-1Parkinson disease (autosomal recessive, early onset) 7NM_020569.3

27 Gene Per3 2810049O06Rik, mPer3, Per3period circadian clock 3 NM_011067.2

27 Gene Vamp3 Vamp3, ceb, D130027G05Rik, VAMP-3vesicle-associated membrane protein 3 NM_009498.4

28 Gene Camta1 AI316882, mKIAA0833, 2310058O09Rik, Camta1, KIAA0833, AW987475, 1810059M14Rikcalmodulin binding transcription activator 1 NM_001081557.3, NM_001195565.1

28 Gene 9230110K08Rik9230110K08RikRIKEN cDNA 9230110K08 gene XM_003945766.1, XM_003946322.1

39 Gene Dnajc11 E030019A03Rik, Dnajc11DnaJ (Hsp40) homolog, subfamily C, member 11 NM_172704.3

37 Gene Thap3 2210418H06Rik, 2010013E08Rik, Thap3THAP domain containing, apoptosis associated protein 3NM_175152.4, NM_001145929.1

37 Gene Phf13 SPOC1, Phf13, Phf5, BC029632PHD finger protein 13 NM_172705.2

46 Gene Klhl21 1810045K06Rik, Klhl21, mKIAA0469, D330008A20 NM_001033352.3

46 Gene Zbtb48 AI327031, Zbtb48, Hkr3, 0610011D15Rikzinc finger and BTB domain containing 48 NM_133879.2

48 Gene Tas1r1 TR1, Gpr70, T1r1, Tas1r1taste receptor, type 1, member 1 NM_031867.2

48 Gene Nol9 MGC159135, Nol9, 4632412I24Rik, AI449622, 6030462G04Rik, AW490720nucleolar protein 9 NM_028727.2, NM_001159599.1

25 Gene Plekhg5 BC023181, mKIAA0720, Plekhg5, Syxpleckstrin homology domain containing, family G (with RhoGef domain) member 5NM_001004156.2
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25 Gene Tnfrsf25 WSL-1, Wsl, DDR3, WSL-LR, TR3, DR3, LARD, TRAMP, APO-3, Tnfrsf12, Tnfrsf25tumor necrosis factor receptor superfamily, member 25NM_033042.3

25 Gene Espn je, Espn espin NM_207688.2, NM_207687.2, NM_207691.2, NM_207689.2, NM_207690.2, NM_019585.3

17 Gene Gm20377Gm20377, OTTMUSG00000010305, Gm13077predicted gene, 20377

17 Gene Hes2 Hes2, HES-2 hairy and enhancer of split 2 (Drosophila) NM_008236.4

23 Gene Acot7 Act, Ach1, AU015130, Bach, AU042212, 2410041A17Rik, AW557066, Lach1, Acot7, Cte-IIacyl-CoA thioesterase 7 NM_133348.2, NM_001146057.1, NM_001146058.1

21 Gene Gpr153 1110065N12Rik, AI449320, Gpr153, PGR1G protein-coupled receptor 153 NM_178406.2

36 Gene Hes3 MGC144657, bHLHb43, Hes-3, Hes3hairy and enhancer of split 3 (Drosophila) NM_008237.4

36 Gene Icmt OTTMUSG00000010406, STE14, PPMT, Gm13095, C80758, Icmt, 1700008E11Rik, MGC118506, pcCMT, HSTE14isoprenylcysteine carboxyl methyltransferase NM_133788.2, NR_037908.1

36 Gene Rnf207 D330010C22Rik, Gm143, Rnf207ring finger protein 207 NM_001033489.2

27 Gene Rpl22 2700038K18Rik, Rpl22ribosomal protein L22 NM_009079.2

21 Gene Ajap1 Gm573, Ajap1 adherens junction associated protein 1 NM_001099299.1

27 Gene BC039966BC039966 cDNA sequence BC039966 NR_040670.1

27 Gene A430005L14RikA430005L14Rik, C79672RIKEN cDNA A430005L14 gene NM_175287.4, NM_001163019.1

34 Gene Dffb DFF40, 40kDa, Dffb, Didff, 5730477D02Rik, CAD, CPANDNA fragmentation factor, beta subunit NM_007859.4

34 Gene Cep104 BC046331, Kiaa0562, Cep104, AI115523, MGC54921, A930027E11, mKIAA0562centrosomal protein 104 NM_177673.2

30 Gene Lrrc47 mKIAA1185, 2900010D03Rik, AA960559, Lrrc47leucine rich repeat containing 47 NM_201226.1

30 Gene Smim1 0610011H04Rik, 1190007F08Rik, 2700009I11Rik, Smim1small integral membrane protein 1 NM_001163721.1, NM_001163722.1

26 Gene Wrap73 5330425N03Rik, Wdr8, 2610044M17Rik, Dd57, Wrap73WD repeat containing, antisense to Trp73 NM_021499.2

26 Gene Tprgl RP23-254N4.13, Svap30, mover, Tprgl, 1200015A19Rik, Tprg1ltransformation related protein 63 regulated like NM_026388.2

25 Gene Megf6 2600001P17Rik, MGC49785, Egfl3, Megf6multiple EGF-like-domains 6 NM_001162977.1

18 Gene Prdm16 5730557K01Rik, Prdm16, KIAA1675, C130091E20, mKIAA1675, csp1, mel1PR domain containing 16 NM_027504.3, NM_001177995.1

18 Gene 5930403L14Rik5930403L14RikRIKEN cDNA 5930403L14 gene NR_045643.1

18 Gene Gm13111Gm13111, OTTMUSG00000010446predicted gene 13111 XR_104909.2

26 Gene Hes5 bHLHb38, Hes5hairy and enhancer of split 5 (Drosophila) NM_010419.4

26 Gene Pank4 D030031I12Rik, Pank4, R75150pantothenate kinase 4 NM_172990.4

42 Gene Rer1 Rer1, 5830454N22Rik, 1110060F11Rik, AU043380RER1 retention in endoplasmic reticulum 1 homolog (S. cerevisiae)NM_026395.1

42 Gene Morn1 2900057D20Rik, AU042805, 4930417P05Rik, Morn1MORN repeat containing 1 NM_001081100.1

58 Gene Ski BC004088, 2310012I02Rik, Ski, MGC8300, AA589460, AA062172, 2610001A11Rikski sarcoma viral oncogene homolog (avian) NM_011385.2

58 Gene Gm19313Gm19313 predicted gene, 19313 XR_140669.1, XR_142115.1

24 Gene 2610002J02Rik2610002J02Rik, Faap20 NM_001190445.1, NR_033802.1

24 Gene Prkcz zetaPKC, R74924, aPKCzeta, C80388, Pkcz, Prkcz, AI098070protein kinase C, zeta NM_008860.2, NM_001039079.1

32 Gene Gnb1 Gnb-1, C77571, MGC98074, AA409223, Gnb1guanine nucleotide binding protein (G protein), beta 1NM_008142.4, NM_001160016.1, NM_001160017.1

28 Gene Cdk11b Cdc11b, Cdk11, AA989746, Cdc2l2, p58, CDK11-p110, CDK11-p58, Cdc2l1, Cdk11b, CDK11-p46cyclin-dependent kinase 11B NM_007661.3

28 Gene Mmp23 MGC130335, CA-MMP, MGC130334, Mmp23matrix metallopeptidase 23 NM_011985.2

28 Gene Mib2 skd, Mib2, 2210008I11Rik, Zzank1mindbomb homolog 2 (Drosophila) NM_001256107.1, NM_145124.3, NM_001256108.2

42 Gene B930041F14RikB930041F14Rik, MNCb-3966RIKEN cDNA B930041F14 gene NM_178699.4

42 Gene Ssu72 Ssu72, 2610101M12Rik, 1190002E22Rik, 1500011L16RikSsu72 RNA polymerase II CTD phosphatase homolog (yeast)NM_026899.3

41 Gene Atad3a KIAA1273, Tob3, Atad3, 2400004H09Rik, mKIAA1273, Atad3aATPase family, AAA domain containing 3A NM_179203.3

41 Gene 2610204G22Rik2610204G22RikRIKEN cDNA 2610204G22 gene NR_027971.1, NR_027972.1

41 Gene Vwa1 Vwa1, WARP, 4932416A11Rikvon Willebrand factor A domain containing 1 NM_147776.4

29 Gene Tmem88bA230069A22Rik, Tmem88btransmembrane protein 88B NM_001033394.3

29 Gene Ankrd65 Gm439, Gm45, E230028L10Rik, Ankrd65ankyrin repeat domain 65 XM_003086419.1, XM_144122.8

37 Gene Mrpl20 4930425I20Rik, 2610008D01Rik, Mrpl20mitochondrial ribosomal protein L20 NM_025570.2

37 Gene Ccnl2 2010319M22Rik, HCLA-150, Ccnl2, 1700010A01Rik, 1810019L15Rik, SB138, AA409936, Pcee, Ania-6b, MGC21593, AW261738cyclin L2 NM_207678.1

32 Gene Aurkaip1Akip, Aurkaip1, Aip, 0610033H09Rikaurora kinase A interacting protein 1 NM_025338.4

32 Gene Mxra8 Asp3, Mxra8, 1700095D18Rik, 1200013A08Rik, MGC3047, AI131686, Dicammatrix-remodelling associated 8 NM_024263.4

32 Gene Dvl1 KIAA4029, Dvl, Dvl1, mKIAA4029dishevelled, dsh homolog 1 (Drosophila) NM_010091.3
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30 Gene Tas1r3 Sac, T1r3, Tas1r3taste receptor, type 1, member 3 NM_031872.2

30 Gene Gltpd1 RP23-242K15.17, Gltpd1, MGC7473glycolipid transfer protein domain containing 1 NM_024472.4

36 Gene Cpsf3l Cpsf3l, 2410006F12Rik, AU044035cleavage and polyadenylation specific factor 3-like NM_028020.3

36 Gene Pusl1 2810021I11Rik, D18346, Pusl1, AI853843pseudouridylate synthase-like 1 NM_001033490.1

36 Gene Acap3 Centb5, mKIAA1716, Kiaa1716-hp, Acap3ArfGAP with coiled-coil, ankyrin repeat and PH domains 3NM_207223.1

34 Gene Ube2j2 5730472G04Rik, Ube2j2, AL022923, 2400008G19Rik, NCUBE-2, Ubc6p, 1200007B18Rik, Ubc6ubiquitin-conjugating enzyme E2J 2 NM_001039157.1, NM_001039158.1, NM_021402.5, NM_001039159.1

49 Gene B3galt6 BB129894, GalTII, MGC91010, B3galt6UDP-Gal:betaGal beta 1,3-galactosyltransferase, polypeptide 6NM_080445.4

49 Gene Sdf4 Cab45, Sdf4 stromal cell derived factor 4 NM_011341.4

24 Gene Agrn nmf380, Agrin, Agrnagrin NM_021604.3

24 Gene Isg15 MGC130321, IGI15, MGC18616, UCRP, Irfp, IP17, Isg15, G1p2, MGC103144ISG15 ubiquitin-like modifier NM_015783.3

24 Gene AW011738AW011738 expressed sequence AW011738 NR_030671.1

24 Gene Plekhn1 Plekhn1, BC025458pleckstrin homology domain containing, family N member 1NM_001008233.3

24 Gene Klhl17 AL022703, Klhl17, BC058738kelch-like 17 NM_198305.2

24 Gene Noc2l Noc2l, NIR, AA410003, AF155546nucleolar complex associated 2 homolog (S. cerevisiae)NM_021303.2

23 Gene Cdk6 Cdk6, 5830411I20, Crk2, AI504062cyclin-dependent kinase 6 NM_009873.2

33 Gene Ankib1 MGC90780, 4631416I11Rik, mKIAA1386, C80642, AW494740, Ankib1, 2310061P20Rikankyrin repeat and IBR domain containing 1 NM_001003909.3

33 Gene Krit1 AA432855, 2010007K12Rik, A630036P20Rik, Krit1, BB155247, AI450393, Ccm1, AI643869, BB235701KRIT1, ankyrin repeat containing NM_001170552.1, NM_030675.3, NR_033173.1

20 Gene Akap9 Akap9, AKAP450, PRKA9, AW545847, 5730481H23Rik, C79026, mKIAA0803, AKAP-9A kinase (PRKA) anchor protein (yotiao) 9 NM_194462.2

35 Gene Cyp51 Ldm, P450LI, AI426508, P450-14DM, CYPLI, Cyp51a1, Cyp51cytochrome P450, family 51 NM_020010.2

26 Gene Fzd1 AW227548, FZ-1, Fzd1, Fz1frizzled homolog 1 (Drosophila) NM_021457.3

21 Gene Steap1 2410007B19Rik, Prss24, Steap1, Steapsix transmembrane epithelial antigen of the prostate 1NM_027399.3

17 Gene Dbf4 AA545217, Ask, Dbf4DBF4 homolog (S. cerevisiae) NM_001190717.1, NM_013726.3

17 Gene Slc25a40B230315F11Rik, Slc25a40solute carrier family 25, member 40 NM_178766.4

19 Gene Rundc3bGm440, MGC68340, Rundc3bRUN domain containing 3B NM_198620.1

20 Gene Crot Crot, 1200003H03Rikcarnitine O-octanoyltransferase NM_023733.3

21 Gene Tmem243Tmem243, 4930420K17Rik, E030031F02Riktransmembrane protein 243, mitochondrial NM_001081029.1

20 Gene Dmtf1 Dmtf1, Dimp, Dmp1cyclin D binding myb-like transcription factor 1 NM_011806.3, NM_001110327.1

20 Gene Gm17739Gm17739, E030031F02Rikpredicted gene, 17739 XR_141471.2, XR_142117.2

25 Gene Sema3d 4631426B19Rik, Sema3dsema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3DNM_028882.4

19 Gene Pclo Pclo, mKIAA0559, Acz, Picopiccolo (presynaptic cytomatrix protein) NM_011995.4, NM_001110796.1

30 Gene Gnai1 Gialpha1, Gnai1, AU046200, Gnai-1guanine nucleotide binding protein (G protein), alpha inhibiting 1NM_010305.1

19 Gene 4921504A21Rik4921504A21RikRIKEN cDNA 4921504A21 gene XR_106346.2, XR_107664.2

19 Gene Magi2 Magi2, mKIAA0705, S-SCAM, Acvrinp1, Acvrip1, Magi-2, Acvri1membrane associated guanylate kinase, WW and PDZ domain containing 2NM_015823.3, NM_001170745.1, NM_001170746.1

32 Gene Rsbn1l Rsbn1l, AI447441, 8430412F05Rik, C330002G24Rikround spermatid basic protein 1-like NM_001080977.1

32 Gene A630072M18RikA630072M18RikRIKEN cDNA A630072M18 gene NR_030699.1

39 Gene Ptpn12 PTP-PEST, PTPG1, P19-PTP, Ptpn12, PTP-P19protein tyrosine phosphatase, non-receptor type 12 NM_011203.2

37 Gene Dnajc2 Zrf2, MIDA1, AU020218, Zrf1, Dnajc2DnaJ (Hsp40) homolog, subfamily C, member 2 NM_009584.4

37 Gene Psmc2 Psmc2 proteasome (prosome, macropain) 26S subunit, ATPase 2NM_011188.3

34 Gene 5031425E22Rik5031425E22Rik, BC050254RIKEN cDNA 5031425E22 gene NR_040469.1

34 Gene Mll5 9530077A04Rik, FLJ10078, D230038D11Rik, Mll5, 1810033J14Rik, Kmt2Emyeloid/lymphoid or mixed-lineage leukemia 5 NM_026984.1

37 Gene AI506816AI506816 expressed sequence AI506816 NR_015554.2, NR_038090.1

37 Gene LOC101056102 envelope glycoprotein-like XM_003945671.1

37 Gene Mir3096 Mir3096, mmu-mir-3096microRNA 3096 NR_037279.1

26 Gene Pus7 C330017I15Rik, Pus7pseudouridylate synthase 7 homolog (S. cerevisiae) NM_178403.4

26 Gene Rint1 Rint-1, MGC183656, 2810450M21Rik, 1500019C06Rik, Rint1RAD50 interactor 1 NM_177323.3

43 Gene Fam126aDrctnnb1a, AB030242, Fam126afamily with sequence similarity 126, member A NM_053090.2

28 Gene Klhl7 Klhl7, D5Ertd363e, SBBI26, 2700038B03Rik NM_026448.3, NM_001161800.1
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28 Gene Nupl2 Nlp1, Nupl2, NLP-1, CG1, AV116043nucleoporin like 2 NM_153092.4

29 Gene Kcnh2 Merg1, merg1b, ERG1, LQT, Lqt2, merg1a, AI326795, M-erg, Kcnh2potassium voltage-gated channel, subfamily H (eag-related), member 2NM_013569.2

21 Gene Nos3 eNOS, Nos-3, ecNOS, Nos3, 2310065A03Riknitric oxide synthase 3, endothelial cell NM_008713.4

21 Gene Atg9b Apg9l2, Atg9b, Nos3as, sONE, Gm574, eONE, Apgdc2, Apg912autophagy related 9B NM_001002897.3

21 Gene Abcb8 4833412N02Rik, Abcb8, AA409895ATP-binding cassette, sub-family B (MDR/TAP), member 8NM_029020.2

28 Gene Fastk 0610011K02Rik, 610011K02Rik, FastkFas-activated serine/threonine kinase NM_023229.2

28 Gene Tmub1 Tmub1, AB030183, 2010004O20Rik, Hopstransmembrane and ubiquitin-like domain containing 1NM_022418.3

28 Gene Agap3 Agap3, MRIP-1, Crag, Crag., MGC37541, AV028425, Centg3ArfGAP with GTPase domain, ankyrin repeat and PH domain 3NM_139153.2, NM_001256431.1

29 Gene Abcf2 Drr3, E430001O06, Abcf2, 0710005O05RikATP-binding cassette, sub-family F (GCN20), member 2NM_001190443.1, NM_013853.2

29 Gene Gm10221Gm10221, ENSMUSG00000067719ATP synthase, H+ transporting, mitochondrial F0 complex, subunit g pseudogene

29 Gene Chpf2 AW060945, Chpf2, 2010209O12Rik, mKIAA1402chondroitin polymerizing factor 2 NM_133913.2

29 Gene Mir671 Mirn671, mmu-mir-671, Mir671microRNA 671 NR_030423.1

29 Gene Smarcd31500001J14Rik, 2210409C08Rik, BAF60C, Smarcd3SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3NM_025891.3

27 Gene Wdr86 Wdr86, BC059069, 2810046M22RikWD repeat domain 86 NM_001081441.1

35 Gene Rheb Rheb NM_053075.3

23 Gene Prkag2 AAKG2, Prkag2, 2410051C13Rik, H91620p, AAKG, AI854673, WPWSprotein kinase, AMP-activated, gamma 2 non-catalytic subunitNM_145401.2, NM_001170555.1, NM_001170556.1

23 Gene 2900005J15Rik2900005J15RikRIKEN cDNA 2900005J15 gene NR_027851.1

38 Gene Mll3 HALR, KIAA1506, mKIAA1506, Mll3, KMT2C, E330008K23Rikmyeloid/lymphoid or mixed-lineage leukemia 3 NM_001081383.1

38 Gene 4831440E17Rik4831440E17RikRIKEN cDNA 4831440E17 gene NR_030700.1

27 Gene 1700096K18Rik1700096K18RikRIKEN cDNA 1700096K18 gene NR_027388.1

17 Gene Gm21671Gm21671 predicted gene, 21671 XM_003688807.1

27 Gene Paxip1 PTIP, Paxip1, D5Ertd149ePAX interacting (with transcription-activation domain) protein 1NM_018878.2

30 Gene Insig1 Insig-1, Insig1, 1810013C12Rikinsulin induced gene 1 NM_153526.5

18 Gene En2 BB131122, En2, En-2engrailed 2 NM_010134.3

33 Gene Rbm33 Rbm33, 3200001K10Rik, Prr8, 6430512A10Rik, AA386890RNA binding motif protein 33 NM_028234.1

20 Gene Lmbr1 1110048D14Rik, Lmbr1, AU017641limb region 1 NM_020295.3

20 Gene 4632411P08Rik4632411P08Rik, AV311149RIKEN cDNA 4632411P08 gene XR_107686.1, XR_106339.1

24 Gene Ube3c Ube3c, AI853514, mKIAA0010ubiquitin protein ligase E3C NM_133907.3

27 Gene Gm5129 EG332993, Gm5129, ENSMUSG00000053121predicted gene 5129 NR_028426.1

27 Gene Dnajb6 Mrj, Dnajb6, mDj4, MGC102124DnaJ (Hsp40) homolog, subfamily B, member 6 NM_001037940.4, NM_011847.4, NM_001037941.3, NM_001127367.1

25 Gene Hadha C77020, Mtpa, Hadhahydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunitNM_178878.2

25 Gene Hadhb 4930479F15Rik, Mtpb, Hadhbhydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunitNM_145558.1

22 Gene Gm9899 ENSMUSG00000053214, Gm9899predicted gene 9899 NR_040427.1

22 Gene Kcnk3 TASK, Kcnk3, cTBAK-1potassium channel, subfamily K, member 3 NM_010608.2

26 Gene Slc35f6 Slc35f6, 4930471M23Rik, P40, ANT2BP, 5730478O19Rik, Tango9solute carrier family 35, member F6 NM_175675.3

26 Gene Cenpa Cenp-A, Cenpacentromere protein A NM_007681.2

30 Gene Mapre3 EB2, AI790651, Mapre3, EB3microtubule-associated protein, RP/EB family, member 3NM_133350.1

24 Gene Gm19409Gm19409 predicted gene, 19409 XR_140702.1, XR_142122.1

30 Gene Tmem214FLJ20254, 1110039B18Rik, 4921530J21Rik, Tmem214, C76280, AU018742, AI841294transmembrane protein 214 NM_144525.3

25 Gene Agbl5 9430057O19Rik, Agbl5, CCP5, 4930455N08ATP/GTP binding protein-like 5 NM_001048192.2, NM_174849.3

25 Gene Ost4 2310016E02Rik, Ost4oligosaccharyltransferase 4 homolog (S. cerevisiae) NM_024460.3, NM_001134692.1

25 Gene Emilin1 5830419M17Rik, gp115, EMILIN-1, BB105748, Emilin1, AW229038elastin microfibril interfacer 1 NM_133918.2

19 Gene Khk Khk ketohexokinase NM_008439.3

27 Gene Trim54 MURF, MGC130202, 4930566I02Rik, MURF-3, 4930486E09Rik, MGC130201, Rnf30, Trim54, MuRF3tripartite motif-containing 54 NM_021447.2

27 Gene Ucn Ucn1, MGC151327, Mpv17, MGC151325, Ucnurocortin NM_021290.2

27 Gene Mpv17 Tg.Mpv17, Mpv17MpV17 mitochondrial inner membrane protein NM_008622.5

25 Gene Eif2b4 Eif2b4, Eif2b eukaryotic translation initiation factor 2B, subunit 4 deltaNM_010122.2, NM_001127355.1, NM_001127356.1
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25 Gene Snx17 Snx17, mKIAA0064, 5830447M19Rik, D5Ertd260e, AI790646sorting nexin 17 NM_153680.2

25 Gene Zfp513 AW990386, D430028M17Rik, Zfp513, Znf513zinc finger protein 513 NM_001177901.1, NM_175311.4

35 Gene Ppm1g Ppm1g, Fin13, AI385652protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoformNM_008014.3

27 Gene Nrbp1 B230344L17Rik, MGC6961, Nrbp, Nrbp1nuclear receptor binding protein 1 NM_147201.2

19 Gene Krtcap3 Kcp3, MGC129451, AW321088, MGC129450, 2010001C09Rik, Krtcap3keratinocyte associated protein 3 NM_027221.3

21 Gene Ift172 wim, 4930553F24Rik, Ift172, Slb, avc1intraflagellar transport 172 NM_026298.5

21 Gene Fndc4 AW487863, FRCP1, AB030187, Fnmp1, 2810430J06Rik, Fndc4, AI838506, 6330410H20Rikfibronectin type III domain containing 4 NM_022424.5

21 Gene Gckr MGC19300, Gckr, GKRPglucokinase regulatory protein NM_144909.1

29 Gene Mrpl33 Mrpl33, 0610009M10Rikmitochondrial ribosomal protein L33 NM_025796.3

35 Gene Rbks RBSK, 5230400M11Rik, AI326806, Rbksribokinase NM_153196.1

35 Gene Bre 6030405P19Rik, Bre, B830038C02Rik, AI429776brain and reproductive organ-expressed protein NM_144541.1, NM_181279.1, NM_181281.1, NM_181280.1, NM_181282.1

34 Gene Gm10463Gm10463, ENSMUSG00000073058predicted gene 10463 XR_140699.1, XR_142126.1

34 Gene Fosl2 Fosl2, Fra-2 fos-like antigen 2 NM_008037.4

29 Gene Yes1 Yes1, Yes, AI323763Yamaguchi sarcoma viral (v-yes) oncogene homolog 1NM_009535.3, NM_001205132.1, NM_001205133.1

23 Gene Pisd 9030221M09Rik, Pisdphosphatidylserine decarboxylase NM_177298.3

29 Gene Prr14l 6030436E02Rik, C330019G07Rik, Prl14l, Prr14lproline rich 14-like NM_194340.2

29 Gene Depdc5 Depdc5, KIAA0645, AV016528DEP domain containing 5 NM_001170567.1, NM_001025426.2, NM_177786.4

20 Gene Ywhah Ywhah tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptideNM_011738.2

31 Gene Maea Maea, EMP, 1110030D19Rik, Gid9macrophage erythroblast attacher NM_021500.2

38 Gene Slbp Slbp NM_009193.1

38 Gene Tmem129AA409575, Tmem129, 2410015J15Rik, 0610039G24Riktransmembrane protein 129 NM_026698.2

38 Gene Tacc3 Aint, Eric1, Tacc3, C86661transforming, acidic coiled-coil containing protein 3 NM_001040435.2

23 Gene Fgfr3 CD333, sam3, Flg-2, Fgfr3, Fgfr-3, HBGFR, FR3, Mfr3fibroblast growth factor receptor 3 NM_001163215.2, NM_008010.5, NM_001205270.1, NM_001163216.2, NM_001163217.2

27 Gene Letm1 Letm1 NM_019694.1

42 Gene Nelfa Whsc2, Whsc2h, NELFA, Nelfanegative elongation factor complex member A, Whsc2NM_011914.2

23 Gene Gm1673 Gm1673 NM_001033458.3

18 Gene Nat8l Nat8l, Shati, 1110038O08RikN-acetyltransferase 8-like NM_001001985.3

18 Gene Poln POL4P, Poln DNA polymerase N NM_181857.3

23 Gene Zfyve28 mKIAA1643, Gm146, 9630058O20Rik, Zfyve28zinc finger, FYVE domain containing 28 NM_001015039.1

25 Gene Gm21446Gm21446 predicted gene, 21446 XM_003688815.1, XM_003689369.1

25 Gene Rnf4 AU018689, Gtrgeo8, Rnf4ring finger protein 4 NM_011278.4

36 Gene Tnip2 1810020H16Rik, AI428870, ABIN-2, Tnip2TNFAIP3 interacting protein 2 NM_139064.2

19 Gene Sh3bp2 3BP2, Sh3bp2 SH3-domain binding protein 2 NM_001136088.1, NM_011893.3, NM_001145858.1, NM_001145859.1

29 Gene Add1 AI256389, Add1adducin 1 (alpha) NM_013457.3, NM_001024458.3, NM_001102444.1

29 Gene Mfsd10 Mfsd10, Tetran, 0610009O03Rikmajor facilitator superfamily domain containing 10 NM_026660.2

29 Gene Nop14 2610033H07Rik, Nol14, Nop14NOP14 nucleolar protein NM_029278.2

19 Gene Htt AI256365, C430023I11Rik, Htt, Hdh, IT15, Hdhuntingtin NM_010414.2

19 Gene Msantd1Gm144, A930005I04Rik, Msantd1Myb/SANT-like DNA-binding domain containing 1 NM_207277.1

26 Gene Rgs12 Rgs12, 1200016K18Rik, E130309H11, 4632412M04Rik, AI481290regulator of G-protein signaling 12 NM_173402.2, NM_001163512.1

19 Gene E130018O15RikE130018O15RikRIKEN cDNA E130018O15 gene XR_107675.1, XR_104926.1

19 Gene Hmx1 Nkx5-3, Hmx1 H6 homeobox 1 NM_010445.2

27 Gene Trmt44 2310079F23Rik, Trmt44, Mettl19tRNA methyltransferase 44 NM_030208.3

27 Gene 4931431C16Rik4931431C16RikRIKEN cDNA 4931431C16 gene NR_045807.1

27 Gene Acox3 Acox3, EST-s59, BI685180, PCOXacyl-Coenzyme A oxidase 3, pristanoyl NM_030721.2

25 Gene Htra3 9530081K03Rik, Htra3, 2210021K23Rik, Tasp, PrspHtrA serine peptidase 3 NM_001042615.1, NM_030127.2

16 Gene Sh3tc1 MGC67153, BC024909, 4631428G15, Sh3tc1SH3 domain and tetratricopeptide repeats 1 NM_194344.2

25 Gene Ablim2 C230091L11, Ablim2, AI606905actin-binding LIM protein 2 NM_001177696.1, NM_001177697.1, NM_001177698.1, NM_001177699.1, NM_001177700.1, NM_177678.7
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25 Gene Afap1 AI848729, 2600003E23Rik, Afap1, mKIAA3018, 9630044L16Rik, Afapactin filament associated protein 1 NM_027373.2

33 Gene Sorcs2 mKIAA1329, N28137, Sorcs2sortilin-related VPS10 domain containing receptor 2 NM_030889.2

37 Gene Grpel1 mt-GrpE#1, AA408748, mt-Grpel1, MGC8152, Grpel1GrpE-like 1, mitochondrial NM_024478.2

37 Gene Tada2b Gm145, Tada2b, AA474455transcriptional adaptor 2B NM_001170454.1

37 Gene Ccdc96 Ccdc96, 4921513E08Rikcoiled-coil domain containing 96 NM_025725.2

37 Gene Tbc1d14 D5Ertd110e, C86258, MGC102624, Tbc1d14, mKIAA1322, AU043625, 2810413P16RikTBC1 domain family, member 14 NM_133910.3, NM_001113362.1, NM_001113364.1

33 Gene Bloc1s4 Blos4, Cno, 2610101N07Rik, Bloc1s4biogenesis of organelles complex-1, subunit 4, cappuccinoNM_133724.3

21 Gene Mrfap1 9130413I22Rik, AL022827, Pam14, Mrfap1Morf4 family associated protein 1 NM_026242.3

26 Gene Man2b2 mKIAA0935, Man2b2mannosidase 2, alpha B2 NM_008550.2

16 Gene Crmp1 Ulip3, DRP-1, Crmp1, Dpysl1collapsin response mediator protein 1 NM_007765.3, NM_001136058.1

27 Gene Evc Evc Ellis van Creveld gene syndrome NM_021292.2

27 Gene Evc2 Lbn, Evc2, limbin, 1110017L09RikEllis van Creveld syndrome 2 NM_145920.3

19 Gene Msx1 AI324650, msh, AA675338, Hox7, Hox7.1, Msx1, Hox-7homeobox, msh-like 1 NM_010835.2

19 Gene Msx1as Msx1as homeobox, msh-like 1 antisense NR_027920.1

24 Gene Stx18 AU041562, 1810035L21Rik, Stx18, 4933425D03Riksyntaxin 18 NM_026959.2

20 Gene Nsg1 p21, Neep21, m234, Nsg1neuron specific gene family member 1 NM_010942.3

21 Gene Zbtb49 Znf509, Zfp509, 4930518A03Rik, Zbtb49zinc finger and BTB domain containing 49 NM_029162.2

21 Gene Lyar Lyar, MLZ-264 NM_025281.3

18 Gene Tmem1282810021O14Rik, Tmem128, MGC117995transmembrane protein 128 NM_025480.3

22 Gene Wdr1 D5Wsu185e, rede, Aip1, Wdr1WD repeat domain 1 NM_011715.2

23 Gene Zfp518b AI661722, AA410078, Zfp518b, Znf518b, 6820424L24Rikzinc finger protein 518B NM_001081144.2, NM_001177902.1

30 Gene Rab28 Rab28, MGC8039, AW496496, 2700023P08RikRAB28, member RAS oncogene family NM_027295.2

21 Gene Bod1l mKIAA1327, A230054D04Rik, FAM44A, Bod1l, AI853319biorientation of chromosomes in cell division 1-like NM_001081422.2

33 Gene Gm7854 ENSMUSG00000054483, EG665934, Gm7854predicted gene 7854 NR_028417.1

33 Gene Cpeb2 Cpe-bp2, A630055H10Rik, Cpeb2cytoplasmic polyadenylation element binding protein 2NM_001177379.1, NM_175937.3

32 Gene Fbxl5 Fbl4, Fbxl5, Fir4F-box and leucine-rich repeat protein 5 NM_178729.4, NM_001159963.1

29 Gene Lap3 Peps, Lapep, Pep-S, Pep-7, 2410015L10Rik, LAP-3, AA410100, Lap3, Lap, Pep7leucine aminopeptidase 3 NM_024434.6

29 Gene Med28 magicin, Med28, Eg1, AU045690, 1500003D12Rik, AI451633, FKSG20mediator of RNA polymerase II transcription, subunit 28 homolog (yeast)NM_025895.4

29 Gene Fam184b9630031F12Rik, AB041544, Fam184b, KIAA1276family with sequence similarity 184, member B NM_021416.3

33 Gene 1600023N17RikAV119442, 1600023N17RikRIKEN cDNA 1600023N17 gene XM_003945390.1, XM_003946162.1

33 Gene Ncapg 5730507H05Rik, MGC169458, Hcapg, Ncapg, MFT.M05.13non-SMC condensin I complex, subunit G NM_019438.1

32 Gene Lcorl Mlr1, Lcorl ligand dependent nuclear receptor corepressor-like NM_172153.3, NM_001163073.1, NM_178142.5

20 Gene Slit2 Slit2, KIAA4141, Drad-1, E130320P19Rik, E030015M03Rik, Slil3, mKIAA4141slit homolog 2 (Drosophila) NM_178804.3

39 Gene Gpr125 AU044632, 3830613O22Rik, Gpr125, Tem5-likeG protein-coupled receptor 125 NM_133911.1

24 Gene Dhx15 DBP1, Dhx15, MGC117685, mDEAH9, HRH2, Ddx15DEAH (Asp-Glu-Ala-His) box polypeptide 15 NM_007839.2, NM_001042620.1

24 Gene 9230114K14Rik9230114K14RikRIKEN cDNA 9230114K14 gene NR_015537.2

24 Gene C130083M11RikC130083M11RikRIKEN cDNA C130083M11 gene NR_040717.1

27 Gene Sepsecs SecS, AA986712, SLA, Sepsecs, D5Ertd135e, 9130208G10Sep (O-phosphoserine) tRNA:Sec (selenocysteine) tRNA synthaseNM_172490.3

23 Gene Rbpj CBF1, Rbpsuh, AI843960, Igkjrb, Rbpj, RBP-J, RBPjk, Igkrsbprecombination signal binding protein for immunoglobulin kappa J regionNM_001080928.1, NM_001080927.1, NM_009035.4

20 Gene Stim2 Stim2 stromal interaction molecule 2 NM_001081103.2

18 Gene 4932441J04Rik4932441J04RikRIKEN cDNA 4932441J04 gene NR_015588.2

18 Gene Pcdh7 Pcdh7 NM_001122758.1, NM_018764.2

30 Gene Rell1 AA536743, Rell1RELT-like 1 NM_145923.4

25 Gene Tbc1d1 MGC144097, mKIAA1108, MGC106104, Tbc1, Tbc1d1, AW555803, 1110062G02Rik, AI385682TBC1 domain family, member 1 NM_019636.2

27 Gene Gm20033Gm20033 predicted gene, 20033 XM_003084622.2

27 Gene Klf3 MGC151315, 9930027G08Rik, Bklf, AL024007, Klf3, Tef-2Kruppel-like factor 3 (basic) NM_008453.5

27 Gene Tlr6 Tlr6 toll-like receptor 6 NM_011604.3
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27 Gene Fam114a1MGC117924, Noxp20, 9130005N14Rik, 1190001N04Rik, Fam114a1family with sequence similarity 114, member A1 NM_026667.3

27 Gene Mir574 Mir574, Mirn574, mmu-mir-574microRNA 574 NR_030577.1

30 Gene Rfc1 Recc1, Alp145, Rfc1, 140kDa, RFC140, MGC96526replication factor C (activator 1) 1 NM_011258.2

58 Gene Klb AV071179, Klb, betaKlothoklotho beta NM_031180.2

58 Gene Rpl9 MGC102393, Rpl9ribosomal protein L9 NM_011292.2

58 Gene Lias Lias, 7a5ex, C77512, mLip1, MGC7254, 4933425M12Rik, 2900022L22Riklipoic acid synthetase NM_024471.4

24 Gene Ugdh Udpgdh, Ugdh UDP-glucose dehydrogenase NM_009466.2

30 Gene Smim14 Smim14, 5430439C17Rik, MGC7185, 1110003E01Rik, MAd4, 1700127H04Riksmall integral membrane protein 14 NM_133697.3

23 Gene Ube2k Ube2k, D5Ertd601e, AW492011, E2-25k, Hypg, Lig, Hip2 NM_016786.3

21 Gene Pds5a E230024D05Rik, 9030416H16Rik, Pds5a, mKIAA0648PDS5, regulator of cohesion maintenance, homolog A (S. cerevisiae)NM_001081321.1

22 Gene N4bp2 Gm1791, Gm868, E430014I16, B3bp, N4bp2NEDD4 binding protein 2 NM_001024917.1

34 Gene Apbb2 Apbb2, FE65L1, Rirl1, 2310007D03Rik, TR2L, Zfraamyloid beta (A4) precursor protein-binding, family B, member 2NM_009686.1, NM_001201413.1, NM_001201414.1, NM_001201415.1, NM_001201416.1

21 Gene Limch1 3732412D22Rik, Limch1, mKIAA1102LIM and calponin homology domains 1 NM_001001980.2, NM_001256122.1

23 Gene Tmem335430406L04Rik, 1110006G02Rik, 2410089A21Rik, AI314185, AI426615, db83, 2700052H22Rik, AA388285, Tmem33, 1600019D15Riktransmembrane protein 33 NM_028975.3, NM_030108.1

21 Gene Slc30a9 GAC63, HUEL, 2310024J23Rik, Slc30a9, AL024256solute carrier family 30 (zinc transporter), member 9NM_178651.3

20 Gene Shisa3 Shisa3, mShisa3, D830007B15Rikshisa homolog 3 (Xenopus laevis) NM_001033415.3

20 Gene Atp8a1 Atp8a1, AW743152, mKIAA4233, B230107D19Rik, Atp3a2, AI481521, ClassI, KIAA4233, APLT, AW822227, AI853962ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1NM_001038999.1, NM_009727.2

17 Gene Kctd8 A730087N02Rik, Kctd8potassium channel tetramerisation domain containing 8NM_175519.5

28 Gene Nfxl1 TCF9, Nfxl1, Gm1058, DNABF, 1700012H24Rik, AW538212, GCF, D430033A06Riknuclear transcription factor, X-box binding-like 1 NM_133921.2

31 Gene Slain2 5033405K12Rik, AI596370, 8030444K12Rik, MGC47019, Slain2, mKIAA1458SLAIN motif family, member 2 NM_153567.2, NM_001113423.1

18 Gene Slc10a4 Slc10a4, E130304D01solute carrier family 10 (sodium/bile acid cotransporter family), member 4NM_173403.2

27 Gene Fryl Fryl, 9030227G01Rik, AI930088, 2010313D22Rik, 2510002A14Rik, mKIAA0826, 2310004H21Rikfurry homolog-like (Drosophila) NM_028194.2

28 Gene Dcun1d4AI836376, Dcun1d4, MGC117952DCN1, defective in cullin neddylation 1, domain containing 4 (S. cerevisiae)NM_001190733.1, NM_001190734.1, NM_178896.5

19 Gene Usp46 2410018I08Rik, 1190009E20Rik, AI451644, Usp46ubiquitin specific peptidase 46 NM_177561.3

31 Gene Dancr Dancr, 2700023E23Rikdifferentiation antagonizing non-protein coding RNANR_015531.1

31 Gene Snora26 Snora26, MBI-6small nucleolar RNA, H/ACA box 26 NR_031758.1

41 Gene Rasl11b 1190017B18Rik, MGC103217, Rasl11bRAS-like, family 11, member B NM_026878.1

53 Gene Scfd2 E430013M20Rik, 9330137G15, STXBP1L1, Scfd2Sec1 family domain containing 2 NM_178672.6, NM_001114660.1

53 Gene Fip1l1 1300019H17Rik, Fip1l1, RjeFIP1 like 1 (S. cerevisiae) NM_001159573.1, NM_024183.5, NM_001159574.1

20 Gene Chic2 BTL, 4930502K01Rik, Chic2, 1700081B18Rikcysteine-rich hydrophobic domain 2 NM_028850.4

26 Gene Gm19583Gm19583 predicted gene, 19583 NR_045792.1

26 Gene Pdgfra Pdgfra, Pdgfr-2, AI115593, CD140aplatelet derived growth factor receptor, alpha polypeptideNM_001083316.1, NM_011058.2

20 Gene Kdr 6130401C07, sVEGFR-2, Flk1, Kdr, Ly73, VEGFR2, Krd-1, VEGFR-2, Flk-1kinase insert domain protein receptor NM_010612.2

32 Gene Srd5a3 AW987574, Srd5a3, 1110025P14Rik, D730040M03Rik, H5ar, A430076C09, AV364670, Srd5a2l, S5AR 3steroid 5 alpha-reductase 3 NM_020611.4

19 Gene Tmem165pFT27, Tparl, Tpardl, Tmem165, AV026557transmembrane protein 165 NM_011626.2

23 Gene Clock Clock, bHLHe8, KAT13D, mKIAA0334, 5330400M04Rikcircadian locomotor output cycles kaput NM_007715.5

23 Gene Gm7467 Gm7467, EG665055predicted gene 7467 XR_107695.1, XR_106299.1

23 Gene Pdcl2 1700010B22Rik, Tphlp, Pdcl2, 1700016K07Rik, Mgcphlpphosducin-like 2 NM_023508.6

20 Gene Nmu Nmu neuromedin U NM_019515.1

25 Gene Cep135 Gm1044, BC062951, Cep4, MGC86039, Cep135centrosomal protein 135 NM_199032.2

25 Gene A730089K16RikA730089K16RikRIKEN cDNA A730089K16 gene XR_035383.2, XR_035181.2

30 Gene Paics ADE2H1, PAIS, Paics, 2610511I09Rik, AIRCphosphoribosylaminoimidazole carboxylase, phosphoribosylaminoribosylaminoimidazole, succinocarboxamide synthetaseNM_025939.2

30 Gene Srp72 72kDa, Srp72, BC019196, AI132477, C77589, 5730576P14Riksignal recognition particle 72 NM_025691.1

30 Gene Rest MGC150099, 2610008J04Rik, AA407358, Rest, NRSFRE1-silencing transcription factor NM_011263.2

30 Gene Mir5098 Mir5098, mmu-mir-5098, mu-mir-5098microRNA 5098 NR_039557.1

31 Gene Igfbp7 Fstl2, Igfbp7, Mac25, AGMinsulin-like growth factor binding protein 7 NM_008048.3, NM_001159518.1

23 Gene Lphn3 CIRL-3, Gm1379, D130075K09Rik, LEC3, MGC99439, mKIAA0768, Lphn3, 5430402I23Riklatrophilin 3 NM_198702.2
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24 Gene Ythdc1 A730098D12Rik, Ythdc1, mKIAA1966, C80342YTH domain containing 1 NM_177680.3

27 Gene Utp3 C87704, Crlz1, Crl1, AW557551, 2400011K09Rik, Sas10, Utp3UTP3, small subunit (SSU) processome component, homolog (S. cerevisiae)NM_023054.1

19 Gene Grsf1 B130010H02, C80280, Grsf1, BB232551, D5Wsu31eG-rich RNA sequence binding factor 1 NM_178700.4, NM_001098476.1

28 Gene Mob1b B230364F10, MGC129511, MGC129510, AU015450, 1110003E08Rik, Mobkl1a, Mob1bMOB kinase activator 1B NM_026735.2

19 Gene Adamts3Adamts3, 1100001H14Rik, MGC189989, 6330442E02Rika disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 3NM_001081401.2, NM_177872.2

33 Gene Ankrd17 A130069E23Rik, AU040470, A930008M01, Gtar, AA407558, Ankrd17, mKIAA0697, Foe, Mask, AA516750, 4933425K22Rikankyrin repeat domain 17 NM_198010.2, NM_030886.2

33 Gene Gm9958 ENSMUSG00000054945, Gm9958predicted gene 9958 NR_045618.1

26 Gene Rchy1 Pirh2, Rchy1, 6720407C15Rik, mARNIP, PRO1996, AU042618, Zfp363, CHIMP, ARNIP, Znf363ring finger and CHY zinc finger domain containing 1 NM_026557.3

38 Gene G3bp2 KIAA0660, AA409541, E430034L04Rik, mKIAA0660, G3BP, G3bp2GTPase activating protein (SH3 domain) binding protein 2NM_001080794.1, NM_001080795.1, NM_011816.3, NM_001080796.1, NM_001080797.1

28 Gene Uso1 115kDa, Uso1, Vdp, TAPUSO1 vesicle docking factor NM_019490.1

28 Gene Gm15710Gm15710, OTTMUSG00000025606, ENSMUSG00000078192ribosomal protein L13 pseudogene

28 Gene Sdad1 4931421J16, Sdad1, AA591032, AW538460SDA1 domain containing 1 NM_172713.2

28 Gene Nup54 Nup54, 3110079L04Rik, 54kDanucleoporin 54 NM_183392.2

28 Gene Scarb2 LGP85, MLGP85, Scarb2, 9330185J12Rik, LIMP-2, Cd36l2scavenger receptor class B, member 2 NM_007644.3

20 Gene Sowahb Ankrd56, 5730467H21Rik, Sowahbsosondowah ankyrin repeat domain family member BNM_175270.4

28 Gene Sept11 D5Ertd606e, AW548875, 6230410I01Rik, Sept11septin 11 NM_001009818.1

27 Gene Ccni Ccni cyclin I NM_017367.3

27 Gene 2010109A12Rik2010109A12RikRIKEN cDNA 2010109A12 gene NM_029363.1

39 Gene Ccng2 MGC113793, Ccng2cyclin G2 NM_007635.4

22 Gene Cnot6l Cnot6l, 4932442K20Rik, DKFZp434K098, MGC29037CCR4-NOT transcription complex, subunit 6-like NM_144910.1, NM_178854.3

21 Gene Fras1 Fras1, mKIAA1500, E130113P14Rik, blFraser syndrome 1 homolog (human) NM_175473.3

23 Gene Gm9484 Gm9484 predicted gene 9484 XM_003945654.1, XM_003946174.1

23 Gene Bmp2k 4933417M22Rik, AA673486, Bmp2k, AV128808, BIKEBMP2 inducible kinase NM_080708.1

16 Gene Paqr3 AY424292, Paqr3, RKTG, 6330415A20Rikprogestin and adipoQ receptor family member III NM_198422.2

17 Gene Naa11 Ard2, C80008, Ard1b, Naa11N(alpha)-acetyltransferase 11, NatA catalytic subunitNM_001033191.2

17 Gene 4930467D21RikBB013444, 4930467D21Rik, 4930448L09RikRIKEN cDNA 4930467D21 gene NR_045981.1

18 Gene Antxr2 2310046B19Rik, Antxr2, cI-35, AW561899, CMG-2, CMG2anthrax toxin receptor 2 NM_133738.1

21 Gene Fgf5 Fgf5, go, angora, Fgf-5fibroblast growth factor 5 NM_010203.4

22 Gene 1700007G11Rik4930428O21Rik, 1700007G11RikRIKEN cDNA 1700007G11 gene NM_001024614.1

35 Gene Rasgef1bGpig4, Rasgef1b, 4732452O09Rik, GPIgamma4RasGEF domain family, member 1B NM_145839.2, NM_181318.4

21 Gene A930011G23RikA930011G23RikRIKEN cDNA A930011G23 gene NR_030692.1

28 Gene Hnrnpd Auf1, Hnrnpd, Hnrpd, C230004L04heterogeneous nuclear ribonucleoprotein D NM_001077265.1, NM_007516.2, NM_001077267.1, NM_001077266.1

28 Gene LOC101055652 uncharacterized LOC101055652 XM_003946175.1, XM_003945655.1

50 Gene Hnrpdl JKTBP, hnRNP-DL, D5Ertd650e, AA407431, AA959857, hnRNP DL, Hnrpdl, D5Wsu145eheterogeneous nuclear ribonucleoprotein D-like NM_016690.4

50 Gene Enoph1 2310057D15Rik, C81437, Enoph1, BB183658enolase-phosphatase 1 NM_026421.3, NM_001163035.1, NR_027990.1

43 Gene Sec31a ABP125, HSPC275, AU042160, Sec31a, 1810024J13Rik, Sec31l1, ABP130Sec31 homolog A (S. cerevisiae) NM_026969.1

43 Gene 5430416N02Rik100041797, Gm3514, 5430416N02RikRIKEN cDNA 5430416N02 gene NR_034038.1

26 Gene Helq MGC105224, AU021725, D430018E21Rik, Hel308, Helqhelicase, POLQ-like NM_001081107.1

26 Gene Mrps18cMrps18c, 1110037D14Rikmitochondrial ribosomal protein S18C NM_026826.1

26 Gene Fam175aAV118690, Ccdc98, Fam175a, 3830405G04Rik, 5630400M01Rik, AL024423, AI506069family with sequence similarity 175, member A NM_172405.3

27 Gene Wdfy3 Ggtb3, Bchs, BWF1, ALFY, AW319683, ZFYVE25, D5Ertd66e, B930017C24, 2610509D04Rik, mKIAA0993, Wdfy3WD repeat and FYVE domain containing 3 NM_172882.3

27 Gene LOC101055666 uncharacterized LOC101055666 XM_003945656.1, XM_003946176.1

25 Gene Aff1 Mllt2h, Af4, AW319193, 9630032B01Rik, Rob, Aff1AF4/FMR2 family, member 1 NM_133919.3, NM_001080798.1

16 Gene Klhl8 D5Ertd431e, MGC102224, 2310001P09Rik, Klhl8 NM_178741.3

23 Gene Pkd2 PC2, C030034P18Rik, TRPP2, Pkd2polycystic kidney disease 2 NM_008861.3

29 Gene Lrrc8c fad158, Lrrc8c, AI326115, E430036I04Rikleucine rich repeat containing 8 family, member C NM_133897.2

26 Gene Lrrc8d 4930525N13Rik, Lrrc5, 2810473G09Rik, A930019F03, Lrrc8dleucine rich repeat containing 8D NM_178701.3, NM_001122768.1
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22 Gene Zfp644 Zep-2, 1110068L01Rik, D5Ertd689e, BM-005, AA408882, Zfp644zinc finger protein 644 NM_026856.2

22 Gene LOC100504779 uncharacterized LOC100504779 XR_107723.1, XR_107724.1, XR_140730.1, XR_140731.1

27 Gene Cdc7 muCdc7, AI597260, Cdc7, Cdc7l1, MGC91067cell division cycle 7 (S. cerevisiae) NM_009863.2

27 Gene Tgfbr3 TBRIII, AU015626, Tgfbr3, AW215636, 1110036H20Riktransforming growth factor, beta receptor III NM_011578.3

18 Gene Evi5 Evi5, NB4S ecotropic viral integration site 5 NM_007964.2

55 Gene Rpl5 MGC117998, Rpl5, MGC25420, MGC101934, MGC102309, U21RNAribosomal protein L5 NM_016980.2

55 Gene Fam69a Fam69a, MGC144843, 2900024C23Rik, AI315274family with sequence similarity 69, member A NM_026062.4

31 Gene Dr1 NC2, 1700121L09Rik, NC2beta, Dr1l, Dr1down-regulator of transcription 1 NM_026106.4

18 Gene Gm10419Gm10419, 6330405H19, ENSMUSG00000072769predicted gene 10419 XR_168625.1, XR_168854.1

24 Gene Gak MGC31204, Gak, D130045N16Rikcyclin G associated kinase NM_153569.1

24 Gene Tmem175AI504381, Tmem175, 3010001K23Riktransmembrane protein 175 NM_028223.3, NM_001163531.1, NM_001163532.1

22 Gene Idua Idua, 6030426D08iduronidase, alpha-L- NM_008325.3

22 Gene Fgfrl1 FGFR5beta, FGFR5, Fgfrl1, FGFR5gammafibroblast growth factor receptor-like 1 NM_054071.2, NM_001164259.1

25 Gene Plcxd1 Gm576, Plcxd1, A330045H12Rikphosphatidylinositol-specific phospholipase C, X domain containing 1NM_207279.2, NR_027665.1

25 Gene Gtpbp6 Pgbpll, Gtpbp6, pgpl, AV119224GTP binding protein 6 (putative) NM_145147.5

25 Gene Zfp605 MGC7438, A830023I12Rik, Zfp605zinc finger protein 605 NM_001163996.1

38 Gene Golga3 Mea-2, 5330413L04, Golga3, AI449376, AW490576, 5430416E01Rik, Mea2golgi autoantigen, golgin subfamily a, 3 NM_008146.3

38 Gene Ankle2 D5Ertd585e, AI661024, 1110001J12Rik, Ankle2ankyrin repeat and LEM domain containing 2 NM_001253814.1, NM_027922.2

42 Gene Pgam5 Pgam5, 2610528A17Rikphosphoglycerate mutase family member 5 NM_028273.3, NM_001163538.1

42 Gene Pxmp2 22kDa, Pxmp2, PMP22peroxisomal membrane protein 2 NM_008993.2

31 Gene Lrcol1 Gm1679, Clpsl3, Lrcol1leucine rich colipase-like 1 NM_001033459.3

31 Gene Fbrsl1 Fbrsl1, AI467568, 2410025L10Rik, mKIAA1545, Gm1049fibrosin-like 1 NM_028596.2, NM_001142642.1

40 Gene Noc4l AI326906, MGC28606, Noc4lnucleolar complex associated 4 homolog (S. cerevisiae)NM_153570.2

40 Gene Ddx51 2310061O04Rik, AA537002, R75505, C81583, Ddx51DEAD (Asp-Glu-Ala-Asp) box polypeptide 51 NM_027156.3

40 Gene Ep400 p400, AU023439, mKIAA1498, 1700020J09Rik, mDomino, Ep400E1A binding protein p400 NM_029337.2, NM_173066.1

40 Gene Gm15559OTTMUSG00000023690, Gm15559predicted gene 15559 XR_168628.1, XR_168856.1

40 Gene Pus1 A730013B20Rik, mPus1p, MPUS1, Pus1pseudouridine synthase 1 NM_001025562.2, NM_019700.4, NM_001025561.3

27 Gene Ulk1 Unc51.1, Ulk1, AU041434, mKIAA0722unc-51 like kinase 1 NM_009469.3

18 Gene Chek2 Rad53, Cds1, HUCDS1, CHK2, Chek2 NM_016681.3

25 Gene Ttc28 2310015L07Rik, AI428795, MGC7623, Ttc28, 6030435N04, AI851761, BC002262tetratricopeptide repeat domain 28 NM_001267622.1

24 Gene Pitpnb AU040890, Pitpnb, AI256223phosphatidylinositol transfer protein, beta NM_019640.4

35 Gene Mn1 AA009236, Mn1, AA003644meningioma 1 NM_001081235.1

24 Gene Crybb1 BB1CRY, Crybb1, 3110006K12Rikcrystallin, beta B1 NM_023695.2

24 Gene Tpst2 Tpst2, grm, D5Ucla3, grt, Tango13b, AI448750protein-tyrosine sulfotransferase 2 NM_009419.3

37 Gene Tfip11 TIP33, AW046167, Tfip11, AF097181, Srr1, 2810002G02Rik, Tip39tuftelin interacting protein 11 NM_018783.4

19 Gene Tmem211Tmem211, Gm854transmembrane protein 211 NM_001033428.2

16 Gene Cmklr1 DEZ, Cmklr1, Gpcr27, mcmklr1, ChemR23chemokine-like receptor 1 NM_008153.3

33 Gene Sart3 Sart3, mKIAA0156, AU045857squamous cell carcinoma antigen recognized by T cells 3NM_016926.1

33 Gene Gm3511 Gm3511 40S ribosomal protein S28 pseudogene

33 Gene Iscu 2310020H20Rik, Iscu, Nifu, AA407971, NifunIscU iron-sulfur cluster scaffold homolog (E. coli) NM_025526.4

26 Gene Coro1c AW548837, MGC102522, AL022675, Coro1c, AW455561coronin, actin binding protein 1C NM_011779.3

33 Gene Usp30 D5Ertd483e, 6330590F17Rik, Usp30, AI851327ubiquitin specific peptidase 30 NM_001033202.3

33 Gene Alkbh2 Alkbh2, mABH2, AU016977, Abh2, 9530023G02alkB, alkylation repair homolog 2 (E. coli) NM_175016.2

33 Gene Ung UNG2, Ung, UNG1uracil DNA glycosylase NM_011677.2, NM_001040691.1

27 Gene Kctd10 MGC11654, Kctd10, mBACURD3, AW536343, C87062potassium channel tetramerisation domain containing 10NM_026145.4, NM_001159941.1

27 Gene Ube3b AI449831, Ube3b, AU020130ubiquitin protein ligase E3B NM_054093.2

28 Gene Mmab Mmab, ATR, 9130222L19Rikmethylmalonic aciduria (cobalamin deficiency) type B homolog (human)NM_029956.3
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28 Gene Mvk AI414037, MK, AI256848, 2310010A05Rik, Mvkmevalonate kinase NM_023556.2

51 Gene Fam222aBC057022, MGC67174, Fam222afamily with sequence similarity 222, member A NM_001004180.1

32 Gene Git2 Git2, 6430510B20Rik, 9630056M03Rik, B230104M05Rik, mKIAA0148, 1500036H07Rik, KIAA0148, 5830420E16RikG protein-coupled receptor kinase-interactor 2 NM_001077359.1, NM_001077360.1, NM_019834.3

32 Gene 4930515G01Rik4930515G01RikRIKEN cDNA 4930515G01 gene NR_027872.1

32 Gene Ankrd13aAU046136, 1100001D10Rik, Ankrd13a, MGC118502, ANKRD13ankyrin repeat domain 13a NM_026718.2

32 Gene Gm19344Gm19344 predicted gene, 19344 XR_140745.1, XR_142173.1

30 Gene 1500011B03Rik1500011B03Rik, AV141149, AW556386, AI415201RIKEN cDNA 1500011B03 gene NR_027817.1, NR_027818.1

30 Gene 2610524H06Rik2610524H06Rik NM_181075.3

32 Gene Sppl3 Usmg3, 4833416I09Rik, MGC90867, Psl4, Sppl3signal peptide peptidase 3 NM_029012.2

33 Gene Acads SCAD, AI196007, Hdlq8, Bcd-1, Acads, Bcd1acyl-Coenzyme A dehydrogenase, short chain NM_007383.2

33 Gene Unc119bAA407659, Unc119b, AI414892unc-119 homolog B (C. elegans) NM_175352.4

30 Gene Mlec Mlec, ESTM19, AI850530, MGC32493, 2410014A08Rik, mKIAA0152, X83352malectin NM_175403.3

30 Gene Cabp1 Cabp1, caldendrincalcium binding protein 1 NM_013879.2

34 Gene Pop5 1500019J17Rik, Rnasep3, Pop5, 2700077E03Rik, AW049989processing of precursor 5, ribonuclease P/MRP family (S. cerevisiae)NM_026398.4

39 Gene Rnf10 RIE2, Rnf10, mKIAA0262, KIAA0262, AA675014ring finger protein 10 NM_016698.2

39 Gene Coq5 1810014G04Rik, Coq5, D5Ertd33ecoenzyme Q5 homolog, methyltransferase (yeast) NM_026504.2

38 Gene Dynll1 Dlc8, Dynll1, Pin, Dnclc1dynein light chain LC8-type 1 NM_019682.4

33 Gene Srsf9 Sfrs9, SRp30c, 25kDa, 2610029M16Rik, Srsf9serine/arginine-rich splicing factor 9 NM_025573.3, NR_036616.1

33 Gene Gatc Gatc, 2010003O18Rikglutamyl-tRNA(Gln) amidotransferase, subunit C homolog (bacterial)NM_029645.3

33 Gene Triap1 Triap1, AU020874, AU043831, 1810015M01Rik, Wf-1, P53csvTP53 regulated inhibitor of apoptosis 1 NM_026933.2

33 Gene Cox6a1 Cox6a1, VIaL cytochrome c oxidase subunit VIa polypeptide 1 NM_007748.3

24 Gene Msi1 Msi1h, Musahi1, Msi1, m-Msi-1musashi RNA-binding protein 1 NM_008629.1

24 Gene 4930430O22Rik4930430O22RikRIKEN cDNA 4930430O22 gene XR_168858.1, XR_168603.1

36 Gene Pxn Pxn, AW123232, Pax, AW108311paxillin NM_011223.2, NM_133915.2

31 Gene Rplp0 MGC107166, MGC107165, Rplp0, Arbp, 36B4ribosomal protein, large, P0 NM_007475.5

31 Gene Gcn1l1 mKIAA0219, GCN1L, Gcn1l1, 4932409G22, G431004K08Rik, AL022764GCN1 general control of amino-acid synthesis 1-like 1 (yeast)NM_172719.2

26 Gene 1110006O24Rik1110006O24Rik, MGC74228RIKEN cDNA 1110006O24 gene NR_027810.1

26 Gene Rab35 9530019H02Rik, Rab35, RAB1C, AU040256, RAY, H-rayRAB35, member RAS oncogene family NM_198163.1

33 Gene Prkab1 Prkab1, E430008F22, AU021155, 1300015D22Rikprotein kinase, AMP-activated, beta 1 non-catalytic subunitNM_031869.2

33 Gene Gm13842OTTMUSG00000014717, Gm13842predicted gene 13842 XR_107734.1, XR_106109.1

24 Gene Suds3 AU067672, Suds3, mSds3, 2410008L21Rik, 2400003N08Riksuppressor of defective silencing 3 homolog (S. cerevisiae)NM_178622.4, NM_001122666.1

24 Gene Taok3 Taok3, A430105I05Rik, 2900006A08Rik, A130052D22TAO kinase 3 NM_001081308.2, NM_183306.2, NM_001199685.1

43 Gene Gm10399ENSMUSG00000072688, Gm10399predicted gene 10399 XR_168605.1, XR_168863.1

43 Gene Vsig10 Vsig10, BC023744V-set and immunoglobulin domain containing 10 NM_001033311.3

30 Gene Wsb2 WSB-2, Swip2, AA673511, Wsb2WD repeat and SOCS box-containing 2 NM_021539.4

24 Gene Rfc5 MGC113787, 2610209F07Rik, Rfc5, 2610020K06Rik, 36kDa, 36.5kDa, Recc5replication factor C (activator 1) 5 NM_028128.1

39 Gene Fbxo21 Fbxo21, AU016673, MGC28066, mKIAA0875, 2810425J22RikF-box protein 21 NM_145564.3

26 Gene Tesc 2410011K10Rik, MGC117906, TE-1, Tesc, 1010001A17Riktescalcin NM_021344.3

28 Gene Fbxw8 FBW6, Fbxw8, Fbx29, FBW8, 4930438M06Rik, FBXO29F-box and WD-40 domain protein 8 NM_172721.2

17 Gene Med13l Trap240L, 9030618F05Rik, mKIAA1025, Thrap2, 2210413I17Rik, Med13l, 6330591G05Rikmediator complex subunit 13-like NM_172424.4

17 Gene Tbx3 D5Ertd189e, Tbx3T-box 3 NM_011535.2, NM_198052.1

24 Gene Plbd2 P76, AU019810, 1300012G16Rik, Plbd2phospholipase B domain containing 2 NM_023625.4

24 Gene Slc24a6 AF261233, NCKX6, Slc24a6, NCLXsolute carrier family 24 (sodium/potassium/calcium exchanger), member 6NM_133221.2, NM_001177594.1, NM_001177595.1

24 Gene Tpcn1 5730403B01Rik, Tpc1, Tpcn1, mKIAA1169two pore channel 1 NM_145853.2

24 Gene Iqcd 4933433C09Rik, Iqcd, AI662646IQ motif containing D NM_029408.2

30 Gene Dtx1 KIAA4160, Dtx1, mKIAA4160, Fxit1deltex 1 homolog (Drosophila) NM_008052.3

21 Gene Ptpn11 SH-PTP2, 2700084A17Rik, Ptpn11, SAP-2, Shp2, SHP-2, Syp, PTP1D, AW536184, SH-PTP3, PTP2Cprotein tyrosine phosphatase, non-receptor type 11 NM_011202.3, NM_001109992.1
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38 Gene Rpl6 Rpl6, Taxreb107, MGC117949ribosomal protein L6 NM_011290.5

23 Gene Gm15800Gm15800, BC019639, AU042671, A130010L24, mKIAA0614, OTTMUSG00000026283, EG545802predicted gene 15800 NM_181421.4

32 Gene Naa25 Mdm20, C330023M02Rik, Naa25, AI450868, A630046C11, 4833422K13RikN(alpha)-acetyltransferase 25, NatB auxiliary subunitNM_172722.3

43 Gene Erp29 Erp31, Erp28, 2810446M09Rik, AW209030, 1200015M03Rik, Erp29, PDI-Dbendoplasmic reticulum protein 29 NM_026129.2

43 Gene Tmem1164930513P12Rik, C030022K24Rik, Tmem116, 4930406A18Riktransmembrane protein 116 NM_029912.2, NM_001161626.1, NM_001161627.1

17 Gene Mapkapk5Mapkapk5, MK5, PRAKMAP kinase-activated protein kinase 5 NM_010765.2

35 Gene Aldh2 Ahd5, Ahd-5, Aldh2aldehyde dehydrogenase 2, mitochondrial NM_009656.3

35 Gene Acad12 Acad12, 9330129D05Rikacyl-Coenzyme A dehydrogenase family, member 12NM_178799.3

20 Gene Acad10 2410021P16Rik, Acad10acyl-Coenzyme A dehydrogenase family, member 10NM_028037.4

20 Gene Brap 3010002G07Rik, BrapBRCA1 associated protein NM_028227.2

20 Gene Atxn2 AW544490, Atxn2, ATX2, Sca2, 9630045M23Rikataxin 2 NM_009125.2

30 Gene Sh2b3 Lnk, AI429800, Sh2b3SH2B adaptor protein 3 NM_008507.3

22 Gene Fam109aSes1, A230106M15Rik, Fam109a, AU017694, IPIP27Afamily with sequence similarity 109, member A NM_175474.3

22 Gene Cux2 1700051K22Rik, Cux-2, ENSMUSG00000072641, Cux2, Cutl2cut-like homeobox 2 NM_007804.2

25 Gene Ppp1cc dis2m1, Ppp1cc, PP1protein phosphatase 1, catalytic subunit, gamma isoformNM_013636.3

26 Gene Tctn1 Tctn1, G730031O11Rik, Tect1tectonic family member 1 NM_001039153.2

25 Gene Pptc7 AA672638, TA-PP2C, Pptc7, AI848390, 9130017A15RikPTC7 protein phosphatase homolog (S. cerevisiae) NM_177242.4

24 Gene Rad9b A630082N15Rik, BC021784, Rad9b, MGC28469 NM_144912.3

30 Gene Vps29 AW049835, Vps29, 2010015D08Rik, PEP11vacuolar protein sorting 29 (S. pombe) NM_019780.1

30 Gene Fam216a1500011H22Rik, Fam216afamily with sequence similarity 216, member A NM_026883.3

30 Gene Gpn3 D5Ertd708e, A930018B01Rik, Atpbd1c, Gpn3GPN-loop GTPase 3 NM_024216.1

20 Gene Arpc3 p21-Ar, Arpc3, 21kDa, 1110006A04Rik, p21Arc, AA408672, AI788639actin related protein 2/3 complex, subunit 3 NM_019824.3

22 Gene Anapc7 APC7, Anapc7, AW545589anaphase promoting complex subunit 7 NM_019805.4

28 Gene Atp2a2 D5Wsu150e, Atp2a2, 9530097L16Rik, mKIAA4195, SERCA2B, SERCA2, KIAA4195ATPase, Ca++ transporting, cardiac muscle, slow twitch 2NM_009722.3, NM_001110140.3, NR_027838.1

30 Gene Camkk2 AW061083, Camkk2, 6330570N16Rik, mKIAA0787calcium/calmodulin-dependent protein kinase kinase 2, betaNM_145358.2, NM_001199676.1

43 Gene Anapc5 Anpc5, Anapc5, AA986414, AA408751, 2510006G12Rik, AA536819anaphase-promoting complex subunit 5 NM_021505.2, NM_001042491.1

27 Gene Rnf34 BC004042, MGC7670, RIFF, AW536122, AW061037, C88279, Rnf34ring finger protein 34 NM_030564.1

21 Gene Kdm2b Cxxc2, Kdm2b, Jhdm1b, PCCX2, KIAA3014, Fbl10, Fbxl10, E430001G17, mKIAA3014lysine (K)-specific demethylase 2B NM_001003953.1, NM_001005866.1, NM_013910.2

17 Gene A930024E05RikA930024E05RikRIKEN cDNA A930024E05 gene NR_045820.1

22 Gene Gm2479 Gm2479 predicted gene 2479 XR_168860.1, XR_168606.1

22 Gene Orai1 Tmem142a, D730049H07Rik, orai-1, Orai1ORAI calcium release-activated calcium modulator 1NM_175423.3

30 Gene Tmem120bTmem120b transmembrane protein 120B NM_001039723.2

37 Gene Rhof Rhof, AI845056, Arhf, AV026554, Rif, Ifld1ras homolog gene family, member f NM_175092.3

37 Gene 4932422M17Rik4932422M17RikRIKEN cDNA 4932422M17 gene XR_140744.2, XR_142141.2

37 Gene Setd1b KMT2G, Setd1b, mKIAA1076, BC035291, AA516740, MGC39035SET domain containing 1B NM_001040398.2

28 Gene Psmd9 Bridge-1, Psmd9, P27, 1500011J20Rik, 2610202L11Rikproteasome (prosome, macropain) 26S subunit, non-ATPase, 9NM_026000.2

23 Gene Bcl7a Bcl7a, AI448316, 4432415N06RikB cell CLL/lymphoma 7A NM_029850.3

37 Gene Diablo AU040403, 1700006L01Rik, 0610041G12Rik, Diablo, Smacdiablo homolog (Drosophila) NM_023232.3

37 Gene Vps33a AW554476, 3830421M04Rik, bf, Vps33a, AI503300, AW048546vacuolar protein sorting 33A (yeast) NM_029929.3

33 Gene Clip1 mKIAA4046, CLIP-170, 1110007I12Rik, 4631429H07Rik, KIAA4046, AV017631, C81039, CYLN1, Rsn, Clip50, Clip1, CLIP170CAP-GLY domain containing linker protein 1 NM_019765.4

24 Gene Rsrc2 1500011J06Rik, Rsrc2arginine/serine-rich coiled-coil 2 NM_025438.1, NM_001005523.1, NM_001005525.1

24 Gene Kntc1 Kntc1, D330012D13kinetochore associated 1 NM_001042421.1

29 Gene Denr 1500003K04Rik, Denrdensity-regulated protein NM_026603.4

23 Gene Vps37b AI415429, 2300007F24Rik, MGC25614, BC026744, FLJ12750, Vps37bvacuolar protein sorting 37B (yeast) NM_177876.4

27 Gene Ogfod2 AW552395, AU041636, 5730405M13Rik, 1300006G11Rik, Ogfod22-oxoglutarate and iron-dependent oxygenase domain containing 2NM_025671.2

27 Gene Arl6ip4 AA408365, AA408210, Aip-4, Arl6ip4, Srp25ADP-ribosylation factor-like 6 interacting protein 4 NM_144509.2

27 Gene Pitpnm2 Pitpnm2, Rdgb2, mKIAA1457, RDGBA2, NIR3phosphatidylinositol transfer protein, membrane-associated 2NM_011256.2
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22 Gene Mphosph9MPP9, MPP-9, Mphosph9, AW413446, C87456, 4930548D04Rik, 9630025B04Rik, B930097C17Rik, AW547060M-phase phosphoprotein 9 NM_001081323.1

22 Gene Cdk2ap1ST19, Cdkap1, MGC102310, MGC117818, doc-1, Doc1, Cdk2ap1, Apc10, DORC1, p12CDK2 (cyclin-dependent kinase 2)-associated protein 1NM_013812.2

27 Gene Sbno1 MGC28589, 9330180L10Rik, Sbno, sno, Sbno1, BC021875, AW557836, mSno1, AI849128sno, strawberry notch homolog 1 (Drosophila) NM_001081203.1

43 Gene Rilpl1 GOSPEL, Rilpl1, 6330559I19Rik, 2900002H16Rik, FLJ39378Rab interacting lysosomal protein-like 1 NM_021430.2

43 Gene Tmed2 1110032D12Rik, Sid394, MGC102446, p24beta1, Rnp24, 1810020N21Rik, Tmed2transmembrane emp24 domain trafficking protein 2NM_019770.2

26 Gene Ddx55 Ddx55, mKIAA1595, MGC143677, MGC143678, 2810021H22RikDEAD (Asp-Glu-Ala-Asp) box polypeptide 55 NM_001190795.1, NM_026409.4

24 Gene Tctn2 4432405B04Rik, Tect2, Tctn2tectonic family member 2 NM_026486.3

24 Gene Atp6v0a28430408C20Rik, TJ6M, ATP6a2, Tj6, AI385560, Stv1, TJ6s, Atp6n1d, Atp6n2, MGC124342, C76904, Atp6v0a2, AW489264, MGC124341ATPase, H+ transporting, lysosomal V0 subunit A2 NM_011596.4

31 Gene Ccdc92 D5Bwg0834e, AW050178, MGC38387, Ccdc92coiled-coil domain containing 92 NM_144819.2

31 Gene Zfp664 D930038J03Rik, Zfp664, Znf664, ZFOC1, AW060232zinc finger protein 664 NM_001081750.1

30 Gene Ncor2 N-CoR, SMRTe, SMRT, Ncor2nuclear receptor co-repressor 2 NM_001253904.1, NM_001253905.1, NM_011424.3

32 Gene Scarb1 Cd36l1, SRBI, AI120173, CD36, SR-B1, Hdlq1, SR-BI, Hlb398, mSR-BI, Cla1, Scarb1, Cla-1, D5Ertd460e, Srb1scavenger receptor class B, member 1 NM_016741.2, NM_001205082.1, NM_001205083.1

39 Gene Ubc 2700054O04Rik, AI194771, Rps27a, Uba52, TI-225, Ubc, Ubbubiquitin C NM_019639.4

18 Gene Tmem132cTmem132c, 2810482M11Rik, 4632425D07Rik, 3230401P16transmembrane protein 132C NM_175432.3

30 Gene Slc15a4 PHT1, C130069N12Rik, Slc15a4, PTR4, AW742963, AA987064solute carrier family 15, member 4 NM_133895.1

43 Gene Ran Ran NM_009391.3

29 Gene Sfswap SWAP, AW212079, AI197402, Sfrs8, 6330437E22Rik, 1190005N23Rik, Sfswap, Srsf8splicing factor, suppressor of white-apricot homolog (Drosophila)NM_172276.3

18 Gene Mmp17 Mmp17, MT4-MMP, MT4MMP, MTMMP4matrix metallopeptidase 17 NM_011846.4

25 Gene Sept14 Sept14, 1700016K13Rikseptin 14 NM_028826.1

25 Gene Mrps17 Mprs17, Mrps17, 1810006P02Rikmitochondrial ribosomal protein S17 NM_025450.4

25 Gene Gbas Gbas, Nipsnap2, AV006093glioblastoma amplified sequence NM_008095.4

32 Gene Psph Psph, PSPase, PSP, AI480570phosphoserine phosphatase NM_133900.4

32 Gene Cct6a Cct6a, Cct6, Cctz-1chaperonin containing Tcp1, subunit 6a (zeta) NM_009838.1

32 Gene Snora15 MBI-79, Snora15small nucleolar RNA, H/ACA box 15 NR_003681.1

22 Gene Phkg1 Phkg1, Phkg phosphorylase kinase gamma 1 NM_011079.2

22 Gene Chchd2 Chchd2, AL033347, Etohi6, MGC103085coiled-coil-helix-coiled-coil-helix domain containing 2NM_024166.6

22 Gene 2410018M08Rik2410018M08Rik, Scand3RIKEN cDNA 2410018M08 gene NM_183088.2

28 Gene Rabgef1 Rabgef1, Rabex5, Rin2, Rab5efRAB guanine nucleotide exchange factor (GEF) 1 NM_019983.2, NM_001199059.1

28 Gene Tmem248AW557951, A930023A16Rik, G430067H08Rik, 0610007L01Rik, Tmem248NM_001081394.1, NM_027854.1

28 Gene Sbds CGI-97, AI836084, SDS, Sbds, 4733401P19RikShwachman-Bodian-Diamond syndrome homolog (human)NM_023248.1

28 Gene Tyw1 Rsafd1, AW125391, Tyw1tRNA-yW synthesizing protein 1 homolog (S. cerevisiae)NM_178897.4, NM_001015876.2

27 Gene Auts2 Auts2, A730011F23Rik, D830032G16Rik, 2700063G02Rikautism susceptibility candidate 2 NM_177047.3

19 Gene Gatsl2 7530428J21Rik, Gatsl1, Gatsl2, Gats, AW742413GATS protein-like 2 NM_030719.3

30 Gene Wbscr16Wbscr16, AU019812, 5730496C04RikWilliams-Beuren syndrome chromosome region 16 homolog (human)NM_033572.2

30 Gene Gtf2ird2 1700012P16Rik, Gtf2ird2GTF2I repeat domain containing 2 NM_053266.1

20 Gene Gtf2i TFII-I, 6030441I21Rik, Spin, BAP-135, WBSCR6, Gtf2i, GtfII-Igeneral transcription factor II I NM_001080748.1, NM_001080746.1, NM_001080747.1, NM_001080749.1, NM_010365.3

26 Gene Clip2 Cyln2, mKIAA0291, wbscr4, Clip2, CLIP-115, WSCR4, Clip1, B230327O20CAP-GLY domain containing linker protein 2 NM_001039162.1, NM_009990.2

26 Gene Syna syncytin-A, Gm52, Syna, Gm453syncytin a NM_001013751.2

33 Gene Eif4h Wscr1, AU018978, mKIAA0038, Wbscr1, D5Ertd355e, E430026L18Rik, Ef4h, Eif4heukaryotic translation initiation factor 4H NM_033561.1

24 Gene Limk1 Limk1 LIM-domain containing, protein kinase NM_010717.2

24 Gene Gm10369ENSMUSG00000072573, Gm10369predicted gene 10369 XR_140754.1, XR_142146.1

19 Gene Stx1a Stx1a, HPC-1 syntaxin 1A (brain) NM_016801.3

33 Gene Wbscr22MGC144443, 1110003N24Rik, MGC144442, Wbscr22Williams Beuren syndrome chromosome region 22 NM_025375.3

33 Gene Dnajc30 Wbscr18, Dnajc30, 1300007M11RikDnaJ (Hsp40) homolog, subfamily C, member 30 NM_025362.3

33 Gene Vps37d Wbscr24, Vps37d, MGC51411vacuolar protein sorting 37D (yeast) NM_001199677.1, NM_177574.4

23 Gene Mlxipl ChREBP, Mlxipl, WS-bHLH, bHLHd14, Wbscr14MLX interacting protein-like NM_021455.4

32 Gene Tbl2 C76179, WS-bTRP, Tbl2transducin (beta)-like 2 NM_013763.2
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46 Gene Bcl7b Bcl7b B cell CLL/lymphoma 7B NM_009745.2

46 Gene Baz1b WSTF, Baz1b, C87820, Wbscr9bromodomain adjacent to zinc finger domain, 1B NM_011714.2

33 Gene Fzd9 Fzd9, mfz9 frizzled homolog 9 (Drosophila) NM_010246.1

17 Gene Pom121 mKIAA0618, C80273, Pom121, 2610027A18Riknuclear pore membrane protein 121 NM_148932.2

18 Gene Hip1 MGC27616, A930014B11Rik, E130315I21Rik, KIAA4113, mKIAA4113, 2610109B09Rik, Hip1huntingtin interacting protein 1 NM_146001.2

29 Gene Por CYPOR, 4933424M13Rik, Por, CPRP450 (cytochrome) oxidoreductase NM_008898.1

29 Gene Tmem120aTmem120a, 2010310D06Rik, Tmpittransmembrane protein 120A NM_172541.2

29 Gene Styxl1 Dusp24, 1700011C14Rik, Mkstyx, Styxl1serine/threonine/tyrosine interacting-like 1 NM_029659.4

22 Gene Mdh2 MDH, Mdh2, Mor1, Mor-1, Mdh-2malate dehydrogenase 2, NAD (mitochondrial) NM_008617.2

23 Gene Ywhag 14-3-3gamma, Ywhag, D7Bwg1348etyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptideNM_018871.3

28 Gene Sh2b2 Aps, Sh2b2 SH2B adaptor protein 2 NM_018825.3

29 Gene Cux1 KIAA4047, Cux1, Cux, CDP, MGC102214, AA407197, Cutl1, Cux-1, Phox2, mKIAA4047cut-like homeobox 1 NM_198602.2, NM_009986.3

17 Gene Col26a1 Col26a, 9430032K24Rik, MGC7475, Col26a1, Emid2, BC002218 NM_024474.2

25 Gene Rabl5 3110017O03Rik, Rabl5, AI847427, AI835745RAB, member of RAS oncogene family-like 5 NM_026073.3

26 Gene Znhit1 2700001K05Rik, ZNFN4A1, Znhit1zinc finger, HIT domain containing 1 NM_027318.3

26 Gene Plod3 AI414586, Plod3, LH3procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 NM_011962.3

26 Gene Mir702 mmu-mir-702, Mir702, mir-702, Mirn702microRNA 702 NR_030483.1

21 Gene Vgf Gm1052, Vgf VGF nerve growth factor inducible NM_001039385.1

21 Gene Ap1s1 Ap1s1, AP19 adaptor protein complex AP-1, sigma 1 NM_007457.2

23 Gene Ache mE1b, mE1c-long, mE1d, mE1d', mE1c, Ache, mE1e, mE1aacetylcholinesterase NM_009599.3

23 Gene Ufsp1 Ufsp1, 2700038N03Rik, D5Ertd655e, MGC107633UFM1-specific peptidase 1 NM_027356.2

23 Gene Srrt Ars2, Asr2, 2810019G02Rik, ASR2D, ASR2C, ASR2B, ASR2A, Srrtserrate RNA effector molecule homolog (Arabidopsis)NM_031405.2, NM_001109909.1, NM_001109910.1

23 Gene Trip6 Trip6 NM_011639.3

23 Gene Slc12a9 Slc12a9, CIP1 solute carrier family 12 (potassium/chloride transporters), member 9NM_031406.3

25 Gene Ephb4 Tyro11, Ephb4, MDK2, AI042935, Htk, Myk1Eph receptor B4 NM_010144.6, NM_001159571.1

22 Gene Pop7 AI852017, 0610037N12Rik, Rpp20, Pop7processing of precursor 7, ribonuclease P family, (S. cerevisiae)NM_028753.2

33 Gene Gigyf1 KIAA4110, mKIAA4110, Gigyf1, Perq1GRB10 interacting GYF protein 1 NM_031408.2

33 Gene Gnb2 Gnb-2, Gnb2 guanine nucleotide binding protein (G protein), beta 2NM_010312.4

30 Gene Fbxo24 Fbx24, Fbxo24, 4933422D21RikF-box protein 24 NM_027708.1

30 Gene Lrch4 LRN, LRRN4, Lrch4, 2810008P14Rik, MGC19364, AI558103, SAP25, 2900069C24Rik, mFLJ00248leucine-rich repeats and calponin homology (CH) domain containing 4NM_146164.2, NM_001168652.1

30 Gene Gm20605Lrch4-sap25, Gm20605predicted gene 20605 NR_033148.1

24 Gene Nyap1 NYAP1, 6430598A04Rik, Nyap1neuronal tyrosine-phosphorylated phosphoinositide 3-kinase adaptor 1NM_175521.3

24 Gene Tsc22d4 1700023B23Rik, AI415410, 0610009M14Rik, Thg-1pit, Tsc22d4, Tilz2TSC22 domain family, member 4 NM_023910.6, NM_029805.1

30 Gene Ppp1r35 2010011D20Rik, 2010007H12Rik, AL024004, Ppp1r35protein phosphatase 1, regulatory subunit 35 NM_027242.4

30 Gene Mepce Bcdin3, MGC28888, D5Wsu46e, MGC30590, Mepcemethylphosphate capping enzyme NM_144913.3

30 Gene Zcwpw1 Gm1053, MGC76794, Zcwpw1zinc finger, CW type with PWWP domain 1 NM_001005426.2

27 Gene Zkscan1 PHZ-37, AI646829, 9130423L19Rik, Zkscan1, ZNF139, MGC63357, 5930429A01Rik, KOX18, C87323, 9230118B16Rik, AI788588zinc finger with KRAB and SCAN domains 1 NM_029869.1, NM_133906.4

36 Gene Cops6 VIP/MOV34, Cops6, Sgn3COP9 (constitutive photomorphogenic) homolog, subunit 6 (Arabidopsis thaliana)NM_012002.3

36 Gene Mcm7 Mcm7, AI747533, mCDC47, Mcmd7minichromosome maintenance deficient 7 (S. cerevisiae)NM_008568.2

36 Gene Mir25 Mir25, Mirn25, mmu-mir-25microRNA 25 NR_029787.1

36 Gene Mir93 Mirn93, Mir93, mmu-mir-93microRNA 93 NR_029749.1

36 Gene Mir106b Mirn106b, Mir106bmicroRNA 106b NR_029658.1

36 Gene Ap4m1 4930443L05Rik, Ap4m1, Ap4m4adaptor-related protein complex AP-4, mu 1 NM_021392.4

36 Gene Taf6 Taf2e, TAFII70, 80kDa, Taf6, p80, TAF(II)80, AW549759TAF6 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_009315.3

22 Gene Lamtor4 0910001L09Rik, AV006840, Lamtor4late endosomal/lysosomal adaptor, MAPK and MTOR activator 4NM_001081108.2

22 Gene BC037034MGC47434, BC037034cDNA sequence BC037034 NM_153161.3

22 Gene 6330418K02Rik6330418K02RikRIKEN cDNA 6330418K02 gene NR_045821.1
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22 Gene Gal3st4 1500031A01Rik, Gal3st4galactose-3-O-sulfotransferase 4 NM_001033416.2

22 Gene Gpc2 2410016G05Rik, MGC90563, Gpc2glypican 2 (cerebroglycan) NM_172412.2

27 Gene Zfp157 2610020C11Rik, Zfp157, mszf12, AI327407, mszf23-1, A630094N24Rikzinc finger protein 157 NM_028130.3

32 Gene Fam20c DMP4, GEF-CK, MGC7673, DMP-4, Fam20c, KIAA4081, mKIAA4081, C76981family with sequence similarity 20, member C NM_030565.6

30 Gene Pdgfa Pdgfa NM_008808.3

31 Gene Heatr2 C76907, MGC60818, Heatr2, BC053401HEAT repeat containing 2 NM_001081265.1

43 Gene Sun1 Sun1, KIAA0810, 5730434D03Rik, mKIAA0810, Unc84a, 4632417G13RikSad1 and UNC84 domain containing 1 NM_001256115.1, NM_001256116.1, NM_001256117.1, NM_001256118.1, NM_024451.2

15 Gene Cyp2w1 Cyp2w1, Gm455cytochrome P450, family 2, subfamily w, polypeptide 1NM_001160265.1

38 Gene 3110082I17RikAW411904, 3110082I17RikRIKEN cDNA 3110082I17 gene NM_028469.3

38 Gene Mir339 Mir339, Mirn339, mmu-mir-339microRNA 339 NR_029768.1

38 Gene D830046C22RikD830046C22RikRIKEN cDNA D830046C22 gene NR_033147.1

38 Gene Gpr146 BC003323, PGR8, MGC7035, Gpr146G protein-coupled receptor 146 NM_030258.4, NM_001038703.2

23 Gene Zfand2a Airap, Zfand2a, AA407930, AU016206zinc finger, AN1-type domain 2A NM_133349.3, NM_001159908.1

21 Gene 4930500L23Rik4930500L23RikRIKEN cDNA 4930500L23 gene NR_040701.1

21 Gene Uncx Chx4, Uncx, Uncx4.1UNC homeobox NM_013702.3

25 Gene Ints1 1110015K06Rik, Ints1, KIAA1440integrator complex subunit 1 NM_026748.2

29 Gene Mafk Mafk, AW061068, Nfe2u, NF-E2v-maf musculoaponeurotic fibrosarcoma oncogene family, protein K (avian)NM_010757.2

20 Gene Tmem184aMGC37596, Sdmg1, Tmem184a, MGC30809transmembrane protein 184a NM_144914.3, NM_001161548.1

23 Gene Psmg3 4930403H09Rik, AI303239, 1810042K04Rik, Psmg3proteasome (prosome, macropain) assembly chaperone 3NM_025604.3

18 Gene Elfn1 Elfn1, A930017N06Rik, AI197272, Ppp1r28leucine rich repeat and fibronectin type III, extracellular 1NM_175522.3

20 Gene Mad1l1 AW550425, AI173502, Mad1, Mad1l1MAD1 mitotic arrest deficient 1-like 1 NM_010752.3

20 Gene Ftsj2 2310037B18Rik, Ftsj2FtsJ homolog 2 (E. coli) NM_026510.1

20 Gene Nudt1 Mth1, Nudt1 nudix (nucleoside diphosphate linked moiety X)-type motif 1NM_008637.1

31 Gene Eif3b EIF3-P116, EIF3-ETA, EIF3-P110, AL033369, PRT1, Eif3b, AL033334, Eif3s9, AW208965, D5Wsu45e, AL033316eukaryotic translation initiation factor 3, subunit B NM_133916.2

37 Gene Lfng AW061165, LfngLFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferaseNM_008494.3

37 Gene Gm10091ENSMUSG00000060929, Gm10091predicted gene 10091 XR_140758.1, XR_142154.1

35 Gene Ttyh3 AI414930, 2900029G13Rik, Ttyh3tweety homolog 3 (Drosophila) NM_175274.4

36 Gene Iqce mKIAA1023, Iqce, 1700028P05RikIQ motif containing E NM_028833.3

36 Gene Brat1 Brat1, AA881470, Baat1BRCA1-associated ATM activator 1 NM_181066.2, NM_172724.3

27 Gene Gna12 AI504261, Gna12, MGC130498, AI414047, Galpha12guanine nucleotide binding protein, alpha 12 NM_010302.2

40 Gene Foxk1 A630048H08Rik, Foxk1, AI463295, ENSMUSG00000075577, Gm10868, Mnfforkhead box K1 NM_199068.2

40 Gene Ap5z1 KIAA0415, C330006K01Rik, MGC117588, Kiaa0415, Ap5z1adaptor-related protein complex 5, zeta 1 subunit NM_172725.2

34 Gene Radil AI536456, Radil, D930005D10RikRas association and DIL domains NM_178702.3

51 Gene Tnrc18 EG381742, Zfp469, BC025631, Tnrc18, MGC59613trinucleotide repeat containing 18 NM_178242.2, NM_001122730.2

40 Gene Fbxl18 C330021B20Rik, B130019G13Rik, AI427077, Fbxl18F-box and leucine-rich repeat protein 18 NM_001033312.3

40 Gene Actb Actb, E430023M04Rik, Actx, beta-actinactin, beta NM_007393.3

55 Gene Fscn1 Fan1, Fscn1, AI663989, fascin-1fascin homolog 1, actin bundling protein (Strongylocentrotus purpuratus)NM_007984.2

27 Gene Zfp12 Zfp-12, Znf12, C530015C18, Krox-7, Zfp12zinc finger protein 12 NM_177681.3

27 Gene Zfp316 Znf316, Emzf1, Mzf3, Zfp316zinc finger protein 316 NM_017467.3

20 Gene Zfp853 Zfp853, Gm792zinc finger protein 853 XM_001479487.3, XM_001472438.3

35 Gene E130309D02RikA630028N22, E130309D02RikRIKEN cDNA E130309D02 gene NM_172726.4

35 Gene Zdhhc4 1810021D01Rik, 2900029I10Rik, Zdhhc4zinc finger, DHHC domain containing 4 NM_028379.5

30 Gene 0610040B10Rik0610040B10RikRIKEN cDNA 0610040B10 gene NR_027874.1

33 Gene Kdelr2 1110007A14Rik, Kdelr2KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 2NM_025841.4

30 Gene Rac1 D5Ertd559e, AL023026, Rac1RAS-related C3 botulinum substrate 1 NM_009007.2

32 Gene Cyth3 KIAA4241, ARNO3, Pscd3, AI648983, Grp1, CLM3, Cyth3cytohesin 3 NM_011182.4, NM_001163548.1

20 Gene Ccz1 MGC56855, AU022870, Ccz1CCZ1 vacuolar protein trafficking and biogenesis associatedNM_177682.3
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20 Gene Ocm Ocm NM_033039.3

28 Gene Lmtk2 KPI-2, BREK, Lmtk2, 2900041G10Rik, A330101P12Rik, cprk, aatyk2, KPI2lemur tyrosine kinase 2 NM_001081109.1

21 Gene Bri3 Bri3, I3 brain protein I3 NM_018772.4, NM_001163709.1

21 Gene Baiap2l1 1300006M19Rik, AI585895, IRTKS, Baiap2l1BAI1-associated protein 2-like 1 NM_025833.3

20 Gene 4930568B11Rik4930568B11RikRIKEN cDNA 4930568B11 gene XM_003945396.1

20 Gene Nptx2 Narp, np2, Nptx2neuronal pentraxin 2 NM_016789.3

28 Gene Tmem130C130036G08, Tmem130, MGC157450, MGC157451, BC067004transmembrane protein 130 NM_177735.4

28 Gene Trrap Trrap, AI481500transformation/transcription domain-associated proteinNM_001081362.1

22 Gene Smurf1 mKIAA1625, 4930431E10Rik, Smurf1SMAD specific E3 ubiquitin protein ligase 1 NM_029438.3, NM_001038627.1

30 Gene Arpc1a 1110030K07Rik, 41kDa, Sid32, Sid329, Arpc1a, AA407347, 0610010H08Rikactin related protein 2/3 complex, subunit 1A NM_019767.2

30 Gene Arpc1b 41kDa, AA408534, L72, SOP2Hs, AW208418, AA408064, p41-ARC, AA571392, Arpc1b, AF007010, MGC102425actin related protein 2/3 complex, subunit 1B NM_023142.2

36 Gene Pdap1 HASPP28, PAP, Pdap1, PAP1PDGFA associated protein 1 NM_001033313.3

36 Gene Bud31 G10, EDG-2, EDG2, Bud31, C77604BUD31 homolog (yeast) NM_001008705.1

36 Gene Ptcd1 1110069M14Rik, MGC102367, Ptcd1pentatricopeptide repeat domain 1 NM_133735.2

18 Gene Cpsf4 MGC36996, Cpsf4, C79664, 30kDacleavage and polyadenylation specific factor 4 NM_178576.2

27 Gene Zkscan5 AI326970, Zkscan5, Zfp95, hKraba1, AI132486zinc finger with KRAB and SCAN domains 5 NM_016683.2, NM_001167944.1

27 Gene Zfp655 mKIAA4222, KIAA4222, 2700038I16Rik, Zfp655, 9030409O18Rikzinc finger protein 655 NM_028298.3, NM_001083958.1

32 Gene Zscan25 EG666311, Zscan25, Zfp498zinc finger and SCAN domain containing 25 NM_001081431.1

25 Gene Rnf6 1200013I08Rik, Rnf6, 5730419H05Rik, AA537053ring finger protein (C3H2C3 type) 6 NM_001256085.1, NM_001256086.1, NM_001256087.1, NM_028774.3

25 Gene Cdk8 Cdk8, MGC37111cyclin-dependent kinase 8 NM_153599.3

38 Gene Rpl21 MGC107587, L21, Rpl21, MGC107588, MGC117917, MGC107690, MGC107026, 8430440E03Rikribosomal protein L21 NM_019647.6

24 Gene Gtf3a 5330403M05Rik, 2610111I01Rik, Gtf3a, 2010015D03Rikgeneral transcription factor III A NM_025652.3

24 Gene Mtif3 Mtif3, 2810012L14Rik, AI414549mitochondrial translational initiation factor 3 NM_001256100.1, NM_001256101.1, NM_001256102.1, NM_029581.4

26 Gene Lnx2 Lnx2, 9630046H24, AW209022ligand of numb-protein X 2 NM_080795.4

26 Gene Polr1d Rpo1-3, MGC107156, 1110003G10Rik, C81327, mRPA16, Polr1d, AU018636, 16kDapolymerase (RNA) I polypeptide D NM_009087.1, NM_181730.3

26 Gene D5Ertd605eD5Ertd605e, Gm2433DNA segment, Chr 5, ERATO Doi 605, expressed NR_033625.1

26 Gene Pan3 2700050F09Rik, MGC102350, A430027N15Rik, AU014670, MGC99847, Pan3PAN3 polyA specific ribonuclease subunit homolog (S. cerevisiae)NM_028291.4

16 Gene Flt1 Flt-1, sFlt1, AI323757, VEGFR1, VEGFR-1, Flt1FMS-like tyrosine kinase 1 NM_010228.3

29 Gene Pomp 2510048O06Rik, Pompproteasome maturation protein NM_025624.2

41 Gene Slc7a1 Slc7a1, Cat1, Rev-1, 4831426K01Rik, Atrc-1, AI447493, Atrc1, mCAT-1, Rec-1solute carrier family 7 (cationic amino acid transporter, y+ system), member 1NM_007513.4

31 Gene Katnal1 MGC40859, Katnal1katanin p60 subunit A-like 1 NM_153572.2

25 Gene Hmgb1 MGC117896, Hmg1, SBP-1, MGC117897, amphoterin, MGC103169, MGC103168, DEF, p30, Hmgb1, HMG-1high mobility group box 1 NM_010439.3

22 Gene 2310047D07Rik2310047D07RikRIKEN cDNA 2310047D07 gene XR_107763.1, XR_104959.1

29 Gene Hsph1 Hsp105, Hsp110, Hsph1, 105kDa, hsp-E7I, AI790491heat shock 105kDa/110kDa protein 1 NM_013559.2

29 Gene Gm20005Gm20005 predicted gene, 20005 XR_107764.1, XR_104961.1

20 Gene Gm5566 Gm5566, EG433968predicted pseudogene 5566 XM_975873.3, XM_485703.5

20 Gene B3galtl B3galtl, Gm1057beta 1,3-galactosyltransferase-like NM_001081204.1

20 Gene N4bp2l1 AI428195, 2410024N18Rik, N4bp2l1, B230342M21RikNEDD4 binding protein 2-like 1 NM_133898.4

25 Gene N4bp2l2 zag1, 2700092H06Rik, N4bp2l2, MGC25830NEDD4 binding protein 2-like 2 NM_201369.3

25 Gene Pds5b Aprin, AS3, AW212954, Pds5b, mKIAA0979, AI646570PDS5, regulator of cohesion maintenance, homolog B (S. cerevisiae)NM_175310.6

26 Gene Kl alpha-kl, Kl klotho NM_013823.2

19 Gene Casd1 Cas1, MGC6840, Cast1, Casd1CAS1 domain containing 1 NM_145398.2

26 Gene Gm9835 ENSMUSG00000049365, Gm9835predicted pseudogene 9835 XM_003086510.1, XM_001473951.2

26 Gene Ppp1r9a 5330407E15, NRB, Ppp1r9a, 2810430P21Rik, BB181831, mKIAA1222, neurabin-I, 4930518N04Rik, A230094E16Rikprotein phosphatase 1, regulatory (inhibitor) subunit 9ANM_181595.3

24 Gene Slc25a13Ctrn, Slc25a13, AI785475solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 13NM_001177572.1, NM_015829.3

24 Gene LOC101056138 uncharacterized LOC101056138 XM_003945398.1, XM_003946183.1

19 Gene Dlx5 Dlx5, AI385752distal-less homeobox 5 NM_010056.2, NM_198854.1
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34 Gene Mios Mios, MGC25527, C81488missing oocyte, meiosis regulator, homolog (Drosophila)NM_145374.2

18 Gene Phf14 5730446A07Rik, mKIAA0783, Phf14, AV297001, AA623952, 1110001C23Rik, KIAA0783, 4932409F11RikPHD finger protein 14 NM_001168382.1, NM_029404.3

18 Gene Tmem106bAI661344, 6430519M21Rik, Tmem106b, 5830455K21Rik, AI428776, 2310036D22Riktransmembrane protein 106B NM_027992.3

36 Gene Tmem1688430437G11Rik, AI504145, 5730526F17Rik, AI462344, Tmem168transmembrane protein 168 NM_028990.4

18 Gene Gpr85 2900026B03Rik, Gpr85, DKFZp761L08121G protein-coupled receptor 85 NM_145066.4

21 Gene Foxp2 Foxp2, 2810043D05Rik, CAG-16, AI449000, D0Kist7forkhead box P2 NM_212435.1, NM_053242.4

22 Gene Mdfic Mdfic, Mdfid, Kdt1MyoD family inhibitor domain containing NM_175088.5

22 Gene Gm15473OTTMUSG00000022497, Gm15473predicted gene 15473 XR_107770.1, XR_104968.1

22 Gene Tes testin2, Tes2, D6Ertd352e, Tes, Tes1, TESStestis derived transcript NM_207176.3

21 Gene Cttnbp2 ORF4, AU040881, 4732477G22Rik, Cortbp2, 3010022N24Rik, 6430526E05, mKIAA1758, 9130022E09Rik, Cttnbp2cortactin binding protein 2 NM_080285.1

19 Gene Kcnd2 Kcnd2, mKIAA1044, AW555701, Kv4.2, AI839615, R75121potassium voltage-gated channel, Shal-related family, member 2NM_019697.3

25 Gene Wasl Wasl, 2900021I12Rik, 3110031I02Rik, N-WASPWiskott-Aldrich syndrome-like (human) NM_028459.2, NM_001167745.1

18 Gene Tmem229aTmem229a, 6332401O19Riktransmembrane protein 229A NM_177013.3

18 Gene Gpr37 Gpr37, Pael-R, AI848630G protein-coupled receptor 37 NM_010338.2

25 Gene Zfp800 Znf800, AA407452, Zfp800zinc finger protein 800 NM_001081678.1

24 Gene Snd1 Snd1, AL033314staphylococcal nuclease and tudor domain containing 1NM_019776.2

24 Gene Lrrc4 Lrrc4, Nag14, NGL-2, MBAG1, NLG-2leucine rich repeat containing 4 NM_138682.2

20 Gene Rbm28 AI503051, MGC38664, 2810480G15Rik, MGC12075, Rbm28RNA binding motif protein 28 NM_133925.2

20 Gene Prrt4 D330027H18Rik, Prrt4, AW455481proline-rich transmembrane protein 4 NM_001101443.1

34 Gene Ccdc136 MGC8047, Ccdc136, 4921511K06Rik, BC006583coiled-coil domain containing 136 NM_001201378.1, NM_145574.3

34 Gene Flnc 1110055E19Rik, Fln2, ABP-280, ABPL, Flncfilamin C, gamma NM_001081185.1

24 Gene Irf5 mirf5, Irf5, AW491843interferon regulatory factor 5 NM_001252382.1, NM_012057.4

29 Gene Smo smoothened, Smoh, bnb, E130215L21Rik, Smosmoothened homolog (Drosophila) NM_176996.4

20 Gene Ahcyl2 KIAA0828, AI227036, Adohcyase3, mKIAA0828, 4631427C17Rik, Ahcyl2S-adenosylhomocysteine hydrolase-like 2 NM_001171001.1, NM_001171000.2, NM_021414.6

18 Gene Nrf1 C87038, D6Ertd415e, Nrf1nuclear respiratory factor 1 NM_001164226.1, NM_001164227.1, NM_001164228.1, NM_001164229.1, NM_001164230.1, NM_010938.4

18 Gene Ube2h Ubc8, 1500009C23Rik, E2-20K, AI326965, AI462483, N28148, Ube2h, AW227540, AI181839, Gid3ubiquitin-conjugating enzyme E2H NM_009459.3, NM_001169576.1, NM_001169577.1

27 Gene Mest Mest, AI256745, Peg1, AA408879mesoderm specific transcript NM_001252292.1, NM_001252293.1, NM_008590.2

27 Gene Mir335 mmu-mir-335, Mirn335, Mir335, mir-335microRNA 335 NR_029900.1

27 Gene Copg2 AW227625, Copg2coatomer protein complex, subunit gamma 2 NM_017478.2

22 Gene Klf14 5330411L03Rik, AL022736, BTEB5, Klf14Kruppel-like factor 14 NM_001135093.1

23 Gene Gm13845OTTMUSG00000014733, Gm13845predicted gene 13845 NR_040300.1

23 Gene Mkln1 Mkln1, AU015903, BB154892, A130067F06Rikmuskelin 1, intracellular mediator containing kelch motifsNM_013791.2

22 Gene Podxl PC, Ly102, AW121214, Pclp1, Podxl, PCLP-1podocalyxin-like NM_013723.3

33 Gene Slc35b4 AW494345, AB041549, Slc35b4, 4930474D06Riksolute carrier family 35, member B4 NM_021435.3

30 Gene Akr1b3 Akr1b1, Aldr1, Akr1b3, AR, ALR2, Ahr1, Ahr-1, Aldor1aldo-keto reductase family 1, member B3 (aldose reductase)NM_009658.3

23 Gene Cald1 MGC30319, Cald1, 4833423D12Rik, AI195384, C920027I18Rik, AW536160, AV071549caldesmon 1 NM_145575.3

23 Gene Agbl3 Agbl3, 6530406M24Rik, CCP3, 2900053G10RikATP/GTP binding protein-like 3 NM_178630.3

29 Gene Nup205 mKIAA0225, 3830404O05Rik, Nup205, AV248391nucleoporin 205 NM_027513.1

32 Gene Mtpn Mtpn, Gcdp, V1, 5033418D15Rikmyotrophin NM_008098.4

37 Gene Creb3l2 BBF2H7, Creb3l2, C530025K05RikcAMP responsive element binding protein 3-like 2 NM_178661.4

31 Gene Trim24 TIF1, D430004I05Rik, AI447469, TIF1alpha, A130082H20Rik, Tif1a, Trim24tripartite motif-containing 24 NM_145076.3

31 Gene Zc3hav1lE430016P22Rik, B130055L09Rik, Zc3hav1lzinc finger CCCH-type, antiviral 1-like NM_172467.3

36 Gene Zc3hav1 ARTD13, Zc3hav1, 1200014N16Rik, ZAP, 2900058M19Rik, 9830115L13Rik, 9130009D18Rik, D6Bwg1452ezinc finger CCCH type, antiviral 1 NM_028864.2, NM_028421.1

36 Gene Ttc26 9430097H08Rik, 9330141E21Rik, MGC28016, Ttc26tetratricopeptide repeat domain 26 NM_153600.2

36 Gene Ubn2 mKIAA2030, D130059P03Rik, 2900060J04Rik, BC060116, Ubn2, 6030408G03Rikubinuclein 2 NM_177185.4

21 Gene Klrg2 Klrg2, 2310020F24Rikkiller cell lectin-like receptor subfamily G, member 2NM_001033171.2

29 Gene Hipk2 B230339E18Rik, 1110014O20Rik, Stank, Hipk2homeodomain interacting protein kinase 2 NM_010433.2, NM_001136065.1
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21 Gene Parp12 Zc3hdc1, ARTD12, PARP-12, Parp12, AA536654, AA409132, 9930021O16poly (ADP-ribose) polymerase family, member 12 NM_172893.3

21 Gene 4930599N23Rik4930599N23RikRIKEN cDNA 4930599N23 gene NR_045813.1

32 Gene Jhdm1d BB041802, ENSMUSG00000073143, mKIAA1718, A630082K20Rik, Jhdm1d, Kdm7ajumonji C domain-containing histone demethylase 1 homolog D (S. cerevisiae)NM_001033430.4

24 Gene Slc37a3 Slc37a3, 2610507O21Rik, MGC106297, AU044904solute carrier family 37 (glycerol-3-phosphate transporter), member 3NM_028123.3

24 Gene Rab19 Rab19 RAB19, member RAS oncogene family NM_011226.1

31 Gene Mkrn1 RFP, Mkrn1 makorin, ring finger protein, 1 NM_018810.2

18 Gene Dennd2aC130031G22, mKIAA1277, Dennd2a, B930096L08RikDENN/MADD domain containing 2A NM_172477.4

16 Gene Braf Braf2, Braf, C87398, D6Ertd631e, Braf-2, 9930012E13Rik, AA120551, C230098H17, AA473386, AA387315, B-rafBraf transforming gene NM_139294.5

32 Gene Zyx 9530098H06Rik, Zyx, R75157zyxin NM_011777.2

32 Gene Epha1 Eph, 5730453L17Rik, Epha1, Esk, AL033318Eph receptor A1 NM_023580.4

23 Gene A930035D04RikA930035D04RikRIKEN cDNA A930035D04 gene XM_003945405.1, XM_003946187.1

23 Gene Cul1 Cul1 NM_012042.3

23 Gene Ezh2 Ezh2, Enx-1, KMT6, MGC90723, mKIAA4065, KIAA4065, Enx1henhancer of zeste homolog 2 (Drosophila) NM_007971.2, NM_001146689.1

32 Gene Zfp786 Zfp786, A730012O14Rik, Znf786zinc finger protein 786 NM_177882.4

32 Gene Zfp398 6430539K21, Zfp398, 5730513I23Rikzinc finger protein 398 NM_027477.3, NM_173034.3

19 Gene Zfp282 E430019K09Rik, C81429, Zfp282, MGC36603, HUB1, AI449432zinc finger protein 282 NM_146175.3

34 Gene Zfp212 Zfp212, Znf212, mKIAA3011Zinc finger protein 212 NM_145576.2, NM_001145881.1

26 Gene Zfp783 A230106D06Rik, ENSMUSG00000072653, Zfp783, Gm20494zinc finger protein 783 NR_027963.1

26 Gene Zfp956 AI894139, Zfp956zinc finger protein 956 NM_178898.4

32 Gene Zfp777 2500002G23Rik, Zfp777zinc finger protein 777 NM_001081382.1

25 Gene Zfp467 MNCb-3350, 1190001I08Rik, AB041616, EZI, Znf467, AI426952, AV017623, Zfp467zinc finger protein 467 NM_001085417.1, NM_020589.2, NM_001085415.1, NM_001085416.1

25 Gene Sspo Scospondin, C79529, SspoSCO-spondin NM_173428.3

29 Gene Gm5111 EG330305, MGC129448, A630038D02, Gm5111predicted gene 5111 NM_183309.3

29 Gene Repin1 Ap4, AI425994, Repin1, E430037F08Rik, MGC19105, AP4, Zfp464, Zfp-464replication initiator 1 NM_001079901.1, NM_001079902.1, NM_175099.3, NM_001079905.1, NM_001079904.1, NM_001079903.1

33 Gene Malsu1 Malsu1, 2410003K15Rik, Matsu1mitochondrial assembly of ribosomal large subunit 1NM_029353.1

23 Gene Igf2bp3 MGC61294, AA522010, mimp3, IMP-3, AU045931, Igf2bp3, AL022933, Neilsen, Koc13, IMP3, 2610101N11Rikinsulin-like growth factor 2 mRNA binding protein 3 NM_023670.3

31 Gene Tra2a mAWMS1, G430041M01Rik, Tra2a, 1500010G04Rik, AL022798transformer 2 alpha homolog (Drosophila) NM_198102.2

20 Gene Osbpl3 1200014M06Rik, MGC102333, 6720421I08Rik, ORP3, Osbpl3, OSBP3, A530055M08oxysterol binding protein-like 3 NM_027881.3, NM_001163645.1

19 Gene 5430402O13Rik5430402O13Rik, 3110047M22RikRIKEN cDNA 5430402O13 gene NR_015581.1, NR_027892.1

19 Gene 4921507P07RikTISP74, 4921507P07RikRIKEN cDNA 4921507P07 gene NM_027564.3

40 Gene Mir148a Mirn148a, Mirn148, Mir148amicroRNA 148a NR_029719.1

19 Gene Nfe2l3 Nrf3, Nfe2l3 nuclear factor, erythroid derived 2, like 3 NM_010903.1

21 Gene Hoxa1 Hoxa1, Hox-1.6, ERA1homeobox A1 NM_010449.4

21 Gene Gm15051Gm15051, OTTMUSG00000018870predicted gene 15051 XR_107796.1, XR_105023.1

21 Gene Hoxa2 MGC151482, MGC151484, AI324701, Hoxa2, Hox-1.11, HOX1.11homeobox A2 NM_010451.1

21 Gene LOC100503966 uncharacterized LOC100503966 XM_003084645.2, XM_003689388.1

22 Gene Hoxa3 Hoxa3, Mo-10, Hox-1.5homeobox A3 NM_010452.3

22 Gene 2700086A05Rik2700086A05RikRIKEN cDNA 2700086A05 gene NR_015611.2

22 Gene Hoxa5 Hox-1.3, Hoxa5homeobox A5 NM_010453.5

22 Gene Hoxa6 Hox-1.2, Hoxa6homeobox A6 NM_010454.1

22 Gene Mira Mira mistral long non-coding RNA NR_045199.1

22 Gene Hoxa7 AV118143, Hoxa7, Hox-1.1homeobox A7 NM_010455.2

22 Gene Hoxa9 Hoxa9, D6a9, Hox-1.7homeobox A9 NM_010456.2

22 Gene Mir196b Mirn196b, Mir196bmicroRNA 196b NR_029912.1

22 Gene Hoxa10 Hox-1.8, Hoxa10, Hoxa-10homeobox A10 NM_008263.3, NM_001122950.2

16 Gene Hoxa11 Hoxa11, Hox-1.9, Hoxa-11homeobox A11 NM_010450.2

30 Gene Hibadh AI265272, Hibadh, 6430402H10Rik3-hydroxyisobutyrate dehydrogenase NM_145567.1
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32 Gene Tax1bp1 1200003J11Rik, D6Ertd404e, 1700069J21Rik, Tax1bp1, AA930106, D6Ertd772e, T6bp, TXBP151Tax1 (human T cell leukemia virus type I) binding protein 1NM_025816.3

36 Gene Tril mKIAA0644, AI316813, Tril, 1200009O22RikTLR4 interactor with leucine-rich repeats NM_025817.4

18 Gene Chn2 1700026N20Rik, ARHGAP3, Chn2, Bch, 4930557O16Rikchimerin (chimaerin) 2 NM_023543.2, NM_001163640.1

27 Gene 9130019P16RikOTTMUSG00000023151, 6430501H15Rik, 9130019P16RikRIKEN cDNA 9130019P16 gene NR_033635.1

17 Gene Scrn1 mKIAA0193, KIAA0193, 6330535A03Rik, SES1, 2810019K23Rik, Scrn1, AI852905secernin 1 NM_027268.2

27 Gene Fkbp14 BC029109, Fkbp14, FKBP-14, MGC18737, FKBP22FK506 binding protein 14 NM_153573.1

27 Gene Plekha8 Fapp-2, Plekha8, BC052360, AA517676, Fapp2, FAPP2, 6330400G01pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 8NM_001001335.2, NM_001164361.1

20 Gene Nod1 Card4, Nlrc1, C230079P11, Nod1, F830007N14Riknucleotide-binding oligomerization domain containing 1NM_172729.3, NM_001171007.1

34 Gene Gars Sgrp23, Nmf249, Garsglycyl-tRNA synthetase NM_180678.3

26 Gene Adcyap1r1PAC1, AI846590, Adcyap1r1, 2900024I10Rik, PAC1R, PACAP1-Radenylate cyclase activating polypeptide 1 receptor 1NM_007407.3, NM_001025372.1

27 Gene Avl9 D730049P16Rik, Avl9, mKIAA0241, 5830411G16RikAVL9 homolog (S. cerevisiase) NM_030235.1

27 Gene Nt5c3 3110004A18Rik, Umph1, PSN1, AI842776, cN-III, 1600024P05Rik, p36, PN-I, Nt5c3, PN-1, Nt5y, Umph-1, lupin, UMPH, 2610206B05Rik5'-nucleotidase, cytosolic III NM_026004.3, NM_001252374.1

17 Gene Herc3 MGC30404, mKIAA0032, Herc3, AI646603, 5730409F18Rikhect domain and RLD 3 NM_028705.3

20 Gene Smarcad1D6Pas1, mKIAA1122, Smarcad1, AV081750, AW226546, Etl1SWI/SNF-related, matrix-associated actin-dependent regulator of chromatin, subfamily a, containing DEAD/H box 1NM_007958.1, NM_001253392.1

25 Gene Ndnf epidermacan, A930038C07Rik, Ndnf NM_172399.3

33 Gene 4930597O21Rik4930597O21RikRIKEN cDNA 4930597O21 gene XM_989547.2

33 Gene Gng12 Gng12, AI842738, 2010305F15Rik, AI314170, AA536815, AI115529guanine nucleotide binding protein (G protein), gamma 12NM_001177556.1, NM_001177557.1, NM_001177558.1, NM_001177559.1, NM_001177560.1, NM_025278.5

31 Gene Gadd45aAA545191, Ddit1, GADD45, Gadd45agrowth arrest and DNA-damage-inducible 45 alpha NM_007836.1

31 Gene E230016M11RikE230016M11RikRIKEN cDNA E230016M11 gene NR_040278.1

37 Gene Serbp1 9330147J08Rik, 1200009K13Rik, AL022786, Serbp1, Pairbp1serpine1 mRNA binding protein 1 NM_025814.2, NM_001113564.1, NM_001113565.1, NM_001113566.1

25 Gene Rmnd5a 1110007A06Rik, MTA.D02.090, AJ237586, MGC59617, Rmnd5a, AW125795, Gid2required for meiotic nuclear division 5 homolog A (S. cerevisiae)NM_024288.2

27 Gene Rnf103 AW146237, kf-1, Zfp103, Rnf103, AW212918ring finger protein 103 NM_009543.2

21 Gene Chmp3 9130011K15Rik, 4921505F14Rik, CGI-49, 25.1, D6Ertd286e, Vps24, NEDF, Chmp3NM_025783.3

27 Gene Kdm3a Jmjd1a, Tsga, mKIAA0742, C230043E16Rik, TGSA, Kdm3a, 1700105C21Rik, JHDM2a, KDM2A, Jmjd1lysine (K)-specific demethylase 3A NM_001038695.2, NM_173001.2

21 Gene Reep1 C87808, D6Ertd253e, Reep1, AW558420receptor accessory protein 1 NM_178608.4

29 Gene St3gal5 3S-T, Siat9, [a]2, St3gal5ST3 beta-galactoside alpha-2,3-sialyltransferase 5 NM_001035228.1, NM_011375.2

31 Gene Atoh8 Atoh8, 4933425C05Rik, bHLHa21, Math6, Hath6atonal homolog 8 (Drosophila) NM_153778.3

28 Gene Usp39 Usp39, CGI-21, SAD1, AA408960, AI894154, D6Wsu157eubiquitin specific peptidase 39 NM_138592.4

28 Gene 0610030E20Rik1500031N04Rik, 0610030E20Rik, AI461894, 2810411C16RikRIKEN cDNA 0610030E20 gene NM_026696.1

28 Gene Tmem150aMGC25977, Tmem150a, BC014685, Tmem150, MGC37802transmembrane protein 150A NM_144916.3

19 Gene Rnf181 C77350, 2500002L14Rik, Rnf181, 1700047F16Rik, 6230415N01Rik, MGC103058ring finger protein 181 NM_025607.3

19 Gene Vamp5 Camp, AF119384, Vamp5vesicle-associated membrane protein 5 NM_016872.4, NM_001080742.2

17 Gene Vamp8 AU041171, endobrevin, Edb, Vamp8vesicle-associated membrane protein 8 NM_016794.3

42 Gene Ggcx Ggcx NM_019802.4

42 Gene Mat2a Mat2a, MGC6545, D630045P18Rikmethionine adenosyltransferase II, alpha NM_145569.4

42 Gene 4930414L22Rik4930414L22Rik, AI449819RIKEN cDNA 4930414L22 gene NR_046011.1

30 Gene Tcf7l1 Tcf7l1, Tcf-3, bHLHb21, Tcf3transcription factor 7 like 1 (T cell specific, HMG box)NM_009332.2, NM_001079822.1

30 Gene Kcmf1 Kcmf1, 1700094M07Rik, Debt91, Pmcfpotassium channel modulatory factor 1 NM_019715.2

29 Gene Tmsb10 TB10, Ptmb10, Tmsb10, Tb10thymosin, beta 10 NM_001039392.2, NM_001190327.1, NM_025284.4

28 Gene Hk2 AI642394, Hk2, HKIIhexokinase 2 NM_013820.3

32 Gene Loxl3 Lor2, Loxl3, Loxl2lysyl oxidase-like 3 NM_013586.4

32 Gene Htra2 Htra2, AI481710, Prss25, mnd2, OmiHtrA serine peptidase 2 NM_019752.3

32 Gene Aup1 AA589454, Aup1ancient ubiquitous protein 1 NM_007517.3

32 Gene Dqx1 Dqx1, 2310066E11RikDEAQ RNA-dependent ATPase NM_033606.3

16 Gene Tlx2 Ncx1, Tlx1l1, Hox11L.1, NCX, Hox11l1, Enx, Tlx1l2, Tlx2T cell leukemia, homeobox 2 NM_009392.2

16 Gene Pcgf1 2010002K04Rik, AU024121, Pcgf1, Nspc1polycomb group ring finger 1 NM_197992.1

32 Gene Ccdc142 A230058J24Rik, Ccdc142coiled-coil domain containing 142 NM_001081266.1
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32 Gene Mrpl53 Mrpl53, 1110007K17Rikmitochondrial ribosomal protein L53 NM_026744.3

30 Gene Mogs Mogs, Gcs1, 1810017N02Rik, AI181835mannosyl-oligosaccharide glucosidase NM_020619.2

30 Gene Wbp1 Wbp1, AI255152WW domain binding protein 1 NM_001083923.1, NM_016757.2, NM_001083922.1

30 Gene Ino80b Papa1, Ino80b, Znhit4, Hmga1l4, HMG1YL4, 2510009I23RikINO80 complex subunit B NM_023547.1

22 Gene Rtkn Rtkn rhotekin NM_133641.2, NM_009106.2, NM_001136227.1

19 Gene Wdr54 1700030E05Rik, Wdr54, MGC102039WD repeat domain 54 NM_023790.2

19 Gene 1700003E16RikAU041756, MGC143552, 1700003E16RikRIKEN cDNA 1700003E16 gene NM_027948.1

19 Gene Dctn1 AL022633, Dctn1, p150&lt;glued&gt;, p150, Glueddynactin 1 NM_007835.2, NM_001198866.1, NM_001198867.1

34 Gene Mthfd2 Mthfd2, AW558851, NMDMCmethylenetetrahydrofolate dehydrogenase (NAD+ dependent), methenyltetrahydrofolate cyclohydrolaseNM_008638.2

34 Gene Mob1a Mobkl1b, Mob1a, MOB1, Mobk1b, 4022402H07Rik, MGC6884, MOB4BMOB kinase activator 1A NM_145571.2

21 Gene Bola3 Bola3, 1810056O20RikbolA-like 3 (E. coli) NM_175277.4

30 Gene Tet3 BC037432, D230004J03Rik, Tet3, B430006D22Riktet methylcytosine dioxygenase 3 NM_183138.2

30 Gene B230319C09RikB230319C09RikRIKEN cDNA B230319C09 gene NR_028382.1

20 Gene Cyp26b1P450RAI-2, Cyp26b1, CP26cytochrome P450, family 26, subfamily b, polypeptide 1NM_001177713.1, NM_175475.3

34 Gene Exoc6b 4930569O18Rik, Exoc6b, Sec15b, G430127E12Rik, mKIAA0919, KIAA0919, Sec15l2exocyst complex component 6B NM_177077.2

24 Gene Sfxn5 C230001H08Rik, Sfxn5sideroflexin 5 NM_178639.4

34 Gene Rab11fip59130206P09Rik, C75969, RIP11, GAF1, D6Ertd32e, Rab11fip5, mKIAA0857RAB11 family interacting protein 5 (class I) NM_001003955.2, NM_177466.4

24 Gene Mir705 Mirn705, Mir705, mmu-mir-705microRNA 705 NR_030486.1

31 Gene Noto MmNot, Flh, Noto, Not, tcnotochord homolog (Xenopus laevis) NM_001007472.2

31 Gene Smyd5 NN8-4AG, Rrg1, AW536703, Rai15, MGC29044, Smyd5SET and MYND domain containing 5 NM_144918.2

21 Gene Fbxo41 Fbxo41, 9630017H13, D6Ertd538eF-box protein 41 NM_001001160.2

21 Gene Egr4 pAT133, Egr4, NGF1-C, NGFIC, NGFI-Cearly growth response 4 NM_020596.2

18 Gene Alms1 bbb, Alms1 NM_145223.2

20 Gene Figla bHLHc8, Figla folliculogenesis specific basic helix-loop-helix NM_012013.1

22 Gene Tgfa wa1, Tgfa, wa-1transforming growth factor alpha NM_031199.3

29 Gene Fam136a2010309E21Rik, AW124904, MGC117903, Hyccin, Fam136afamily with sequence similarity 136, member A NM_025591.2

29 Gene Snrpg AL022803, 2810024K17Rik, SMG, Snrpgsmall nuclear ribonucleoprotein polypeptide G NM_026506.2

38 Gene Pcyox1 AI115532, AI448340, Pcly, PCL1, 1200015P13Rik, Pcyox1prenylcysteine oxidase 1 NM_025823.4

38 Gene Tia1 AI256674, 2310050N03Rik, mTIA-1, TIA-1, Tia1cytotoxic granule-associated RNA binding protein 1 NM_011585.4, NM_001164078.1, NM_001164079.1

31 Gene Pcbp1 [a]CP-1, Pcbp1, WBP17, alphaCP-1poly(rC) binding protein 1 NM_011865.3

31 Gene 1600020E01Rik1600020E01RikRIKEN cDNA 1600020E01 gene NR_037960.1, NR_037961.1

37 Gene Gmcl1 Gcl, mglc-1, Gmcl1, 2810049L19Rikgerm cell-less homolog 1 (Drosophila) NM_011818.3

37 Gene Anxa4 Xanx-4, AI265406, AIV, Anxa4, Anx4, AW106930annexin A4 NM_013471.2

24 Gene Gfpt1 AI324119, GFA, Gfpt, 2810423A18Rik, GFAT1m, AI449986, Gfpt1, GFAT1, GFATglutamine fructose-6-phosphate transaminase 1 NM_013528.3

28 Gene Gm19618Gm19618 predicted gene, 19618 XM_003086534.1, XM_003084660.1

28 Gene Efcc1 Ccdc48, Efcc1 EF hand and coiled-coil domain containing 1 NM_001159697.1

33 Gene Rab43 1810048P08Rik, MGC6993, Rab43, AW490415, 2500004H21RikRAB43, member RAS oncogene family NM_133717.2, NM_001039394.1

33 Gene Isy1 AI181014, AU020769, 5830446M03Rik, Isy1ISY1 splicing factor homolog (S. cerevisiae) NM_133934.4

26 Gene Copg1 Copg, MGC66965, Copg1, D6Wsu16e, BC056168, D6Ertd71e, AU019265NM_201244.1, NM_017477.2

26 Gene 8430410A17Rik8430410A17Rik, C85376RIKEN cDNA 8430410A17 gene NM_173737.2

33 Gene H1fx Gm461, H1X, H1fxH1 histone family, member X NM_198622.1

33 Gene Gm5577 EG434064, Gm5577predicted gene 5577 NR_026990.1

36 Gene Rpn1 Rpn1, Rpn-1, AU018702, D6Wsu137eribophorin I NM_133933.4

22 Gene Kbtbd12 4933428M03Rik, 4833415F11Rik, Klhdc6, Kbtbd12kelch repeat and BTB (POZ) domain containing 12 NM_029013.2, NM_001142724.1

27 Gene Mgll AA589436, Magl, Mgl, Mgllmonoglyceride lipase NM_001166249.1, NM_001166250.1, NM_011844.4, NM_001166251.1

38 Gene Mcm2 Mcmd2, mKIAA0030, BM28, Mcm2, CDCL1, AW476101, AA959861minichromosome maintenance deficient 2 mitotin (S. cerevisiae)NM_008564.2

38 Gene Tpra1 Gpr175, 40kDa, Tpra1, Tpra40transmembrane protein, adipocyte asscociated 1 NM_011906.2
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24 Gene Plxna1 PlexA1, Plxna1, 2600013D04Rik, Plxn1, KIAA4053, NOV, mKIAA4053plexin A1 NM_008881.2

22 Gene Txnrd3 Tgr, AI196535, Txnrd3, TR2thioredoxin reductase 3 NM_153162.3, NM_001178058.1, NM_001178059.1, NM_001178060.1

37 Gene Uroc1 AI265605, MGC37818, Uroc1, BC022133urocanase domain containing 1 NM_144940.2

37 Gene Zxdc B930086F11Rik, BC003332, MGC7160, Zxdc, A930012H20ZXD family zinc finger C NM_030260.3, NM_173002.3

29 Gene Klf15 KKLF, AV048136, CKLF, AW494632, 1810013I09Rik, Klf15Kruppel-like factor 15 NM_023184.3

28 Gene Iqsec1 BRAG2, D6Ertd349e, cI-43, BC026481, AW561907, Iqsec1, mKIAA0763, KIAA0763IQ motif and Sec7 domain 1 NM_001134383.1, NM_001134384.1

20 Gene Nup210 gp210, Pom210, AI836801, gp190, Nup210, 9830001L10nucleoporin 210 NM_018815.2

32 Gene Slc6a6 AA589629, Taut, Slc6a6, C80501solute carrier family 6 (neurotransmitter transporter, taurine), member 6NM_009320.4

24 Gene 9530026P05RikB430306B02, 9530026P05RikRIKEN cDNA 9530026P05 gene NR_015530.2

22 Gene Slc25a26Slc25a6, AW557176, D6Bwg0781e, 4930433D19Rik, Slc25a26, 4933433F13Riksolute carrier family 25 (mitochondrial carrier, phosphate carrier), member 26NM_026255.5

36 Gene Lrig1 Img, Lrig1, D6Bwg0781e, LIG-1leucine-rich repeats and immunoglobulin-like domains 1NM_008377.2

27 Gene Kbtbd8 SSEC-51, mKIAA1842, SSEC51, Kbtbd8, MGC91215, Takrp, AU040152kelch repeat and BTB (POZ) domain containing 8 NM_001008785.4, NM_001102670.1

27 Gene Suclg2 AW556404, Suclg2, AF171077, D6Wsu120e, MGC91183succinate-Coenzyme A ligase, GDP-forming, beta subunitNM_011507.2

21 Gene Eogt Eogt, AI447490, A130022J15Rik, AW259391, Aer61, AW214473EGF domain-specific O-linked N-acetylglucosamine (GlcNAc) transferaseNM_175313.4

28 Gene Tmf1 Gm153, Tmf1`, Tmf1, 7030402D04RikTATA element modulatory factor 1 NM_001081111.2

28 Gene Uba3 Uba3, Ube1c, AI256736, AI848246, A830034N06Rik, AW546539ubiquitin-like modifier activating enzyme 3 NM_011666.2, NM_001111106.1

24 Gene Frmd4b GRSP1, 6030440G05Rik, mKIAA1013, C87375, Frmd4b, R74720, GOBLINFERM domain containing 4B NM_145148.2

25 Gene Eif4e3 AI451927, Eif4e3, 1300018P11Rik, eIF4E-3eukaryotic translation initiation factor 4E member 3 NM_025829.4

19 Gene Gpr27 Gpr27 NM_008158.1

22 Gene Rybp YEAF1, MGC62213, Rybp, 2410018J24Rik, DEDAFRING1 and YY1 binding protein NM_019743.3

36 Gene Shq1 Grim-1, Shq1, 2810403P18RikSHQ1 homolog (S. cerevisiae) NM_181590.4

25 Gene Pdzrn3 SEMACAP3, Pdzrn3, AL023082, Semcap3, LNX3, 1110020C07Rik, AI429718PDZ domain containing RING finger 3 NM_018884.2

32 Gene Trnt1 2410043H24Rik, 2610044E04Rik, CGI-47, 9830143O18Rik, C76540, Trnt1, AA408384, mt-TrattRNA nucleotidyl transferase, CCA-adding, 1 NM_001242360.1, NM_001242358.1, NM_027296.3

32 Gene Crbn Crbn, AW108261, 2610203G15Rik, AF229032, 2900045O07Rik, piLcereblon NM_175357.2, NM_021449.2

31 Gene Sumf1 Sumf1, AI851573, MGC39076, AI463102, FGE, AA543204sulfatase modifying factor 1 NM_145937.3

35 Gene Arl8b gie1, 2610313E07Rik, Arl10c, 3100002J04Rik, Arl8bADP-ribosylation factor-like 8B NM_026011.3

35 Gene Edem1 Edem1, mKIAA0212, A130059K23Rik, EDEM, KIAA0212ER degradation enhancer, mannosidase alpha-like 1 NM_138677.2

24 Gene Oxtr Oxtr, OTR oxytocin receptor NM_001081147.1

35 Gene Thumpd3AW556087, Gt(ROSA)26asSor, Gtrosa26as, Thumpd3THUMP domain containing 3 NM_008188.2

35 Gene Gt(ROSA)26SorGtrgeo26, Gt(ROSA)26Sor, AV258896, R26, ROSA26, Gtrosa26gene trap ROSA 26, Philippe Soriano NR_027008.1, NR_027009.1, NR_027010.1

35 Gene Setd5 MGC90828, Setd5, C85544, 2900045N06Rik, mKIAA1757, C330007C20, FLJ10707SET domain containing 5 NM_028385.1

24 Gene Cpne9 mKIAA4217, A730016F12Rik, KIAA4217, Cpne9copine family member IX NM_170673.3

24 Gene Brpf1 4833438B11Rik, Brpf2, Brpf1, 4930540D11Rikbromodomain and PHD finger containing, 1 NM_030178.1

27 Gene Ogg1 Mmh, Ogg1 8-oxoguanine DNA-glycosylase 1 NM_010957.4

27 Gene Camk1 CaMKIalpha, D6Ertd263e, Camk1, AI505105calcium/calmodulin-dependent protein kinase I NM_133926.2

26 Gene Cidec CIDE-3, Cidec, Fsp27cell death-inducing DFFA-like effector c NM_178373.3

26 Gene Jagn1 AW146438, Jagn1, 5830427H10Rikjagunal homolog 1 (Drosophila) NM_001205025.1, NM_026365.3, NM_001243739.1

27 Gene Il17rc Gm19850, Il17rc, IL17-RC, 1110025H02Rik, IL-17RC, Il17rl, IL17-RLinterleukin 17 receptor C NM_134159.4, NM_178942.1

27 Gene Creld1 AI843811, Creld1cysteine-rich with EGF-like domains 1 NM_133930.1

24 Gene Prrt3 6330505P20, B230206N24Rik, Prrt3proline-rich transmembrane protein 3 NM_172487.3

28 Gene Emc3 Emc3, Tmem111, 0610039A15Rik, AW260416, Pob, AI225901 NM_175101.3

28 Gene Fancd2 FACD, Fancd2, AU015151, 2410150O07Rik, BB137857, FA4, FAD, FANCD, FA-D2Fanconi anemia, complementation group D2 NM_001033244.3

23 Gene Fancd2os4931417G12Rik, Fancd2osFancd2 opposite strand NM_027633.3

34 Gene Brk1 AW011779, 6720456B07Rik, Brk1BRICK1, SCAR/WAVE actin-nucleating complex subunitNM_133937.1

34 Gene Vhl Vhl, Vhlh von Hippel-Lindau tumor suppressor NM_009507.3

32 Gene Irak2 AI649099, MGC102586, 6330415L08Rik, Irak2, IRAK-2interleukin-1 receptor-associated kinase 2 NM_172161.4, NM_001113553.1

32 Gene Tatdn2 KIAA0218, Tatdn2, mKIAA0218, AI646012TatD DNase domain containing 2 NM_001033463.3
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32 Gene Raf1 AA990557, Raf-1, Craf1, c-Raf, D830050J10Rik, v-Raf, 6430402F14Rik, BB129353, MGC102375, Raf1v-raf-leukemia viral oncogene 1 NM_029780.3

61 Gene Cand2 2210404G23Rik, Cand2, mKIAA0667, Tp120bcullin-associated and neddylation-dissociated 2 (putative)NM_025958.2

61 Gene Rpl32 AU020185, Rpl32, rpL32-3Aribosomal protein L32 NM_172086.2

61 Gene Snora7a MBI-141, Snora7asmall nucleolar RNA, H/ACA box 7A NR_028546.1

61 Gene Efcab12 Efcab12, MGC69711, BB124106, BC060267EF-hand calcium binding domain 12 NM_001110506.1

42 Gene Plxnd1 Plxnd1, 6230425C21Rikplexin D1 NM_026376.3

19 Gene Tmcc1 mKIAA0779, 3632431M01Rik, Tmcc1transmembrane and coiled coil domains 1 NM_177412.1

19 Gene Gm8213 EG666648, Gm8213predicted pseudogene 8213 XM_003086526.1, XM_985182.2

32 Gene Zfand4 AV260042, Zfand4, 2810002D23Rik, Anubl1zinc finger, AN1-type domain 4 NM_001081317.1

32 Gene March8 1300017E09Rik, March8, Mirmembrane-associated ring finger (C3HC4) 8 NM_027920.4

27 Gene Cxcl12 Tlsfa, Sdf1a, Sdf1b, AI174028, Tpar1, Sdf1, Tlsf, Pbsf, Tlsfb, Scyb12, Cxcl12chemokine (C-X-C motif) ligand 12 NM_021704.3, NM_013655.4, NM_001012477.2

41 Gene Hnrnpf AA407306, MGC36971, MGC101981, Hnrnpf, Hnrpf, 4833420I20Rikheterogeneous nuclear ribonucleoprotein F NM_133834.2, NM_001166427.1, NM_001166428.1, NM_001166429.1, NM_001166430.1, NM_001166431.1, NM_001166432.1

22 Gene Bms1 Bms1, BC030906, BB007109, KIAA0187, Bms1l, AU020092, mKIAA0187, AA408648, AU043373BMS1 homolog, ribosome assembly protein (yeast) NM_194339.1

22 Gene Zfp248 2810037F07Rik, MGC100019, E130106N01Rik, Zfp248zinc finger protein 248 NM_028335.2

31 Gene Cacna1c Cacna1c, Cchl1a1, Cav1.2calcium channel, voltage-dependent, L type, alpha 1C subunitNM_009781.3, NM_001159533.1, NM_001159534.1, NM_001159535.1, NM_001255997.1, NM_001255998.1, NM_001255999.1, NM_001256000.1, NM_001256001.1, NM_001256002.1

31 Gene Dcp1b B930050E02Rik, Dcp1bDCP1 decapping enzyme homolog B (S. cerevisiae) NM_001033379.3

55 Gene Wnt5b Wnt-5b, Wnt5b, AW545702wingless-related MMTV integration site 5B NM_009525.3

55 Gene Fbxl14 Fbx14l, AW322056, Fbxl14F-box and leucine-rich repeat protein 14 NM_133940.3

28 Gene Erc1 9630025C19Rik, RAB6IP2B, Erc1, 5033405M01Rik, Rab6ip2, ELKS, 4930404L01Rik, B430107L16Rik, RAB6IP2A, mKIAA1081ELKS/RAB6-interacting/CAST family member 1 NM_178085.3, NM_053204.2

28 Gene 3110021A11Rik3110021A11RikRIKEN cDNA 3110021A11 gene NR_030776.1

42 Gene Wnk1 mKIAA0344, MGC175898, Prkwnk1, Wnk1, 6430573H23Rik, EG406236, MGC175896, Hsn2WNK lysine deficient protein kinase 1 NM_001185020.1, NM_001185021.1, NM_198703.3, NM_001199083.1, NM_001199084.1

42 Gene Mir706 mir-706, mmu-mir-706, Mir706, Mirn706microRNA 706 NR_030487.1

18 Gene B4galnt3B4galnt3, C330047A21, AB114826, B4GalNAcT3beta-1,4-N-acetyl-galactosaminyl transferase 3 NM_198884.1

23 Gene Ccdc77 2400002C23Rik, Ccdc77, AV168274, 2700091N06Rikcoiled-coil domain containing 77 NM_026028.5, NR_045558.1

23 Gene Kdm5a RBP2, Jarid1a, C76986, AA409370, Kdm5a, Rbbp2, MGC11659lysine (K)-specific demethylase 5A NM_145997.2

22 Gene Il17ra Il17ra, Il17r, VDw217, AW538159, Cdw217interleukin 17 receptor A NM_008359.2

29 Gene Cecr5 Cecr5, A930002G03Rik, MGC25951cat eye syndrome chromosome region, candidate 5 NM_144815.2

19 Gene Cecr2 KIAA1740, Cecr2, 2610101O16Rik, 2810409N01Rik, mKIAA1740, Gtl4cat eye syndrome chromosome region, candidate 2 NM_001128151.1

33 Gene Atp6v1e1E2, D6Ertd385e, P31, Atp6e, Vma4, Atp6e2, 2410029D23Rik, Atp6v1e1, Atp6v1eATPase, H+ transporting, lysosomal V1 subunit E1 NM_007510.2

21 Gene Bid AU022477, Bid, 2700049M22Rik, AI875481BH3 interacting domain death agonist NM_007544.3

33 Gene Mical3 Mical3, KIAA0819, C130040D16Rik, MICAL-3, Kiaa0819, mKIAA1364, Mical-3microtubule associated monooxygenase, calponin and LIM domain containing 3NM_001270475.1, NM_153396.3

22 Gene Necap1 AI747569, FLJ00061, Necap1, 1200016B17Rik, mFLJ00061NECAP endocytosis associated 1 NM_026267.2

21 Gene Pex5 Pex5, ESTM1, AW212715, PTS1R, Pxr1, X83306peroxisomal biogenesis factor 5 NM_175933.2, NM_008995.2

33 Gene Lpcat3 Oact5, Lpcat3, Lpeat, Lplat5, Lpsat, C3f, Lpcat, Mboat5, Grcc3f, Moact5, PTGlysophosphatidylcholine acyltransferase 3 NM_145130.2

33 Gene Emg1 Emg1, Grcc2f, C2fEMG1 nucleolar protein homolog (S. cerevisiae) NM_013536.2

33 Gene Phb2 AU044498, REA, BAP, Bap37, Bcap37, Phb2prohibitin 2 NM_007531.2

33 Gene Mir141 Mirn141, Mir141, mmu-mir-141microRNA 141 NR_029554.1

33 Gene Mir200c Mir200c, Mirn200cmicroRNA 200c NR_029792.1

33 Gene Ptpn6 Ptp1C, Hcph, Ptpn6, SHP-1, me, hcp, motheatenprotein tyrosine phosphatase, non-receptor type 6 NM_013545.2, NM_001077705.1

21 Gene Grcc10 2310033H05Rik, Grcc10, C10gene rich cluster, C10 gene NM_013535.1

21 Gene Rnu7 Rnu7 U7 small nuclear RNA NR_024201.3

21 Gene Atn1 Atr1, Drpla, atrophin-1, Atn1atrophin 1 NM_007881.4

23 Gene Spsb2 Grcc9, Spsb2, SSB2, AI461677, C9splA/ryanodine receptor domain and SOCS box containing 2NM_013539.1

23 Gene Tpi1 Tpi1, Tpi, AI255506, Tpi-1triosephosphate isomerase 1 NM_009415.2

23 Gene Usp5 ISOT, ISOT-1, Ucht, AA407472, Usp5ubiquitin specific peptidase 5 (isopeptidase T) NM_013700.1

27 Gene Lag3 LAG-3, CD223, Ly66, Lag3lymphocyte-activation gene 3 NM_008479.2

27 Gene Ptms Ptms, 2610009E16Rikparathymosin NM_026988.2
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34 Gene A230083G16RikA230083G16RikRIKEN cDNA A230083G16 gene XR_107824.1, XR_105027.1

34 Gene Mlf2 C77284, AI256856, AU018944, Mlf2myeloid leukemia factor 2 NM_145385.2, NM_001170341.1

25 Gene Cops7a Cops7a, D6Ertd35eCOP9 (constitutive photomorphogenic) homolog, subunit 7a (Arabidopsis thaliana)NM_012003.2, NM_001164089.1

17 Gene Pianp AI255183, AU067746, C530028O21Rik, Panp, PianpPILR alpha associated neural protein NM_175696.4, NM_001145926.1, NM_001145927.1

36 Gene Chd4 AA617397, KIAA4075, D6Ertd380e, MGC11769, 9530019N15Rik, mKIAA4075, Chd4, BC005710, Mi-2betachromodomain helicase DNA binding protein 4 NM_145979.2

30 Gene Nop2 Nop2, 120kDa, Nol1, A530002O17NOP2 nucleolar protein NM_138747.2

26 Gene Iffo1 HOM-TES-103, Iffo, A930037G23Rik, 4733401N06Rik, Iffo1intermediate filament family orphan 1 NM_178787.5, NM_001039669.2

26 Gene Gapdh MGC105239, MGC103190, Gapdh, MGC102544, MGC102546, Gapd, MGC103191glyceraldehyde-3-phosphate dehydrogenase NM_008084.2

26 Gene Ncapd2 CAP-D2, KIAA0159, CNAP1, Ncapd2, mKIAA0159, MGC39046, 2810465G24Rik, 2810406C15Riknon-SMC condensin I complex, subunit D2 NM_146171.1

18 Gene Vamp1 Syb1, Syb-1, lew, Vamp1, VAMP-1vesicle-associated membrane protein 1 NM_009496.3, NM_001080557.1

18 Gene Tapbpl MGC27679, Tapbplr, Tapbpl, TAPBPL-R, BC017613TAP binding protein-like NM_145391.2

26 Gene Ltbr LTbetaR, AI256028, Ltbr, TNFR2-RP, TNFRrp, TNF-R-III, Tnfrsf3, Ltar, Tnfbr, TNFR-RP, CD18, TNFCRlymphotoxin B receptor NM_010736.3

26 Gene Scnn1a mENaC, SCNEA, ENaC, Scnn1, Scnn1asodium channel, nonvoltage-gated 1 alpha NM_011324.2

17 Gene Cd9 Tspan29, Cd9 CD9 antigen NM_007657.3

34 Gene Rad51ap12510006L10Rik, RAB22, Rad51ap1RAD51 associated protein 1 NM_009013.3

34 Gene D6Wsu163eC12orf4, D6Wsu163eDNA segment, Chr 6, Wayne State University 163, expressedNM_138594.3

21 Gene Fgf23 Fgf23 fibroblast growth factor 23 NM_022657.3

21 Gene 9630033F20RikAI595337, C79710, C85509, 9630033F20Rik, Tigar, AA793651RIKEN cDNA 9630033F20 gene NM_177003.5

29 Gene Ccnd2 2600016F06Rik, C86853, AI256817, Vin-1, Vin1, BF642806, Ccnd2, cD2cyclin D2 NM_009829.3

29 Gene 9330179D12Rik9330179D12RikRIKEN cDNA 9330179D12 gene NR_040273.1, NR_040274.1, NR_040275.1

24 Gene Tspan9 Tspan9, AU018597, 9430079M16Rik, 6720474K14Riktetraspanin 9 NM_175414.4

33 Gene Tulp3 Tulp3, 2310022L06Rik, AI316887tubby-like protein 3 NM_011657.2

33 Gene LOC101055755 uncharacterized LOC101055755 XM_003945402.1

33 Gene Rhno1 5930416I19Rik, Rhno1, 2510047L19RikRAD9-HUS1-RAD1 interacting nuclear orphan 1 NR_027359.1, NR_027360.1

33 Gene Foxm1 Foxm1b, AW554517, AA408308, Mpm2, WIN, HFH-11B, Fkh16, Foxm1, BB238854, MPHOSPH2forkhead box M1 NM_008021.4

31 Gene Fkbp4 Fkbp4, p59, 59kDa, FKBP-4, FKPB52, AW208983, AL022792, FKBP52, FKBP-52FK506 binding protein 4 NM_010219.3

31 Gene Gm10069Gm10069, ENSMUSG00000059659predicted gene 10069 NR_028592.1, NR_028593.1

28 Gene Etv6 Etv6, Tel, AW123102, AW557856ets variant gene 6 (TEL oncogene) NM_007961.3

19 Gene Lrp6 Cd, C030016K15Rik, Lrp6, Gwlow density lipoprotein receptor-related protein 6 NM_008514.4

21 Gene Crebl2 Crebl2, MGC130380, MGC130381, AI046348, B230205M03cAMP responsive element binding protein-like 2 NM_177687.3

29 Gene Cdkn1b p27Kip1, Kip1, Cdkn1b, AI843786, AA408329, p27cyclin-dependent kinase inhibitor 1B NM_009875.4

29 Gene 1190002F15Rik1190002F15Rik, AI120476RIKEN cDNA 1190002F15 gene NR_037955.1, NR_037956.1

24 Gene Apold1 Gm1075, Apold1apolipoprotein L domain containing 1 NM_001109914.1

25 Gene Gm19434Gm19434 predicted gene, 19434 NR_040296.1

25 Gene 8430419L09RikKiaa1467, 8430419L09Rik, KIAA1467, mKIAA1467RIKEN cDNA 8430419L09 gene NM_028982.4

34 Gene Hist4h4 Hist1h4j, Hist4h4, Hist1h4d, B130044J01Rik, Hist1h4a, Hist1h4b, Hist1h4f, Hist1h4m, Hist1h4k, Hist2h4a, Hist1h4i, Hist1h4c, Hist1h4hhistone cluster 4, H4 NM_175652.2

34 Gene H2afj MGC118637, H2afj, E130307C13H2A histone family, member J NM_177688.4

34 Gene Wbp11 Wbp11, Npwbp, D6Wsu113e, SIPP1, 2510026P17RikWW domain binding protein 11 NM_021714.4

19 Gene Rerg Rerg RAS-like, estrogen-regulated, growth-inhibitor NM_181988.2, NM_001164212.1, NM_001164214.1

16 Gene Eps8 Eps8, AW261790epidermal growth factor receptor pathway substrate 8NM_007945.2

20 Gene Plekha5 MGC38455, Gt(pU21)9Imeg, Tg(AMH-cre)1Flor, 2810431N21Rik, Pepp2, AI428202, Plekha5, AMH-Cre, AK129423, Ayu21-9pleckstrin homology domain containing, family A member 5NM_144920.3

38 Gene Aebp2 B230313N05Rik, Aebp2, AU023766AE binding protein 2 NM_001005605.1, NM_009637.3, NM_178803.2

28 Gene Pde3a A930022O17Rik, Pde3a, C87899phosphodiesterase 3A, cGMP inhibited NM_018779.1

30 Gene Pyroxd1 Pyroxd1 pyridine nucleotide-disulphide oxidoreductase domain 1NM_183165.3

30 Gene Recql RecQ1, AI957250, RecqlRecQ protein-like NM_023042.3, NM_001204906.1, NM_001204907.1

30 Gene Golt1b AA407874, Golt1b, CGI-141, AU024291, 2310061A22Rikgolgi transport 1 homolog B (S. cerevisiae) NM_025872.4

23 Gene Ldhb AI790582, Ldh-2, Ldhb, Ldh2, H-Ldhlactate dehydrogenase B NM_008492.2
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18 Gene Cmas D6Bwg0250e, AW208911, Cmas, CMPNeu5Accytidine monophospho-N-acetylneuraminic acid synthetaseNM_009908.2

15 Gene St8sia1 Sia-T, Siat8a, St8sia1, GD3S, Siat8, 9330109E03RikST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 1NM_011374.2

28 Gene C2cd5 C030008B15Rik, 5730419I09Rik, CDP138, Kiaa0528, C2cd5C2 calcium-dependent domain containing 5 NM_029081.2, NM_029897.1, NM_001109688.1

28 Gene Etnk1 D6Ertd3e, 4930555L11Rik, EKI1, AI841245, C80956, Etnk1, AI195356, 1110061E11Rikethanolamine kinase 1 NM_029250.2

19 Gene Bcat1 BCATc, Bcat1, Eca39branched chain aminotransferase 1, cytosolic NM_001024468.3, NM_007532.5

19 Gene Kras Ki-ras, K-ras, ras, MGC7141, AI929937, p21B, Kras2, Kras, Kras-2v-Ki-ras2 Kirsten rat sarcoma viral oncogene homologNM_021284.6

19 Gene Gm15706Gm15706, OTTMUSG00000025463predicted gene 15706 NR_045598.1

26 Gene Bhlhe41 6430520M22Rik, Sharp1, Bhlhb2l, Bhlhb3, DEC2, Bhlhe41basic helix-loop-helix family, member e41 NM_024469.1

24 Gene Itpr2 Itpr2, Ip3r2, InsP3R-2, Itpr5, InsP3R-5, AI649341, IP3R, 2inositol 1,4,5-triphosphate receptor 2 NM_010586.1, NM_019923.3

27 Gene Tm7sf3 Tm7sf3, 2010003B14Rik, NARP1transmembrane 7 superfamily member 3 NM_026281.2

27 Gene Med21 Surb7, D19234, D6Ertd782e, 0610007L03Rik, Med21, AI449604, Srb7mediator complex subunit 21 NM_025315.3

31 Gene Stk38l Ndr54, 4930473A22Rik, Ndr2, Stk38l, B230328I19serine/threonine kinase 38 like NM_172734.3

24 Gene Ppfibp1 4632409B19Rik, Ppfibp1, AW214454, AW261454PTPRF interacting protein, binding protein 1 (liprin beta 1)NM_026221.2, NM_001170433.1

41 Gene Rep15 Rep15, 2210417D09RikRAB15 effector protein NM_025620.2

41 Gene Mrps35 Mrps35, MRPS28, MRP-S28, MDSO23, MGC28446mitochondrial ribosomal protein S35 NM_145573.2

34 Gene Mansc4 EG545893, Mansc4, A430079E08, Gm5887MANSC domain containing 4 NM_001034903.3

34 Gene Klhl42 AI450355, A330079N23Rik, C230080I20Rik, mKIAA1340, Klhdc5, Klhl42kelch-like 42 NM_001081237.1

25 Gene Gm6288 Gm6288, EG622129predicted gene 6288 XR_168432.1

25 Gene Ccdc91 1810060J02Rik, 1700086G08Rik, AW555238, AU045683, p56, Ccdc91coiled-coil domain containing 91 NM_025911.2

22 Gene Ergic2 1200009B18Rik, Ptx1, Ergic2, 4930572C01Rik, AA408438ERGIC and golgi 2 NM_026355.3, NM_026168.4

22 Gene 4732416N19Rik4732416N19RikRIKEN cDNA 4732416N19 gene NR_015615.1

23 Gene Tmtc1 Tmtc1, BC023818, Arg99transmembrane and tetratricopeptide repeat containing 1NM_198967.5

36 Gene Fam60a Tera, Pptcs1, Fam60a, Ppcs1family with sequence similarity 60, member A NM_019643.3

36 Gene 3010003L21Rik3010003L21Rik, MGC118435RIKEN cDNA 3010003L21 gene XR_107859.3, XR_105066.2

25 Gene Dennd5bDennd5b, AI852444, 9330160C06Rik, ENSMUSG00000072657, D030011O10Rik, Gm17524DENN/MADD domain containing 5B NM_177192.3

28 Gene 2810474O19Rik2810474O19Rik, KIAA1551, 6720435I21Rik, AU020969, mKIAA1551, Kiaa1551, AA536804, GETRIKEN cDNA 2810474O19 gene NM_026054.3

34 Gene Prpf31 AW554706, PRP31, RP11, 1500019O16Rik, Prpf31, 2810404O06RikPRP31 pre-mRNA processing factor 31 homolog (yeast)NM_027328.4, NM_001159714.1

34 Gene Cnot3 A930039N10Rik, MGC40675, Cnot3CCR4-NOT transcription complex, subunit 3 NM_146176.3

34 Gene Mir3572 mmu-mir-3572, Mir3572microRNA 3572 NR_039587.1

14 Gene 9430041J12Rik9430041J12RikRIKEN cDNA 9430041J12 gene NR_033568.1

14 Gene Ttyh1 tty, Ttyh1, 4930459B04Rik, 6330408P11Riktweety homolog 1 (Drosophila) NM_021324.5, NM_001001454.3, NM_001109765.1

14 Gene D030047H15RikD030047H15Rik, OTTMUSG00000027889, Gm15924RIKEN cDNA D030047H15 gene NR_033548.1

25 Gene Leng8 AW049671, Leng8leukocyte receptor cluster (LRC) member 8 NM_172736.3

25 Gene Leng9 F630035L11Rik, Leng9, 9530024C23Rikleukocyte receptor cluster (LRC) member 9 NM_175529.3

25 Gene Cdc42ep5Borg3, Cdc42ep5, 2010007O02Rik, MGC117885, C85526, 1700027J19Rik, CEP5CDC42 effector protein (Rho GTPase binding) 5 NM_021454.3

30 Gene Tmem1904930572D21Rik, Tmem190transmembrane protein 190 NM_030028.1

30 Gene Tmem2382210411K11Rik, Tmem238transmembrane protein 238 NM_029384.1

30 Gene Rpl28 MGC107666, MGC115078, D7Wsu21e, Rpl28ribosomal protein L28 NM_009081.2

20 Gene Ube2s E2-EPF, 0910001J09Rik, Ube2s, AA409170, MGC101982, 6720465F12Rikubiquitin-conjugating enzyme E2S NM_133777.2

23 Gene Zfp628 Zec, Zfp628, Znf628zinc finger protein 628 NM_170759.2

23 Gene Nat14 BC047219, MGC57098, Nat14N-acetyltransferase 14 NM_201355.3

23 Gene Ssc5d A430110N23Rik, S5D-SRCRB, Ssc5dscavenger receptor cysteine rich domain containing (5 domains)NM_173008.2

20 Gene Zfp579 Zfp579, 1110003A17Rik, Znf579zinc finger protein 579 NM_026741.2

19 Gene Fiz1 Fiz1, MGC117900, mFLJ00416, FLJ00416, AI790204Flt3 interacting zinc finger protein 1 NM_001110328.1, NM_011813.3, NM_001110329.1, NM_001110330.1

19 Gene Zfp524 Zfp524, Znf524, 2300009P13Rik, 0610012F07Rikzinc finger protein 524 NM_025324.2

20 Gene Zfp865 Zfp865, Znf865, 6430526N21Rikzinc finger protein 865 NM_001033383.2

20 Gene Zfp784 Znf784, Zfp784, C730049F21Rikzinc finger protein 784 NM_001039532.2
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28 Gene Zfp580 AI838225, Znf580, Zfp580, 1500015O20Rikzinc finger protein 580 NM_026900.1

28 Gene Ccdc106 BC018462, MGC27915, Ccdc106coiled-coil domain containing 106 NM_146178.2

31 Gene U2af2 MGC118033, U2af2, 65kDaU2 small nuclear ribonucleoprotein auxiliary factor (U2AF) 2NM_001205231.1, NM_133671.3

31 Gene Epn1 Ibp1, MGC106041, AA269831, Epn1epsin 1 NM_001252454.1, NM_010147.4

30 Gene Zfp787 Zfp787, Znf787, 2210018M03Rikzinc finger protein 787 NM_001013012.1

32 Gene Gm16532Gm16532 predicted gene, 16532 NM_001134752.1

22 Gene Peg3 End4, mKIAA0287, Zfp102, Gcap4, AL022617, Pw1, ASF-1, Peg3paternally expressed 3 NM_008817.2

22 Gene Usp29 Ocat, Usp29 ubiquitin specific peptidase 29 NM_021323.2

28 Gene Zfp606 Zfp606, AW494727, 2410022M24Rikzinc finger protein 606 NM_026112.4, NM_001039951.2

23 Gene Zfp324 Zfp324, D430030K24Rik, ZF5128, A930002M05zinc finger protein 324 NM_178732.3

22 Gene Slc27a5 FATP5, MGC143799, VLCS-H2, Slc27a5, Vlacsr, VLCSH2, FACVL3solute carrier family 27 (fatty acid transporter), member 5NM_009512.2

22 Gene Zbtb45 Zbtb45, BB161562, MGC106784, Zfp499, Gm157zinc finger and BTB domain containing 45 NM_001024699.1

43 Gene Trim28 Trim28, KAP-1, MGC102100, AA408787, Tif1beta, KRIP-1, Tif1btripartite motif-containing 28 NM_011588.3

43 Gene Chmp2a 1500016L11Rik, Chmp2acharged multivesicular body protein 2A NM_026885.3

43 Gene Ube2m Ubc-rs2, MGC37197, Ube2m, MGC25453, UBC12, 2510040H03Rik NM_001168469.2, NM_001243968.1, NM_145578.3

29 Gene Mzf1 Mzf-2, Mzf1, Zfp98, Zfp121, Mzf2, Znf42myeloid zinc finger 1 NM_145819.2

25 Gene Zfp541 Znf541, Zfp541, EG666528zinc finger protein 541 NM_001099277.1

25 Gene Napa Napa, 1500039N14Rik, AW209189, RA81, SNARE, SNAPA, a-SNAP, hyhN-ethylmaleimide sensitive fusion protein attachment protein alphaNM_025898.3

20 Gene Slc8a2 Slc8a2, Ncx2 solute carrier family 8 (sodium/calcium exchanger), member 2NM_148946.2

29 Gene Prr24 Prr24, 2610014I16Rikproline rich 24 NM_001136270.1

29 Gene Ccdc9 Ccdc9, 2600011L02Rikcoiled-coil domain containing 9 NM_172297.1, NM_001136471.1

31 Gene Bbc3 Bbc3, PUMA/JFY1, PUMABCL2 binding component 3 NM_133234.2

28 Gene Sae1 Sae1, Uble1a, 2610044L12Rik, D7Ertd177e, HSPC140, Sua1, AOS1, AW743391, AL033372, 2400010M20RikSUMO1 activating enzyme subunit 1 NM_019748.2

24 Gene Zc3h4 Zc3h4, Bwq1, MGC67629, KIAA1064, mKIAA1064, Kiaa1064-hp, Gm768zinc finger CCCH-type containing 4 NM_198631.2

23 Gene Tmem160Tmem160, 1810008O21Riktransmembrane protein 160 NM_026938.1

23 Gene Npas1 Npas1, bHLHe11, MOP5neuronal PAS domain protein 1 NM_008718.2

25 Gene Slc1a5 ASCT2, M7VS1, R16, M7V1, MGC46952, ATBO, AAAT, Slc1a7, Slc1a5, RDRCsolute carrier family 1 (neutral amino acid transporter), member 5NM_009201.2

30 Gene Fkrp MDC1C, LGMD1I, Fkrp, A830029B19Rik, AI842067, AI847300fukutin related protein NM_173430.2

30 Gene Strn4 ZIN, Strn4, C80611striatin, calmodulin binding protein 4 NM_001039878.2, NM_133789.3

21 Gene Calm3 Calm3, CaMA, Calm1, R75142, Calm2calmodulin 3 NM_007590.3

20 Gene Pnmal2 Pnmal2, EG434128PNMA-like 2 NM_001099636.2

23 Gene Ccdc8 ENSMUSG00000041117, Ccdc8coiled-coil domain containing 8 NM_001101535.1

32 Gene Ppp5c AU020526, Ppp5c, PP5protein phosphatase 5, catalytic subunit NM_011155.2

32 Gene Hif3a bHLHe17, NEPAS, Hif3a, MOP7, Ipashypoxia inducible factor 3, alpha subunit NM_016868.3, NM_001162950.1

20 Gene Nanos2 Nanos2, nos2 nanos homolog 2 (Drosophila) NM_194064.2

37 Gene Mypop Mypop, P42pop, MyodysaMyb-related transcription factor, partner of profilin NM_145579.3

37 Gene Irf2bp1 6330414O09Rik, Irf2bp1, C530033F24interferon regulatory factor 2 binding protein 1 NM_178757.3

37 Gene Foxa3 Foxa3, Tcf-3g, Tcf3g, Hnf-3g, Hnf3gforkhead box A3 NM_008260.2

19 Gene Sympk 1500016F02Rik, 4632415H16Rik, AA125406, SYM, AI449890, Sympk, SPKsymplekin NM_026605.2

18 Gene Rsph6a Rsph6a, RSP4, Rshl1radial spoke head 6 homolog A (Chlamydomonas) NM_031255.2, NM_001159671.1

18 Gene Dmwd DMR-N9, MGC115779, Dm9, Dmwd, MGC37679dystrophia myotonica-containing WD repeat motif NM_010058.2

40 Gene Dmpk DM, Dmpk, Dm15dystrophia myotonica-protein kinase NM_001190490.1, NM_001190491.1, NM_032418.2

40 Gene Mir3100 mmu-mir-3100, Mir3100microRNA 3100 NR_037282.1

40 Gene Six5 Dmahp, TrexBF, MDMAHP, Six5sine oculis-related homeobox 5 NM_011383.1

17 Gene Qpctl gQC, BB101812, 1810019P04Rik, Qpctlglutaminyl-peptide cyclotransferase-like NM_026111.3

17 Gene Snrpd2 1810009A06Rik, MGC62953, SMD2, Snrpd2small nuclear ribonucleoprotein D2 NM_026943.1

17 Gene Gipr Gm1081, Gipr, GIP-R, Gm160gastric inhibitory polypeptide receptor NM_001080815.1
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22 Gene Vasp Vasp, AA107290vasodilator-stimulated phosphoprotein NM_009499.2

22 Gene Ppm1n Ppm1n, A930002H20, C79127protein phosphatase, Mg2+/Mn2+ dependent, 1N (putative)NM_177691.3

20 Gene Rtn2 Rtn2, MGC35990, MMS10-P, Nspl1, Ms10preticulon 2 (Z-band associated protein) NM_013648.5, NM_001025364.2

25 Gene n-Ts2

29 Gene Fosb Fosb FBJ osteosarcoma oncogene B NM_008036.2

29 Gene D830036C21RikD830036C21Rik, Gm842RIKEN cDNA D830036C21 gene XM_003945770.1

27 Gene Ercc1 Ercc1, Ercc-1 excision repair cross-complementing rodent repair deficiency, complementation group 1NM_007948.2, NM_001127324.1

27 Gene Cd3eap 2610103M17Rik, CAST, Ase1, ASE-1, Cd3eap, PAF49, 1190028F09CD3E antigen, epsilon polypeptide associated proteinNM_145822.2

27 Gene Ppp1r13lAV260376, Ppp1r13l, wa3, Nkip1, IASPPprotein phosphatase 1, regulatory (inhibitor) subunit 13 likeNM_001010836.3

18 Gene Mark4 Markl1, 2410090P21Rik, Mark4, C79806MAP/microtubule affinity-regulating kinase 4 NM_172279.1

19 Gene Exoc3l2 Exoc3l2, AU042655, 4933417E01Rikexocyst complex component 3-like 2 XM_001471750.3, XM_001471751.3

29 Gene Bloc1s3 E230011O18, rp, BC043666, Blos3, Bloc1s3biogenesis of lysosome-related organelles complex-1, subunit 3NM_177692.3

30 Gene Trappc6a4930519D19Rik, TRS33, MGC117907, Trappc6a, AI480686, 1810073E21Rik, mhyptrafficking protein particle complex 6A NM_025960.3

30 Gene Nkpd1 Nkpd1, 2310015G09RikNTPase, KAP family P-loop domain containing 1 NM_027116.1

31 Gene Ppp1r37 Lrrc68, Gm158, Ppp1r37protein phosphatase 1, regulatory subunit 37 NM_199149.3

31 Gene Gemin7 AI120175, AI461688, 2400008I04Rik, Gemin7gem (nuclear organelle) associated protein 7 NM_027189.2

24 Gene Relb MGC143684, Relb, MGC143683, shepavian reticuloendotheliosis viral (v-rel) oncogene related BNM_009046.2

34 Gene Clptm1 N14, Clptm1, HS9cleft lip and palate associated transmembrane protein 1NM_019649.2

34 Gene Apoc2 MGC117889, Apoc2apolipoprotein C-II NM_009695.3

25 Gene Pvrl2 Pvr, AI325026, Cd112, Pvs, MPH, AI987993, nectin-2, Pvrl2poliovirus receptor-related 2 NM_008990.3, NM_001159724.1

25 Gene Bcam Gplu, Bcam, 1200005K12Rik, B-CAM, Lubasal cell adhesion molecule NM_020486.2

30 Gene Plaur Plaur, uPAR, Cd87, u-PARplasminogen activator, urokinase receptor NM_011113.3

41 Gene Cadm4 Igsf4c, Tsll2, Cadm4, Igdf4ccell adhesion molecule 4 NM_153112.3

41 Gene Zfp428 AV271806, Znf428, 2410005H09Rik, Zfp428, MGC38830, AW047854zinc finger protein 428 NM_146183.2

18 Gene Irgq FKSG27, Irgq, AF322649, Irgq1immunity-related GTPase family, Q NM_153134.3

18 Gene Pinlyp 2310033E01Rik, Pinlypphospholipase A2 inhibitor and LY6/PLAUR domain containingNM_001037143.2

21 Gene Zfp575 Zfp575, AI326876, Znf575zinc finger protein 575 NM_001033205.3

21 Gene Ethe1 Hsco, Ethe1, 0610025L15Rik, MGC102424ethylmalonic encephalopathy 1 NM_023154.3

37 Gene Dmrtc2 Dmrtc2, 4933432E21Rik, Dmrt7doublesex and mab-3 related transcription factor like family C2NM_027732.2

37 Gene Rps19 MGC107694, Rps19, Dsk3ribosomal protein S19 NM_023133.1

17 Gene Rabac1 PRA1, Gbpap1, Rabac1, prenylin, 2310040I06RikRab acceptor 1 (prenylated) NM_010261.2

19 Gene Atp1a3 Atpa-2, MGC38914, MGC39036, MGC27631, MGC38713, Atp1a3ATPase, Na+/K+ transporting, alpha 3 polypeptide NM_144921.1

22 Gene Grik5 MGC118086, KA2, GluRgamma2, Grik5, GluK5glutamate receptor, ionotropic, kainate 5 (gamma 2)NM_008168.2

22 Gene Zfp574 A630056B21Rik, Znf574, Zfp574zinc finger protein 574 NM_175477.4, NM_001168506.1

22 Gene Pou2f2 Oct2a, Oct2b, MGC124154, MGC124155, Oct-2, MGC124156, Pou2f2, Otf2, Otf-2POU domain, class 2, transcription factor 2 NM_001163554.1, NM_001163555.1, NM_011138.2, NM_001163556.1

22 Gene Dedd2 2410050E11Rik, FLAME-3, Dedd2death effector domain-containing DNA binding protein 2NM_207677.3

22 Gene Zfp526 D030024H03Rik, Znf526, MGC106217, Zfp526zinc finger protein 526 NM_175436.4

22 Gene Gsk3a Gsk3a, 2700086H06Rikglycogen synthase kinase 3 alpha NM_001031667.1

22 Gene 9130221H12RikAU016887, 9130221H12RikRIKEN cDNA 9130221H12 gene NR_046001.1

37 Gene Erf Erf NM_010155.3

26 Gene Cic 1200010B10Rik, mKIAA0306, Ciccapicua homolog (Drosophila) NM_027882.3, NM_001110131.1, NM_001110132.1

26 Gene Pafah1b3Pafahg, Pafah1b3, mus[g]platelet-activating factor acetylhydrolase, isoform 1b, subunit 3NM_008776.2

26 Gene Prr19 Prr19, EG623131proline rich 19 NM_001081294.1

26 Gene Tmem145Tmem145, B930076A02Riktransmembrane protein 145 NM_183311.2

22 Gene Megf8 Megf8, b2b288Clo, mKIAA0817, AW049492, Egfl4multiple EGF-like-domains 8 NM_001160400.1

23 Gene Atp5sl 2310004L02Rik, Atp5sl, C030044E10RikATP5S-like NM_025504.4

23 Gene B3gnt8 MGC32391, B3gnt8, B7galt7, B3galt7, BC025206UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 8NM_001036740.2, NM_146184.4
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23 Gene Bckdha Bckdha NM_007533.5

18 Gene B9d2 B9d2, stumpy, MGC41256B9 protein domain 2 NM_172148.1

18 Gene Tgfb1 TGF-beta1, Tgfb1, TGFbeta1, Tgfb-1, Tgfbtransforming growth factor, beta 1 NM_011577.1

36 Gene Hnrnpul1Hnrpul1, E1BAP5, MGC78330, Hnrnpul, Hnrnpul1, MGC36621, E1B-AP5, E130317O14Rikheterogeneous nuclear ribonucleoprotein U-like 1 NM_178089.2, NM_144922.2

36 Gene Axl Ufo, Tyro7, Ark, AI323647, AxlAXL receptor tyrosine kinase NM_009465.4, NM_001190974.1, NM_001190975.1

24 Gene Cyp2t4 Gm1448, Gm1450, Cyp2t4cytochrome P450, family 2, subfamily t, polypeptide 4NM_001100184.1

24 Gene Egln2 Hif-p4h-1, Egln2, C85656, 0610011A13Rik, Ier4, SM-20, MGC101954, Phd1EGL nine homolog 2 (C. elegans) NM_053208.4

24 Gene Rab4b 1500031G17Rik, Rab4bRAB4B, member RAS oncogene family NM_029391.2

24 Gene Mir3101 Mir3101, mmu-mir-3101microRNA 3101 NR_037283.1

26 Gene Snrpa U1A, Rnu1a-1, Snrpa, C430021M15Rik, Rnu1a1small nuclear ribonucleoprotein polypeptide A NM_015782.3, NM_001046637.1

26 Gene BC024978BC024978 cDNA sequence BC024978 NM_001243888.1

26 Gene Mir1191 Mir1191, mmu-mir-1191, Mirn1191microRNA 1191 NR_035422.1

26 Gene Itpkc 9130023N17Rik, Itpkcinositol 1,4,5-trisphosphate 3-kinase C NM_181593.2

26 Gene Adck4 Adck4, 0610012P18Rik, MGC102655, MGC101983aarF domain containing kinase 4 NM_133770.2

21 Gene Ltbp4 MGC175966, Ltbp4, 2310046A13Riklatent transforming growth factor beta binding protein 4NM_175641.2, NM_001113549.1

21 Gene Shkbp1 B930062H15Rik, Shkbp1, Sb1Sh3kbp1 binding protein 1 NM_138676.2

17 Gene Sptbn4 qv, dyn, Spnb4, nmf261, 5830426A08Rik, SpbIV, ROSA62, nmf379, 1700022P15Rik, lnd, Sptbn4spectrin beta, non-erythrocytic 4 NM_032610.2, NM_001199234.1, NM_001199235.1, NM_001199236.1

30 Gene 2310022A10Rik2310022A10RikRIKEN cDNA 2310022A10 gene NM_175107.4, NM_001122767.1

30 Gene Akt2 PKB, PKBbeta, MGC14031, 2410016A19Rik, AW554154, Akt2thymoma viral proto-oncogene 2 NM_007434.3, NM_001110208.1

30 Gene Map3k10MST, BC028668, Map3k10, Mlk2, BC046514mitogen-activated protein kinase kinase kinase 10 NM_001081292.1

30 Gene C030039L03RikC030039L03RikRIKEN cDNA C030039L03 gene NM_198417.2, NM_001112731.1

35 Gene 9530053A07RikFCGBP, 9530053A07RikRIKEN cDNA 9530053A07 gene NM_001164655.1

35 Gene Fbl AL022665, FLRN, FIB, Fbl, RNU3IP1fibrillarin NM_007991.3

35 Gene Dyrk1b Dyrk1b, Mirk dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1bNM_010092.1, NM_001037957.2

28 Gene Eid2 Cri2, EID-2, Eid2EP300 interacting inhibitor of differentiation 2 NM_198425.2

28 Gene Eid2b 3010005C08Rik, Eid2bEP300 interacting inhibitor of differentiation 2B NM_001177427.1

28 Gene BC089491MGC107154, Selv, BC089491cDNA sequence BC089491 NM_175033.3

21 Gene Dll3 pudgy, Dll3, pudelta-like 3 (Drosophila) NM_007866.2

21 Gene Timm50 AU015082, 2810403L02Rik, Timm50, TIM50Ltranslocase of inner mitochondrial membrane 50 NM_025616.3

21 Gene Supt5 AU019549, AL033283, Supt5, Supt5h, AL033321, Spt5suppressor of Ty 5 NM_013676.1

25 Gene Plekhg2 Cslg, Plekhg2, AI194308, Clgpleckstrin homology domain containing, family G (with RhoGef domain) member 2NM_001083912.1, NM_138752.2

25 Gene Zfp36 Tis11, Ttp, Zfp36, Zfp-36, Nup475, TISII, TIS11D, Gos24zinc finger protein 36 NM_011756.4

25 Gene Med29 Med29, 2810405O22Rik, AU020902, Ixlmediator complex subunit 29 NM_026042.3

30 Gene Fbxo27 E130008B10Rik, FBG5, Fbxo27, Gm161F-box protein 27 NM_207238.3, NM_001163702.1

29 Gene Rinl MGC51433, Rinl, 9930116N10Rik, 5830482F20RikRas and Rab interactor-like NM_177158.5

29 Gene Hnrnpl C79783, Hnrpl, Hnrnpl, D830027H13Rikheterogeneous nuclear ribonucleoprotein L NM_177301.5

37 Gene Actn4 C77391, Actn4, MGC102374actinin alpha 4 NM_021895.2

37 Gene Eif3k 1200009C21Rik, Eif3k, Eif3s12eukaryotic translation initiation factor 3, subunit K NM_028659.2

36 Gene Rasgrp4 Rasgrp4 RAS guanyl releasing protein 4 NM_001174155.1, NM_145149.4, NR_045676.1

36 Gene Fam98c AV026483, 1110006G06Rik, AI836081, Fam98c, B230110F21Rikfamily with sequence similarity 98, member C NM_001146023.1

36 Gene Spred3 D130060H24Rik, AW047143, Spred-3, Spred3sprouty-related, EVH1 domain containing 3 NM_182927.3

20 Gene Ggn Ggn, MGC102222, AI593290gametogenetin NM_182696.2, NM_182694.2

20 Gene Psmd8 Psmd8, AL033291, C76433, AL033322, AL033323, 6720456J22Rik, AA407360proteasome (prosome, macropain) 26S subunit, non-ATPase, 8NM_026545.3

20 Gene Catsperg1Catsperg, A230107C01Rik, Catsperg1catsper channel auxiliary subunit gamma 1 NM_001164658.1

19 Gene Kcnk6 Kcnk6, Twik2, Toss, D7Ertd764epotassium inwardly-rectifying channel, subfamily K, member 6NM_001033525.3

19 Gene Yif1b Yip1b, MGC130116, Yif1b, 9430029K10RikYip1 interacting factor homolog B (S. cerevisiae) NM_029887.3, NM_001110201.1

25 Gene Spint2 HAI-2, Spint2, AL024025, C76321serine protease inhibitor, Kunitz type 2 NM_011464.2, NM_001082548.1
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25 Gene Ppp1r14aPpp1r14a, 1110001M11Rik, Cpi17protein phosphatase 1, regulatory (inhibitor) subunit 14ANM_026731.3

22 Gene Dpf1 Dpf1, Neud4 D4, zinc and double PHD fingers family 1 NM_013874.2

22 Gene 4932431P20Rik4932431P20RikRIKEN cDNA 4932431P20 gene XR_035401.2, XR_035432.2

23 Gene Zfp14 4732429I09Rik, Zfp-14, Krox-9, Zfp14, mKIAA1559, KIAA1559zinc finger protein 14 NM_011748.2, NM_178733.5

29 Gene Zfp82 A030010D05, Zfp-82, Zfp82, mszf3, KRAB16, Mszf3, Krab16zinc finger protein 82 NM_001252519.1, NM_177889.5, NM_001253385.1, XM_003946221.1, XM_003946222.1

29 Gene Zfp566 Zfp566, 2700043M03Rik, mszf4zinc finger protein 566 NM_152814.2

18 Gene Cox7a1 COX7AH, Cox7a1, COX7A, COX7AMcytochrome c oxidase subunit VIIa 1 NM_009944.3

18 Gene Capns1 Capa-4, Capns1, Capa4, Capn4, D7Ertd146ecalpain, small subunit 1 NM_009795.3

28 Gene Wdr62 MGC31423, Wdr62, 2310038K02RikWD repeat domain 62 NM_146186.3

28 Gene Thap8 1700020L13Rik, Thap8THAP domain containing 8 XR_168670.1, XR_168915.1

27 Gene Alkbh6 Abh6, Alkbh6, C130099A02, AI839550alkB, alkylation repair homolog 6 (E. coli) NM_198027.2

27 Gene Syne4 Nesp4, 0610012K07Rik, AI428936, MGC38513, Syne4spectrin repeat containing, nuclear envelope family member 4NM_153577.2

27 Gene Sdhaf1 Lyrm8, 0610010E21Rik, AI430885, AW490662, Sdhaf1succinate dehydrogenase complex assembly factor 1NM_001033140.3

18 Gene Lrfn3 Lrfn3, A530045B06Rik, SALM4leucine rich repeat and fibronectin type III domain containing 3NM_175478.2

19 Gene Wbp7 mKIAA0304, Mll2, Kmt2b, 2610014H22Rik, Wbp7WW domain binding protein 7 NM_029274.2

19 Gene Zbtb32 PLZP, FAZF, Tzfp, Zbtb32, FAXF, 4930524C15Rik, Rogzinc finger and BTB domain containing 32 NM_021397.2

33 Gene Atp4a Atp4a ATPase, H+/K+ exchanging, gastric, alpha polypeptideNM_018731.2

33 Gene Tmem1475033425B17Rik, Tmem147, Nifie14, MGC6895, 2010004E11Riktransmembrane protein 147 NM_027215.2

33 Gene C630016N16RikC630016N16Rik, ENSMUSG00000052691RIKEN cDNA C630016N16 gene XR_107875.1, XR_105081.1

33 Gene Gapdhs Gapds, Gapdhs, Gapd-sglyceraldehyde-3-phosphate dehydrogenase, spermatogenicNM_008085.1

31 Gene Usf2 Usf-2, MGC91056, bHLHb12, Usf2upstream transcription factor 2 NM_011680.2

31 Gene Gm4673 Gm4673 predicted gene 4673 XR_107876.1, XR_105082.1

31 Gene Lsr ILDR3, Lsr, Lisch7lipolysis stimulated lipoprotein receptor NM_017405.2, NM_001164184.1, NM_001164185.1

20 Gene Fam187b1700020B09Rik, Tmem162, Fam187b, MGC159263family with sequence similarity 187, member B NM_175240.4, NM_001242647.1, NR_038860.1

20 Gene Fxyd5 Fxyd5, RIC, EF-8, Oit2FXYD domain-containing ion transport regulator 5 NM_008761.3, NM_001111073.1

20 Gene Fxyd7 Fxyd7, 1110035I01RikFXYD domain-containing ion transport regulator 7 NM_022007.1

20 Gene Fxyd1 0610012C17Rik, Pml, Fxyd1, Plm, 1110006M24RikFXYD domain-containing ion transport regulator 1 NM_194321.2, NM_052992.3, NM_052991.4, NM_019503.4

20 Gene Lgi4 Lgil3, clp, Lgi4, MGC107385leucine-rich repeat LGI family, member 4 NM_144556.2

25 Gene Gramd1aGramd1a, AW547240, 1300003M23Rik, D7Bwg0611e, AI415002GRAM domain containing 1A NM_027898.3

22 Gene Uba2 UBA1, Uble1b, Ubl1a2, AA986091, Arx, Uba2, Sae2ubiquitin-like modifier activating enzyme 2 NM_016682.2

22 Gene Gm12778Gm12778, OTTMUSG00000008396predicted gene 12778

39 Gene Pdcd2l 6030457N17Rik, MGC144595, Pdcd2lprogrammed cell death 2-like NM_026549.3

39 Gene Gpi1 MF, Gpi-1t, Gpi1-t, Gpi1s, Gpi1-r, NK, Org, Amf, Gpi-1r, Gpi, Gpi-1s, MGC113776, Gpi1, NK/GPI, Gpi-1, Gpi1-sglucose phosphate isomerase 1 NM_008155.3, XM_003689446.1

27 Gene Lsm14a Tral, 2700023B17Rik, AU017544, AA407828, Lsm14aLSM14 homolog A (SCD6, S. cerevisiae) NM_025948.2

23 Gene Kctd15 MGC25497, Kctd15, BC031749potassium channel tetramerisation domain containing 15NM_146188.1

15 Gene Chst8 AI426009, Chst8, 1500011J21Rikcarbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8NM_175140.4

32 Gene Pepd Pep-4, Pep4, Pepdpeptidase D NM_008820.2

30 Gene Cebpg Gpe1bp, Ig/EBP, Cebpg, C/EBPgamma, C/EBP[g], GPE1-BPCCAAT/enhancer binding protein (C/EBP), gamma NM_009884.3

32 Gene Cebpa Cebp, CBF-A, C/ebpalpha, CebpaCCAAT/enhancer binding protein (C/EBP), alpha NM_007678.3

27 Gene Nudt19 D7Rp2-r, D7Rp2-s, Nudt19, RP2-s, D7Rp2e, RP2-r, D7Rp2nudix (nucleoside diphosphate linked moiety X)-type motif 19NM_033080.2

31 Gene Rgs9bp Rgs9-1bp, Rgs9bp, R9APregulator of G-protein signalling 9 binding protein NM_145840.3

32 Gene Ankrd27 Varp, Ankrd27, MGC25907, BC016493, D330003H11Rik, AA408090ankyrin repeat domain 27 (VPS9 domain) NM_145633.3, NM_178263.3

32 Gene Pdcd5 Tfar19, Pdcd5, 2200003D22Rik, MGC103124, AA408513programmed cell death 5 NM_019746.4

21 Gene Dpy19l3 6030410G08, Dpy19l3, 9330164H19Rikdpy-19-like 3 (C. elegans) NM_178704.3

35 Gene Zfp507 Znf507, AU021817, mKIAA1084, A230056M16Rik, AL024009, Gm480, BB105092, Zfp507, 1810022O10Rikzinc finger protein 507 NM_177739.3

35 Gene E130304I02RikE130304I02RikRIKEN cDNA E130304I02 gene NR_033567.1

31 Gene Tshz3 Tshz3, Tsh3, KIAA1474, mKIAA1474, Zfp537, A630038G13Rik, teashirt3teashirt zinc finger family member 3 NM_172298.2
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29 Gene Uri1 NNX3, Rmp, C80913, Uri1URI1, prefoldin-like chaperone NM_011274.5

27 Gene Zfp619 MGC91101, Zfp619, 3000002G13Rikzinc finger protein 619 NM_001004139.2

19 Gene Zfp715 Zfp715, 2610041B18Rik, mszf15zinc finger protein 715 NM_027264.3

35 Gene 1700028J19Rik1700028J19RikRIKEN cDNA 1700028J19 gene NR_029436.1

35 Gene 2410002F23RikMGC69849, MGC27669, 2410002F23RikRIKEN cDNA 2410002F23 gene NM_025880.4

35 Gene Snord88cSnord88c, MBII-180small nucleolar RNA, C/D box 88C NR_028534.1

35 Gene Snord88aMBII-211, Snord88asmall nucleolar RNA, C/D box 88A NR_028533.1

35 Gene Acpt Acpt, Gm1432, EG546967acid phosphatase, testicular NM_001195034.1

29 Gene Clec11a AW457320, Scgf, Clec11a, Clecsf3C-type lectin domain family 11, member a NM_009131.3

29 Gene Shank1 Shank1 NM_001034115.1

25 Gene 1700008O03Rik1700008O03Rik NM_027049.1

27 Gene Pold1 Pold1, 125kDa polymerase (DNA directed), delta 1, catalytic subunitNM_011131.3

27 Gene Nr1h2 AI194859, Nr1h2, RIP15, LXR, LXRbeta, OR-1, LXRB, NER1, Unr, UR, Unr2nuclear receptor subfamily 1, group H, member 2 NM_009473.2

32 Gene Atf5 ODA-10, AFTA, Atfx, MGC102397, Atf7, Atf5activating transcription factor 5 NM_030693.2, NR_033136.1

32 Gene Nup62-il4i1 Nup62-Il4i1 protein NM_001171024.1

32 Gene Nup62 AA589433, AI426861, MGC101995, Nupc1, D7Ertd649e, p62, AU045898, AI790512, Nup62nucleoporin 62 NM_053074.1

26 Gene Tbc1d17 MGC27642, BC017607, Tbc1d17TBC1 domain family, member 17 NM_001042655.1

31 Gene Akt1s1 Lobe, Akt1s1, AI227026, Lobel, PRAS40, 1110012J22RikAKT1 substrate 1 (proline-rich) NM_001253920.1, NM_026270.4

26 Gene Mir707 Mirn707, Mir707, mmu-mir-707microRNA 707 NR_030488.1

31 Gene Pnkp Pnkp, 1810009G08Rik, PNKpolynucleotide kinase 3'- phosphatase NM_021549.2

31 Gene Ptov1 Ptov1, AU041779, 1110030G05Rik, Gcap3prostate tumor over expressed gene 1 NM_133949.1

31 Gene Med25 2610034E13Rik, Med25, 2610529E18Rik, ESTM2, X83308mediator of RNA polymerase II transcription, subunit 25 homolog (yeast)NM_029365.2

32 Gene Ap2a1 Ap2a1, Adtaa adaptor-related protein complex 2, alpha 1 subunit NM_007458.2, NM_001077264.1

18 Gene Bcl2l12 Bcl-L12, Bcl2l12, Bcl2-L12, 2810475P17Rik, 5430429M05RikBCL2-like 12 (proline rich) NM_029410.3

18 Gene Irf3 IRF-3, Irf3, MGC91046, C920001K05Rikinterferon regulatory factor 3 NM_016849.4, NR_045611.1

18 Gene Scaf1 AI480556, Scaf1, SR-A1, MGC109685SR-related CTD-associated factor 1 NM_001008422.1

18 Gene Rras AI573426, Rras, MGC129444, MGC129445Harvey rat sarcoma oncogene, subgroup R NM_009101.2

22 Gene Prr12 BC058674, 6720469B10, Prr12proline rich 12 NM_175022.2

22 Gene Prrg2 N4WBP1, 1600014G02Rik, 2510041M06Rik, Prrg2proline-rich Gla (G-carboxyglutamic acid) polypeptide 2NM_022999.1

21 Gene Nosip Nosip, 2310061K06Rik, CGI-25, MGC115777nitric oxide synthase interacting protein NM_025533.3, NM_001163684.1

21 Gene Rcn3 6030455P07Rik, D7Ertd671e, D530026G20Rik, RLP49, Rcn3, MGC102610reticulocalbin 3, EF-hand calcium binding domain NM_026555.2

26 Gene Aldh16a12410004H02Rik, MGC19339, Aldh16a1, mFLJ00209, FLJ00209, AI452234aldehyde dehydrogenase 16 family, member A1 NM_145954.1

26 Gene Pih1d1 1110061L23Rik, 4933413A04Rik, Pih1d1, Nop17PIH1 domain containing 1 NM_029406.3

26 Gene Slc17a7 2900052E22Rik, AI851913, Slc17a7, Vglut1solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 7NM_182993.2

22 Gene Slc6a16 Slc6a16, Gm1084solute carrier family 6, member 16 XM_355900.6, XM_914689.4

22 Gene 1700039E15Rik1700039E15Rik, Gm19188RIKEN cDNA 1700039E15 gene NM_001033176.1

21 Gene Ppfia3 Ppfia3, 2410127E16Rikprotein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 3NM_029741.2

21 Gene Mtag2 Mtag2, MAG metastasis associated gene 2 NR_027802.1, NR_015480.1

21 Gene Lin7b MALS-2, Veli2, LIN-7B, Lin7blin-7 homolog B (C. elegans) NM_011698.1

21 Gene Snrnp70 Srnp70, R74807, AI325098, Snrnp70, 3200002N22Rik, Rnulp70, U1-70, 2700022N21Rik, Snrp70, 70kDa, U1-70Ksmall nuclear ribonucleoprotein 70 (U1) NM_009224.4

20 Gene Kcna7 Kcna7, Kv1.7 potassium voltage-gated channel, shaker-related subfamily, member 7NM_010596.2

20 Gene Ntf5 NT4/5, NT4, Ntf5, Ntf-5, 2900040K06Rik, Ntf4, AI462899, NT-4neurotrophin 5 NM_198190.1

20 Gene LOC100862214 uncharacterized LOC100862214 XM_003688836.1, XM_003689410.1

20 Gene Lhb LH, leutropin, Lhbluteinizing hormone beta NM_008497.2

20 Gene Ruvbl2 p47, Ruvbl2, MGC144734, MGC144733, mp47RuvB-like protein 2 NM_011304.3

17 Gene Gys1 Gys3, Gys1, MGSglycogen synthase 1, muscle NM_030678.3

25 Gene Car11 Ca11, Car11 NM_009800.4
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47 Gene Dbp Dbp D site albumin promoter binding protein NM_016974.3

47 Gene Sphk2 Sphk2, MGC102297, C76851sphingosine kinase 2 NM_001172561.1, NM_020011.5, NM_203280.3

47 Gene Rpl18 L18, Rpl18a, Rpl18ribosomal protein L18 NM_009077.2

47 Gene Fam83e 4930403C10Rik, Fam83efamily with sequence similarity 83, member E NM_001033170.4

47 Gene Spaca4 Spaca4, Samp14, AV043694, 1700008E09Riksperm acrosome associated 4 NM_027055.3

23 Gene Gm5897 Gm5897, EG545963predicted gene 5897 XR_107904.1, XR_105108.1

23 Gene Lmtk3 Lmtk3, aatyk3, MGC90743, BC059845lemur tyrosine kinase 3 NM_001005511.2

22 Gene Cyth2 ARNO, CLM2, Cyth2, Pscd2cytohesin 2 NM_011181.3, NM_001112701.1

29 Gene Kcnj14 Kcnj14, MGC25490, A930026G01Rik, MGC38951, IRK4, Kir2.4potassium inwardly-rectifying channel, subfamily J, member 14NM_145963.2

29 Gene Grwd1 Wdr28, AI504353, A301, Grwd, Grwd1glutamate-rich WD repeat containing 1 NM_153419.2

29 Gene Grin2d NMDAR2D, Grin2d, GluN2D, NR2Dglutamate receptor, ionotropic, NMDA2D (epsilon 4)NM_008172.2

25 Gene Kdelr1 AW215843, Kdelr1, Erd2.1, 8030486F04RikKDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 1NM_133950.2

23 Gene Tmem1432310076O21Rik, Tmem143, AI481604transmembrane protein 143 NM_144801.2

23 Gene Emp3 H4, HNMP-1, H-4, Ymp, Emp3, MI-35epithelial membrane protein 3 NM_010129.2, NM_001146346.1

29 Gene Abcc6 DCC, Dyscalc1, Abcc1b, Abcc6, Mrp6, dyscalcATP-binding cassette, sub-family C (CFTR/MRP), member 6NM_018795.2

29 Gene Nomo1 MGC37454, MGC37848, D7Ertd156e, Nomo, pM5, Nomo1nodal modulator 1 NM_153057.4

18 Gene Myod1 bHLHc1, AI503393, MyoD, Myod1, MYF3, Myod-1myogenic differentiation 1 NM_010866.2

29 Gene Hps5 C85120, MGC99886, AI646796, Hps5, maroon, ru-2, hz, mr, AL022647, ru2, hazeHermansky-Pudlak syndrome 5 homolog (human) NM_001005247.2, NM_001005248.2, NM_001167864.1

29 Gene Gtf2h1 AW743425, AW822074, p62, 62kDa, Gtf2h1, C77871, BTF2 p62general transcription factor II H, polypeptide 1 NM_008186.4

33 Gene Gm5331 Gm5331, EG384622predicted gene 5331 XM_914983.3, XM_357752.5

33 Gene Ldha Ldh1, l7R2, Ldhm, Ldhalactate dehydrogenase A NM_010699.2, NM_001136069.2

32 Gene Tsg101 CC2, Tsg101, AI255943tumor susceptibility gene 101 NM_021884.3

32 Gene Uevld Uevld, Attp, 8430408E05RikUEV and lactate/malate dehyrogenase domains NM_001040695.1

20 Gene C86187 C86187 expressed sequence C86187 NR_015609.1

31 Gene Spty2d1 5830435K17Rik, P16H6, Spty2d1, AI852426SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae)NM_175318.4

34 Gene Tmem86aAI414959, Tmem86a, 1810054O13Rik, AW742698transmembrane protein 86A NM_026436.3

32 Gene E2f8 E2f8, 4432406C08Rik, AA410048E2F transcription factor 8 NM_001013368.5

32 Gene Gm2788 Gm2788 predicted gene 2788 XR_107905.2, XR_105111.2

44 Gene Nav2 mKIAA3015, AU067780, Nav2, HELAD1, RAINB1, Unc53H2, BQ960892, 5330421F07Rik, RAINB2, POMFIL2neuron navigator 2 NM_175272.3, NM_001111016.1

24 Gene Htatip2 Htatip2, Tip30, AW111545, Cc3HIV-1 tat interactive protein 2, homolog (human) NM_016865.3, NM_001146049.1, NM_001146050.1, NM_001146052.1, NM_001146053.1

24 Gene Prmt3 2010005E20Rik, Prmt3, 2410018A17Rik, Hrmt1l3, AL033309protein arginine N-methyltransferase 3 NM_133740.2

20 Gene Cyfip1 Cyfip1, Sra1, KIAA0068, Sra-1, mKIAA0068, P140sra1, l7Rl1, l71Rl, pl-1, P140SRA-1, E030028J09Rik, Shyc, l(7)1Rlcytoplasmic FMR1 interacting protein 1 NM_011370.3, NM_001164661.1, NM_001164662.1

27 Gene Nipa2 3830408P04Rik, 2600017P10Rik, AB041581, Nipa2non imprinted in Prader-Willi/Angelman syndrome 2 homolog (human)NM_001256130.1, NM_001256131.1, NM_001256132.1, NM_001256133.1, NM_023647.6

27 Gene A230056P14RikA230056P14Rik, OTTMUSG00000027345RIKEN cDNA A230056P14 gene NR_015495.2

20 Gene Gabra5 A230018I05Rik, Gabra5gamma-aminobutyric acid (GABA) A receptor, subunit alpha 5NM_176942.4

21 Gene Atp10a pfatp, Atp10a, Atp10cATPase, class V, type 10A NM_009728.2

34 Gene Ube3a mKIAA4216, A130086L21Rik, 5830462N02Rik, Hpve6a, KIAA4216, 4732496B02, Ube3aubiquitin protein ligase E3A NM_011668.2, NM_001033962.1, NM_173010.3

20 Gene Mkrn3 Zfp127, D7H15S9-1, Mkrn3makorin, ring finger protein, 3 NM_011746.2

21 Gene Peg12 Peg12, Frat3 paternally expressed 12 NM_013788.2

40 Gene Klf13 Klf13, FKLF-2, 9430029L20Rik, NSLP1, FKLF2, RFLAT1, Bteb3, 0610043C13Rik, RFLAT-1Kruppel-like factor 13 NM_021366.3

24 Gene Fam189a1Fam189a1, AW047451, 5730507A09Rikfamily with sequence similarity 189, member A1 NM_183087.4

24 Gene Ndnl2 Ndnl2, AI642138, mage-g1, BB044375, 5730494G16Rik, HCA4, Mageg1necdin-like 2 NM_023239.4

25 Gene Gm7546 EG665234, Gm7546predicted gene 7546 XM_003086612.1, XM_975528.2

25 Gene Tarsl2 MGC31414, A530046H20Rik, Tarsl2threonyl-tRNA synthetase-like 2 NM_172310.2

17 Gene Tm2d3 Tm2d3, 1110025I09Rik, Blp2, 5930422O05RikTM2 domain containing 3 NM_026795.3, NM_178056.3

32 Gene Pcsk6 Pace4, Pcsk6, SPC4, C86343proprotein convertase subtilisin/kexin type 6 NM_011048.1

49 Gene Snrpa1 Snrpa1, 1500015N06Rik, MGC25531, MGC6298small nuclear ribonucleoprotein polypeptide A' NM_021336.4
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49 Gene Vimp Sels, H-47, H4, Vimp, 1500011E07Rik, H47, C78786, H-4 NM_024439.3

30 Gene Chsy1 KIAA0990, mKIAA0990, Chsy1chondroitin sulfate synthase 1 NM_001081163.1

23 Gene Lrrk1 MGC28646, mKIAA1790, Lrrk1, D130026O16Rik, AW319595, C230002E15Rikleucine-rich repeat kinase 1 NM_146191.3

23 Gene Aldh1a3 RALDH3, ALDH6, V1, Aldh1a3aldehyde dehydrogenase family 1, subfamily A3 NM_053080.3

29 Gene Adamts17Adamts17, AU023434 NM_001033877.4

35 Gene Mef2a A430079H05Rik, Mef2amyocyte enhancer factor 2A NM_001033713.1

39 Gene Synm Synemin, E130104F11, 4930412K21Rik, Dmn, Synm, Syn, AI852401, MGC56976synemin, intermediate filament protein NM_201639.2, NM_183312.3, NM_207663.3

32 Gene Igf1r IGF-1R, A330103N21Rik, CD221, D930020L01, Igf1r, hyftinsulin-like growth factor I receptor NM_010513.2

30 Gene Arrdc4 AV216361, Arrdc4, 2410003C09Rikarrestin domain containing 4 NM_001042592.2, NM_025549.3

29 Gene Nr2f2 COUP-TF2, Aporp1, COUP-TFII, Tcfcoup2, 2700033K02Rik, 9430015G03Rik, ARP-1, SVP40, Nr2f2, COUPTFB, EAR3nuclear receptor subfamily 2, group F, member 2 NM_183261.3, NM_009697.3

29 Gene B130024G19RikB130024G19RikRIKEN cDNA B130024G19 gene NR_045850.1

23 Gene A730056A06RikC76391, A730056A06RikRIKEN cDNA A730056A06 gene NR_040324.1, NR_040325.1

23 Gene Rgma MGC69915, BC059072, MGC38550, Rgma, C230063O06RGM domain family, member A NM_177740.5

30 Gene 1810026B05Rik1810026B05RikRIKEN cDNA 1810026B05 gene NR_037569.1

23 Gene Gm7710 Gm7710, EG665610predicted gene 7710 XR_107915.1, XR_105120.1

28 Gene Fam174bMGC31276, Fam174bfamily with sequence similarity 174, member B NM_001162532.1

21 Gene St8sia2 St8sia2, STX, AI323367, ST8SiaII, Siat8bST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 2NM_009181.2

24 Gene Slco3a1 Slco3a1, MJAM, Slc21a11, Anr1, R75096, 5830414C08Rik, OATP-Dsolute carrier organic anion transporter family, member 3a1NM_001038643.1, NM_023908.2

24 Gene Akap13 PROTO-LB, LBC, BRX, 1700026G02Rik, 5830460E08Rik, Akap13, 5730522G15Rik, PROTO-LBC, Ht31, AKAP-LbcA kinase (PRKA) anchor protein 13 NM_029332.1

27 Gene Mir7-2 Mirn7-2, mmu-mir-7-2, Mir7-2microRNA 7-2 NR_029826.1

27 Gene Aen Isg20l1, Aen, 2700083B06Rikapoptosis enhancing nuclease NM_026531.4, NM_001162939.1

28 Gene Abhd2 Labh-2, LABH2, 2210009N18Rik, MGC107122, Abhd2abhydrolase domain containing 2 NM_018811.6

25 Gene Polg PolgA, AA409516, Polgpolymerase (DNA directed), gamma NM_017462.2

25 Gene Gm10616Gm10616, ENSMUSG00000074057predicted gene 10616 XR_105123.1

33 Gene Ticrr Ticrr, 5730590G19Rik, BC028450, Lrrk1TOPBP1-interacting checkpoint and replication regulatorNM_029835.1

23 Gene Kif7 Kif7, MGC176006kinesin family member 7 NM_010626.2

23 Gene Plin1 6030432J05Rik, Plin, Peri, Plin1perilipin 1 NM_175640.2, NM_001113471.1

23 Gene Zfp710 AI324798, 5430400N05Rik, 9830165K13, Zfp710, Znf710zinc finger protein 710 NM_175433.5, NM_001145999.1, NM_001146000.1

22 Gene Gm21057Gm21057 predicted gene, 21057 NR_045695.1

41 Gene Idh2 Idh-2, IDPm, E430004F23, Idh2isocitrate dehydrogenase 2 (NADP+), mitochondrial NM_173011.2

29 Gene Sema4b Semac, KIAA1745, SemC, Sema4b, mKIAA1745sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4BNM_013659.4

24 Gene Cib1 Cib1, Kip, Cibkip, Prkdcipcalcium and integrin binding 1 (calmyrin) NM_011870.4

24 Gene Gdpgp1 Gdpgp1, D330012F22Rik NM_178752.3

26 Gene Ttll13 Ttll13, 4921538O11, 1700111A04Rik, BC024578tubulin tyrosine ligase-like family, member 13 NM_177765.3

26 Gene Ngrn Ngrn, AW552001neugrin, neurite outgrowth associated NM_031375.4, NR_028053.1

27 Gene Vps33b Vps33b, MGC36556vacuolar protein sorting 33B (yeast) NM_178070.4

27 Gene Prc1 MGC6745, Prc1, D7Ertd348eprotein regulator of cytokinesis 1 NM_145150.2

19 Gene Unc45a AW538196, Unc45aunc-45 homolog A (C. elegans) NM_133952.2

19 Gene Hddc3 C86475, Hddc3, 1110033O09Rik, MESH1HD domain containing 3 NM_026812.2

24 Gene Man2a2 MX, AI480988, Man2a2, 4931438M07Rik, 1700052O22Rik, Man IIxmannosidase 2, alpha 2 NM_172903.4

24 Gene Fes BB137047, AI586313, c-fes, Fes, FPSfeline sarcoma oncogene NM_010194.2

23 Gene Furin Pcsk3, SPC1, PACE, Fur, Furin, 9130404I01Rikfurin (paired basic amino acid cleaving enzyme) NM_011046.2, NM_001081454.1

40 Gene Crtc3 AI429792, BC011210, MGC19083, TORC3, 6332415K15Rik, Crtc3, 2610312F20RikCREB regulated transcription coactivator 3 NM_173863.2

26 Gene Iqgap1 mKIAA0051, AA682088, D7Ertd237e, Iqgap1, D7Ertd257eIQ motif containing GTPase activating protein 1 NM_016721.2

33 Gene Zscan2 Zscan2, Zfp29, Zfp-29zinc finger and SCAN domain containing 2 NM_009553.2

22 Gene Zfp592 Zfp592, A730014M16Rik, mKIAA0211, Znf592, 8430405N24zinc finger protein 592 NM_178707.4

25 Gene Pde8a Pde8a, Pde8, AI551852phosphodiesterase 8A NM_008803.2
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38 Gene Rps17 MGC107579, Rps17, MGC107578ribosomal protein S17 NM_009092.3

38 Gene Cpeb1 Cpeb, AU024112, mCPEB, Cpeb1, MGC159179cytoplasmic polyadenylation element binding protein 1NM_001252525.1, NM_001252526.1, NM_007755.5

16 Gene Ap3b2 AU042881, AI549966, Naptb, MGC36656, beta3B, Ap3b2, beta-NAP, [b]-NAPadaptor-related protein complex 3, beta 2 subunit NM_021492.3

37 Gene Fsd2 9830160G03Rik, Fsd2, Spryd1fibronectin type III and SPRY domain containing 2 NM_172904.2

37 Gene Whamm KIAA1971, MGC58752, MGC51670, BB081391, Whdc1, Whamm, mKIAA1971WAS protein homolog associated with actin, golgi membranes and microtubulesNM_001004185.3

28 Gene Fam103a1Fam103a1, 2610204K14Rik, 2410047I02Rik, RAMfamily with sequence similarity 103, member A1 NM_025997.2

35 Gene Btbd1 Btbd1, 1190005H08Rik, MGC37676BTB (POZ) domain containing 1 NM_146193.2

19 Gene Tm6sf1 BC023123, C630016D09Rik, MGC25583, AI428514, Tm6sf1transmembrane 6 superfamily member 1 NM_145375.3

21 Gene Hdgfrp3 HRP-3, Hdgfrp3, 2700022B06Rikhepatoma-derived growth factor, related protein 3 NM_013886.4

23 Gene Bnc1 Bnc, Bnc1, AW546376, AI047752basonuclin 1 NM_007562.2

27 Gene Fam154bD030069K18, Fam154b, 1700129I04Rikfamily with sequence similarity 154, member B NM_177894.4

27 Gene Eftud1 AU019507, 6030468D11Rik, AU022896, Eftud1, 4932434J20Rik, D7Ertd791e, AI451340elongation factor Tu GTP binding domain containing 1NM_175317.3, NM_001159672.1

43 Gene 1700010L04Rik1700010L04RikRIKEN cDNA 1700010L04 gene XR_107922.1, XR_105177.1

43 Gene Mex3b 4931439A04Rik, Mex3b, mKIAA2009, M-04814, Rkhd3mex3 homolog B (C. elegans) NM_175366.3

49 Gene Mesdc1 Mesdc1, AW061151mesoderm development candidate 1 NM_030705.4

49 Gene Mesdc2 AW537813, Mesd, msd, 2210015O11Rik, mKIAA0081, MGC25959, mesd, Mesdc2mesoderm development candidate 2 NM_023403.3

39 Gene Abhd17cFam108c1, Abhd17c, Fam108c, 2210412D01Rik, AL023007abhydrolase domain containing 17C NM_133722.2

16 Gene Gm2115 Gm2115, C77713predicted gene 2115 NR_045098.1

25 Gene Fzd4 Fzd4, Fz4 frizzled homolog 4 (Drosophila) NM_008055.4

21 Gene 2310010J17Rik2310010J17RikRIKEN cDNA 2310010J17 gene NR_046006.1, NR_046007.1

21 Gene Picalm mKIAA4114, Picalm, fit-1, PAP180, MGC36616, CALM, CLTH, MGC19382, MGC36413, KIAA4114, fit1phosphatidylinositol binding clathrin assembly proteinNM_001252520.1, NM_001252521.1, NM_001252522.1, NM_001252523.1, NM_001252524.1, NM_146194.4

33 Gene Crebzf LAZipII, SMILE, AI606244, 1110034C16Rik, LAZip, AI225749, Zf, Crebzf, 6330417B10RikCREB/ATF bZIP transcription factor NM_145151.2

33 Gene Tmem126aTmem126a, 1810020E01Riktransmembrane protein 126A NM_025460.2

28 Gene Ankrd42 4931426M20, Ankrd42, Ikbn, 4933417L02Rikankyrin repeat domain 42 NM_028665.4

28 Gene Pcf11 KIAA0824, Pcf11, 2500001H09Rik, 5730417B17Rik, C77803cleavage and polyadenylation factor subunit homolog (S. cerevisiae)NM_029078.3

21 Gene Fam181bA830059I20Rik, AB041569, Fam181bfamily with sequence similarity 181, member B NM_021427.2

29 Gene Tenm4 mKIAA1302, Odz4, ELM2, R75022, Ten-m4, l7Rn3, l(7)-3Rn, Doc4, Tenm4teneurin transmembrane protein 4 NM_011858.3

22 Gene Gab2 p97, Gab2, AI463667, D130058I17Rikgrowth factor receptor bound protein 2-associated protein 2NM_010248.2, NM_001162477.1

23 Gene Usp35 Gm1088, Usp35, Gm493ubiquitin specific peptidase 35 NM_001177412.1

23 Gene Kctd21 EG622320, Kctd21potassium channel tetramerisation domain containing 21NM_001039039.3

31 Gene Aamdc 1810020D17Rik, 1810037D19Rik, Aamdc, LI2adipogenesis associated Mth938 domain containing NM_001177945.1, NM_001177946.1, NM_001177947.1, NM_183251.3

31 Gene Rsf1 Gm164, MGC90806, Hbxap, C030033M12Rik, Rsf1, XAP8, p325, 4832420A03Rikremodeling and spacing factor 1 NM_001081267.2

21 Gene LOC101055679 uncharacterized LOC101055679 XM_003945415.1

21 Gene Clns1a ICLN, Clci, 2610100O04Rik, Clcni, 2610036D06Rik, Clns1achloride channel, nucleotide-sensitive, 1A NM_023671.2

19 Gene Myo7a sh1, Myo7a, USH1B, Myo7, nmf371, Hdb, sh-1, polkamyosin VIIA NM_008663.2, NM_001256081.1, NM_001256082.1, NM_001256083.1

21 Gene Capn5 Capn5 NM_007602.3

21 Gene Gm16938Gm16938 predicted gene, 16938 NR_045969.1, NR_045970.1, NR_045971.1, NR_045972.1

29 Gene Acer3 1110057L18Rik, 5430429L08Rik, AV015045, Acer3, Phcaalkaline ceramidase 3 NM_025408.2

20 Gene Tsku Lrrc54, Tsku, E2ig4, Tsk, 9530051K01Rik NM_001024619.3, NM_001168539.1, NM_001168540.1, NM_001168541.1

19 Gene Lrrc32 Lrrc32, EG434215, D11S833Eh, D7H11S833E, AI426318, Garpleucine rich repeat containing 32 NM_001113379.1, XM_003689425.1

29 Gene 2210018M11Rik2210018M11Rik, Emsy, MGC101920, 2310016L09Rik, AU019521, AU019557RIKEN cDNA 2210018M11 gene NM_172280.2

18 Gene Wnt11 Wnt11 wingless-related MMTV integration site 11 NM_009519.2

34 Gene Uvrag AI648770, Uvragl, Uvrag, BB124205, 9530039D02Rik, Uvrag1UV radiation resistance associated gene NM_178635.3

23 Gene Dgat2 ARAT, DGAT-2, Dgat2, 0610010B06Rikdiacylglycerol O-acyltransferase 2 NM_026384.3

23 Gene Map6 Mtap6, Map-6, STOP, 2810411E12Rik, Map6microtubule-associated protein 6 NM_010837.3, NM_001048167.1, NM_001043355.2

23 Gene Serpinh1Hsp47, Cbp2, BERF-1, Cbp1, J6, Serpinh1, Serpinh2, colligin, gp46serine (or cysteine) peptidase inhibitor, clade H, member 1NM_009825.2, NM_001111043.1, NM_001111044.1

29 Gene Gdpd5 BC024955, MGC37148, Gdpd5, MGC31332, Gde2glycerophosphodiester phosphodiesterase domain containing 5NM_201352.2
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29 Gene Klhl35 2810406K13Rik, Klhl35 NM_028145.1

29 Gene Rps3 Rs_3, Rps3, D7Ertd795eribosomal protein S3 NM_012052.2

27 Gene Snord15bRnu15-b, Snord15b, Rnu15b, Gm5775, U15Bsmall nucleolar RNA, C/D box 14B NR_002173.1

27 Gene Snord15aRnu15-a, Snord15a, U15A, Gm5774, RNU15A, EG449630small nucleolar RNA, C/D box 15A NR_002172.1

27 Gene Gm4980 Tpbgl, EG245190, 6430704N06, Gm4980predicted gene 4980 NM_001195529.1

20 Gene Rnf169 Rnf169, 2900057K09Rikring finger protein 169 NM_175388.3

30 Gene Pold3 P68, Pold3, P66, 2410142G14Rik, C85233polymerase (DNA-directed), delta 3, accessory subunitNM_133692.2

37 Gene Lipt2 2610209A20Rik, Lipt2lipoyl(octanoyl) transferase 2 (putative) NM_026010.2

20 Gene Pgm2l1 Pgm2l1, 4931406N15Rik, AI553438, BM32Aphosphoglucomutase 2-like 1 NM_027629.3

20 Gene P4ha3 P4ha3, D930031A02Rik, MGC99449procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha polypeptide IIINM_177161.4

21 Gene Ucp2 Ucp2, Slc25a8 uncoupling protein 2 (mitochondrial, proton carrier) NM_011671.4

21 Gene Dnajb13 Dnajb13, Tsarg, 1700014P03RikDnaJ (Hsp40) related, subfamily B, member 13 NM_153527.2

47 Gene Mrpl48 D4Ertd786e, 1810030E20Rik, Mrpl48, 2610028L11Rik, CGI-118mitochondrial ribosomal protein L48 NM_198831.2, NR_003559.1, XM_003946244.1, XM_003946243.1, XM_003946242.1

47 Gene Rab6a Rab6a, AA419671, Rab6, 2610028L11Rik NM_024287.4, NM_001163663.1

25 Gene Relt E430021K24Rik, Tnfrsf19l, ReltRELT tumor necrosis factor receptor NM_177073.6

40 Gene Arhgef178030463K16, BC035332, Arhgef17, mKIAA0337, AI428794, AW558066Rho guanine nucleotide exchange factor (GEF) 17 NM_001081116.1

40 Gene P2ry6 P2ry6, 2010204J23Rik, P2Y6pyrimidinergic receptor P2Y, G-protein coupled, 6 NM_183168.2

25 Gene Fchsd2 mKIAA0769, BC034086, R74866, Sh3md3, Fchsd2FCH and double SH3 domains 2 NM_199012.2, NM_001146010.1

20 Gene Clpb Skd3, AL118244, ClpbClpB caseinolytic peptidase B NM_009191.3

38 Gene Inppl1 Inppl1, 51C, SHIP2inositol polyphosphate phosphatase-like 1 NM_010567.2, NM_001122739.1

38 Gene Folr2 FBP2, Folbp-2, Folbp2, FR-P3, Folr2folate receptor 2 (fetal) NM_008035.2

31 Gene Numa1 Numa1, AL022610, AU014979, 6720401E04Rik, AA764025nuclear mitotic apparatus protein 1 NM_133947.3

32 Gene Nup98 Nup96, Nup98, AI849286, 4732457F17, MGC118567nucleoporin 98 NM_022979.1

19 Gene Rhog Arhg, 2810426G09Rik, Sid10750, Rhogras homolog gene family, member G NM_019566.3

19 Gene Stim1 Stim1, SIM stromal interaction molecule 1 NM_009287.4

20 Gene Apbb1 Rir, Fe65, Apbb1amyloid beta (A4) precursor protein-binding, family B, member 1NM_001253885.1, NM_001253886.1, NM_001253887.1, NM_009685.3

20 Gene Hpx Hpx, Hpxn, hx hemopexin NM_017371.2

15 Gene Timm10bTim10b, Timm10b, Tim9b, Fxc1translocase of inner mitochondrial membrane 10B NM_019502.2

25 Gene Rrp8 Rrp8, AW538116, 2900001K19Rik, 1500003O22Rikribosomal RNA processing 8, methyltransferase, homolog (yeast)NM_133951.1, NM_025897.2

25 Gene Ilk Ilk, AA511515, ESTM24integrin linked kinase NM_010562.2, NM_001161724.1

25 Gene Taf10 Taf10, TAFII30, 30kDa, Taf2h, AU041226TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factorNM_020024.3

25 Gene Tpp1 TPP-I, Cln2, Tpp1tripeptidyl peptidase I NM_009906.5

25 Gene Dchs1 PCDH16, CDH25, 3110041P15Rik, Gm165, Dchs1, C130033F22Rik, FIB1dachsous 1 (Drosophila) NM_001162943.1

38 Gene Mrpl17 Mrpl17, MRP-L26, Rpml26mitochondrial ribosomal protein L17 NM_025301.2

21 Gene Nlrp10 Nlrp10, 6430548I20Rik, Nalp10, Napl10, PAN5, PynodNLR family, pyrin domain containing 10 NM_175532.3

21 Gene Eif3f 0610037M02Rik, Eif3f, Eif3s5, AA409853, MGC90606eukaryotic translation initiation factor 3, subunit F NM_025344.2

18 Gene Stk33 Stk33, AW061264, 4921505G21Rikserine/threonine kinase 33 NM_054103.1

18 Gene 1700095J03Rik1700095J03RikRIKEN cDNA 1700095J03 gene XR_105148.3, XR_107934.2

18 Gene Trim66 Kiaa0298-hp, Trim66, KIAA0298, Tif1dtripartite motif-containing 66 NM_181853.4, NM_001170912.1, NM_001170913.1

39 Gene Rpl27a MGC66730, L27', MGC107695, Rpl27a, L27Aribosomal protein L27A NM_011975.3

39 Gene Snora3 MBI-28, Snora3small nucleolar RNA, H/ACA box 3 NR_028079.1

39 Gene St5 St5, 2010004M01Rik, 2610305K15Riksuppression of tumorigenicity 5 NM_001001326.1, NM_029811.2, NR_037617.1

26 Gene Tmem9bTmem9b, ICRFP703B1614Q5.3, AW539847, 2310004K06Rik, D7H11orf15TMEM9 domain family, member B NM_020050.1

26 Gene 4930431P19Rik4930431P19RikRIKEN cDNA 4930431P19 gene XR_168434.1, XR_168879.1

26 Gene Nrip3 A330103B05Rik, ICRFP703B1614Q5.2, Nrip3nuclear receptor interacting protein 3 NM_020610.1

39 Gene Ipo7 C330016G14, Ranbp7, Ipo7, Imp7, A330055O14Rikimportin 7 NM_181517.3

48 Gene Wee1 Wee1A, Wee1 WEE 1 homolog 1 (S. pombe) NM_009516.3
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22 Gene Swap70 Swap70, AV235546, 70kDaSWA-70 protein NM_009302.3

20 Gene Ampd3 Ampd3 adenosine monophosphate deaminase 3 NM_009667.2

32 Gene Rnf141 Rnf141, AA792898, ZNF230, ZFP36, AU022812, 2610110L04Rikring finger protein 141 NM_025999.3

32 Gene Lyve1 Lyve-1, Crsbp-1, Xlkd1, Lyve1, 1200012G08Riklymphatic vessel endothelial hyaluronan receptor 1 NM_053247.4

24 Gene Ctr9 Tsp, Tsbp, KIAA0155, mKIAA0155, Ctr9, AA409336, Sh2bp1Ctr9, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae)NM_009431.2

31 Gene Eif4g2 DAP-5, p97, E130105L11Rik, Nat1, Natm1, AA589388, Eif4g2eukaryotic translation initiation factor 4, gamma 2 NM_013507.3, NM_001040131.2

29 Gene Gm3960 Gm3960 predicted gene 3960 XR_168435.1, XR_168880.1

29 Gene Usp47 MGC118655, 4930502N04Rik, A630020C16Rik, Usp47ubiquitin specific peptidase 47 NM_133758.3, NM_177249.3

21 Gene Mical2 Mical2, mKIAA0750, 9530064J02, KIAA0750, 5330438E18Rik, MICAL-2microtubule associated monooxygenase, calponin and LIM domain containing 2NM_177282.5, NM_001193305.1

19 Gene Parva 2010012A22Rik, Parvin, CH-ILKBP, AU042898, 5430400F08Rik, AI225929, Parva, Actpparvin, alpha NM_020606.5

32 Gene 2310014F06Rik2310014F06RikRIKEN cDNA 2310014F06 gene XR_107937.1, XR_105151.1

32 Gene Tead1 Tead1, Gtrgeo5, Tcf13, mTEF-1, 2610024B07Rik, TEAD-1, TEF-1, B230114H05RikTEA domain family member 1 NM_009346.3, NM_001166584.1, NM_001166585.1

28 Gene Btbd10 Btbd10, 1110056N09Rik, Gmrp1BTB (POZ) domain containing 10 NM_133700.2

28 Gene Far1 2600011M19Rik, AI850429, Mlstd2, Far1, 3732409C05Rik, 2900034E22Rikfatty acyl CoA reductase 1 NM_027379.2, NM_026143.2

27 Gene Rras2 TC21, 2610016H24Rik, C86394, Rras2related RAS viral (r-ras) oncogene homolog 2 NM_025846.2

28 Gene Copb1 Copb1, 2610019B04Rikcoatomer protein complex, subunit beta 1 NM_033370.3

28 Gene Psma1 HC2, Psma1, C2, alpha-type, Pros-30proteasome (prosome, macropain) subunit, alpha type 1NM_011965.2

23 Gene 4933406I18Rik4933406I18Rik, 4933403D24RikRIKEN cDNA 4933406I18 gene NR_029437.1, NR_029438.1

23 Gene Pde3b AI847709, Pde3b, 9830102A01Rikphosphodiesterase 3B, cGMP-inhibited NM_011055.2

34 Gene Pik3c2a PI3KC2, Pik3c2a, Cpk-mphosphatidylinositol 3-kinase, C2 domain containing, alpha polypeptideNM_011083.2

41 Gene Rps15a Rps15a, A630031B11Rik, MGC107552ribosomal protein S15A NM_170669.2

41 Gene Arl6ip1 Arl6ip, ARMER, AIP-6, C85138, mKIAA0069, Aip-1, AL022945, Arl6ip1, AU042858ADP-ribosylation factor-like 6 interacting protein 1 NM_019419.2

29 Gene Smg1 mKIAA0421, C130002K18Rik, Smg1, 5430435M13Rik, 2610207I05RikSMG1 homolog, phosphatidylinositol 3-kinase-related kinase (C. elegans)NM_001031814.1

29 Gene 4930583K01Rik4930583K01RikRIKEN cDNA 4930583K01 gene NR_027879.1

25 Gene Syt17 Syt17, Bk synaptotagmin XVII NM_138649.1

24 Gene Itpripl2 Itpripl2, C130081G24, E030018N11Rikinositol 1,4,5-triphosphate receptor interacting protein-like 2NM_001033380.3

25 Gene Gde1 Mir16, Gde1, RGS16, 1200003M13Rikglycerophosphodiester phosphodiesterase 1 NM_019580.4

25 Gene Ccp110 6330503K22Rik, Ccp110, AI427129, AA415922, AW557948, CP110centriolar coiled coil protein 110 NM_182995.1

30 Gene Knop1 2310008H09Rik, Tsg118, Knop1lysine rich nucleolar protein 1 NM_023197.3, NM_001168218.1, NM_001168219.1, NM_001168220.1

30 Gene Iqck Iqck, A230094G09RikIQ motif containing K NM_001081446.1

27 Gene Gprc5b Gprc5b, AW125761, Raig2G protein-coupled receptor, family C, group 5, member BNM_022420.2, NM_001195774.1

22 Gene Dcun1d31700020A13Rik, MGC40975, BC030335, Dcun1d3DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae)NM_173408.3, NM_001163703.1

22 Gene Lyrm1 1110065L10Rik, 4930404J24Rik, 2310004B22Rik, Lyrm1LYR motif containing 1 NM_029610.2

23 Gene Uqcrc2 Uqcrc2, 1500004O06Rikubiquinol cytochrome c reductase core protein 2 NM_025899.2

17 Gene Gm5737 Gm5737, EG436008predicted gene 5737 XM_003086636.1, XM_488079.6

27 Gene Eef2k Eef2k, eEF-2K, C86191eukaryotic elongation factor-2 kinase NM_001267710.1, NM_001267711.1, NM_007908.4

35 Gene Polr3e Sin, RPC5, Polr3epolymerase (RNA) III (DNA directed) polypeptide E NM_025298.3, NM_001164096.1

21 Gene Cdr2 MGC144811, MGC144810, Cdr2, AA617262cerebellar degeneration-related 2 NM_007672.2

21 Gene 4933427G17Rik4933427G17RikRIKEN cDNA 4933427G17 gene NM_028955.1

26 Gene Mettl9 MNCb-5680, 0610012D09Rik, Mettl9, Drev, AA517660methyltransferase like 9 NM_021554.2

36 Gene Usp31 6330567E21Rik, mKIAA1203, Usp31ubiquitin specific peptidase 31 NM_001033173.1

45 Gene Cog7 Cog7, 5630400E24Rik, Gm167component of oligomeric golgi complex 7 NM_001033318.3

45 Gene Gga2 1200007E24Rik, Gga2, mKIAA1080golgi associated, gamma adaptin ear containing, ARF binding protein 2NM_028758.2

33 Gene Ears2 mKIAA1970, AL024049, Ears2, 3230401I01Rikglutamyl-tRNA synthetase 2 (mitochondrial)(putative)NM_026140.2

33 Gene Ubfd1 D7Wsu128e, Ubfd1, Ubph, AI467302, D7Wsu105eubiquitin family domain containing 1 NM_138589.2

29 Gene Palb2 Palb2, 4732427B05, BC066140partner and localizer of BRCA2 NM_001081238.1

29 Gene Dctn5 Dctn5, C78178, 4930427E12Rikdynactin 5 NM_021608.3
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18 Gene Plk1 Plk, Plk1, STPK13 NM_011121.3

19 Gene Prkcb Pkcb, A130082F03Rik, PKC-Beta, Prkcb2, Prkcb1, Prkcbprotein kinase C, beta NM_008855.2

29 Gene 4930413G21Rik4930413G21RikRIKEN cDNA 4930413G21 gene NR_045614.1

29 Gene Rbbp6 P2P-R, BB233631, MGC32263, C77662, 4933422O15Rik, PACT, AI316869, C030034J04Rik, Rbbp6retinoblastoma binding protein 6 NM_011247.2, NM_175023.3

33 Gene Tnrc6a Tnrc6, CAGH26, AW557223, Tnrc6a, 3110054G10Rik, D130023A07Rik, 2010321I05Rik, MGC11932, GW182trinucleotide repeat containing 6a NM_144925.3

27 Gene Gtf3c1 Gtf3c1 NM_207239.1

27 Gene D430042O09RikD430042O09Rik, Kiaa0556, MGC31549RIKEN cDNA D430042O09 gene NM_001081022.1

24 Gene Gsg1l Gsg1l, AI852434, g1l, C230098I05Rik, Gm637, G630023A01RikGSG1-like NM_001101488.1

33 Gene Xpo6 AL022631, mKIAA0370, Xpo6, C230091E20Rik, AI854665, R75304, 2610005L19Rik, Ranbp20exportin 6 NM_028816.2

24 Gene Sbk1 Sbk1, Sbk SH3-binding kinase 1 NM_145587.2

25 Gene Rabep2 Rabep2, Fra, MGC8300, 2610011A08Rik, AI462746rabaptin, RAB GTPase binding effector protein 2 NM_030566.2

17 Gene Tufm EFTU, C76308, EF-TuMT, Tufm, C76389, 2300002G02RikTu translation elongation factor, mitochondrial NM_172745.3, NM_001163713.1

27 Gene Atxn2l A2lp, Atxn2l, A2D, A2LG, A2RP, Atxnl2ataxin 2-like NM_183020.1

19 Gene Eif3c Eif3c, 3230401O13Rik, Eif3s8, NIPIL(A3), Xsl, MGC36637, NipilA3, 110kDa, Xseukaryotic translation initiation factor 3, subunit C NM_146200.1

19 Gene Cln3 AI323623, Cln3ceroid lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer-Vogt disease)NM_009907.3, NM_001146311.1

21 Gene Slx1b AI853643, 1110030E23Rik, Giyd1, 2410170E21Rik, Slx1b, Giyd2, 4833422P03RikSLX1 structure-specific endonuclease subunit homolog B (S. cerevisiae)NM_029420.4, NR_033446.1

21 Gene Bola2 1110025L05Rik, BolA-2, Bola2bolA-like 2 (E. coli) NM_175103.3

21 Gene Coro1a TACO, Clabp, Coro1a, Lmb3, p57coronin, actin binding protein 1A NM_009898.2

21 Gene Mapk3 Ert2, Erk1, Esrk1, Erk-1, Mapk3, p44, p44erk1, p44mapk, Mnk1, Mtap2k, Prkm3mitogen-activated protein kinase 3 NM_011952.2

24 Gene Gdpd3 1110015E22Rik, Gdpd3glycerophosphodiester phosphodiesterase domain containing 3NM_024228.2

24 Gene Ypel3 Ypel3, 0610043B10Rik, 1190001G19Rik, Suapyippee-like 3 (Drosophila) NM_026875.2, NM_025347.2

24 Gene Tbx6 Tbx6, rv T-box 6 NM_011538.2

31 Gene Ppp4c Ppp4c, AU016079, Ppx, 1110002D08Rikprotein phosphatase 4, catalytic subunit NM_019674.3

31 Gene Aldoa Aldo-1, Aldoa, MGC107164, Aldo1aldolase A, fructose-bisphosphate NM_001177307.1, NM_001177308.1, NM_007438.4

25 Gene Kctd13 Pdip1, AV259508, Poldip1, 1500003N18Rik, Kctd13, PDIP1alphapotassium channel tetramerisation domain containing 13NM_172747.2

24 Gene Asphd1 Gm168, A830007L07Rik, MGC130534, Asphd1aspartate beta-hydroxylase domain containing 1 NM_001039645.1

24 Gene Sez6l2 MGC90604, Sez6l2, AW121566, BSRP-A, Psk1, MGC19060, AI835913seizure related 6 homolog like 2 NM_001252566.1, NM_001252567.1, NM_144926.5

20 Gene D830044I16RikD830044I16RikRIKEN cDNA D830044I16 gene XR_168437.1, XR_168882.1

20 Gene Cdipt Pis1, Cdipt, Pis, 9530042F15Rik, D7Bwg0575eCDP-diacylglycerol--inositol 3-phosphatidyltransferase (phosphatidylinositol synthase)NM_026638.3

46 Gene Mvp Mvp, LRP, 2310009M24Rik, VAULT1major vault protein NM_080638.3

46 Gene Pagr1a Pagr1a, 2900092E17Rik, PA1, C77040, PAGR1PAXIP1 associated glutamate rich protein 1A NM_030240.1

46 Gene Prrt2 DSPB3, Prrt2, AI195361, 1500031I19Rikproline-rich transmembrane protein 2 NM_001102563.1

46 Gene Maz SAF-1, PUR1, Maz, Pur-1, SAF-2MYC-associated zinc finger protein (purine-binding transcription factor)NM_010772.1

46 Gene Kif22 Kid, AU021460, Kif22a, Kif22, C81217kinesin family member 22 NM_145588.1

37 Gene Zg16 1810010M01Rik, Zg16, ZG16p, AI593689zymogen granule protein 16 NM_026918.2

22 Gene Tbc1d10bTbc1d10b, 1110003P22Rik, C87963TBC1 domain family, member 10b NM_144522.5

22 Gene Mylpf 2410014J02Rik, Mylpf, MLC-2, Mlc2myosin light chain, phosphorylatable, fast skeletal muscleNM_016754.5

22 Gene Sept1 Pnutl3, Sept1, Diff6septin 1 NM_017461.2

38 Gene Gm4532 Gm4532, 100043580predicted gene 4532 NR_030674.1

38 Gene Zfp553 ENSMUSG00000054461, AI431057, BC026401, Znf48, C330013F15Rik, 2600009K23Rik, MGC31231, Zfp553zinc finger protein 553 NM_146201.1

24 Gene Zfp771 G630024C07Rik, Zfp771, Znf771zinc finger protein 771 NM_177362.3

27 Gene Sephs2 Sephs2, Ysg3, Sps2selenophosphate synthetase 2 NM_009266.3

28 Gene Itgal Cd11a, LFA-1, Ly-15, Itgal, Ly-21, (p180)integrin alpha L NM_001253872.1, NM_001253873.1, NM_001253874.1, NM_008400.3

28 Gene Zfp768 BC026432, Zfp768, MGC31345, Znf768zinc finger protein 768 NM_146202.1

33 Gene Zfp689 Zfp689, 4933416E05Rik, Znf689zinc finger protein 689 NM_175163.3

21 Gene Prr14 BC006909, MGC6888, Prr14proline rich 14 NM_145589.2

32 Gene 1700008J07Rik1700008J07Rik, AW048743RIKEN cDNA 1700008J07 gene NR_024331.1
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32 Gene Srcap D030022P06Rik, F630004O05Rik, Srcap, B930091H02RikSnf2-related CREBBP activator protein XM_003086644.1, XM_003084736.1

19 Gene Rnf40 Rnf40, MGC19037, AI848422, mKIAA0661ring finger protein 40 NM_172281.2

25 Gene 1700120K04Rik1700120K04RikRIKEN cDNA 1700120K04 gene NR_027915.1

25 Gene Zfp629 9330199A09Rik, Znf629, Zfp629zinc finger protein 629 NM_177226.5

27 Gene Bcl7c C230096E12Rik, Bcl7cB cell CLL/lymphoma 7C NM_009746.2

27 Gene Mir762 mmu-mir-762, Mir762, mir-762, Mirn762microRNA 762 NR_030428.1

27 Gene Ctf1 CT-1, Ctf1 cardiotrophin 1 NM_007795.1

27 Gene Ctf2 NP, Gm494, Ctf2cardiotrophin 2 NM_198858.1

28 Gene Fbxl19 Fbl19, BC059812, Fbxl19, 6030430O11F-box and leucine-rich repeat protein 19 NM_172748.2

28 Gene Orai3 9930124N15, Orai3, BC061259, Tmem142cORAI calcium release-activated calcium modulator 3NM_198424.3

28 Gene Setd1a Nsccn1, MGC55143, Setd1a, mNSC1, KMT2F, mKIAA0339, BC010250SET domain containing 1A NM_178029.3

31 Gene Stx4a Syn4, Stx4a, Stx4, Syn-4syntaxin 4A (placental) NM_009294.3

30 Gene Zfp668 BC030314, E130018B19Rik, Znf668, Zfp668, MGC40890zinc finger protein 668 NM_146259.3

30 Gene Zfp646 Zfp646, 6820429M01zinc finger protein 646 NM_172749.4

30 Gene Prss53 BC039632, FLJ00289, mFLJ00289, Pol3s, Prss53protease, serine, 53 NM_001081268.1

20 Gene Prss36 Prss36, C330007D15Rikprotease, serine, 36 NM_001081374.1

26 Gene BC017158BC017158, MGC28903cDNA sequence BC017158 NM_145590.2

26 Gene Mir3103 Mir3103, mmu-mir-3103microRNA 3103 NR_037290.1

21 Gene Rgs10 2310010N19Rik, Rgs10, MGC129414regulator of G-protein signalling 10 NM_026418.2

29 Gene Bag3 Bis, mg638, AA407278, Bag3BCL2-associated athanogene 3 NM_013863.5

35 Gene Mcmbp Mcmbp, BC025641, AU017382, MGC36596, MCM-BP, 1110007A13RikMCM (minichromosome maintenance deficient) binding proteinNM_145955.3

35 Gene Sec23ip p125, D7Ertd373e, Sec23ipSec23 interacting protein NM_001029982.2

27 Gene Fgfr2 KGFRTr, KGFR, Bek, AU043015, Fgfr2, Fgfr7, MGC102519, AW556123, Fgfr-7, Fgfr-2, svsfibroblast growth factor receptor 2 NM_010207.2, NM_201601.2

35 Gene Ate1 Ate1, AI225793, AW547406arginyltransferase 1 NM_013799.2, NM_001029895.2, NM_001136054.1

29 Gene Nsmce4aNsmce4a, 2410003A14Riknon-SMC element 4 homolog A (S. cerevisiae) NM_001162855.1

23 Gene Tacc2 KIAA4180, mKIAA4180, Tacc2transforming, acidic coiled-coil containing protein 2 NM_001004468.2, NM_206856.3, NM_021314.4

23 Gene Gm5602 EG434249, Gm5602predicted gene 5602 XR_105170.2, XR_107956.2

23 Gene Plekha1 Plekha1, TAPP1, C920009D07Rik, AA960558pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1NM_133942.2

25 Gene Htra1 AI429470, RSPP11, Htra1, L56, HTRA, Prss11HtrA serine peptidase 1 NM_019564.3

26 Gene 2310057M21RikAI429544, 3110040E10Rik, 2310057M21RikRIKEN cDNA 2310057M21 gene NM_026655.3

26 Gene Pstk Pstk, R75284, 5730458D16Rik, 5430423O14Rik, Gm1099phosphoseryl-tRNA kinase NM_001039534.1

28 Gene Ikzf5 Ikzf5, PEGASUS, Zfpn1a5, 2610034F18Rik, MGC106439IKAROS family zinc finger 5 NM_175115.4

28 Gene Acadsb Acadsb, 1300003O09Rik, BB066609acyl-Coenzyme A dehydrogenase, short/branched chainNM_025826.4

21 Gene Hmx2 Hmx2, Nkx-5.2, Nkx5-2, MGC32455H6 homeobox 2 NM_145998.3

21 Gene Bub3 AU043350, Bub3, AU019800, AU021329, C78067, AW146323budding uninhibited by benzimidazoles 3 homolog (S. cerevisiae)NM_009774.3

23 Gene Gpr26 9630036A11Rik, Gpr26, A730021D22G protein-coupled receptor 26 NM_173410.3

23 Gene Chst15 GalNAcS-6ST, mKIAA0598, BRAG, MAd5, Chst15, 4631426J05Rikcarbohydrate (N-acetylgalactosamine 4-sulfate 6-O) sulfotransferase 15NM_029935.5

23 Gene Gm19463Gm19463 predicted gene, 19463 XR_140846.1, XR_142252.1

23 Gene Gm10584ENSMUSG00000073814, Gm10584predicted gene 10584 NR_028578.1

30 Gene Fam53b Fam53b, mKIAA0140, MGC40647, A930008G19Rikfamily with sequence similarity 53, member B NM_212473.1, NM_175268.4

27 Gene 1500002F19RikENSMUSG00000057032, MGC7427, 1500002F19RikRIKEN cDNA 1500002F19 gene XR_140847.2, XR_142253.2

30 Gene Ctbp2 Ctbp2, Ribeye, Gtrgeo6, AA407280, D7Ertd45eC-terminal binding protein 2 NM_009980.4, NM_001170744.1

30 Gene 4930483O08Rik4930483O08RikRIKEN cDNA 4930483O08 gene NR_046279.1

24 Gene 2700050L05RikMGC27934, 2700050L05Rik, AW558805, MGC58090, AU022667, Edrf1RIKEN cDNA 2700050L05 gene NM_178115.4

22 Gene Uros AI415298, Uros3, Urosuroporphyrinogen III synthase NM_009479.2

22 Gene Bccip 1110013J05Rik, TOK-1, BccipBRCA2 and CDKN1A interacting protein NM_025392.2

29 Gene Dhx32 3110079L04Rik, 4732469F02Rik, Dhx32, Ddx32, AA408140DEAH (Asp-Glu-Ala-His) box polypeptide 32 NM_133941.2
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29 Gene Fank1 Fank1, 1700007B22Rik, AI850911fibronectin type 3 and ankyrin repeat domains 1 NM_025850.2

25 Gene Dock1 9130006G06Rik, AI854900, D630004B07Rik, Dock1dedicator of cytokinesis 1 NM_001033420.2

20 Gene Clrn3 Clrn3, MGC37614, Tmem12, AI649392clarin 3 NM_178669.5

22 Gene Ptpre PTPe, Ptpre, PTPepsilon, RPTPepsilonprotein tyrosine phosphatase, receptor type, E NM_011212.3

39 Gene Mki67 Ki-67, Mki67, D630048A14Rik, Ki67antigen identified by monoclonal antibody Ki 67 NM_001081117.2

17 Gene Ebf3 3110018A08Rik, O/E-2, Ebf3, mKIAA4201, KIAA4201early B cell factor 3 NM_010096.3, NM_001113414.1, NM_001113415.1

20 Gene Glrx3 Txnl2, Glrx3, PICOTglutaredoxin 3 NM_023140.4

26 Gene Mapk1ip1AU043776, 2310009E07Rik, MISS, Mapk1ip1mitogen-activated protein kinase 1 interacting protein 1NM_001045483.1, NM_027115.2

26 Gene Ppp2r2d D7Ertd753e, 1300017E19Rik, MDS026, Ppp2r2dprotein phosphatase 2, regulatory subunit B, delta isoformNM_026391.2

25 Gene Jakmip3 Jakmip3, AI593226, 6330417G02Rik, KIAA4091, mKIAA4091janus kinase and microtubule interacting protein 3 NM_028708.1

25 Gene Dpysl4 Crmp3, Dpysl4, AI173505, DPY4, Ulip4, CRMP-3, Drp-4dihydropyrimidinase-like 4 NM_011993.4

25 Gene Lrrc27 1700071K18Rik, Lrrc27, 2310044E02Rikleucine rich repeat containing 27 NM_027164.1, NM_001143755.1

25 Gene Pwwp2b D7Ertd517e, Pwwp2b, D930023J19Rik, Pwwp2, AI594893PWWP domain containing 2B NM_001033206.2, NM_001098636.1

21 Gene Inpp5a Inpp5a inositol polyphosphate-5-phosphatase A NM_183144.3, NM_001127363.1

21 Gene Nkx6-2 Nkx6.2, Gtx, Nkx6-2NK6 homeobox 2 NM_183248.3, NR_027857.1

23 Gene Kndc1 very-kind, KIAA1768, B830014K08Rik, VKIND, 2410012C07Rik, Kndc1kinase non-catalytic C-lobe domain (KIND) containing 1NM_177261.4

23 Gene Utf1 AI505934, Utf1undifferentiated embryonic cell transcription factor 1NM_009482.2

29 Gene Tubgcp2 1700022B05Rik, Tubgcp2tubulin, gamma complex associated protein 2 NM_133755.2

29 Gene Zfp511 C86579, Zfp511, Znf511, 2410004P19Rikzinc finger protein 511 NM_027201.1

29 Gene Msx3 Msx3, AI323377homeobox, msh-like 3 NM_010836.3

21 Gene Paox Paox, Pao, 2410012F02Rik, AI118225polyamine oxidase (exo-N4-amino) NM_153783.4

21 Gene Mtg1 MGC28365, Mtg1, Gm169, Gtpbp7mitochondrial GTPase 1 homolog (S. cerevisiae) NM_199301.2

36 Gene C330022C24RikC330022C24RikRIKEN cDNA C330022C24 gene NR_045717.1

36 Gene Scgb1c1 Ryd5, Scgb1c1 secretoglobin, family 1C, member 1 NM_001099742.1

36 Gene Odf3 Odf3, 1700011O04Rik, MGC123743, SHIPPO1, MGC123742, MGC123685outer dense fiber of sperm tails 3 NM_027019.3

36 Gene Bet1l Gs15, 2610021K23Rik, Bet1lblocked early in transport 1 homolog (S. cerevisiae)-likeNM_018742.5

36 Gene Ric8 Ric8, Ric8a, RIC-8, AI114950resistance to inhibitors of cholinesterase 8 homolog (C. elegans)NM_053194.4

36 Gene Sirt3 Sirt3, 2310003L23Rik, Sir2l3, AI848213sirtuin 3 (silent mating type information regulation 2, homolog) 3 (S. cerevisiae)NM_022433.2, NM_001127351.1, NM_001177804.1

25 Gene Psmd13 Psmd13, S11 proteasome (prosome, macropain) 26S subunit, non-ATPase, 13NM_011875.4

24 Gene Hras1 Harvey-ras, ras, c-Ha-ras, H-ras, c-rasHa, Ha-ras, Kras2, Hras-1, c-H-ras, Hras1Harvey rat sarcoma virus oncogene 1 NM_001130443.1, NM_001130444.1, NM_008284.2

30 Gene Lrrc56 Lrrc56, 5730427C23Rik, FLJ00101, BB110509, mFLJ00101leucine rich repeat containing 56 NM_001172064.1, NM_001172065.1, NM_153777.2

30 Gene 1600016N20Rik1600016N20RikRIKEN cDNA 1600016N20 gene NM_028050.2

30 Gene Rassf7 Rassf7, AW210608, 2400009B11RikRas association (RalGDS/AF-6) domain family (N-terminal) member 7NM_025886.3

30 Gene Mir210 mmu-mir-210, Mir210, Mirn210microRNA 210 NR_029793.1

24 Gene Cend1 AI415214, BM88, Cend1, 1500001H12Rikcell cycle exit and neuronal differentiation 1 NM_021316.4

38 Gene Slc25a22Gc1, Slc25a22, 1300006L01Rik, AI060884solute carrier family 25 (mitochondrial carrier, glutamate), member 22NM_001177576.1, NM_026646.3

38 Gene Lrdd Lrdd, AU042446, Pidd, 1200011D09Rikleucine-rich and death domain containing NM_022654.1

38 Gene Rplp2 2700049I22Rik, Rplp2ribosomal protein, large P2 NM_026020.6

38 Gene Snora52 MBI-20, Snora52small nucleolar RNA, H/ACA box 52 NR_034049.2

38 Gene Pnpla2 TTS-2.2, Pnpla2, Atgl, 0610039C21Rik, 1110001C14Rikpatatin-like phospholipase domain containing 2 NM_001163689.1, NM_025802.3, NR_028142.1

44 Gene Efcab4a Efcab4a, 6330520A15Rik, BC026645, Efcab4, Cracr2aEF-hand calcium binding domain 4A NM_001025103.2

44 Gene Cd151 PETA-3, SFA-1, Cd151, Tspan24CD151 antigen NM_009842.3, NM_001111049.1, NM_001111050.1

44 Gene Polr2l 2510029B14Rik, Polr2lpolymerase (RNA) II (DNA directed) polypeptide L NM_025593.1

44 Gene Tspan4 D130042I01Rik, MGC102386, Tm4sf7, Tspan4, AI746565, Tspan-4, NAG-2, AI325509tetraspanin 4 NM_001252588.1, NM_053082.3

16 Gene Ap2a2 AF006990, AW146353, C78001, L25, Ap2a2, 2410074K14Rik, Adtabadaptor-related protein complex 2, alpha 2 subunit NM_007459.3

19 Gene Dusp8 Nttp1, AI593498, Dusp8, 5530400B01Rikdual specificity phosphatase 8 NM_008748.3

24 Gene Gm4559 Gm4559 predicted gene 4559 NM_001199309.1
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24 Gene E330027M22RikE330027M22Rik, ENSMUSG00000073783RIKEN cDNA gene, E330027M22Rik XR_140867.1, XR_142256.1

30 Gene Ctsd CD, Ctsd, CatD cathepsin D NM_009983.2

30 Gene Mrpl23 L23mrp, Rpl23, Mrpl23, Rpl23lmitochondrial ribosomal protein L23 NM_011288.1

16 Gene Igf2 Igf-II, Igf-2, M6pr, AL033362, Mpr, Peg2, Igf2insulin-like growth factor 2 NM_010514.3, NM_001122736.1, NM_001122737.1

16 Gene Mir483 mir-483, Mirn483, Mir483, mmu-mir-483microRNA 483 NR_030251.1

16 Gene Igf2as Igf2as, Peg8 insulin-like growth factor 2, antisense NR_002855.2

22 Gene Ascl2 Ascl2, 2410083I15Rik, bHLHa45, Mash2achaete-scute complex homolog 2 (Drosophila) NM_008554.3

36 Gene R74862 R74862 expressed sequence R74862 NR_015529.1

36 Gene Cd81 Tapa1, Tapa-1, Tspan28, Cd81CD81 antigen NM_133655.2

33 Gene Cdkn1c p57Kip2, Cdkn1c, AL024410, p57(kip2), Kip2, CDKIcyclin-dependent kinase inhibitor 1C (P57) NM_009876.4, NM_001161624.1

27 Gene Nap1l4 Nap1l4, D7Wsu30e, AI316776, Nap2, 2810410H14Riknucleosome assembly protein 1-like 4 NM_008672.2

27 Gene Cars Cars, CA3 cysteinyl-tRNA synthetase NM_001252593.1, NM_013742.5

25 Gene Cttn Cttn, 1110020L01Rik, Ems1cortactin NM_001252572.1, NM_007803.5

25 Gene Ppfia1 C030014K08Rik, MGC189815, MGC189929, Ppfia1, LIP.1, C87158, LIP1protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 1NM_001195086.1, NM_001033319.2

19 Gene Fgf3 Int-P, Fgf-3, Int-2, Fgf3fibroblast growth factor 3 NM_008007.2

21 Gene Ccnd1 AI327039, Cyl-1, PRAD1, cD1, bcl-1, Ccnd1, CycD1cyclin D1 NM_007631.2

21 Gene 1810010D01RikGm2572, 1810010D01RikRIKEN cDNA 1810010D01 gene NR_033626.1

16 Gene A430078G23RikA430078G23RikRIKEN cDNA A430078G23 gene NM_001033378.3

16 Gene Arhgef18AI467246, D030053O22Rik, Arhgef18rho/rac guanine nucleotide exchange factor (GEF) 18NM_133962.3

19 Gene 1700019B03Rik1700019B03RikRIKEN cDNA 1700019B03 gene NM_029598.1

19 Gene Zfp358 Zfend, Zfp358 zinc finger protein 358 NM_080461.2

19 Gene Mcoln1 MGC7172, TRPML1, Mcoln1, mucolipidin, 2210015I05Rikmucolipin 1 NM_053177.1

18 Gene C330021F23RikC330021F23Rik, 2610027C06Rik, Rps23r1, Rps23rg1RIKEN cDNA C330021F23 gene NM_001024728.2

18 Gene Gm10186ENSMUSG00000066902, Gm10186ribosomal protein S23 pseudogene

18 Gene Camsap3Kiaa1543, 2310057J16Rik, Camsap3, Nezhacalmodulin regulated spectrin-associated protein family, member 3NM_001163749.1, NM_027171.3

18 Gene 1810033B17RikMcemp1, 1810033B17Rik NM_026985.1

18 Gene BB094273664858, BB094273expressed sequence BB094273 XR_168441.1, XR_168886.1

18 Gene Trappc5 TRS31, Trappc5, 4021401A16Riktrafficking protein particle complex 5 NM_025701.4

18 Gene Fcer2a Fce2, Fcer2, CD23, Fcer2a, Ly-42Fc receptor, IgE, low affinity II, alpha polypeptide NM_013517.4, NM_001253739.1, NM_001253743.1, NM_001253745.1, NM_001253746.1, NM_001253747.1, NM_001253737.1

31 Gene Gm14378Gm14378, OTTMUSG00000016477predicted gene 14378 NM_001195258.1

31 Gene Snapc2 AU015675, Snapc2, 0610007H10Riksmall nuclear RNA activating complex, polypeptide 2NM_133968.1

31 Gene Ctxn1 BC028881, Ctxn, Ctxn1, MGC25920cortexin 1 NM_183315.2

31 Gene Timm44 MGC118030, 0710005E20Rik, Timm44, MGC144743, D8Ertd118e, Tim44, MGC144744, Mimt44translocase of inner mitochondrial membrane 44 NM_011592.2

31 Gene Elavl1 Hua, HUR, Elavl1, W91709, 2410055N02RikELAV (embryonic lethal, abnormal vision)-like 1 (Hu antigen R)NM_010485.3

31 Gene Ccl25 Scya25, TECK, CKb15, A130072A22Rik, AI852536, Ccl25chemokine (C-C motif) ligand 25 NM_009138.3, NR_033527.1

26 Gene Gm7461 EG665044, Gm7461predicted gene 7461 XR_168442.1, XR_168887.1

28 Gene Shcbp1 Shcbp1, mPAL Shc SH2-domain binding protein 1 NM_011369.2

26 Gene Efnb2 Epl5, Htk-L, NLERK-1, Efnb2, Lerk5, LERK-5, ELF-2, Eplg5ephrin B2 NM_010111.5

26 Gene 4921522P10Rik4921522P10RikRIKEN cDNA 4921522P10 gene XR_107972.1, XR_105185.1

26 Gene Arglu1 C130008N12, Arglu1, 9430010O03Rikarginine and glutamate rich 1 NM_176849.3

37 Gene Irs2 Irs-2, Irs2 insulin receptor substrate 2 NM_001081212.1

37 Gene 9530052E02Rik9530052E02RikRIKEN cDNA 9530052E02 gene NR_046017.1

39 Gene Col4a1 Col4a-1, Del(8)44H, Svc, Bru, Col4a1, Rawcollagen, type IV, alpha 1 NM_009931.2

39 Gene Col4a2 canstatin, Col4a-2, Col4a2, AU019502, MGC7371collagen, type IV, alpha 2 NM_009932.3

27 Gene Rab20 MGC107554, Rab20, AA536966, D8Ertd350eRAB20, member RAS oncogene family NM_011227.1

27 Gene E230013L22RikE230013L22Rik, AI645545RIKEN cDNA E230013L22 gene XR_105187.2, XR_107974.2

40 Gene Carkd 0710008K08Rik, 2810407E01Rik, Carkdcarbohydrate kinase domain containing NM_001190357.1, NM_026995.4
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45 Gene Cars2 2310051N18Rik, Cars2, D530030H10Rik, 2410044A07Rikcysteinyl-tRNA synthetase 2 (mitochondrial)(putative)NM_024248.1

45 Gene Ing1 AI875420, p37Ing1b, AA407184, 2610028J21Rik, Ing1, p33Ing1, mING1hinhibitor of growth family, member 1 NM_011919.4

43 Gene Ankrd10 AW549277, Ankrd10, 4833425P12Rikankyrin repeat domain 10 NM_133971.2, NM_001167967.1, NR_030779.1, NR_030780.1, NR_030781.1

38 Gene Arhgef7 Cool, betaPix-b, mKIAA0142, Pak3bp, cool-1, Arhgef7, p85SPR, PIX, p85Cool1, betaPix-c, betaPixRho guanine nucleotide exchange factor (GEF7) NM_017402.4, NM_001113517.1, NM_001113518.1

31 Gene Tubgcp3 Tubgcp3, Spc98p, GCP3tubulin, gamma complex associated protein 3 NM_198031.1

21 Gene Atp11a 4930558F19Rik, AU040868, Atpc1h, Atp11a, IhATPase, class VI, type 11A NM_015804.3

24 Gene Mcf2l C130040G20Rik, Ost, Dbs, mKIAA0362, Mcf2lmcf.2 transforming sequence-like NM_178076.3, NM_001159485.1, NM_001159486.1

36 Gene Pcid2 Pcid2, A730042J05RikPCI domain containing 2 NM_178708.3

36 Gene Cul4a MGC36573, 2810470J21Rik, Cul4a, AW495282cullin 4A NM_146207.2

26 Gene Lamp1 Lamp-1, AI196048, CD107a, Lamp1lysosomal-associated membrane protein 1 NM_010684.2

24 Gene Tfdp1 Tfdp1, Dp1, Drtf1transcription factor Dp 1 NM_009361.2

28 Gene Gas6 Gas-6, Gas6 growth arrest specific 6 NM_019521.2

25 Gene Rasa3 E130011G04, GAPIII, C86362, AI326412, Rasa3, scatRAS p21 protein activator 3 NM_009025.2

29 Gene Cdc16 2700071J12Rik, APC6, 2810431D22Rik, Cdc16CDC16 cell division cycle 16 NM_027276.2

25 Gene Upf3a 2600001C03Rik, MGC151365, Upf3a, 4930546M19Rik, RENT3A, UPF3UPF3 regulator of nonsense transcripts homolog A (yeast)NM_025924.2

26 Gene Zfp828 Znf828, Champ1, AA675043, Zfp828, AI116001, D8Ertd569e, D8Ertd457e, mKIAA1802zinc finger protein 828 NM_181854.2

26 Gene Coprs AI256813, 1700029I03Rik, MGC11316, Copr5, AA409325, C85432, 2410022L05Rik, Coprscoordinator of PRMT5, differentiation stimulator NM_025556.3

27 Gene 2610019F03Rik2610019F03Rik, TdrpRIKEN cDNA 2610019F03 gene NM_173744.4

21 Gene Arhgef106430549H08Rik, Arhgef10, KIAA0294, mKIAA0294Rho guanine nucleotide exchange factor (GEF) 10 NM_001037736.1, NM_172751.2

28 Gene Kbtbd11 2900016B01Rik, 4930465M17Rik, Kbtbd11, mKIAA0711kelch repeat and BTB (POZ) domain containing 11 NM_029116.2

34 Gene Mcph1 BRIT1, MGC66518, 5430437K10Rik, MCT, D030046N04Rik, Mcph1microcephaly, primary autosomal recessive 1 NM_173189.2

38 Gene Agpat5 Agpat5, 1110013A05Rik, D8Ertd319e1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltransferase, epsilon)NM_026792.3

25 Gene Xkr5 5430438H03Rik, XRG5, Xkr5X Kell blood group precursor-related family, member 5NM_176951.4, NM_001113350.1

31 Gene Atp7b tx, Atp7b, Atp7a, WNDATPase, Cu++ transporting, beta polypeptide NM_007511.2

31 Gene Alg11 AI849156, AW492253, Alg11, B230397C21asparagine-linked glycosylation 11 (alpha-1,2-mannosyltransferase)NM_001243161.1, NM_183142.4, NR_040650.1

26 Gene Ckap2 AW228814, AI461656, Ckap2, LB1cytoskeleton associated protein 2 NM_001004140.2

26 Gene Vps36 2210415M20Rik, 2810408E15Rik, Vps36, 1700010A24Rik, Eap45vacuolar protein sorting 36 (yeast) NM_027338.1

19 Gene Smim19 AI316807, BG694986, Smim19, EST-c39small integral membrane protein 19 NM_001012667.2, NM_001146117.1

19 Gene Slc20a2 Pit2, Ram1, Pit-2, MolPit2, Slc20a2, Ram-1solute carrier family 20, member 2 NM_011394.3

19 Gene Gm17491Gm17491 predicted gene, 17491 XR_105200.2, XR_107984.2

27 Gene Vdac3 Vdac3, MGC102096voltage-dependent anion channel 3 NM_011696.2, NM_001198998.1

19 Gene Ap3m2 AP-3B, 5830445E16Rik, Ap3m2adaptor-related protein complex 3, mu 2 subunit NM_029505.3, NM_001122820.1

35 Gene Kat6a Myst3, KAT6A, MOZ, Zfp220, 9930021N24Rik, 1500036M03, Kat6aK(lysine) acetyltransferase 6A NM_001081149.1

20 Gene Ank1 Ank-1, Ank1, pale, nbankyrin 1, erythroid NM_031158.2, NM_001110783.1

20 Gene Mir486 Mir486, Mirn486, mmu-mir-486microRNA 486 NR_030254.1

20 Gene Mir3107 mmu-mir-3107, Mir3107microRNA 3107 NR_037293.1

20 Gene Nkx6-3 Nkx6.3, Nkx6-3, 9130417I07RikNK6 homeobox 3 NM_029002.2

20 Gene Agpat6 AU041707, Agpat6, Tsarg7, AW5457321-acylglycerol-3-phosphate O-acyltransferase 6 (lysophosphatidic acid acyltransferase, zeta)NM_018743.4

24 Gene Sfrp1 AW742929, sFRP-1, 2210415K03Rik, AW107218, AW011917, Sfrp1secreted frizzled-related protein 1 NM_013834.3

29 Gene Adam9 MDC9, mKIAA0021, Adam9, Mltng, AU020942a disintegrin and metallopeptidase domain 9 (meltrin gamma)NM_007404.2, NM_001270996.1

29 Gene Tm2d2 Blp1, Tm2d2, 2410018G23RikTM2 domain containing 2 NM_027194.3

29 Gene Htra4 Htra4, B430206E18RikHtrA serine peptidase 4 NM_001081187.3

36 Gene Tacc1 B230378H13Rik, 4833447E04Rik, Tacc1, AA960202transforming, acidic coiled-coil containing protein 1 NM_199323.2, NM_177089.4

34 Gene Fgfr1 Hspy, Flt-2, Fgfr-1, FLG, AW208770, Fgfr1, Easkfibroblast growth factor receptor 1 NM_001079909.1, NM_010206.2, NM_001079908.1

26 Gene Letm2 6030453H13, D030041N04Rik, Letm2leucine zipper-EF-hand containing transmembrane protein 2NM_173012.3

26 Gene Whsc1l1 Whsc1l1, 6720429E03, A530023P05, NSD3, AI528490, WHISTLEWolf-Hirschhorn syndrome candidate 1-like 1 (human)NM_001001735.1, NM_001081269.1

24 Gene Ddhd2 SAMWD1, mKIAA0725, 2010305K11Rik, Ddhd2DDHD domain containing 2 NM_028102.1

Page 667 of 1163



24 Gene Gm17484Gm17484 predicted gene, 17484 XR_105203.2, XR_107987.2

36 Gene Bag4 SODD, Bag4, 2410112I15RikBCL2-associated athanogene 4 NM_026121.3

36 Gene Lsm1 2810025O06Rik, Lsm1, CASMLSM1 homolog, U6 small nuclear RNA associated (S. cerevisiae)NM_026032.1

25 Gene Hgsnat AW208455, Tmem76, Hgsnat, 9430010M12Rik, D8Ertd354eheparan-alpha-glucosaminide N-acetyltransferase NM_029884.1

25 Gene 4930444A02Rik4930444A02Rik, Sgk196 NM_029037.4

26 Gene Hook3 Hook3, AI317159, 5830454D03Rik, E330005F07Rikhook homolog 3 (Drosophila) NM_207659.3

26 Gene Rnf170 Rnf170, 6720407G21Rik, MGC118197, AI481227ring finger protein 170 NM_029965.2

42 Gene Zfp703 AI430822, Zeppo1, Zfp703, AL022941, 1110032O19Rik, End2, Zpo1, Znf703, Csmn1zinc finger protein 703 NM_001101502.1, NM_001110508.1

28 Gene Erlin2 Erlin2, BC036333, C87251, Spfh2, MGC27952ER lipid raft associated 2 NM_153592.2

23 Gene Gpr124 Tem5, 9530074E10Rik, Gpr124, 8430414O08Rik, mKIAA1531G protein-coupled receptor 124 NM_054044.2

22 Gene Brf2 5730512K07Rik, TFIIIB50, 2700059M06Rik, AU022602, Brf2, AU018504, BRFUBRF2, subunit of RNA polymerase III transcription initiation factor, BRF1-likeNM_025686.2

25 Gene Rab11fip1Rab11fip1, Rcp, 4833414G05Rik, 2010200K21Rik, MGC159103RAB11 family interacting protein 1 (class I) NM_001080813.2, NM_029423.2

25 Gene LOC101055849 uncharacterized LOC101055849 XM_003945436.1

29 Gene Eif4ebp1Eif4ebp1, PHAS-I, 4e-bp1, AA959816eukaryotic translation initiation factor 4E binding protein 1NM_007918.3

24 Gene Mir1186 Mir1186, mmu-mir-1186, Mirn1186microRNA 1186 NR_035414.1

24 Gene Rnf122 Rnf122, 1110063C11Rikring finger protein 122 NM_175136.2

29 Gene Tti2 BC019943, Tti2, MGC28346TELO2 interacting protein 2 NM_144927.3, NM_001112729.1, NM_001199988.1

29 Gene Mak16 Mak16, 2600016B03Rik, AI314911, Rbm13MAK16 homolog (S. cerevisiae) NM_026453.3

17 Gene LOC101055986 uncharacterized LOC101055986 XM_003945437.1

17 Gene Gm3985 Gm3985 predicted gene 3985 NM_001177589.1

19 Gene Wrn Wrn, AI846146Werner syndrome homolog (human) NM_011721.4, NM_001122822.1, XM_003946269.1

19 Gene Purg Purg, 4930486B15Rikpurine-rich element binding protein G NM_152821.2, NM_001098233.1

28 Gene Ppp2cb AI115466, Ppp2cb, D8Ertd766e, PP2Acprotein phosphatase 2 (formerly 2A), catalytic subunit, beta isoformNM_017374.3

30 Gene 1700104B16Rik1700104B16RikRIKEN cDNA 1700104B16 gene XR_140879.1

30 Gene Gtf2e2 Gtf2e2, 34kDa, C330006J08Rik, AI462509general transcription factor II E, polypeptide 2 (beta subunit)NM_026584.3, NM_001167921.1, NM_001167922.1

30 Gene Smim18 AI835723, 2700090O03Rik, Smim18small integral membrane protein 18 NM_001206849.1

20 Gene Rbpms Rbpms, 2700019M19Rik, AU017537, hermes, 2010300K22RikRNA binding protein gene with multiple splicing NM_019733.2, NM_001042675.1, NM_001042674.1

18 Gene Leprotl1 1110067H13Rik, AI854296, Leprotl1, 1520402O14Rikleptin receptor overlapping transcript-like 1 NM_026609.2

18 Gene Tmem66Tmem66, SARAF, 1810045K07Riktransmembrane protein 66 NM_026432.3

27 Gene Dusp4 Dusp4, AI844617, MKP2, BB104621, E130306H24Rik, 2700078F24Rikdual specificity phosphatase 4 NM_176933.4

27 Gene Gm9648 Gm9648 predicted gene 9648 XR_168448.1, XR_168890.1

20 Gene Tnks C86528, Tnks, D130072O21Rik, 4930554K12Rik, AI662855, mTNKS1, ARTD5, TANK1tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymeraseNM_175091.3

29 Gene Eri1 3'hexo, Eri1, Thex1, 3110010F15Rik, eri-1exoribonuclease 1 NM_026067.3

27 Gene Gm16793Gm16793 predicted gene, 16793 NR_040376.1

27 Gene Mfhas1 D8Ertd91e, Mfhas1, 2310066G09Rikmalignant fibrous histiocytoma amplified sequence 1NM_001081279.1

25 Gene Lonrf1 Lonrf1 LON peptidase N-terminal domain and ring finger 1 NM_001081150.1

34 Gene Tusc3 AU022242, Tusc3, BC003311, N33, MGC6989tumor suppressor candidate 3 NM_030254.3

22 Gene Micu3 2900075B16Rik, Micu3, Efha2mitochondrial calcium uptake family, member 3 NM_030110.1

26 Gene Cnot7 Pop2, AU022737, Cnot7, Caf1CCR4-NOT transcription complex, subunit 7 NM_011135.4

26 Gene Vps37a 4930592A21Rik, 2210018P21Rik, D8Ertd531e, Vps37a, AW261445vacuolar protein sorting 37A (yeast) NM_033560.3

24 Gene Slc7a2 AI158848, Atrc2, Cat2, Tea, Slc7a2solute carrier family 7 (cationic amino acid transporter, y+ system), member 2NM_007514.3, NM_001044740.1

25 Gene Mtus1 AI481402, MD44, C85752, ATBP135, Mtus1, B430305I03Rik, MTSG1, Atip1, Cctsg1-440, MGC115798, B430010I23Rik, mKIAA1288mitochondrial tumor suppressor 1 NM_001005863.2, NM_001005865.2, NM_001005864.2

28 Gene Pcm1 Pcm1, 9430077F19Rik, C030044G17Rik, MGC170660, 2600002H09Rikpericentriolar material 1 NM_023662.3

23 Gene Asah1 2310081N20Rik, Asah1, AU044555, AC, Asah, AL022942N-acylsphingosine amidohydrolase 1 NM_019734.2

36 Gene Gm9908 ENSMUSG00000053524, Gm9908predicted gene 9908 XR_168450.1, XR_168892.1

22 Gene Slc25a4 AU019225, Slc25a4, Ant1solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4NM_007450.4

26 Gene Acsl1 Acsl1, FACS, Acas1, Acas, Acs, Facl2acyl-CoA synthetase long-chain family member 1 NM_007981.3
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33 Gene Gm16675Gm16675 predicted gene, 16675 NR_045750.1

33 Gene Irf2 9830146E22Rik, Irf-2, MGC117893, Irf2, AI646973interferon regulatory factor 2 NM_008391.4

30 Gene Stox2 AI449080, 4933409N07Rik, mKIAA1392, Stox2, AI835114, MGC107432storkhead box 2 NM_001114311.1, NM_175162.4

30 Gene 4930448N21Rik4930448N21RikRIKEN cDNA 4930448N21 gene XM_003945439.1, XM_003946268.1

37 Gene Ing2 Ing2b, 2810011M06Rik, P33ING2, Ing1l, Ing2inhibitor of growth family, member 2 NM_023503.3

37 Gene AA386476AA386476 expressed sequence AA386476 XM_003945440.1, XM_003946270.1

31 Gene Cdkn2aipAW208986, Cdkn2aip, 4921511I16Rik, CARFCDKN2A interacting protein NM_172407.3

26 Gene Wwc2 AU022508, D8Ertd594e, Wwc2, C85457, 5330431C14RikWW, C2 and coiled-coil domain containing 2 NM_133791.4

32 Gene Dctd 6030466N05Rik, DctddCMP deaminase NM_178788.4, NM_001161515.1, NM_001161516.1, NR_027759.1

26 Gene Tenm3 mKIAA1455, 2610100B16Rik, Odz3, Odz1, Ten-m3, Tenm3teneurin transmembrane protein 3 NM_011857.3, NM_001145937.1

23 Gene 2900073C17Rik2900073C17RikRIKEN cDNA 2900073C17 gene XM_003945441.1, XM_003946271.1

26 Gene Spcs3 Spcs3, 1810011E08Riksignal peptidase complex subunit 3 homolog (S. cerevisiae)NM_029701.1

34 Gene Scrg1 Scrg1, AW124307scrapie responsive gene 1 NM_009136.3

34 Gene Sap30 30kDa, Sap30 sin3 associated polypeptide NM_021788.2

32 Gene Hmgb2 Hmgb2, HMG-2, Hmg2, C80539, MGC103184high mobility group box 2 NM_008252.3

32 Gene Galnt7 AI225872, Galnt7UDP-N-acetyl-alpha-D-galactosamine: polypeptide N-acetylgalactosaminyltransferase 7NM_144731.4, NM_001167981.1

32 Gene AW046200AW046200 expressed sequence AW046200 NR_040698.1

31 Gene Mfap3l NYD-sp9, mKIAA0626, AW125052, AI461995, 4933428A15Rik, 5430405D20Rik, Mfap3lmicrofibrillar-associated protein 3-like NM_001177881.1, NM_001177882.1, NM_027756.4

26 Gene Sh3rf1 Sh3rf1, Posh, Sh3md2, 2200003J05Rik, R75531SH3 domain containing ring finger 1 NM_021506.2

22 Gene Cbr4 MGC6971, A730083J17Rik, BC009118, Cbr4carbonyl reductase 4 NM_145595.2

24 Gene Palld Palld, 6030492A02, MGC150248, 2410003B16Rikpalladin, cytoskeletal associated protein NM_001081390.1

24 Gene Tmem1923110005G23Rik, Tmem192transmembrane protein 192 NM_028427.3, NM_001163747.1

30 Gene Naf1 Naf1, Gm174 nuclear assembly factor 1 homolog (S. cerevisiae) NM_001163564.1

22 Gene Csgalnact14732435N03Rik, CSGalNAcT-1, Csgalnact1chondroitin sulfate N-acetylgalactosaminyltransferase 1NM_001252623.1, NM_172753.5

17 Gene Lpl Lpl lipoprotein lipase NM_008509.2

18 Gene Zfp930 Zfp930, D10627zinc finger protein 930 NM_001013379.2

19 Gene Zfp964 4732490P12, EG636741, Gm7187, Zfp964zinc finger protein 964 NM_001177527.1

38 Gene Zfp869 Zfp869, 1200003I07Rikzinc finger protein 869 NM_001039965.1, NM_001039967.1, NM_181274.3

33 Gene Atp13a1 Atp13a1, catp, Atp13a, Cgi152ATPase type 13A1 NM_133224.2

39 Gene Yjefn3 YjeF_N3, Gm175, Yjefn3, hYjeF_N3YjeF N-terminal domain containing 3 XM_978251.4, XM_912305.5

39 Gene Ndufa13 CGI-39, GRIM-19, 2700054G14Rik, Ndufa13, CDA016, AU022060, Grim19NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13NM_023312.2

39 Gene Tssk6 Sstk, Tssk6 testis-specific serine kinase 6 NM_032004.1

39 Gene Gatad2a 1110066C11Rik, Gatad2a, MGC36975, MGC29315, BC031407, C80248GATA zinc finger domain containing 2A NM_145596.3, NM_001113345.1, NM_001113346.1

39 Gene Mau2 A930019L04Rik, Kiaa0892, KIAA0892, 9130404D08Rik, C77863, mKIAA0892, C79014, MGC159271, Mau-2, Mau2MAU2 chromatid cohesion factor homolog (C. elegans)NM_028993.4, NM_001167939.1

39 Gene Sugp1 5730496N02Rik, Sf4, Sugp1SURP and G patch domain containing 1 NM_027481.2

27 Gene Armc6 AW554412, MGC67564, 2410153K17Rik, Armc6armadillo repeat containing 6 NM_133972.2

27 Gene Sugp2 Sfrs14, Sugp2, mKIAA0365, MGC66544, Srsf14SURP and G patch domain containing 2 NM_172755.3, NM_001168290.1

23 Gene LOC100503831 uncharacterized LOC100503831 XR_108014.1, XR_105229.1

23 Gene Homer3 AW146114, Homer3homer homolog 3 (Drosophila) NM_011984.2, NM_001146153.1

23 Gene Ddx49 Ddx49, R27090_2DEAD (Asp-Glu-Ala-Asp) box polypeptide 49 NM_001024922.2

26 Gene Cope Cope, 1110005D17Rik, Cope1coatomer protein complex, subunit epsilon NM_021538.1

26 Gene Cers1 Uog-1, to, Lass1, Cers1, CerS1 NM_138647.3

26 Gene Gdf1 AI385651, Gdf-1, Gdf1growth differentiation factor 1 NM_008107.4, NM_001163282.2

34 Gene Upf1 Rent1, PNORF-1, Upflp, NORF1, B430202H16Rik, Upf1UPF1 regulator of nonsense transcripts homolog (yeast)NM_030680.2, NM_001122829.1

20 Gene Comp TSP5, Comp cartilage oligomeric matrix protein NM_016685.2

20 Gene Crtc1 Mect1, TORC1, AI413414, mKIAA0616, R74955, Crtc1, MGC90786CREB regulated transcription coactivator 1 NM_001004062.2

33 Gene Crlf1 CRLM3, NR6.1, Crlf1, CLF-1cytokine receptor-like factor 1 NM_018827.2
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33 Gene 2810428I15Rik2810428I15RikRIKEN cDNA 2810428I15 gene NM_025577.2

33 Gene Uba52 Rps27a, Uba52, Gm1863, D8Ertd21e, Ubc, MGC107645, Ubbubiquitin A-52 residue ribosomal protein fusion product 1NM_019883.3

33 Gene Kxd1 Kxd1, 2810422J05Rik, 0610030B01Rik, C78305KxDL motif containing 1 NM_029366.2

25 Gene Fkbp8 Fkbp8, FKBP-38, 38kDa, FKBP-8, Fkbp38FK506 binding protein 8 NM_010223.2, NM_001111066.1, NM_001199631.1

31 Gene Ell Ell, Ell1, Men elongation factor RNA polymerase II NM_007924.2

31 Gene Isyna1 AU018670, 1300017C10Rik, Isyna1myo-inositol 1-phosphate synthase A1 NM_023627.1

31 Gene Ssbp4 AW743380, Sspb4, 1210002E11Rik, Ssbp4single stranded DNA binding protein 4 NM_133772.2

28 Gene Lrrc25 Lrrc25, Mapa leucine rich repeat containing 25 NM_153074.3

24 Gene Gdf15 NAG-1, MIC-1, SBF, Gdf15growth differentiation factor 15 NM_011819.2

27 Gene Pgpep1 PGP, 2810003H13Rik, Pcp, PGP-I, PGPI, Gm19458, Pgpep1pyroglutamyl-peptidase I NM_023217.4

63 Gene Jund MGC6245, Jund1, JundJun proto-oncogene related gene d NM_010592.4

63 Gene Gm16486Gm502, Gm16486, 2410018E23Rik, ENSMUSG00000035586predicted gene 16486 XM_912668.3, XM_979362.2

36 Gene Pde4c MGC31320, Pde4c, E130301F19Rik, dunce, Dpde1phosphodiesterase 4C, cAMP specific NM_201607.2

36 Gene Rab3a Rab3a RAB3A, member RAS oncogene family NM_001166399.2, NM_009001.6

36 Gene Mpv17l2Mpv17l2, MGC63135, Fksg24MPV17 mitochondrial membrane protein-like 2 NM_183170.2

36 Gene Ifi30 Ifi30, GILT, IP30interferon gamma inducible protein 30 NM_023065.3

30 Gene Pik3r2 p85beta, Pik3r2phosphatidylinositol 3-kinase, regulatory subunit, polypeptide 2 (p85 beta)NM_008841.2

30 Gene 2010320M18Rik2010320M18RikRIKEN cDNA 2010320M18 gene NR_029440.1

30 Gene Mast3 mKIAA0561, BC024265, Mast3microtubule associated serine/threonine kinase 3 NM_199308.2

24 Gene Arrdc2 4632416I05Rik, Ilad1, Arrdc2arrestin domain containing 2 NM_027560.1

24 Gene Kcnn1 AI854248, SK1, Kcnn1, MGC115869, KCa2.1potassium intermediate/small conductance calcium-activated channel, subfamily N, member 1NM_032397.2

26 Gene A230052G05RikA230052G05RikRIKEN cDNA A230052G05 gene XR_108016.1, XR_105222.1

26 Gene Ccdc124 Ccdc124, 1810023B24Rikcoiled-coil domain containing 124 NM_026964.3

44 Gene Slc5a5 Slc5a5, NIS solute carrier family 5 (sodium iodide symporter), member 5NM_053248.2

44 Gene Rpl18a Rpl18a, 2510019J09Rikribosomal protein L18A NM_029751.4

44 Gene Snora68 MBI-30, Rnu68, Snora68small nucleolar RNA, H/ACA box 68 NR_002901.1

44 Gene Map1s VCY2IP1, Map1s, Mtap1s, Map8, Bpy2ip1, 6430517J16Rik, MAP1Smicrotubule-associated protein 1S NM_173013.3

30 Gene Haus8 Hice1, Haus8, 2410004L22Rik4HAUS augmin-like complex, subunit 8 NM_029621.3, NM_001163042.1

30 Gene Myo9b Myo9b NM_015742.2, NM_001142322.1, NM_001142323.1

34 Gene Use1 AV002165, p31, Use1, Ed2, Q-snare, 2010315L10Rik, 5730403H22Rik, D12unconventional SNARE in the ER 1 homolog (S. cerevisiae)NM_025917.4, NM_001145780.1

43 Gene Ocel1 AI326022, Ocel1, AI593544, 9430098E02Rikoccludin/ELL domain containing 1 NM_029865.2

43 Gene Nr2f6 Erbal2, Nr2f6, COUP-TF3, EAR2, AV090102nuclear receptor subfamily 2, group F, member 6 NM_010150.2

48 Gene Ushbp1 9430064H24, AIEBP, Ushbp1, MCC2, 2210404N08RikUsher syndrome 1C binding protein 1 NM_181418.3

48 Gene Babam1 Babam1, 5430437P03Rik, Merit40BRISC and BRCA1 A complex member 1 NM_026636.2

48 Gene Ankle1 Lem3, 8430438L13Rik, Ankle1, Ankrd41, C430003I23ankyrin repeat and LEM domain containing 1 NM_172756.2

29 Gene Abhd8 0910001L24Rik, AB030191, Abhd8abhydrolase domain containing 8 NM_022419.3

29 Gene Mrpl34 0610007O17Rik, Mrpl34, D8Bwg1484emitochondrial ribosomal protein L34 NM_053162.2

29 Gene Dda1 Dda1, 1700095J19Rik, R74921, 1500034J01RikDET1 and DDB1 associated 1 NM_025600.1

17 Gene Ano8 BC053460, Tmem16h, Ano8anoctamin 8 NM_001164679.1

17 Gene Gtpbp3 MGC102372, 2410009F13Rik, AI607903, Gtpbp3GTP binding protein 3 NM_032544.3

36 Gene Slc27a1 FATP1, Fatp, Slc27a1solute carrier family 27 (fatty acid transporter), member 1NM_011977.3

36 Gene Pgls AI447866, Pgls, Plgs, 1110030K05Rik6-phosphogluconolactonase NM_025396.3

36 Gene Fam129cBcnp1, Fam129cfamily with sequence similarity 129, member C NM_001166213.1

28 Gene Glt25d1 Glt25d1, 2810024B22Rik, MGC38524glycosyltransferase 25 domain containing 1 NM_146211.3

20 Gene Unc13a 2410078G03Rik, Munc13-1, C630025L14, Unc13aunc-13 homolog A (C. elegans) NM_001029873.2

20 Gene Jak3 Jak3, wil, fae Janus kinase 3 NM_001190830.1, NM_010589.6

16 Gene Zfp709 GIOT-4, MGC28841, HIT-40, Zfp709, BC021921zinc finger protein 709 NM_145624.4

Page 670 of 1163



34 Gene Tpm4 Tpm4, 2610528G24Riktropomyosin 4 NM_001001491.1

21 Gene Rab8a Mel, Rab8a, AA409338RAB8A, member RAS oncogene family NM_023126.2

31 Gene Klf2 Lklf, Klf2 Kruppel-like factor 2 (lung) NM_008452.2

31 Gene Eps15l1 9830147J04Rik, Eps15l1, AI593686, Eps15-rs, Eps15Repidermal growth factor receptor pathway substrate 15-like 1NM_007944.3, NM_001122832.1

31 Gene Calr3 cspn, Crt2, 1700031L01Rik, 6330586I20Rik, Calr3calreticulin 3 NM_029782.3, NM_028500.3

48 Gene Cherp 5730408I11Rik, DAN16, D8Wsu96e, Cherp, Scaf6calcium homeostasis endoplasmic reticulum protein NM_138585.3

48 Gene Slc35e1 AA408278, 6030458H05, Slc35e1solute carrier family 35, member E1 NM_177766.3

42 Gene Med26 Med26, 5730493L18Rik, Crsp7, AI414941, AW495270mediator complex subunit 26 NM_027485.4

26 Gene Nwd1 A230063L24Rik, Nwd1NACHT and WD repeat domain containing 1 NM_176940.5

26 Gene Sin3b Sin3b, 2810430C10Riktranscriptional regulator, SIN3B (yeast) NM_009188.3, NM_001113248.1

26 Gene Large froggy, mKIAA0609, Mbp1, fg, Large, enr, Mbp-1, Gyltl1a, BPFD#36, mydlike-glycosyltransferase NM_010687.1

27 Gene Hmgxb4 E430025G12, AI316803, Hmgxb4, Hmgb2l1, 4733401K04RikHMG box domain containing 4 NM_178017.1

27 Gene Tom1 Tom1 target of myb1 homolog (chicken) NM_011622.3, NM_001136259.1

26 Gene Hmox1 Hemox, Hmox, HO-1, Hmox1, HO1, Hsp32, D8Wsu38eheme oxygenase (decycling) 1 NM_010442.2

26 Gene Mcm5 AI324988, mCDC46, AA617332, mCD46, Mcm5, Mcmd5, Cdc46, AL033333, P1-CDC46minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)NM_008566.2

21 Gene Arhgap10A930033B01Rik, Arhgap10, PSGAP-s, PSGAP-mRho GTPase activating protein 10 NM_030113.2

21 Gene 0610038B21Rik0610038B21RikRIKEN cDNA 0610038B21 gene NR_028125.1

28 Gene Prmt10 AI931714, Prmt10protein arginine methyltransferase 10 (putative) NM_001081240.3

38 Gene Rbmxl1 Rbmxl1, Rbmx, Rbmxrt, MGC102184, HnrpgRNA binding motif protein, X linked-like-1 NM_009033.2, NM_001252089.1

38 Gene Slc10a7 2410193C02Rik, Slc10a7, P7solute carrier family 10 (sodium/bile acid cotransporter family), member 7NM_029736.1

26 Gene Zfp827 D630040G17Rik, Zfp827, Znf827, 2810449M09Rikzinc finger protein 827 NM_178267.3

24 Gene Smad1 MusMLP, Mlp1, Madh1, Madr1, AI528653, Smad1 NM_008539.3

32 Gene Otud4 4930431L18Rik, Otud4, D8Ertd69e, AI449692, mKIAA1046OTU domain containing 4 NM_001081164.1, NM_001256033.1

37 Gene Abce1 C79080, Abce1, RLI, Rnaseli, RNS41, OabpATP-binding cassette, sub-family E (OABP), member 1NM_015751.2

37 Gene Anapc10Anapc10, A830003M23Rik, APC10, 1500026N15Rikanaphase promoting complex subunit 10 NM_026904.2

19 Gene Hhip Hhip, Hhip1 Hedgehog-interacting protein NM_020259.4

33 Gene Smarca5 D030040M08Rik, D330027N15Rik, 4933427E24Rik, Snf2h, Smarca5, MommeD4SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5NM_053124.2

39 Gene Gab1 AW107238, AA408973, Gab1growth factor receptor bound protein 2-associated protein 1NM_021356.2

33 Gene Usp38 mKIAA1891, AA536967, AW544820, 4833420O05Rik, Usp38, AU044701, 4631402N15Rikubiquitin specific peptidase 38 NM_027554.2

33 Gene LOC101055650 uncharacterized LOC101055650 XM_003945630.1

22 Gene Zfp330 Noa36, MGC103365, BC008086, MGC41503, Zfp330, MGC6718, Znf330zinc finger protein 330 NM_145600.1

30 Gene Elmod2 Elmod2, 9830169G11RikELMO/CED-12 domain containing 2 NM_178736.5, NM_001170691.1

35 Gene Dnajb1 HSPF1, 0610007I11Rik, Hsp40, Dnajb1DnaJ (Hsp40) homolog, subfamily B, member 1 NM_018808.2

23 Gene Gipc1 GIPC, TIP-2, Glut1CIP, TaxIP2, Gipc1, Rgs19ip1, Semcap1GIPC PDZ domain containing family, member 1 NM_018771.3

22 Gene Ptger1 EP1, Ptger1, Ptgerep1, 42kDaprostaglandin E receptor 1 (subtype EP1) NM_013641.2

22 Gene Pkn1 F730027O18Rik, Prkcl1, PRK1, Stk3, Pkn, DBK, PAK1, Pkn1protein kinase N1 NM_177262.4, NM_001199593.1

38 Gene Ddx39 2610307C23Rik, Ddx39, DDXL, URH49, BAT1, Ddx39aDEAD (Asp-Glu-Ala-Asp) box polypeptide 39 NM_197982.3

38 Gene Cd97 TM7LN1, Cd97, AA409984CD97 antigen NM_011925.2, NM_001163029.1, NM_001163030.1, NM_001163031.1

33 Gene Lphn1 mKIAA0821, AI182398, Lphn1, Lec2, MGC109680, CLIBA, 2900070I05Riklatrophilin 1 NM_181039.2

29 Gene Asf1b 1700003K02Rik, AA409591, Asf1bASF1 anti-silencing function 1 homolog B (S. cerevisiae)NM_024184.2

29 Gene Prkaca Pkaca, PKA, PKCD, Cs, Prkacaprotein kinase, cAMP dependent, catalytic, alpha NM_008854.4

24 Gene Samd1 AA589507, Samd1sterile alpha motif domain containing 1 NM_001081415.1

24 Gene 1700067K01Rik1700067K01RikRIKEN cDNA 1700067K01 gene NM_183097.2

20 Gene 2210011C24Rik2210011C24RikRIKEN cDNA 2210011C24 gene XM_907367.2, XM_985599.1, XM_003086716.1, XM_003086715.1, XM_003085363.1, XM_003085362.1

20 Gene Mir1199 Mirn1199, mmu-mir-1199, Mir1199microRNA 1199 NR_035431.1

20 Gene Palm3 Palm3, 4432412L15Rik, AL024300 NM_028877.1

20 Gene Nanos3 nos3, Nanos3, MGC141148nanos homolog 3 (Drosophila) NM_194059.2
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20 Gene Mir181d Mir181d, Mirn181dmicroRNA 181d NR_030534.1

20 Gene Mir181c Mirn181c, Mir181cmicroRNA 181c NR_029821.1

32 Gene Mir23a Mir23a, Mirn23a, mmu-mir-23amicroRNA 23a NR_029740.1

32 Gene Mir27a Mir27a, mmu-mir-27a, Mirn27amicroRNA 27a NR_029746.1

32 Gene Mir24-2 Mir24-2, Mirn24-2microRNA 24-2 NR_029741.1

32 Gene Mir3074-2mmu-mir-3074-2, Mir3074-2microRNA 3074-2 NR_037294.1

32 Gene Zswim4 Zswim4, D330002I24, E130119J17Rikzinc finger SWIM-type containing 4 NM_172503.3

37 Gene D8Ertd738eD8Ertd738e, AA589584, MGC18818DNA segment, Chr 8, ERATO Doi 738, expressed NM_001007571.2

37 Gene Mri1 2410018C20Rik, Mri1methylthioribose-1-phosphate isomerase homolog (S. cerevisiae)NM_026423.4

37 Gene Ccdc130 Ccdc130, 4930527D15Rik, C77430coiled-coil domain containing 130 NM_026350.2

15 Gene Cacna1a Cav2.1, rocker, HPCA, SCA6, nmf352, la, Cacna1a, FHM, APCA, leaner, alpha1A, tottering, Caca1a, Cacnl1a4, MHP, EA2, MHP1, Ccha1a, tg, rkrcalcium channel, voltage-dependent, P/Q type, alpha 1A subunitNM_007578.3, NM_001252059.1, NM_001252060.1, NM_001252061.1

42 Gene Ier2 Pip92, Ier2, AI317238, Ch1immediate early response 2 NM_010499.4

42 Gene Nacc1 Btbd14b, 4930511N13Rik, 2010001H03Rik, Nacc1, Nac1nucleus accumbens associated 1, BEN and BTB (POZ) domain containingNM_025788.3

20 Gene Trmt1 D8Ertd812e, 6720406L13Rik, 6720477L24, Trmt1tRNA methyltransferase 1 NM_001164559.1, NM_001164560.1, NM_198020.2

29 Gene Nfix Nfix NM_010906.2, NM_001081981.1, NM_001081982.1

17 Gene G430095P16RikG430095P16RikRIKEN cDNA G430095P16 gene XR_106143.1

29 Gene Dand5 coco, MGC144571, MGC144570, Dand5, Dte, Cerr2, Cerl-2DAN domain family, member 5 NM_201227.3, NR_033145.1

29 Gene Gadd45gip1Crif1, Plinp1, AI425883, Gadd45gip1, 2310040G17Rikgrowth arrest and DNA-damage-inducible, gamma interacting protein 1NM_183358.4

52 Gene Rad23a 2310040P19Rik, mHR23A, Rad23a, AL024030, HR23ARAD23a homolog (S. cerevisiae) NM_009010.4

52 Gene Calr Calregulin, CRT, Calrcalreticulin NM_007591.3

52 Gene 1700122E12Rik1700122E12RikRIKEN cDNA 1700122E12 gene XR_108068.1, XR_106144.1

52 Gene Farsa Farsla, Farsa, 0610012A19Rikphenylalanyl-tRNA synthetase, alpha subunit NM_025648.3

27 Gene Klf1 Eklf, Klf1, Nan Kruppel-like factor 1 (erythroid) NM_010635.2

27 Gene Dnase2a Dnase2a, Dnase2deoxyribonuclease II alpha NM_010062.3

27 Gene Mast1 9430008B02Rik, SAST170, Mast1, SASTmicrotubule associated serine/threonine kinase 1 NM_019945.2

26 Gene Rtbdn Rtbnd, A330096I21Rik, MGC38855, MGC38683, Rtbdn, BC022744, MGC31644retbindin NM_144929.2

27 Gene Rnaseh2aRnaseh2a, RNASEHI, RNHIA, RNHL, 2400006P09Rikribonuclease H2, large subunit NM_027187.3

31 Gene LOC101055733 uncharacterized LOC101055733 XM_003945631.1, XM_003946275.1

31 Gene Prdx2 TSA, Tdpx1, Torin, Prdx2, Band-8, TR, NkefB, TPx, TDX1, PrxII, PRP, TPx-B, AL022839peroxiredoxin 2 NM_011563.5

31 Gene Junb Junb NM_008416.3

24 Gene Hook2 MGC28586, MGC91008, Hook2, A630054I03Rikhook homolog 2 (Drosophila) NM_133255.2, NM_001167991.1

21 Gene Asna1 ArsA, 1810048H22Rik, Asna1arsA arsenite transporter, ATP-binding, homolog 1 (bacterial)NM_019652.1

22 Gene 2310036O22Rik2310036O22Rik, 1110002H14Rik, AI854688RIKEN cDNA 2310036O22 gene NM_026760.2

29 Gene Tnpo2 Kpnb2b, Tnpo2, IPO3, 1110034O24Rik, AI852433, AA414969, Knpb2b, TRN2, AI464345, MGC6380transportin 2 (importin 3, karyopherin beta 2b) NM_145390.4, NM_001122843.1

29 Gene A230103J11RikA230103J11RikRIKEN cDNA A230103J11 gene XR_140910.1, XR_142316.1

34 Gene Fbxw9 Fbxw9, 1110017H11Rik, MGC7678, Fbw9F-box and WD-40 domain protein 9 NM_026791.2

34 Gene Gm5741 MGC182257, MGC182247, Gm5741, EG436049predicted gene 5741 NM_001195531.1

34 Gene Dhps Dhs, MGC74384, Dhps, MGC49129deoxyhypusine synthase NM_001039514.1

34 Gene Wdr83 1500041N16Rik, Morg1, Wdr83WD repeat domain containing 83 NM_026399.2

34 Gene BC056474BC056474, MGC107693, Wdr83oscDNA sequence BC056474 NM_001001493.2

30 Gene Vps35 AI647796, Vps35, Mem3vacuolar protein sorting 35 NM_022997.4

30 Gene Orc6 Orc6, Orc6l, 6720420I10Rik, MGC91038origin recognition complex, subunit 6 NM_019716.2, NM_001163791.1, NR_028268.1

29 Gene Gpt2 ALT2, C87201, AU014768, Gpt2, 4631422C05Rik, AU041193glutamic pyruvate transaminase (alanine aminotransferase) 2NM_173866.3

31 Gene Dnaja2 DNJ3, PRO3015, Dnaj3, 1500017M13Rik, mDj3, HIRIP4, 2010206B19Rik, Dnaja2, DNAJDnaJ (Hsp40) homolog, subfamily A, member 2 NM_019794.4

25 Gene Itfg1 Itfg1, AI314457, 2310047C21Rik, Cda08, D8Wsu49eintegrin alpha FG-GAP repeat containing 1 NM_028007.3

25 Gene Phkb AI463271, Phkb, MGC62514phosphorylase kinase beta NM_199446.1

35 Gene Lonp2 Lonp, Lonp2, AU015403, 1300002A08Riklon peptidase 2, peroxisomal NM_025827.3, NM_001168591.1
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26 Gene Siah1a AA982064, Sinh1a, Siah1a, AI853500seven in absentia 1A NM_009172.2

26 Gene Gm10638Gm10638, ENSMUSG00000074178predicted gene 10638 NR_027829.1

27 Gene N4bp1 N4bp1, AI481586, C81621, MGC7607NEDD4 binding protein 1 NM_030563.2

28 Gene Gm19872Gm19872 predicted gene, 19872 XR_106147.2, XR_168896.1

28 Gene Cbln1 AI323299, Cbln1cerebellin 1 precursor protein NM_019626.3

28 Gene Gm2694 Gm2694 predicted gene 2694 NR_033430.1

18 Gene Zfp423 Zfp104, Roaz, mKIAA0760, ataxia1, nur12, Ebfaz, Znf423, Zfp423zinc finger protein 423 NM_033327.2

28 Gene Cnep1r1 Tmem188, Cnep1r1, 5033428A16Rik, MGC171143, NEP1-R1CTD nuclear envelope phosphatase 1 regulatory subunit 1NM_029074.3

22 Gene Papd5 5830428A09, Papd5, 5730445M16RikPAP associated domain containing 5 NM_001164497.1, NM_001164498.1, NM_001164499.1

30 Gene Adcy7 MGC141539, Adcy7, AA407758adenylate cyclase 7 NM_007406.2, NM_001037723.3, NM_001037724.4, NM_001109756.1

18 Gene Brd7 Brd7, Ptpn13ip, BP75, CELTIX1bromodomain containing 7 NM_012047.2

20 Gene Nkd1 Nkd, 2810434J10Rik, 9030215G15Rik, Nkd1naked cuticle 1 homolog (Drosophila) NM_027280.3, NM_001163660.1

21 Gene Snx20 9130017C17Rik, Snx20sorting nexin 20 NM_027840.3

20 Gene Nod2 CD, IBD1, Nod2, Nlrc2, BLAU, Card15, F830032C23Rik, ACUGnucleotide-binding oligomerization domain containing 2NM_145857.2

20 Gene Cyld Cyld, C130039D01Rik, mKIAA0849, 2900009M21Rik, CDMT, EAC, CYLD1, 2010013M14Rikcylindromatosis (turban tumor syndrome) NM_173369.2, NM_001128169.1, NM_001128170.1, NM_001128171.1

23 Gene Chd9 A330063D19Rik, Chd9, AD013, PRIC320, 9030205D12Rik, 1810014J18Rik, mKIAA0308chromodomain helicase DNA binding protein 9 NM_177224.2

33 Gene Rbl2 Rbl2, p130, Rb2retinoblastoma-like 2 NM_011250.3

18 Gene Irx3 Irx3, AI894186 Iroquois related homeobox 3 (Drosophila) NM_001253822.1, NM_008393.3

18 Gene LOC101055810 uncharacterized LOC101055810 XM_003945632.1, XM_003946276.1

16 Gene Mmp2 MMP-2, GelA, Clg4a, Mmp2matrix metallopeptidase 2 NM_008610.2

26 Gene Amfr Amfr, gp78 autocrine motility factor receptor NM_011787.2

26 Gene Nudt21 Cpsf5, 3110048P04Rik, 5730530J16Rik, 25kDa, AW549947, AU014860, Nudt21nudix (nucleoside diphosphate linked moiety X)-type motif 21NM_026623.3

29 Gene Nup93 Nup93, 2410008G02Riknucleoporin 93 NM_172410.2

29 Gene Rpl10-ps5Rpl10-ps5, Gm3405ribosomal protein L10, pseudogene 5

45 Gene Herpud1Herpud1, SUP, Mifl, Herphomocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1NM_022331.1

20 Gene Nlrc5 Nlrc5, AK220210, NOD27, AI451557NLR family, CARD domain containing 5 NM_001033207.3

20 Gene Cpne2 3322401K10Rik, MGC30751, Cpne2, MGC37787copine II NM_153507.2

31 Gene Ciapin1 Ciapin1, AU021794, 2810413N20Rik, AA617265, MGC29983, anamorsincytokine induced apoptosis inhibitor 1 NM_134141.4

31 Gene Gm7418 Gm7418 ribosomal protein L7A pseudogene

31 Gene Coq9 Coq9, 2310005O14Rik, C78387coenzyme Q9 homolog (yeast) NM_026452.2

25 Gene Polr2c Polr2c, mRBP31, MGC118242, Rpo2-3, RPB3, 33kDapolymerase (RNA) II (DNA directed) polypeptide C NM_009090.5

25 Gene Dok4 Dok4 docking protein 4 NM_053246.3

20 Gene Ccdc102aCcdc102a, Gm586, BC027663coiled-coil domain containing 102A NM_001033533.3

20 Gene Gpr114 Gpr114, Gm1109, PGR27G protein-coupled receptor 114 NM_001033468.3, NM_001145972.1

31 Gene Tepp MGC107117, Tepp, 1700055M20Riktestis, prostate and placenta expressed NM_199455.1, NM_028532.2

31 Gene Zfp319 Znf319, AI225750, Zfp319, KIAA1388, AI413472, mKIAA1388zinc finger protein 319 NM_024467.3

31 Gene Usb1 AA960436, Usb1U6 snRNA biogenesis 1 NM_133954.2

26 Gene Mmp15 Mmp15, AI503551, MT2-MMPmatrix metallopeptidase 15 NM_008609.3

17 Gene Csnk2a2 1110035J23Rik, C77789, CK2, Csnk2a2casein kinase 2, alpha prime polypeptide NM_009974.3

19 Gene Gins3 AI616142, 2700085M18Rik, Gins3GINS complex subunit 3 (Psf3 homolog) NM_030198.3

24 Gene Ndrg4 SMAP-8, Ndr4, R74996, Ndr1-rs, MGC7067, Ndrg4, D8Bwg1337eN-myc downstream regulated gene 4 NM_145602.3, NM_001195006.1

24 Gene Setd6 C76402, 3110004G14Rik, 0610039J04Rik, AI413388, Setd6SET domain containing 6 NM_001035123.3

24 Gene Cnot1 MGC189936, Cnot1, D830048B13, AA815922, 6030411K04Rik, MGC189870, MGC7843CCR4-NOT transcription complex, subunit 1 NM_153164.3, NM_178078.2, NM_001205226.1

23 Gene 4930513N10Rik4930513N10RikRIKEN cDNA 4930513N10 gene NR_015574.2

21 Gene Bean1 Bean, MGC169808, Bean1brain expressed, associated with Nedd4, 1 NM_001141922.1, NM_001141924.1, NM_001141925.1

20 Gene Tk2 AU024611, Tk2thymidine kinase 2, mitochondrial NM_021028.3, NR_045642.1

20 Gene Cklf CKLF3, CKLF4, CKLF1, C32, UCK-1, Cklf6, 1810018M11Rik, 1700001C14Rik, CKLF5, Cklf2, HSPC224, Cklfchemokine-like factor NM_001037841.2, NM_029295.2
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20 Gene A730028G07RikA730028G07RikRIKEN cDNA A730028G07 gene XR_108031.1, XR_106163.1

21 Gene Cmtm4 Cklfsf4, Cmtm4, D19397, MGC30490, MGC32180, ENSMUSG00000051554, Gm9853CKLF-like MARVEL transmembrane domain containing 4NM_153582.5

24 Gene Dync1li2 Dync1li2, AA409702, LIC2, C920003I06, Dnclic2, Dncli2dynein, cytoplasmic 1 light intermediate chain 2 NM_001013380.2

24 Gene Ccdc79 4930532D21Rik, Ccdc79, BB085179coiled-coil domain containing 79 NM_180958.3

22 Gene Nae1 Nae1, 59kDa, MGC29435, MGC36630, Appbp1, MGC36437NEDD8 activating enzyme E1 subunit 1 NM_144931.3

22 Gene Car7 AV343731, Car7, Ca7carbonic anhydrase 7 NM_053070.3

16 Gene Cdh16 Cdh16 NM_001252627.1, NM_001252628.1, NM_007663.3

16 Gene Rrad Rrad, Rad, REM3Ras-related associated with diabetes NM_019662.2

16 Gene Fam96b 1110019N10Rik, Fam96bfamily with sequence similarity 96, member B NM_026753.2

20 Gene Ces4a Ces8, MGC31116, Ces4acarboxylesterase 4A NM_146213.2

29 Gene Cbfb PEA2, Pebpb2, Cbfb, AI893578, PEBP2b, Pebp2core binding factor beta NM_022309.4, NM_001161456.1, NM_001161457.1, NM_001161458.1

32 Gene D230025D16RikBC006874, D230025D16Rik, MGC6480, Lin10RIKEN cDNA D230025D16 gene NM_145604.2

32 Gene B3gnt9 MGC117964, B3gnt9, 3-Gn-T9, C76565, beta-1, B3gnt9-ps, C76566 NM_178879.3

32 Gene Tradd Tradd, AA930854, 9130005N23RikTNFRSF1A-associated via death domain NM_001033161.2

32 Gene Fbxl8 FBL8, Fbxl8 F-box and leucine-rich repeat protein 8 NM_015821.2

23 Gene Hsf4 mHSF4, ldis1, Hsf4, HSTF4heat shock transcription factor 4 NM_001256042.1, NM_001256044.1, NM_011939.3, NR_045689.1

35 Gene Nol3 Nop30, B430311C09Rik, NOP, ARC, MYC, Nol3nucleolar protein 3 (apoptosis repressor with CARD domain)NM_030152.4

35 Gene 4931428F04RikKiaa0895l, AI426165, 4931428F04RikRIKEN cDNA 4931428F04 gene NM_028888.2, NM_001166394.1

35 Gene Exoc3l C730015A04Rik, Exoc3l, Exoc3l1exocyst complex component 3-like NM_177788.4

35 Gene E2f4 AI427446, 2010111M04Rik, E2f4E2F transcription factor 4 NM_148952.1

22 Gene Elmo3 Ced12, Elmo3, 9930107J06, BC058752, MGC67684, KIAA0267, CED-12engulfment and cell motility 3 NM_172760.3

22 Gene Mir328 Mirn328, mmu-mir-328, miR-328, Mir328microRNA 328 NR_029761.1

20 Gene Fhod1 FHOS1, Fhod1, BC017144, FHOSformin homology 2 domain containing 1 NM_177699.4

20 Gene Slc9a5 Slc9a5, Gm696solute carrier family 9 (sodium/hydrogen exchanger), member 5NM_001081332.1

40 Gene Zdhhc1 Zdhhc1, 4432412D04Rikzinc finger, DHHC domain containing 1 NM_175160.3

22 Gene Atp6v0d1AI267038, Atp6d, Vma6, P39, Ac39, VATX, Atp6v0d1ATPase, H+ transporting, lysosomal V0 subunit D1 NM_013477.3

22 Gene Agrp Art, Agrp, Agrt agouti related protein NM_007427.2

26 Gene Fam65a MGC100216, AI837433, 2310066E14Rik, Fam65afamily with sequence similarity 65, member A NM_001081241.2

26 Gene Mir1966 mmu-mir-1966, Mir1966microRNA 1966 NR_035492.1

26 Gene Gm5914 Gm5914 predicted gene 5914 XR_108033.1, XR_106165.1

26 Gene Ctcf AW108038, CtcfCCCTC-binding factor NM_181322.3

18 Gene Rltpr D130029J02Rik, Gm585, CG1399-PB, RltprRGD motif, leucine rich repeats, tropomodulin domain and proline-rich containingNM_001033320.2

18 Gene Acd Acd adrenocortical dysplasia NM_001012638.1

18 Gene Pard6a 0710008C04Rik, 2610010A15Rik, TAX40, PAR6alpha, Par6c, Pard6a, Par-6, Tip-40, Par6par-6 (partitioning defective 6,) homolog alpha (C. elegans)NM_019695.2, NM_001047435.1, NM_001047436.1

18 Gene Enkd1 Enkd1, E130303B06Rik, AI606951enkurin domain containing 1 NM_198299.1

18 Gene 4933405L10Rik4933405L10RikRIKEN cDNA 4933405L10 gene NM_027655.1

33 Gene Gfod2 Gfod2, 5730466C23Rikglucose-fructose oxidoreductase domain containing 2NM_027469.4

33 Gene Ranbp104432417N03Rik, Ranbp10RAN binding protein 10 NM_145824.4

30 Gene Cenpt G630055P03Rik, Cenptcentromere protein T NM_177150.2

30 Gene Thap11 2810036E22Rik, Ronin, CTG-B43a, AB041579, Thap11, CTG-B45dTHAP domain containing 11 NM_021513.2

30 Gene Nutf2 AW546000, MGC102015, Ntf3, AI115459, Ntf2, PP15, AI413596, Nutf2, 2700067I02Riknuclear transport factor 2 NM_026532.3

36 Gene Slc12a4 RBCKCC1, AW546649, Slc12a4, KCC1solute carrier family 12, member 4 NM_001253804.1, NM_009195.3, NR_045594.1

36 Gene Dpep3 MBD-3, AI507039, 1700018F16Rik, Dpep3, MLZ-136dipeptidase 3 NM_027960.2

37 Gene Dus2l Dus2l, 2310016K04Rikdihydrouridine synthase 2-like (SMM1, S. cerevisiae)NM_025518.3

37 Gene Nfatc3 NFATx, NFAT4, C80703, D8Ertd281e, Nfatc3nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 3NM_010901.2

25 Gene Esrp2 Esrp2, 9530027K23Rik, Rbm35bepithelial splicing regulatory protein 2 NM_176838.2

25 Gene 1810019D21Rik1810019D21RikRIKEN cDNA 1810019D21 gene NR_040344.1, NR_040345.1, NR_040346.1
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34 Gene Pla2g15 LLPL, Lypla3, Lpla2, Pla2g15, C87498, ACSphospholipase A2, group XV NM_133792.2

34 Gene Slc7a6 LAT3, Slc7a6, LAT-2, AI643885solute carrier family 7 (cationic amino acid transporter, y+ system), member 6NM_178798.3

26 Gene Slc7a6os2400002F02Rik, Slc7a6os, 2010007L18Rik, MGC60796solute carrier family 7, member 6 opposite strand NM_001007567.2

26 Gene Prmt7 MGC7929, BC006705, 4933402B05Rik, Prmt7protein arginine N-methyltransferase 7 NM_145404.1

20 Gene A930006D01RikA930006D01RikRIKEN cDNA A930006D01 gene XR_106168.2, XR_108036.2

20 Gene Zfp90 6430515L01Rik, NK10, Zfp83, mKIAA1954, Zfp90, Zfp64, KRAB17zinc finger protein 90 NM_011764.3

29 Gene 1110028F18Rik1110028F18RikRIKEN cDNA 1110028F18 gene NR_045470.1

29 Gene Cdh1 AA960649, Um, Ecad, E-cad, UVO, L-CAM, Cdh1, MGC107495cadherin 1 NM_009864.2

27 Gene Tango6 Tango6, E330010G16, Tmco7, AW413431transport and golgi organization 6 NM_173037.1

31 Gene Has3 Has3 NM_008217.4

31 Gene Chtf8 Ctf8, 5830457O10Rik, Derpc, Chtf8CTF8, chromosome transmission fidelity factor 8 NM_145412.3

31 Gene Cirh1a Naic, Cirhin, Cirh1a, Teg-292, Tex292cirrhosis, autosomal recessive 1A (human) NM_011574.2

35 Gene Sntb2 Sntb2, Snt2 syntrophin, basic 2 NM_009229.4

37 Gene Vps4a 4930589C15Rik, AI325971, MGC11698, Vps4a, AW553189vacuolar protein sorting 4a (yeast) NM_126165.1

34 Gene Pdf 2610019N19Rik, Pdfpeptide deformylase (mitochondrial) NM_026513.2

34 Gene Cog8 C87832, Cog8, BB235941component of oligomeric golgi complex 8 NM_139229.4

34 Gene Nip7 1110017C15Rik, PEachy, Nip7, AA408773, 6330509M23Rik, AA410017nuclear import 7 homolog (S. cerevisiae) NM_001164472.1, NM_025391.2, NR_028367.1

30 Gene Tmed6 1810015P03Rik, Tmed6, 1810018I24Rik, MGC107643transmembrane emp24 protein transport domain containing 6NM_025458.2

17 Gene Terf2 TRF2, Terf2 telomeric repeat binding factor 2 NM_001083118.1, NM_009353.2

36 Gene Nfat5 TonEBP, AI225870, CAG-8, Nfat5, nfatz, OREBP, B130038B15Rik, mKIAA0827, NFATL1, CAG80nuclear factor of activated T cells 5 NM_133957.3, NM_018823.2

42 Gene Psmd7 Mov-34, Mov34, AW107203, Psmd7proteasome (prosome, macropain) 26S subunit, non-ATPase, 7NM_010817.2

19 Gene Zfhx3 Atbf1, mKIAA4228, Zfhx3, KIAA4228, WBP9, A230102L03Rikzinc finger homeobox 3 NM_007496.2

31 Gene Ist1 AW536298, mKIAA0174, 2400003C14Rik, Ist1increased sodium tolerance 1 homolog (yeast) NM_028018.2

31 Gene Ap1g1 D8Ertd374e, Adtg, AU041323, Ap1g1, AW551707, AA409002adaptor protein complex AP-1, gamma 1 subunit NM_009677.5

18 Gene Phlpp2 KIAA0931, Phlppl, AI481772, Phlpp2, C130044A18RikPH domain and leucine rich repeat protein phosphatase 2NM_001122594.2

21 Gene Zfp612 Zfp612, B230354B21Rikzinc finger protein 612 NM_175480.4

38 Gene Hydin Hydin, A830061H17, hyrh, 4930545D19Rik, 1700034M11Rik, 4932703P14, AC069308.21gm4, hy-3, hy3HYDIN, axonemal central pair apparatus protein NM_172916.2

38 Gene Vac14 Vac14, Tax1bp2, AA959718, BC032215, MGC38230, D8Wsu151e, ingls, TrxVac14 homolog (S. cerevisiae) NM_146216.2

29 Gene Sf3b3 Sf3b3, AA409318, 1810061H24Rik, RSE1, D8Ertd633e, SAP130, mKIAA0017, 5730409A01Riksplicing factor 3b, subunit 3 NM_133953.2

29 Gene Snord111Snord111, MBII-82small nucleolar RNA, C/D box 111 NR_028559.1

29 Gene Cog4 Cog4, D8Ertd515e, AW554810component of oligomeric golgi complex 4 NM_133973.2

18 Gene St3gal2 Siat5, St3gal2, AW822065, AI429591, ST3GalIIST3 beta-galactoside alpha-2,3-sialyltransferase 2 NM_009179.3

47 Gene Aars Aars, C76919, MGC37368, AI316495, stialanyl-tRNA synthetase NM_146217.3

47 Gene Exosc6 Exosc6, C76919, Mtr3, MGC151362, 2610510N21Rikexosome component 6 NM_028274.3

24 Gene Pdpr AU018056, Pdpr, mKIAA1990, 4930402E16Rik NM_198308.1

38 Gene Glg1 Glg1, Selel, ESL-1, MG160, CFR-1, CFR, MG-160, AI593353, AW537898golgi apparatus protein 1 NM_009149.2

31 Gene Rfwd3 MGC27888, BC027246, Rfwd3ring finger and WD repeat domain 3 NM_146218.4

29 Gene Znrf1 nin283, B830022L21Rik, Rnf42, Znrf1, Zrfp1, MGC101991zinc and ring finger 1 NM_133206.3, NM_001168621.1, NM_001168622.1, NM_001168623.1

25 Gene Zfp1 Zfp1, mkr-1, Fnp-1, Zfp-1zinc finger protein 1 NM_011742.2, NM_001037665.2

24 Gene Bcar1 Bcar1, AI385681, Cas, Crkasbreast cancer anti-estrogen resistance 1 NM_009954.3, NM_001198839.1

23 Gene Cfdp1 cp27, Bcnt, Cfdp, Bucentaur, Cfdp1, AA408409craniofacial development protein 1 NM_011801.1

26 Gene Chst5 Chst5, Gn6st-3, AI173964, I-GlcNAc-6-ST, GST-4carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 5NM_019950.2

34 Gene Tmem2314932417I16Rik, Tmem231, Gm178transmembrane protein 231 NM_001033321.1

34 Gene Gabarapl2AI173605, 2900019O08Rik, Gabarapl2, MGC102013, 0610012F20Rik, GATE-16, Gef2gamma-aminobutyric acid (GABA) A receptor-associated protein-like 2NM_026693.5

27 Gene Kars LysRS, AL024334, Kars, AL033315, D8Wsu108e, D8Ertd698e, AL033367, AA589550, mKIAA0070lysyl-tRNA synthetase NM_053092.2, NM_001130868.1

27 Gene Terf2ip Terf2ip, Rap1 NM_020584.2

34 Gene Maf 2810401A20Rik, AW047063, A230108G15Rik, c-maf, Mafavian musculoaponeurotic fibrosarcoma (v-maf) AS42 oncogene homologNM_001025577.2
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26 Gene Cdyl2 4930453I21Rik, Cdyl2, 1700029M19Rik, Gm20194chromodomain protein, Y chromosome-like 2 NM_029441.3

34 Gene Cmc2 Cmc2, 1110046L09Rik, DC13, 2310061C15RikCOX assembly mitochondrial protein 2 NM_026844.3

34 Gene Cenpn AI426416, 2610510J17Rik, Cenpn, AW545024centromere protein N NM_028131.3

32 Gene Atmin MGC79206, Atmin, mKIAA0431, AscizATM interactor NM_177700.4

27 Gene Gcsh 1100001L02Rik, 5730591C18Rik, Gcshglycine cleavage system protein H (aminomethyl carrier)NM_026572.3

27 Gene Pkd1l2 1700126L06Rik, Pkd1l2polycystic kidney disease 1 like 2 NM_029686.4

39 Gene Gan gigaxonin, Gan, A330045G18giant axonal neuropathy NM_001081151.1

41 Gene Cmip 4933407C03Rik, 5830471E12Rik, AI314065, Cmip, AI464126c-Maf inducing protein NM_001163262.1, NM_028941.1

18 Gene Mphosph6AA536809, Mphosph6, C86426, 1110001M01RikM phase phosphoprotein 6 NM_026758.3

18 Gene Gm10617Gm10617, ENSMUSG00000074065predicted gene 10617 XR_140899.2, XR_142304.2

23 Gene Mlycd Mcd, AI324784, Mlycdmalonyl-CoA decarboxylase NM_019966.2

25 Gene Hsdl1 Hsdl1, 2700067E09Rikhydroxysteroid dehydrogenase like 1 NM_175185.4

25 Gene Dnaaf1 Lrrc50, 4930457P18Rik, Dnaaf1dynein, axonemal assembly factor 1 NM_026648.4

18 Gene Taf1c Taf1c, mTAFI95, Tafi95TATA box binding protein (Tbp)-associated factor, RNA polymerase I, CNM_021441.2

18 Gene Rps13-ps4Gm6834, EG628061, Rps13-ps4ribosomal protein S13, pseudogene 4 XM_003086703.2, XM_895061.4

18 Gene Adad2 Adad2, 4930403J07Rikadenosine deaminase domain containing 2 NM_029428.1

36 Gene Klhl36 MGC37805, Klhl36 NM_146219.1

30 Gene Usp10 mKIAA0190, Uchrp, UBPO, 2610014N07Rik, Usp10ubiquitin specific peptidase 10 NM_009462.1

20 Gene Zdhhc7 AL024087, Zdhhc7, Gramp2zinc finger, DHHC domain containing 7 NM_133967.3

21 Gene 6430548M08Rik6430548M08Rik, Kiaa0513, AW049007, mKIAA0513RIKEN cDNA 6430548M08 gene NM_172286.4, NM_001163760.1, NM_001163761.1, NM_001163762.1

27 Gene Gse1 mKIAA0182, Gse1, MGC58013, 2210013I18Rikgenetic suppressor element 1 NM_198671.2, NM_001145896.1, NM_001145897.1

40 Gene Emc8 Fam158b, Emc8, Noc4, Cox4nbER membrane protein complex subunit 8 NM_010926.5

40 Gene Cox4i1 Cox4, Cox4a, COXIV, AL024441, Cox4i1cytochrome c oxidase subunit IV isoform 1 NM_009941.2

30 Gene Mthfsd BC052066, AW049977, Mthfsd, MGC62465, C920004D05methenyltetrahydrofolate synthetase domain containingNM_172761.3, NM_001166482.1

30 Gene Foxc2 Hfhbf3, Foxc2, Mfh1, Fkh14, MFH-1forkhead box C2 NM_013519.2

30 Gene Foxl1 Foxl1, FREAC7, Fkh6, fkh-6forkhead box L1 NM_008024.2

37 Gene Zcchc14 AA792890, Zcchc14, KIAA0579, BDG29zinc finger, CCHC domain containing 14 NM_080855.2

25 Gene Klhdc4 AV352552, BC012312, AA408426, Klhdc4, G430025P05Rik, MGC19372kelch domain containing 4 NM_145605.2

55 Gene Slc7a5 4F2LC, TA1, D0H16S474E, Slc7a5, LAT1solute carrier family 7 (cationic amino acid transporter, y+ system), member 5NM_011404.3

55 Gene BC048644BC048644 cDNA sequence BC048644 NM_001033485.2

55 Gene Car5a Car5a, Ca5a, CAV, Car5carbonic anhydrase 5a, mitochondrial NM_007608.2

28 Gene Banp Banp, AA408158, SMAR1BTG3 associated nuclear protein NM_016812.3, NM_001110100.1

26 Gene Gm22 Gm22 predicted gene 22 XM_001001798.3, XM_111398.8

26 Gene Zfpm1 Fog1, Zfpm1, FOGzinc finger protein, multitype 1 NM_009569.3

28 Gene Zc3h18 Nhn1, Zc3h18, 5830416A07Rik, 1190001B23Rikzinc finger CCCH-type containing 18 NM_001029994.1, NM_001029993.1

25 Gene Rnf166 Rnf166, Zfp313l, 1110031E24Rik, AW555115ring finger protein 166 NM_001033142.2

25 Gene Ctu2 Ncs2, C16orf84, Ctu2, 2310061F22Rikcytosolic thiouridylase subunit 2 homolog (S. pombe)NM_153775.2

32 Gene Piezo1 9630020g22, Piezo1, mKIAA0233, Fam38a NM_001037298.1

32 Gene Cdt1 C76791, Cdt1, 2610318F11Rik, AW545653, Ris2chromatin licensing and DNA replication factor 1 NM_026014.3

32 Gene Aprt Aprt, MGC11749, C85684adenine phosphoribosyl transferase NM_009698.2

32 Gene Galns mFLJ00319, Galns, FLJ00319galactosamine (N-acetyl)-6-sulfate sulfatase NM_016722.4, NM_001193645.1

30 Gene Cbfa2t3 Cbfa2t3, AI465270, Eto2, Cbfa2t3h, AW229127, ETO-2, MTGR2, A630044F12Rikcore-binding factor, runt domain, alpha subunit 2, translocated to, 3 (human)NM_009824.2, NM_001109873.1, NM_177289.1

29 Gene Ankrd11 9530048I21Rik, Yod, 2410104C19Rik, 6330578C09Rik, Ankrd11, 3010027A04Rik, AA930108, Gm176ankyrin repeat domain 11 NM_001081379.2, NR_037865.1

29 Gene 2810013P06Rik2810013P06RikRIKEN cDNA 2810013P06 gene NR_045268.1

68 Gene Spg7 PGN, Cmar, AU015315, AI452278, Spg7spastic paraplegia 7 homolog (human) NM_153176.4

68 Gene Rpl13 L13, Rpl13 ribosomal protein L13 NM_016738.5

68 Gene Snord68 MBII-202, Snord68small nucleolar RNA, C/D box 68 NR_028128.1
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22 Gene Chmp1a Pcoln3, 2900018H07Rik, Chmp1acharged multivesicular body protein 1A NM_145606.3

22 Gene Rps12-ps9ENSMUSG00000069862, Gm10279, Rps12-ps9ribosomal protein S12, pseudogene 9

26 Gene 4732415M23Rik4732415M23Rik, AI847264RIKEN cDNA 4732415M23 gene NM_177279.4

26 Gene Cdk10 Cdk10, BC017131cyclin-dependent kinase 10 NM_194446.2, NM_194444.2

26 Gene Spata2l KIAA4138, Spata2L, mKIAA4138, AI648233, 2610039E05Rik, Spata2lspermatogenesis associated 2-like NM_030176.2

26 Gene 4933417D19Rik4933417D19RikRIKEN cDNA 4933417D19 gene NR_045849.1

33 Gene Vps9d1 Vps9d1, 2410004N05Rik, Vsp9d1, 1300018I17Rik, 5DOS1VPS9 domain containing 1 NM_028200.1

33 Gene Zfp276 Zfp276, Znf276, D8Ertd370e, D8Ertd377e, AW048709zinc finger protein (C2H2 type) 276 NM_020497.2

29 Gene Spire2 BC026502, Spire2, MGC31610, Spir-2, KIAA1832, Spir2spire homolog 2 (Drosophila) NM_172287.2

29 Gene Tcf25 Nulp1, Tcf25, mKIAA1049, 1100001J13Rik, 1810041K11Rik, D8Ertd325etranscription factor 25 (basic helix-loop-helix) NM_025804.2, NM_001037877.2, NM_001037878.2

34 Gene Afg3l1 3110061K15Rik, 1700047G05Rik, Afg3l1AFG3(ATPase family gene 3)-like 1 (yeast) NM_054070.3, NR_028260.1

20 Gene Rhou WRCH1, AI182090, Arhu, WRCH-1, CDC42L1, G28K, Rhou, mG28K, 2310026M05Rikras homolog gene family, member U NM_133955.4

24 Gene Ccsap Ccsap, 1700054N08Rik, AI853424centriole, cilia and spindle associated protein NM_028536.1

24 Gene Nup133 Nup133, mermaidnucleoporin 133 NM_172288.2

24 Gene Abcb10 Abcb12, Abcb10, AU016331, Abc-me, C76534ATP-binding cassette, sub-family B (MDR/TAP), member 10NM_019552.2

24 Gene Galnt2 Galnt2, AI480629UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2NM_139272.2

20 Gene Pgbd5 Pgbd5, AI854313, 2900019M05RikpiggyBac transposable element derived 5 NM_171824.2

32 Gene Cog2 Ldlc, 2700012E02Rik, Cog2, 1190002B08Rik, C86089component of oligomeric golgi complex 2 NM_029746.3

21 Gene 2310022B05Rik2310022B05RikRIKEN cDNA 2310022B05 gene NM_175149.4

21 Gene Ttc13 BC017545, MGC105232, Ttc13, MGC28881tetratricopeptide repeat domain 13 NM_145607.3

21 Gene Trim67 TNL, Trim67, D130049O21Riktripartite motif-containing 67 NM_198632.2

37 Gene 2810004N23Rik3110004G14Rik, Gt(pU21)55Imeg, Ayu21-55, 2810004N23Rik, GtAyu21-55RIKEN cDNA 2810004N23 gene NM_025615.2

41 Gene Gnpat D1Ertd819e, DHAPAT, AU019525, Gnpatglyceronephosphate O-acyltransferase NM_010322.3

41 Gene Exoc8 R74783, SEC84, Exoc8, EXO84, AI414418, Exo84pexocyst complex component 8 NM_198103.2

41 Gene Sprtn Gm505, Sprtn SprT-like N-terminal domain NM_001111141.1

41 Gene Egln1 AI503754, Egln1, C1orf12, Phd2, ORF13, Hif-p4h-2, SM-20EGL nine homolog 1 (C. elegans) NM_053207.2

34 Gene Tsnax Trax, R74833, Tsnaxtranslin-associated factor X NM_016909.2

26 Gene LOC101056077 uncharacterized LOC101056077 XM_003945637.1, XM_003946280.1

31 Gene Map10 KIAA1383, mKIAA1383, Map10, AI835009, 4933403G14Rik, Kiaa1383microtubule-associated protein 10 NM_028908.3

33 Gene BC021891mKIAA1804, Mlk4, MGC27778, KIAA1804, BC021891cDNA sequence BC021891 NM_145608.2

21 Gene Slc35f3 B230375D17Rik, MGC141263, Slc35f3, MGC141264solute carrier family 35, member F3 NM_175434.3

35 Gene Coa6 1810063B05Rik, Coa6, AI447995cytochrome c oxidase assembly factor 6 NM_174987.4

35 Gene Gm17296Gm179, Gm17296, Tarbp1predicted gene, 17296 NM_001159907.1

67 Gene Irf2bp2 IRF-2BP2, E130305N23Rik, Irf2bp2interferon regulatory factor 2 binding protein 2 NM_001164598.1

25 Gene Pard3 Pard3a, ASIP, D8Ertd580e, Par3, AA960621, AI256638, Pard3, PAR-3par-3 (partitioning defective 3) homolog (C. elegans)NM_001013581.2, NM_001013580.3, NM_033620.2, NM_001122850.1

21 Gene Nrp1 Nrp, Nrp1, NPN-1, Npn1, C530029I03, NP-1neuropilin 1 NM_008737.2

21 Gene Mir1903 Mirn1903, Mir1903, mmu-mir-1903microRNA 1903 NR_035436.1

18 Gene Gucy1a2A230060L24Rik, Gucy1a2, 9430053E15, 6330407I18Rikguanylate cyclase 1, soluble, alpha 2 NM_001033322.2

29 Gene Dync2h1DHC1b, DHC2, mKIAA1997, 4432416O06Rik, D330044F14Rik, Dnchc2, D030010H02Rik, Dync2h1, AI448217, b2b414Clodynein cytoplasmic 2 heavy chain 1 NM_029851.2

29 Gene Dcun1d5AW060460, D430047L21Rik, 3110001A18Rik, 4833420K19Rik, Dcun1d5DCN1, defective in cullin neddylation 1, domain containing 5 (S. cerevisiae)NM_029775.2

24 Gene Tmem123MGC102366, 2310075C12Rik, Tmem123transmembrane protein 123 NM_133739.2

30 Gene Yap1 Yap65, Yap1, Yki, AI325207, Yorkie, Yapyes-associated protein 1 NM_001171147.1, NM_009534.3

18 Gene Pgr PR-A, Pgr, PR-B, ENSMUSG00000074510, BB114106, PR, 9930019P03Rik, NR3C3progesterone receptor NM_008829.2

32 Gene Arhgap42BE136619, 9030420J04Rik, Arhgap42Rho GTPase activating protein 42 NM_027823.1

32 Gene Gm16833Gm16833 predicted gene, 16833 NR_045754.1

32 Gene Cep57 Tsp57, AI467480, 4921510P06Rik, Cep57, 4931428M20Rik, mKIAA0092, 3110002L15Rikcentrosomal protein 57 NM_026665.4, NR_037622.1

32 Gene Fam76b Fam76b, C78303, 2810485I05Rikfamily with sequence similarity 76, member B NM_176836.3
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26 Gene Sesn3 5630400E15Rik, BC003348, MGC7182, Sesn3, SEST3sestrin 3 NM_030261.4

30 Gene Endod1 Endod1, 2210414F18Rik, 2310067E08Rik, C85344endonuclease domain containing 1 NM_028013.3

16 Gene Kdm4d Kdm4d, 4932416A15, Jmjd2dlysine (K)-specific demethylase 4D NM_173433.2, XM_003946284.1

16 Gene Cwc15 mED1, Ed1, c11orf5, Cwc15, 2900052N06Rik, 0610040D20RikCWC15 homolog (S. cerevisiae) NM_023153.3

20 Gene Gpr83 RP105, Gpr83, Gpr72, AW045253, RP82, RP39, GirG protein-coupled receptor 83 NM_010287.2

24 Gene Panx1 Panx1, AI847747pannexin 1 NM_019482.2

24 Gene Hephl1 zyklopen, Zp, Hephl1, Gm509hephaestin-like 1 NM_001164797.1

25 Gene 4931406C07Rik4931406C07RikRIKEN cDNA 4931406C07 gene NM_001199484.1, NM_001199485.1, NM_133732.3

25 Gene Taf1d 2810003M17Rik, 5930426I11Rik, MGC117821, 4930553M18Rik, TAFI41, TAF(I)41, Josd3, Taf1dTATA box binding protein (Tbp)-associated factor, RNA polymerase I, DNM_029248.2, NM_027261.3, NR_028401.1

23 Gene 5830418K08RikGm1131, Kiaa1731, 5832426L23Rik, 5830418K08RikRIKEN cDNA 5830418K08 gene NM_176976.4

16 Gene Slc36a4 6330573I15Rik, PAT4, Slc36a4solute carrier family 36 (proton/amino acid symporter), member 4NM_172289.4

21 Gene Zfp426 MGC38791, 2900057C04Rik, Znf426, Zfp68-rs1, Zfo61, Zfp426, KIAA4237, KRAB1, mKIAA4237zinc finger protein 426 NM_146221.4, NM_001110309.1

21 Gene Zfp266 AW552317, 5330440G10Rik, 5730601F06Rik, Zfp266zinc finger protein 266 NM_001082485.1, NM_001135019.1

25 Gene Fbxl12 Fbl12, 3110048D16Rik, Fbxl12F-box and leucine-rich repeat protein 12 NM_013911.2, NM_001002846.1

25 Gene Ubl5 1110030M22Rik, beacon, Ubl5ubiquitin-like 5 NM_025401.3

25 Gene Pin1 Pin1, D9Bwg1161e, 0610025L01Rikprotein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1NM_023371.3

20 Gene A230050P20RikA230050P20RikRIKEN cDNA A230050P20 gene NM_175687.2

44 Gene Angptl6 Angptl6, ARP3, 6330404E11Rik, AGF, Arp5angiopoietin-like 6 NM_145154.2

44 Gene Ppan Ppan, A230087P06Rik, SSF1peter pan homolog (Drosophila) NM_145610.2

44 Gene Eif3g eIF3-p44, 44kDa, D0Jmb4, Eif3s4, Eif3g, p44, TU-189B2eukaryotic translation initiation factor 3, subunit G NM_016876.3

22 Gene Dnmt1 MTase, Met-1, Dnmt, MommeD2, Dnmt1o, Dnmt1, Met1, Cxxc9DNA methyltransferase (cytosine-5) 1 NM_001199431.1, NM_010066.4, NM_001199432.1, NM_001199433.1

36 Gene S1pr2 LPb2, S1P2, H218, Edg5, 1100001A16Rik, Gpcr13, S1pr2sphingosine-1-phosphate receptor 2 NM_010333.4

22 Gene Mrpl4 Mrpl4, 1110017G11Rikmitochondrial ribosomal protein L4 NM_023167.2

28 Gene Icam1 MGC6195, MALA-2, Icam-1, CD54, Icam1, Ly-47intercellular adhesion molecule 1 NM_010493.2

28 Gene Icam4 1810015M19Rik, ICAM-4, Icam4, Cd242intercellular adhesion molecule 4, Landsteiner-Wiener blood groupNM_023892.2

28 Gene Icam5 MGC130520, Tlcn, ICAM-3, Icam5, CD50, Icam3, TLNintercellular adhesion molecule 5, telencephalin NM_008319.2

28 Gene Mir1900 mmu-mir-1900, Mir1900, Mirn1900microRNA 1900 NR_035438.1

28 Gene LOC101055759 uncharacterized LOC101055759 XM_003945443.1, XM_003946286.1

29 Gene Zglp1 Zglp1, Glp1 zinc finger, GATA-like protein 1 NM_001103168.1

29 Gene Raver1-fdx1l Raver1-Fdx1l readthrough NR_038081.2

29 Gene Fdx1l B230118G17Rik, Fdx1lferredoxin 1-like NM_001039824.2

29 Gene Raver1 MGC118403, Raver1, 1300006N24Rik, AA050359, KIAA1978, mKIAA1978ribonucleoprotein, PTB-binding 1 NM_027911.3

21 Gene Pde4a Dpde2, Pde4a, D9Ertd60ephosphodiesterase 4A, cAMP specific NM_183408.3, NM_019798.5

21 Gene Gm16754Gm16754 predicted gene, 16754 XR_108134.1, XR_105237.1

21 Gene Keap1 mKIAA0132, Keap1, INRF2kelch-like ECH-associated protein 1 NM_016679.4, NM_001110305.1, NM_001110306.1, NM_001110307.1

21 Gene S1pr5 S1P5, lpB4, Edg8, S1pr5sphingosine-1-phosphate receptor 5 NM_053190.2

26 Gene Ilf3 NF90, MPHOSPH4, Ilf3, NFAR, MBII-26interleukin enhancer binding factor 3 NM_010561.2, NM_001042707.1, NM_001042708.1, NM_001042709.1

26 Gene Gm16853Gm16853, 4930565O14predicted gene, 16853 NR_045742.1

26 Gene Qtrt1 Tgt, 2610028E17Rik, Qtrt1queuine tRNA-ribosyltransferase 1 NM_021888.2

25 Gene Dnm2 Dnm2, Dyn2 dynamin 2 NM_001039520.2, NM_001253893.1, NM_001253894.1, NM_007871.2

29 Gene Mir1946bMir1946b, mmu-mir-1946bmicroRNA 1946b NR_035496.1

29 Gene Smarca4 HP1-BP72, Smarca4, SNF2beta, SW1/SNF, Brg1SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4NM_001174078.1, NM_001174079.1, NM_011417.3

18 Gene Ldlr Hlb301, Ldlr low density lipoprotein receptor NM_001252658.1, NM_001252659.1, NM_010700.3

26 Gene Kank2 Ankrd25, Kank2, MGC12143, BC010245, AI504612, MGC7734KN motif and ankyrin repeat domains 2 NM_145611.4

30 Gene Dock6 C330023D02Rik, mKIAA1395, 4931431C02Rik, Dock6, 2410095B20Rikdedicator of cytokinesis 6 NM_177030.3

17 Gene Swsap1 2310047B19Rik, ENSMUSG00000043179, Swsap1SWIM type zinc finger 7 associated protein 1 NM_025870.1

17 Gene Epor Epor erythropoietin receptor NM_010149.3
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24 Gene Zfp653 Zfp653, Znf653, E430039K05Rikzinc finger protein 653 NM_177318.2

24 Gene Gm16845Gm16845 predicted gene, 16845 NR_040406.1, NR_040407.1

24 Gene Ecsit Ecsit, Sitpec ECSIT homolog (Drosophila) NM_001253897.1, NM_001253898.1, NM_012029.2

22 Gene Cnn1 CnnI, Cnn1, CNcalponin 1 NM_009922.4

22 Gene Elof1 1110011K10Rik, Elof1elongation factor 1 homolog (ELF1, S. cerevisiae) NM_170777.3

22 Gene Acp5 TRACP, Acp5, TRAPacid phosphatase 5, tartrate resistant NM_007388.3, NM_001102404.1, NM_001102405.1

31 Gene Anln 2900037I21Rik, C78101, Anln, Scraps, 1110037A17Rikanillin, actin binding protein NM_028390.3

26 Gene Rp9 MGC144397, PAP-1, MGC106978, Rp9h, MGC144398, rp9, Rp9retinitis pigmentosa 9 (human) NM_018739.2

26 Gene Bbs9 Bbs9, E130103I17RikBardet-Biedl syndrome 9 (human) NM_178415.1, NM_181316.4

32 Gene Herpud25031400M07Rik, AB041580, Herpud2HERPUD family member 2 NM_020586.2

29 Gene Sept7 E430034N22, KIAA4020, Cdc10, mKIAA4020, Sept7septin 7 NM_009859.4, NM_001205367.1

39 Gene Vps26b 2310075A12Rik, Vps26b, AI848392, 1810012I05Rikvacuolar protein sorting 26 homolog B (yeast) NM_178027.4

39 Gene Ncapd3 Ncapd3, B130055D15Rik, AI195468, 4632407J06Rik, 2810487N22Rik, mKIAA0056, AU018739non-SMC condensin II complex, subunit D3 NM_178113.3

26 Gene Snx19 AI195321, mKIAA0254, AI848208, Snx19, 3526401K03Riksorting nexin 19 NM_028874.2

20 Gene LOC101055798 uncharacterized LOC101055798 XM_003945445.1

20 Gene Zbtb44 6030404E16Rik, Zbtb44, Btbd15, E230011F09zinc finger and BTB domain containing 44 NM_172765.3, NM_001115130.1

17 Gene St14 St14, Prss14, mCAP3, MT-SP1, Epithin, Tmprss14suppression of tumorigenicity 14 (colon carcinoma) NM_011176.4

36 Gene Aplp2 Aplp2, AI790698, APLP-2amyloid beta (A4) precursor-like protein 2 NM_009691.2, NM_001102455.1, NM_001102456.1

23 Gene Ets1 MGC130355, Tpl1, Ets-1, D230050P06, AI196000, Ets1, AI448617, MGC18571E26 avian leukemia oncogene 1, 5' domain NM_001038642.1, NM_011808.2

30 Gene St3gal4 Siat4c, St3gal4 ST3 beta-galactoside alpha-2,3-sialyltransferase 4 NM_009178.3

30 Gene 4930581F22Rik4930581F22RikRIKEN cDNA 4930581F22 gene NR_029475.1

30 Gene Dcps 1700001E16Rik, Dcps, AA408441decapping enzyme, scavenger NM_027030.2

27 Gene Foxred1 Foxred1, Tex23, MGC38853, BC024806, TEG-23FAD-dependent oxidoreductase domain containing 1NM_172291.1

27 Gene Srpr Srpr, D11Mgi27, 1300011P19Riksignal recognition particle receptor ('docking protein')NM_026130.1

27 Gene Fam118b2310022O21Rik, Fam118b, C030004A17Rik, Ppp4r1l, 2700018L24Rikfamily with sequence similarity 118, member B NM_194257.1, NM_175411.4

24 Gene Pus3 2610020J05Rik, 5730412F04Rik, Pus3pseudouridine synthase 3 NM_023292.4

24 Gene Hyls1 Hyls1, 3010015K02Rikhydrolethalus syndrome 1 NM_029762.1

24 Gene Gm6762 EG627480, Gm6762small cell adhesion glycoprotein family member

18 Gene Chek1 Chk1, C85740, rad27, Chek1 NM_007691.5

18 Gene Stt3a Stt3a, Itm1, AA408947, BB081708STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae)NM_008408.4

24 Gene Ei24 AA536736, Ei24, PIG8, AI115355etoposide induced 2.4 mRNA NM_007915.5, NM_001199494.1

29 Gene Pknox2 D230005H23Rik, Prep2, Pknox2Pbx/knotted 1 homeobox 2 NM_148950.2, NM_001029838.1

21 Gene Hepacam2900042E01Rik, Hepacam, Hepn1hepatocyte cell adhesion molecule NM_175189.4

25 Gene Msantd2Msantd2, 9530092B10Rik, 2810450G17Rik, BC024479, MGC37388Myb/SANT-like DNA-binding domain containing 2 NM_146222.2

29 Gene Olfr986 Olfr986, MOR104-3olfactory receptor 986 NM_146615.2

29 Gene Zfp202 C130037E22Rik, Znf202, Zfp202zinc finger protein 202 NM_030713.2

25 Gene Gramd1bGramd1b, A930008A22Rik, KIAA1201, AI593249, 3222402H23, mKIAA1201GRAM domain containing 1B NM_172768.1

22 Gene Clmp CLMP, ACAM, 9030425E11Rik, AW557819, ASP5, Clmp NM_133733.4

30 Gene Hspa8 Hsc70, MGC102007, Hspa8, MGC106514, 2410008N15Rik, Hsc73, MGC118485, Hsp73, Hsc71, Hspa10heat shock protein 8 NM_031165.4

30 Gene Snord14cGm23107, Rnu14, U14, Snord14csmall nucleolar RNA, C/D box 14C NR_028276.1

30 Gene Snord14dGm23710, Snord14dsmall nucleolar RNA, C/D box 14D NR_028274.1

30 Gene Snord14eSnord14e small nucleolar RNA, C/D box 14E NR_028275.1

26 Gene Ubash3bBB125008, p70, 2810457I06Rik, Ubash3b, TULA-2ubiquitin associated and SH3 domain containing, B NM_176860.5

20 Gene Arhgef122310014B11Rik, mKIAA0382, Arhgef12, AU019857, Larg, KIAA0380Rho guanine nucleotide exchange factor (GEF) 12 NM_027144.2

20 Gene LOC101055886 uncharacterized LOC101055886 XR_168457.1, XR_168902.1

20 Gene Tmem136AA396355, Tmem136, Gm184transmembrane protein 136 NM_001034863.3

22 Gene Oaf D9Ucla1, D130038B21Rik, Oaf, AL024221OAF homolog (Drosophila) NM_178644.3
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29 Gene Pvrl1 AW549174, HveC, PRR1, PRR, Cd111, nectin-1, AI835281, HIgR, Pvrl1poliovirus receptor-related 1 NM_021424.2

17 Gene Thy1 Thy1, Thy1.2, Thy1.1, CD90, Thy-1, T25, Thy-1.2thymus cell antigen 1, theta NM_009382.3

16 Gene C1qtnf5 CTRP5, C1qtnf5, Ctrp5C1q and tumor necrosis factor related protein 5 NM_001040631.2, NM_001040632.2, NM_001190313.1, NM_001190319.1, NM_145613.4

16 Gene Mfrp rd6, Mfrp membrane-type frizzled-related protein NM_001190314.1, NM_147126.3

16 Gene Rnf26 Rnf26, 8030450I18Rikring finger protein 26 NM_153762.3

20 Gene Gm10687ENSMUSG00000074408, Gm10687predicted gene 10687 XR_140937.1, XR_142329.1

20 Gene Mcam CD146, s-gicerin, CD149, Mcam, AV025631, 1-gicerin, s-endo, Muc18melanoma cell adhesion molecule NM_023061.2

20 Gene Cbl Cbl-2, 4732447J05Rik, cbl, c-Cbl, CblCasitas B-lineage lymphoma NM_007619.2

20 Gene Ccdc153 Ccdc153 coiled-coil domain containing 153 NM_001081369.2

23 Gene Abcg4 6430517O04Rik, Abcg4ATP-binding cassette, sub-family G (WHITE), member 4NM_138955.3

23 Gene Hinfp HiNF-P, DKFZp434F162, Mizf, AA589481, Hinfphistone H4 transcription factor NM_172162.3

29 Gene C2cd2l 1300006O23Rik, C2cd2l, Tmem24C2 calcium-dependent domain containing 2-like NM_027909.2

43 Gene Dpagt1 Dpagt1, Dpagt2, AU021132, GPT, Gnptadolichyl-phosphate (UDP-N-acetylglucosamine) acetylglucosaminephosphotransferase 1 (GlcNAc-1-P transferase)NM_007875.2

43 Gene H2afx H2afx, H2ax, Hist5-2ax, AW228881, H2A.X, gammaH2axH2A histone family, member X NM_010436.2

43 Gene Hmbs Ups, PBGD, T25658, Hmbs, Uros1hydroxymethylbilane synthase NM_013551.2, NM_001110251.1

25 Gene Hyou1 Cab140, Orp150, Grp170, Hyou1, AI415631, CBP-140hypoxia up-regulated 1 NM_021395.4

22 Gene Slc37a4 G6PT, G6pt1, GSD-1b, Slc37a4, mG6PTsolute carrier family 37 (glucose-6-phosphate transporter), member 4NM_008063.2

22 Gene Trappc4 HSPC172, 1500017G03Rik, Sdcbp2, PTD009, TRS23, Sbd, Trappc4, Sbdn, AI303617trafficking protein particle complex 4 NM_021789.2

22 Gene Rps25 Rps25, 2810009D21Rikribosomal protein S25 NM_024266.3

22 Gene Ccdc84 MGC106805, Gm1114, Ccdc84, D630044F24Rikcoiled-coil domain containing 84 NM_201372.3

42 Gene Gm10023ENSMUSG00000057559, Gm10023predicted gene 10023 XR_140939.1

38 Gene Ddx6 HLR2, E230023J21Rik, Ddx6, p54, 1110001P04Rik, rck, mRCK/P54DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 NM_007841.4, NM_181324.3, NM_001110826.1

28 Gene Phldb1 Phldb1, Ll5a, AU041016, MGC32394, D330037A14Rikpleckstrin homology-like domain, family B, member 1NM_153537.4

37 Gene Arcn1 nur17, MGC27546, 4632432M07Rik, Arcn1, MGC102316archain 1 NM_145985.4

37 Gene Ift46 AA408110, c11orf2, R75047, IFT46, 1500035H01Rik, Ift46, AI663846intraflagellar transport 46 NM_023831.3

20 Gene Tmem25AI429491, 0610039J01Rik, Tmem25transmembrane protein 25 NM_027865.2

20 Gene Ttc36 MGC37838, MGC25970, MGC37247, Ttc36, MGC37912tetratricopeptide repeat domain 36 NM_138951.1

23 Gene Mll1 KMT2A, Cxxc7, All1, HTRX1, Mll, 6430520K01, mKIAA4050, KIAA4050, Mll1, ALL-1, HRXmyeloid/lymphoid or mixed-lineage leukemia 1 NM_001081049.1

17 Gene 4833428L15Rik4833428L15RikRIKEN cDNA 4833428L15 gene NR_040732.1

17 Gene Dscaml1 Dscaml1, 4921507G06Rik, BB239540, 4930435C18Rik, mKIAA1132Down syndrome cell adhesion molecule like 1 NM_001081270.1

29 Gene Rnf214 Rnf214, D130054N24Rikring finger protein 214 NM_178709.4

29 Gene Pcsk7 Pcsk7, SPC7, AA959856, PC7proprotein convertase subtilisin/kexin type 7 NM_008794.2

38 Gene Sidt2 MGC58967, BC023957, Sidt2, CGI-40, MGC36407, B930096O19SID1 transmembrane family, member 2 NM_172257.3

42 Gene Pafah1b2AI747451, AU021353, Pafah1b2, Pafahb, mus[b]platelet-activating factor acetylhydrolase, isoform 1b, subunit 2NM_008775.3

32 Gene Sik3 Qsk, MGC91236, Sik3, 9030204A07Rik, AI846254, AI447252, MGC90906, 5730525O22Rik, mKIAA0999, AI849445SIK family kinase 3 NM_027498.3

31 Gene Apoa5 RAP3, 1300007O05Rik, Apoa5, Apoavapolipoprotein A-V NM_080434.3

31 Gene Zfp259 ZPR1, AI303781, Znf259, Zfp259zinc finger protein 259 NM_011752.2

31 Gene Bud13 Bud13, D030060M11Rik, MGC38070, AV305342BUD13 homolog (yeast) NM_146000.2

17 Gene Cadm1 SgIGSF, RA175, ST17, Bl2, AI987920, Igsf4, Tslc1, Igsf4a, RA175N, 2900073G06Rik, SynCam, Cadm1, 3100001I08Rik, RA175B, Necl2, RA175A, RA175Ccell adhesion molecule 1 NM_207675.2, NM_018770.3, NM_207676.2, NM_001025600.1

27 Gene Usp28 9830148O20Rik, mKIAA1515, AU022237, Usp28ubiquitin specific peptidase 28 NM_175482.3

25 Gene Ttc12 Ttc12, E330017O07Riktetratricopeptide repeat domain 12 NM_172770.3

25 Gene Ncam1 NCAM-1, Ncam1, Ncam, E-NCAM, CD56neural cell adhesion molecule 1 NM_010875.3, NM_001081445.1, NM_001113204.1

34 Gene Pts Pts, PTPS 6-pyruvoyl-tetrahydropterin synthase NM_011220.2

34 Gene Bco2 MGC129322, Bco2, MGC129323, Bcmo2, Bcdo2, CMO2, B-diox-IIbeta-carotene oxygenase 2 NM_133217.3

37 Gene AU019823AU019823, Gm639expressed sequence AU019823 NM_212449.2, NM_001134902.1

37 Gene Pih1d2 2700059L22Rik, Pih1d2PIH1 domain containing 2 NM_028300.2

26 Gene Dlat PDC-E2, Dlat, DLTA, 6332404G05Rikdihydrolipoamide S-acetyltransferase (E2 component of pyruvate dehydrogenase complex)NM_145614.4
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26 Gene Dixdc1 MGC61302, Ccd1CL, Ccd1Abeta1L, Ccd1, Ccd1BalphaL, mKIAA1735, Dixdc1, 4930563F16Rik, Ccd1Aalpha1L, BC048182, Ccd1BbetaLDIX domain containing 1 NM_178118.2

21 Gene 1110032A03Rik1110032A03Rik, c11orf1, 4930500N06RikRIKEN cDNA 1110032A03 gene NM_023483.3

21 Gene Fdxacb1 D630004A14Rik, Fdxacb1ferredoxin-fold anticodon binding domain containing 1NM_198675.2

21 Gene Alg9 B430313H07Rik, Dibd1, AI747665, Alg9, 8230402H15Rikasparagine-linked glycosylation 9 (alpha 1,2 mannosyltransferase)NM_133981.2, NR_045601.1

30 Gene Ppp2r1b 2410091N08Rik, Ppp2r1b, AI790395protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoformNM_001034085.1, NM_028614.2

35 Gene Sik2 G630080D20Rik, Sik2, Snf1lk2salt inducible kinase 2 NM_178710.3

19 Gene Gm684 Gm684 predicted gene 684 NM_001195681.1

30 Gene Arhgap206530403F17Rik, mKIAA1391, A530023E23Rik, Arhgap20Rho GTPase activating protein 20 NM_175535.3

23 Gene Fdx1 Fdx1 NM_007996.1

26 Gene Rdx Rdx, AA516625radixin NM_009041.3, NM_001104616.1, NM_001104617.1

26 Gene Zc3h12c A230108E06, KIAA1726, C230027N18Rik, mKIAA1726, Zc3h12czinc finger CCCH type containing 12C NM_001162921.1

33 Gene Exph5 Kiaa0624, B130009M24Rik, slac2-b, E030050P12, AC079869.22gm5, Slac2b, Exph5exophilin 5 NM_176846.3

33 Gene Kdelc2 AW549401, Kdelc2, 4833410J10Rik, 2010004J24RikKDEL (Lys-Asp-Glu-Leu) containing 2 NM_212445.2

17 Gene Atm C030026E19Rik, Atm, AI256621ataxia telangiectasia mutated homolog (human) NM_007499.2

17 Gene Npat 6820401K01, BB112559, Npat, AI427561nuclear protein in the AT region NM_001081152.1

28 Gene Acat1 Acat, Acat1, 6330585C21Rikacetyl-Coenzyme A acetyltransferase 1 NM_144784.3

44 Gene Cul5 C030032G03Rik, Cul5, 8430423K24Rik, AI852817, 4921514I20Rik, C330021I08Rik, VACM1, VACM-1cullin 5 NM_027807.3, NM_001161618.1

18 Gene Tnfaip8l39930029P06Rik, Tnfaip8l3, Gm517, MGC141255tumor necrosis factor, alpha-induced protein 8-like 3NM_001033535.3

21 Gene Dmxl2 mKIAA0856, Dmxl2, 6430411K14Rik, E130119P06Rik, 6330586A12Dmx-like 2 NM_172771.2

23 Gene Dnaja4 Hsj4, Dj4, 1110021L12Rik, Dnaja4, AV358213DnaJ (Hsp40) homolog, subfamily A, member 4 NM_021422.4

25 Gene Ireb2 DKFZp564D1164, Ireb2, Irp2, D9Ertd85eiron responsive element binding protein 2 NM_022655.3

19 Gene Agphd1 C630028N24Rik, Agphd1aminoglycoside phosphotransferase domain containing 1NM_177351.4

19 Gene AY074887Mcpr1, AY074887cDNA sequence AY074887 NM_145229.2

19 Gene Psma4 C9, Psma4 proteasome (prosome, macropain) subunit, alpha type 4NM_011966.3

23 Gene Chrna3 A730007P14Rik, Chrna3, Acra-3, (a)3, Acra3cholinergic receptor, nicotinic, alpha polypeptide 3 NM_145129.2

23 Gene Chrnb4 Acrb-4, Acrb4, Chrnb4cholinergic receptor, nicotinic, beta polypeptide 4 NM_148944.4

34 Gene Ube2q2 3010021M21Rik, MGC19370, Ube2q2ubiquitin-conjugating enzyme E2Q (putative) 2 NM_180600.3

34 Gene Fbxo22 1600016C16Rik, 0610033L19Rik, Fbxo22F-box protein 22 NM_028049.2

23 Gene Etfa Etfa, D9Ertd394e, 2010200I21Rikelectron transferring flavoprotein, alpha polypeptideNM_145615.4

21 Gene Isl2 3110001N10Rik, MGC171130, Isl2insulin related protein 2 (islet 2) NM_027397.3

21 Gene Scaper C430017I08, D530014O03Rik, Zfp291, ScaperS phase cyclin A-associated protein in the ER NM_001081341.1

20 Gene Rcn2 AA408742, Rcn2, Tcbp49, TCBP49, TCBP-49reticulocalbin 2 NM_011992.2

26 Gene Tspan3 TM4-A, 1700055K04Rik, Tm4sf8, Tspan3tetraspanin 3 NM_019793.3

20 Gene Lingo1 LINGO-1, 4930471K13Rik, Lrrn6a, AV148400, Lingo1, LERN1, UNQ201leucine rich repeat and Ig domain containing 1 NM_181074.4

21 Gene Cspg4 4732461B14Rik, Cspg4, NG2, AN2chondroitin sulfate proteoglycan 4 NM_139001.2

36 Gene Snx33 Snx33, Sh3px3, E130307J07Riksorting nexin 33 NM_175483.5

36 Gene Imp3 AI256594, 1190002L16Rik, Imp3IMP3, U3 small nucleolar ribonucleoprotein, homolog (yeast)NM_133976.2

32 Gene Ptpn9 Ptpn9, MEG2 protein tyrosine phosphatase, non-receptor type 9 NM_019651.2

32 Gene Gm10658ENSMUSG00000074284, Gm10658predicted gene 10658 NR_045886.1

35 Gene Sin3a KIAA4126, AW553200, Sin3, Sin3a, mSin3A, mKIAA4126transcriptional regulator, SIN3A (yeast) NM_011378.2, NM_001110350.1, NM_001110351.1

32 Gene 2700012I20Rik2700012I20RikRIKEN cDNA 2700012I20 gene XR_108091.2, XR_105263.2

35 Gene 2410133F24Rik2410133F24Rik, AI851351RIKEN cDNA 2410133F24 gene XR_108090.1, XR_105262.1

35 Gene Man2c1 Man2c1, 1110025H24Rikmannosidase, alpha, class 2C, member 1 NM_028636.2

22 Gene Trcg1 Trcg1 NM_001014398.2

36 Gene 1700017B05RikMGC144191, AA682102, D9Ertd278e, 1700017B05RikRIKEN cDNA 1700017B05 gene NM_028820.2

28 Gene Rpp25 Rpp25, AI851155, MGC102363ribonuclease P/MRP 25 subunit NM_133982.1

37 Gene Cox5a CcOX, AA959768, Cox5acytochrome c oxidase subunit Va NM_007747.2
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30 Gene Fam219bAI594866, 2310046O06Rik, Fam219bfamily with sequence similarity 219, member B NM_175273.4, NM_001166364.1

30 Gene Mpi 1110002E17Rik, Mpi-1, Mpi, Mpi1, AI315153mannose phosphate isomerase NM_025837.2

33 Gene Scamp2 Scamp2, Sc2, AI875466secretory carrier membrane protein 2 NM_022813.3

33 Gene Ulk3 Ulk3, 1200015E14Rik NM_027895.1

33 Gene Cplx3 Cplx3, Lamn1l, MGC21420, BC016632, ERGL, Lman1l, ERGIC-53L, CpxIII, MGC38804complexin 3 NM_146223.3

27 Gene Csk AW212630, Cskc-src tyrosine kinase NM_007783.2

34 Gene Clk3 MGC36552, Clk3, AI256811, MGC103028CDC-like kinase 3 NM_007713.4

40 Gene Ubl7 2300004C15Rik, Ubl7ubiquitin-like 7 (bone marrow stromal cell-derived) NM_027086.3, NM_001122873.1

40 Gene Sema7a Sema7a, M-Sema-L, CDw108, Semal, 2900057C09Rik, H-Sema-Lsema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (semaphorin) 7ANM_011352.2

26 Gene Stra6 Stra6, AI891933stimulated by retinoic acid gene 6 NM_009291.2, NM_001162475.1, NM_001162476.1, NM_001162479.1

26 Gene Islr Islr, AW553146immunoglobulin superfamily containing leucine-rich repeatNM_012043.4, NM_001195431.1

26 Gene Islr2 B930052A04Rik, Linx, Mbu-3, Islr2, mKIAA1465immunoglobulin superfamily containing leucine-rich repeat 2NM_001161535.1, NM_001161536.1, NM_001161537.1, NM_177193.5, NM_001161538.1, NM_001161539.1, NM_001161540.1, NM_001161541.1

30 Gene Loxl1 Loxl1, Loxl, MGC106801lysyl oxidase-like 1 NM_010729.3

22 Gene 6030419C18Rik6030419C18RikRIKEN cDNA 6030419C18 gene NM_176921.3

15 Gene Cd276 Cd276, B7h3, AU016588, B7RP-2, 6030411F23RikCD276 antigen NM_133983.4

18 Gene Hcn4 Hcn4, Bcng3, Hcn3hyperpolarization-activated, cyclic nucleotide-gated K+ 4NM_001081192.1

24 Gene Neo1 Neo1, 2610028H22Rik, D930014N22Rik, Igdcc2, AI327052neogenin NM_008684.2, NM_001042752.1

41 Gene Arih1 AU021774, Arih1, Hhari, Hari, Ubch7bp, Ari, Uip77, Ari1ariadne ubiquitin-conjugating enzyme E2 binding protein homolog 1 (Drosophila)NM_019927.2

41 Gene Gm20199Gm20199 predicted gene, 20199 NR_045640.1

34 Gene Hexa Hexa, Hex-1 hexosaminidase A NM_010421.4

31 Gene Parp6 1700119G14Rik, 2310028P13Rik, 3110038K10Rik, Parp6, C030013N01Rik, ARTD17poly (ADP-ribose) polymerase family, member 6 NM_001205239.1, NR_038074.1, NM_029922.3, NR_038075.1

31 Gene Pkm AA414905, Pk-2, Pk3, Pk-3, AL024370, Pkm2, AL024424, Pkmpyruvate kinase, muscle NM_001253883.1, NM_011099.3

27 Gene Gm10655ENSMUSG00000074256, Gm10655predicted gene 10655 XR_140945.1, XR_142336.1

27 Gene Tle3 2610103N05Rik, ESG, mKIAA1547, Grg3a, Grg3b, Tle3transducin-like enhancer of split 3, homolog of Drosophila E(spl)NM_001083928.1, NM_009389.2, NM_001083927.1

45 Gene Rplp1 Arpp1, MGC103133, C430017H15Rik, 2410042H16Rik, Rplp1ribosomal protein, large, P1 NM_018853.3

45 Gene Kif23 Knsl5, MKLP-1, 3110001D19Rik, Kif23, MKLP1, CHO1, C87313kinesin family member 23 NM_024245.4

30 Gene Paqr5 BB115488, mPRg, 0610010I15Rik, MGC118370, Paqr5, AV002411progestin and adipoQ receptor family member V NM_028748.2

25 Gene Mir5133 mu-mir-5133, mmu-mir-5133, Mir5133microRNA 5133 NR_039595.1

27 Gene Anp32a Anp32, LANP, W91701, pp32, Anp32a, I1PP2A, PHAP1acidic (leucine-rich) nuclear phosphoprotein 32 family, member ANM_009672.3

32 Gene Fem1b Fem1b, mKIAA0396feminization 1 homolog b (C. elegans) NM_010193.4

24 Gene Pias1 Ddxbp1, Pias1, 2900068C24Rik, GBPprotein inhibitor of activated STAT 1 NM_019663.3

17 Gene Skor1 Skor1, Corl1, C230094B15Rik, Lbxcor1, AV273001SKI family transcriptional corepressor 1 NM_172446.3, NM_001163755.1, NM_001163757.1, NM_001163758.1

26 Gene Iqch 4921504K03Rik, MGC176008, IqchIQ motif containing H NM_030068.1

26 Gene Aagab p34, Aagab, 2310007F21Rikalpha- and gamma-adaptin binding protein NM_025857.2

27 Gene Smad3 AU022421, Smad3, Madh3 NM_016769.4

40 Gene Smad6 Smad6, Madh6 NM_008542.3

25 Gene Zwilch Zwilch, 2310031L18Rikzwilch kinetochore protein NM_026507.4

25 Gene Rpl4 2010004J23Rik, Rpl4ribosomal protein L4 NM_024212.4

25 Gene Snord16aSnord16a, MBII-98small nucleolar RNA, C/D box 16A NR_028548.1

25 Gene Snapc5 Snapc5, 2010103A03Riksmall nuclear RNA activating complex, polypeptide 5NM_183316.2

30 Gene Map2k1 Map2k1, Prkmk1, MEKK1, MAPKK1, Mek1mitogen-activated protein kinase kinase 1 NM_008927.3

27 Gene Tipin 1110005A05Rik, 1110018P21Rik, Tipintimeless interacting protein NM_025372.3

30 Gene Dis3l Dis3l, AV340375DIS3 mitotic control homolog (S. cerevisiae)-like NM_001001295.2, NM_001177784.1, NM_172519.3

33 Gene Rab11a Rab11a RAB11a, member RAS oncogene family NM_017382.5

25 Gene Dennd4aDennd4a, MGC198792, F730015K02Rik, AI851943, AI115600DENN/MADD domain containing 4A NM_001162917.1

39 Gene Ptplad1 Ptplad1, Hspc121, 4930523M17Rik, AW742319, B-ind1, MGC25483, HACD3protein tyrosine phosphatase-like A domain containing 1NM_021345.2

29 Gene Igdcc4 WI-16786, DDM36, Nope, mKIAA1628, Igdcc4, 9330155G14Rik, WI-18508immunoglobulin superfamily, DCC subclass, member 4NM_020043.2
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29 Gene Igdcc3 Igdcc3, Punc, AI851425, 2810401C09Rik, WI-14920immunoglobulin superfamily, DCC subclass, member 3NM_008988.2

26 Gene Parp16 C79952, MGC65335, Parp16, BC055447, ARTD15poly (ADP-ribose) polymerase family, member 16 NM_177460.4

27 Gene Clpx Clpx, E330029I21, AU014732caseinolytic peptidase X (E.coli) NM_001044389.1, NM_011802.2

25 Gene Pdcd7 ES18, Pdcd7, C80112programmed cell death 7 NM_016688.2

29 Gene Kbtbd13 5430433E21Rik, Kbtbd13kelch repeat and BTB (POZ) domain containing 13 NM_028974.1

29 Gene Rasl12 Rasl12, 4631404I11RikRAS-like, family 12 NM_001033158.2, NM_001162923.1

28 Gene Mtfmt 2310020P08Rik, Mtfmtmitochondrial methionyl-tRNA formyltransferase NM_027134.3

32 Gene Plekho2 MGC30448, Plekhq1, Plekho2, AI840980pleckstrin homology domain containing, family O member 2NM_153119.2

32 Gene Pif1 4631410M14, AI449441, Pif1PIF1 5'-to-3' DNA helicase homolog (S. cerevisiae) NM_172453.3

30 Gene Rbpms2 2400008B06Rik, Rbpms2, AI316523RNA binding protein with multiple splicing 2 NM_028030.3

20 Gene Trip4 ASC-1, Trip4, 4930558E03Rik, BB191711, Asc1thyroid hormone receptor interactor 4 NM_001170907.1, NM_019797.4

20 Gene 2810417H13RikAA409629, 2810417H13Rik, Ns5apt9, Paf, Ns5atp9, MGC29306, p15(PAF), mKIAA0101, PAF15RIKEN cDNA 2810417H13 gene NM_026515.2

20 Gene Csnk1g1 9130020E21Rik, Csnk1g1casein kinase 1, gamma 1 NM_173185.2

31 Gene Ppib Cphn-2, Cphn2, AA553318, CyP-20b, Ppib, AI844835, AA408962peptidylprolyl isomerase B NM_011149.2

31 Gene Snx22 Snx22, Gm1120sorting nexin 22 NM_001025612.2

26 Gene Herc1 MGC7618, 2810449H11Rik, tbl, B230218H07, D130015N03Rik, Herc1hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1NM_145617.3

29 Gene Usp3 AA409661, Usp3, MGC28886, BC017156ubiquitin specific peptidase 3 NM_144937.3

32 Gene Rps27l 1810034D23Rik, Rps27lribosomal protein S27-like NM_026467.3

32 Gene Lactb Lactb, Mrpl56, Lact1, LACT-1lactamase, beta NM_030717.1

30 Gene Tpm1 Tpm1, alpha-TM, TM2, AA986836, Tpm-1, AI854628, Tm3, Tmpatropomyosin 1, alpha NM_024427.4, NM_001164248.1, NM_001164249.1, NM_001164250.1, NM_001164251.1, NM_001164252.1, NM_001164253.1, NM_001164254.1, NM_001164255.1, NM_001164256.1

21 Gene C2cd4a C2cd4a, EG244911, Fam148aC2 calcium-dependent domain containing 4A NM_001163143.1

21 Gene Vps13c Vps13c, W51662, AV026040, AI552542, chorein, C230055H22Rikvacuolar protein sorting 13C (yeast) NM_177184.3

28 Gene Rora 9530021D13Rik, ROR3, Rora, nmf267, staggerer, ROR1, ROR2, Nr1f1, sg, tmgc26RAR-related orphan receptor alpha NM_013646.1

21 Gene LOC100502669 uncharacterized LOC100502669 XR_108116.1, XR_105287.1

20 Gene Gm4978 Gm4978, EG244913ribosomal protein L7A pseudogene

20 Gene Anxa2 Cal1h, Anxa2, AW215814annexin A2 NM_007585.3

20 Gene Mir3109 Mir3109, mmu-mir-3109microRNA 3109 NR_037296.1

21 Gene Foxb1 C43, Foxb1, Foxb1b, MGC130499, Twh, Hfh-e5.1, Fkh5, Mf3, Foxb1aforkhead box B1 NM_022378.3

21 Gene B230323A14RikB230323A14RikRIKEN cDNA B230323A14 gene NR_040765.1

24 Gene Bnip2 Bnip2, BNIP2beta, 5730523P12Rik, Nip21BCL2/adenovirus E1B interacting protein 2 NM_001008238.2, NM_016787.3

22 Gene Gtf2a2 Tfiia2, TfIIg, Gtf2a2, 12kDageneral transcription factor II A, 2 NM_001039519.1

44 Gene Ccnb2 CycB2, Ccnb2 cyclin B2 NM_007630.2

44 Gene Rnf111 ARK, Rnf111, Arkadiaring finger 111 NM_033604.2

28 Gene Sltm 5730455C01Rik, Sltm, 9130215G10Rik, 5730555F13Rik, MetSAFB-like, transcription modulator NM_026337.1, NM_025690.3

32 Gene Fam63b KIAA1164, AI465301, B230380D07Rik, mKIAA1164, Fam63bfamily with sequence similarity 63, member B NM_172772.2

24 Gene Adam10 kuzbanian, kuz, 1700031C13Rik, MADM, Adam10a disintegrin and metallopeptidase domain 10 NM_007399.3

21 Gene Aldh1a2 Aldh1a2, Raldh2, Raldh1, AV116159, Aldh1a7aldehyde dehydrogenase family 1, subfamily A2 NM_009022.4

31 Gene Polr2m D9Wsu138e, AI303746, Polr2m, Grinl1a, KIAA4185, mKIAA4185, AA407243, AW553238, AA408799polymerase (RNA) II (DNA directed) polypeptide M NM_178602.3, NM_001164793.1

23 Gene Cgnl1 4933421H10Rik, AI503810, Jacop, 9930020M10Rik, Cgnl1cingulin-like 1 NM_026599.4

32 Gene Tcf12 HEB, ALF1, Tcf12, A130037E08Rik, HTF-4, ME1, bHLHb20, REB, HTF4, HEBAlttranscription factor 12 NM_011544.3, NM_001253862.1, NM_001253863.1, NM_001253864.1, NM_001253865.1

28 Gene 4930509E16Rik4930509E16RikRIKEN cDNA 4930509E16 gene NR_045735.1

28 Gene Rfx7 Rfx7, 9930116O05Rik, 2510005N23Rik, D130086K05Rik, Rfxdc2regulatory factor X, 7 NM_001033536.1

25 Gene Nedd4 Nedd4a, E430025J12Rik, AU019897, AL023035, Nedd4, mKIAA0093, AA959633, Nedd4-1neural precursor cell expressed, developmentally down-regulated 4NM_010890.3

25 Gene Prtg Igdcc5, A230098A12Rik, Prtgprotogenin homolog (Gallus gallus) NM_175485.4

25 Gene Pygo1 2600014C22Rik, Pygo1pygopus 1 NM_028116.2

28 Gene Khdc3 2410004A20Rik, FILIA, OEEP48, Khdc3, AI467128KH domain containing 3, subcortical maternal complex memberNM_025890.3

28 Gene Rsl24d1 MGC6735, 2410159K22Rik, Rsl24d1ribosomal L24 domain containing 1 NM_198609.2
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23 Gene Gm16551Gm16551 predicted gene 16551 NR_045284.1

23 Gene Onecut1 Onecut1, Hnf6, HNF-6, OC-1, D9Ertd423e, Oc1, Hfh12, Hnf6bone cut domain, family member 1 NM_008262.3

26 Gene Gm2981 Gm2981 apoptosis inhibitor 5 pseudogene

26 Gene Myo5a MVa, Myo5, Dbv, d, d-120J, AI413174, flr, MyoVA, AI661011, flail, Myo5a, 9630007J19Rik, Sev-1myosin VA NM_010864.2

30 Gene Myo5c 9130003O20Rik, BB085560, Myo5c, C330029I24myosin VC NM_001081322.1

30 Gene Gnb5 Gnb5, flr, GBS, Gbeta5guanine nucleotide binding protein (G protein), beta 5NM_010313.1, NM_138719.4

22 Gene Mapk6 Prkm4, Mapk4, D130053K17Rik, Mapk6, 2610021I23Rik, Erk3, Mapk63, Prkm6mitogen-activated protein kinase 6 NM_027418.1, NM_015806.4

22 Gene 4933433G15Rik4933433G15Rik, 4921522K19RikRIKEN cDNA 4933433G15 gene NR_040719.1

36 Gene Tmod3 UTMOD, Tmod3, U-Tmodtropomodulin 3 NM_016963.2

36 Gene Tmod2 N-Tmod, Tmod2, NTMODtropomodulin 2 NM_001038710.1, NM_016711.3

23 Gene Lysmd2 AW538442, Lysmd2, AV033872, 2210402C18RikLysM, putative peptidoglycan-binding, domain containing 2NM_027309.2

21 Gene Lrrc1 AU016091, mKIAA4018, D030059I21, MGC90936, KIAA4018, A430093J20Rik, Lrrc1leucine rich repeat containing 1 NM_172528.3, NM_001146048.1

21 Gene Gm19569Gm19569 predicted gene, 19569 XR_108127.2, XR_105299.2

21 Gene Gclc Gclc, Glclc, GLCL-H, Ggcs-hs, D9Wsu168eglutamate-cysteine ligase, catalytic subunit NM_010295.2

27 Gene Elovl5 AI747313, Elovl5, HELO1, 1110059L23Rik, AU043003ELOVL family member 5, elongation of long chain fatty acids (yeast)NM_134255.3

32 Gene Fbxo9 AA986398, 9030401P18Rik, Fbxo9f-box protein 9 NM_023605.2, NM_001081490.1

32 Gene Ick AI848300, 2210420N10Rik, Ick, Mrkintestinal cell kinase NM_019987.2, NM_001163780.1

26 Gene Mb21d1 Mb21d1, m-cGAS, E330016A19Rik, cGASMab-21 domain containing 1 NM_173386.4

50 Gene Mto1 2310039H01Rik, Mto1, 5730419A02Rikmitochondrial translation optimization 1 homolog (S. cerevisiae)NM_026658.2

50 Gene Eef1a1 Eef1a1, MGC18758, MGC103271, MGC27859, MGC8115, MGC102592, MGC118397, MGC8209, MGC7551eukaryotic translation elongation factor 1 alpha 1 NM_010106.2

19 Gene Slc17a5 SIALIN, Slc17a5, 4631416G20Rik, NSD, SLD, AST, 4732491M05, SIASD, SD, ISSDsolute carrier family 17 (anion/sugar transporter), member 5NM_172773.2

28 Gene Senp6 mKIAA0797, 2810017C20Rik, MGC38009, Susp1, E130319N12Rik, Senp6SUMO/sentrin specific peptidase 6 NM_146003.2

18 Gene Htr1b Htr1b 5-hydroxytryptamine (serotonin) receptor 1B NM_010482.1

18 Gene D430036J16RikD430036J16RikRIKEN cDNA D430036J16 gene NR_040393.1, NR_040394.1, NR_040395.1, NR_040396.1, NR_040397.1

26 Gene Irak1bp1SIMPL, Aip70, Aabp3, AIP70, Irak1bp1, AI851240, 4921528N06Rik, Simplinterleukin-1 receptor-associated kinase 1 binding protein 1NM_022986.4, NM_001168240.1

35 Gene Phip 4632404O06Rik, Phip, Ndrp, Wdr11, 2810004D21Rikpleckstrin homology domain interacting protein NM_001081216.1

18 Gene Hmgn3 6330514M13Rik, 1110002A15Rik, BB071015, Hmgn3, TRIP7high mobility group nucleosomal binding domain 3 NM_026122.4, NM_175074.2

28 Gene Sh3bgrl2AA408038, A930014C21Rik, B930089I21, Sh3bgrl2SH3 domain binding glutamic acid-rich protein like 2NM_172507.5

22 Gene Elovl4 Elovl4 elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 4NM_148941.2

35 Gene Ttk Esk1, PYT, AL022661, esk, Ttk, Mps1Ttk protein kinase NM_009445.2, NM_001110265.1

27 Gene Ibtk Ibtk, mKIAA1417, 5430411K16Rik, BTKI, AA409502inhibitor of Bruton agammaglobulinemia tyrosine kinaseNM_001081282.2

22 Gene 9330154J02Rik9330154J02RikRIKEN cDNA 9330154J02 gene XR_035199.1, XR_035460.3

22 Gene Tpbg AW495680, 5T4, Tpbgtrophoblast glycoprotein NM_001164792.1, NM_011627.4

32 Gene Ube2cbp2610018I03Rik, Ube2cbp, MGC144619, Ube3dubiquitin-conjugating enzyme E2C binding protein NM_027394.2

32 Gene Dopey1 C130028L17, BC035275, KIAA1117, Dopey1, B130005I07Rik, MGC49390, D9Ertd809edopey family member 1 NM_177208.3

20 Gene Pgm3 Agm1, PAGM, 2810473H05Rik, C77933, BB187688, Pgm-3, Pgm3phosphoglucomutase 3 NM_028352.4, NM_001163746.1

20 Gene Rwdd2a MGC144625, Rwdd2, 1700030C20Rik, MGC144626, AI848608, Rwdd2aRWD domain containing 2A NM_027100.2, NM_001145968.1, NM_001145969.1

31 Gene Me1 D9Ertd267e, Mod-1, Me1, Mdh-1, MGC91072, Mod1malic enzyme 1, NADP(+)-dependent, cytosolic NM_008615.2, NM_001198933.1

31 Gene A330041J22RikA330041J22RikRIKEN cDNA A330041J22 gene NR_045835.1

19 Gene Snap91 91kDa, mKIAA0656, AP180, Snap91, F1-20synaptosomal-associated protein 91 NM_013669.1

25 Gene 4922501C03Rik4922501C03Rik, Kiaa1009, KIAA1009, mKIAA1009RIKEN cDNA 4922501C03 gene NM_199316.2

16 Gene Nt5e NT, AI447961, CD73, Nt5, eNT, 2210401F01Rik, Nt5e5' nucleotidase, ecto NM_011851.4

29 Gene Snx14 Snx14, C330035N22Rik, B830022K16, YR-14sorting nexin 14 NM_172926.3

44 Gene Syncrip Syncrip, 4632417O19Rik, GRY-RBP, 2610109K23Rik, pp68, Nsap1l, Nsap1synaptotagmin binding, cytoplasmic RNA interacting proteinNM_019796.4, NM_019666.2

21 Gene Adamts7ADAMTS7B, Adamts7, ADAM-TS7a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 7NM_001003911.2

18 Gene Plscr4 Plscr4, AV245873phospholipid scramblase 4 NM_178711.3

25 Gene B430319G15RikD530025C14Rik, B430319G15RikRIKEN cDNA B430319G15 gene NR_029474.1
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25 Gene Plod2 D530025C14Rik, Plod2, Plod-2, LH2procollagen lysine, 2-oxoglutarate 5-dioxygenase 2 NM_011961.3, NM_001142916.1

33 Gene 1190002N15Rik1190002N15Rik, GoPro49RIKEN cDNA 1190002N15 gene NM_001033145.2

20 Gene Chst2 AW121776, GST-2, Chts2, Chst2, C130041E03Rik, Gn6st, AI428561, GlcNAc6STcarbohydrate sulfotransferase 2 NM_018763.2

28 Gene U2surp 2610101N10Rik, AU023006, Sr140, U2surpU2 snRNP-associated SURP domain containing NM_026476.2, NM_001114977.1

31 Gene 1700065D16Rik1700065D16RikRIKEN cDNA 1700065D16 gene NM_028533.2

31 Gene Atr Atr NM_019864.1

27 Gene Rnf7 Rnf7, SAG, Rbx2ring finger protein 7 NM_011279.2

27 Gene Rasa2 AU023900, Rasa2, GAP1m, AA517451, 5430433H21RikRAS p21 protein activator 2 NM_053268.2

22 Gene Acpl2 DKFZp434B2119, C130099A20Rik, BB177120, 9430094M07Rik, Acpl2, MGC38214acid phosphatase-like 2 NM_153420.2

18 Gene Spsb4 Spsb4, SSB-4, D030068E18Rik, Ssb4splA/ryanodine receptor domain and SOCS box containing 4NM_145134.3

18 Gene Gm16010Gm16010, OTTMUSG00000028992predicted gene 16010 XR_108152.1, XR_105308.1

36 Gene Slc25a36Slc25a36, C330005L02Riksolute carrier family 25, member 36 NM_138756.4

26 Gene Nmnat3 4933408N02Rik, MGC102340, Nmnat3, PNAT3nicotinamide nucleotide adenylyltransferase 3 NM_144533.2

24 Gene Mrps22 Rpms22, Mrps22, 3100002P07Rikmitochondrial ribosomal protein S22 NM_025485.3

28 Gene Foxl2os Foxl2os, ENSMUSG00000074122forkhead box L2 opposite strand transcript NR_003248.3

28 Gene Foxl2 Foxl2, Pfrk, BPES, PINTO, AU045128forkhead box L2 NM_012020.2

27 Gene Gm6432 Gm6432, EG623459predicted gene 6432 NM_001244762.1

27 Gene Cep70 Bite, Cep70, C030018L16Rik, 6720484E09Rikcentrosomal protein 70 NM_023873.3

17 Gene Esyt3 mKIAA4186, Fam62c, Esyt3, D930024E11, KIAA4186, D9Ertd280eextended synaptotagmin-like protein 3 NM_177775.3

20 Gene Mras Mras, AI326250, 2900078C09Rikmuscle and microspikes RAS NM_008624.3

42 Gene Armc8 Armc8, HSPC056, 1200015K23Rik, Gid5armadillo repeat containing 8 NM_028768.3, NM_001166138.1

42 Gene Dbr1 Dbr1, AW018415debranching enzyme homolog 1 (S. cerevisiae) NM_031403.3

21 Gene A4gnt A4gnt, Gm798, Alpha4gnt, AV080780alpha-1,4-N-acetylglucosaminyltransferase NM_001077424.2

21 Gene Dzip1l Dzip1l, AI663976, 2610524A10Rik, MGC107436DAZ interacting protein 1-like NM_028258.3

17 Gene Sox14 Sox14 SRY-box containing gene 14 NM_011440.1

17 Gene Slc35g2 Gm519, Slc35g2, Tmem22solute carrier family 35, member G2 NM_001101483.1

25 Gene Stag1 Stag1, SA-1, Scc3, AU045003stromal antigen 1 NM_009282.3

28 Gene Pccb AI314687, 1300012P06Rik, R74805, Pccbpropionyl Coenzyme A carboxylase, beta polypeptideNM_025835.2

40 Gene Msl2 Msl2l1, E130103E02Rik, Rnf184, Msl2male-specific lethal 2 homolog (Drosophila) NM_001100451.1

22 Gene Ppp2r3a 3222402P14Rik, Ppp2r3a, A730042E07, MGC29057protein phosphatase 2, regulatory subunit B'', alpha NM_001161362.3, NM_172144.3

53 Gene Amotl2 Amotl2, Lccp, C79691, MASCOT, mKIAA0989, AW549739angiomotin-like 2 NM_019764.2

30 Gene Ryk Vik, Ryk, AW536699, ERK-3receptor-like tyrosine kinase NM_013649.3, NM_001042607.1

20 Gene Topbp1 D430026L04Rik, 1110031N14Rik, Topbp1, AI256758, mKIAA0259, 2810429C13Riktopoisomerase (DNA) II binding protein 1 NM_176979.5

28 Gene Cdv3 C79446, TPP36, 2510010F10Rik, C230084J24Rik, Cdv3carnitine deficiency-associated gene expressed in ventricle 3NM_175565.3, NM_175833.2, NM_001134426.1, NM_001134427.1

33 Gene Uba5 AW240750, Ube1dc1, 5730525G14Rik, Uba5ubiquitin-like modifier activating enzyme 5 NM_025692.3

33 Gene Acad11 5730439E10Rik, AI987948, Acad11acyl-Coenzyme A dehydrogenase family, member 11NM_175324.3

23 Gene Dnajc13 RME-8, Rme8, Dnajc13, Gm1124, mKIAA0678, D030002L11Rik, KIAA0678DnaJ (Hsp40) homolog, subfamily C, member 13 NM_001163026.1

32 Gene Nudt16 AI851783, 2310041H06Rik, 2900006H04Rik, Nudt16, 2810047L04Riknudix (nucleoside diphosphate linked moiety X)-type motif 16NM_029385.2

23 Gene Atp2c1 pmr1, BCPM, 1700121J11Rik, AW061228, SPCA, D930003G21Rik, ATP2C1A, Atp2c1, HHD, MGC58010ATPase, Ca++-sequestering NM_001253831.1, NM_001253834.1, NM_001253836.1, NM_175025.4

31 Gene Wdr82 CDW5/WDR82, Wdr82, 9430077D24RikWD repeat domain containing 82 NM_029896.1

31 Gene Mirlet7g Mirlet7g, Mirnlet7g, mmu-let-7gmicroRNA let7g NR_029526.1

24 Gene Poc1a 2510040D07Rik, Wdr51a, Poc1aPOC1 centriolar protein homolog A (Chlamydomonas)NM_027354.2

42 Gene Dusp7 Pyst2, Dusp7, AU015694, Mkpxdual specificity phosphatase 7 NM_153459.4

44 Gene Rpl29 MGC107574, MGC107575, Rpl29, Rpl43, MGC107576ribosomal protein L29 NM_009082.2

44 Gene Acy1 Acy1, 1110014J22Rik, Acy-1aminoacylase 1 NM_025371.2

44 Gene Abhd14aAW558221, Dorz1, 1110013B16Rik, Abhd14aabhydrolase domain containing 14A NM_001110271.1, NM_001110272.1, NM_145919.2

25 Gene Pcbp4 Pcbp4, AlphaCP-4, 1200003L19Rikpoly(rC) binding protein 4 NM_021567.5

Page 685 of 1163



25 Gene Gpr62 Gpr62, 4933402E03RikG protein-coupled receptor 62 NM_001159652.1

25 Gene Parp3 AW990611, PARP-3, Adprt3, Parp3, pADPRT-3, Adprtl3, A930002C11Rikpoly (ADP-ribose) polymerase family, member 3 NM_145619.2

20 Gene Rrp9 D9Wsu10e, MGC25949, Rnu3ip2, D19435, Rrp9, 55kDa, U3-55kRRP9, small subunit (SSU) processome component, homolog (yeast)NM_145620.4

33 Gene Tex264 Tex264, TEG-264testis expressed gene 264 NM_001081654.1, NM_011573.2

33 Gene Rad54l2 Rad54l2, G630026H09Rik, Srisnf2l, D130058C05, Arip4RAD54 like 2 (S. cerevisiae) NM_030730.2

30 Gene Vprbp mKIAA0800, AI447437, B930007L02Rik, VprbpVpr (HIV-1) binding protein NM_001015507.2

36 Gene Rbm15b Rbm15b, 1810017N16RikRNA binding motif protein 15B NM_175402.4

36 Gene Manf D18Mgi17, D17914, Armet, Manf, 3230402M22Rik, AA408789, AA407711, AA673178mesencephalic astrocyte-derived neurotrophic factorNM_029103.3

36 Gene Dock3 PBP, MOCA, mKIAA0299, Dock3dedicator of cyto-kinesis 3 NM_153413.2

34 Gene Cacna2d2Cacna2d2, torpid, Cacna2d, a2d2, du, mKIAA0558, tdcalcium channel, voltage-dependent, alpha 2/delta subunit 2NM_020263.3, NM_001174047.1, NM_001174048.1, NM_001174049.1, NM_001174050.1

34 Gene Tmem115Tmem115, Pp6, Pl6, C78915transmembrane protein 115 NM_019704.2

34 Gene Cyb561d2Cyb561d2, Tsp10, AW049681cytochrome b-561 domain containing 2 NM_019720.4

34 Gene Nprl2 NPR2L, 2810446G01Rik, Nprl2, NPRL2, G21, Tusc4nitrogen permease regulator-like 2 NM_018879.2

24 Gene Zmynd10Blu, Zmynd10 zinc finger, MYND domain containing 10 NM_053253.3

24 Gene Rassf1 123F2, Rassf1, RDA32, NORE2A, Rassf1A, AU044980, AA536941, Rassf1B, Rassf1C, REH3P21Ras association (RalGDS/AF-6) domain family member 1NM_001243748.1, NM_019713.4

24 Gene Gm9917 Gm9917, ENSMUSG00000053666predicted gene 9917 XR_168462.1, XR_168908.1

24 Gene Tusc2 Tusc2, PAP, Pdap2, AA407686, 1190001E22Rik, Fus1, Lgcctumor suppressor candidate 2 NM_019742.4

24 Gene Hyal2 AI256841, Hyal2, AW555733, AU020858hyaluronoglucosaminidase 2 NM_010489.2

24 Gene Hyal1 Hya1, Hyal1, Hyal-1hyaluronoglucosaminidase 1 NM_008317.4

25 Gene Gnai2 Gia, C76432, Gnai2, Gnai-2, Galphai2guanine nucleotide binding protein (G protein), alpha inhibiting 2NM_008138.4

25 Gene Gm19721Gm19721 predicted gene, 19721 XR_168463.1

21 Gene Sema3f Sema4, Semak, Sema3fsema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3FNM_011349.3

25 Gene Rbm5 D030069N10Rik, Rbm5RNA binding motif protein 5 NM_148930.3

27 Gene Rbm6 g16, NY-LU-12, Def-3, KIAA4015, mKIAA4015, 4930506F14Rik, Rbm6RNA binding motif protein 6 NM_029169.3, NM_011251.3

22 Gene Mon1a 2810468K17Rik, Mon1aMON1 homolog A (yeast) NM_028369.3

22 Gene Mst1r Mst1r, CDw136, Ron, Fv2, STK, Fv-2, CD136, PTK8macrophage stimulating 1 receptor (c-met-related tyrosine kinase)NM_009074.2

33 Gene Uba7 MGC144384, Ube1l, Uba7, 1300004C08Rik, MGC144383ubiquitin-like modifier activating enzyme 7 NM_023738.4

33 Gene Fam212aInka1, 6230427J02Rik, Fam212afamily with sequence similarity 212, member A NM_026597.3

33 Gene Cdhr4 MGC144384, Cdhr4, 1700021K14Rik, AU017982, Cdh29, D330022A01Rik, MGC144383cadherin-related family member 4 XM_003688869.1, XM_003689438.1

29 Gene Ip6k1 Ip6k1, InsP6, Ihpk1, AU022776, 1200016D08Rik, Itpk6inositol hexaphosphate kinase 1 NM_013785.2

32 Gene Rnf123 Kpc1, BC003945, Rnf123ring finger protein 123 NM_032543.2

32 Gene Mst1 Hgfl, D9H3F15S2, D3F15S2h, DNF15S2h, Mst1macrophage stimulating 1 (hepatocyte growth factor-like)NM_008243.3

32 Gene Apeh Apeh, MGC38101acylpeptide hydrolase NM_146226.2

26 Gene Bsn Bsn NM_007567.2

36 Gene Dag1 D9Wsu13e, Dp71, Dp427, Dag1, DGdystroglycan 1 NM_010017.3

36 Gene Rhoa Arha1, Rhoa, Arha2, Arharas homolog gene family, member A NM_016802.4

36 Gene Gpx1 Gpx1, GPx-1, CGPx, AL033363, AI195024, Gpx, GSHPx-1glutathione peroxidase 1 NM_008160.6

36 Gene Usp4 F730026I20Rik, Unp, mKIAA4155, Usp4, KIAA4155ubiquitin specific peptidase 4 (proto-oncogene) NM_011678.2

16 Gene BC048562MGC58561, BC048562cDNA sequence BC048562 NM_001004192.1

27 Gene Klhdc8b 4931406O17Rik, Klhdc8bkelch domain containing 8B NM_030075.2

27 Gene Ccdc71 Ccdc71, 2600016J21Rikcoiled-coil domain containing 71 NM_133744.4

26 Gene Lamb2 Lamb2, Lamb-2, AW211941, Lamslaminin, beta 2 NM_008483.3

26 Gene Usp19 Zmynd9, AI047774, Usp19, 8430421I07Rikubiquitin specific peptidase 19 NM_001168371.2, NM_001168372.2, NM_001168373.2, NM_027804.4, NM_145407.3

24 Gene Qars 1110018N24Rik, Qars, MGC105238, 1200016L19Rik, GLNRS, C80286glutaminyl-tRNA synthetase NM_133794.2, NM_001168270.1

30 Gene Qrich1 Qrich1, 2610028H07Rikglutamine-rich 1 NM_175143.5, NM_001114119.1

30 Gene Impdh2 Impdh2, IMPD inosine 5'-phosphate dehydrogenase 2 NM_011830.3

30 Gene Ndufaf3 4733401H18Rik, Ndufaf3NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 3NM_023247.1
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30 Gene Mir191 mmu-mir-191, Mirn191, Mir191microRNA 191 NR_029577.1

30 Gene Mir425 mmu-mir-425, Mirn425, Mir425microRNA 425 NR_029947.1

30 Gene Dalrd3 Dalrd3, 6330580J24Rik, C77829DALR anticodon binding domain containing 3 NM_026378.3

30 Gene Wdr6 Wdr6, mWDR6 NM_031392.2

30 Gene P4htm MGC130597, 4933406E20Rik, BB128974, P4htm, Ph-4, AI853847prolyl 4-hydroxylase, transmembrane (endoplasmic reticulum)NM_028944.3

30 Gene Arih2 ARI2, AI843547, UIP48, Arih2, TRIAD1ariadne homolog 2 (Drosophila) NM_011790.4

28 Gene Slc25a20C78826, 1110007P09Rik, Cact, mCAC, Slc25a20solute carrier family 25 (mitochondrial carnitine/acylcarnitine translocase), member 20NM_020520.4

28 Gene Prkar2a Prkar2a, RII(alpha), AI836829, AI317181, 1110061A24Rikprotein kinase, cAMP dependent regulatory, type II alphaNM_008924.2

26 Gene Nckipsd WISH, DIP1, WASLBP, AF3P21, Wasbp, Nckipsd, SPIN90, ORF1NCK interacting protein with SH3 domain NM_030729.4

26 Gene Celsr3 flamingo, Celsr3, Fmi1, mKIAA0812cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog, Drosophila)NM_080437.2

20 Gene Slc26a6 Slc26a6, B930010B04Rik, CFEX, Pat1solute carrier family 26, member 6 NM_134420.4

26 Gene Uqcrc1 1110032G10Rik, Uqcrc1, MGC97899ubiquinol-cytochrome c reductase core protein 1 NM_025407.2

41 Gene Ccdc51 MGC151163, AI551049, MGC151165, Ccdc51, 5730568A12Rikcoiled-coil domain containing 51 NM_025689.4

41 Gene Gm7628 Gm7628, EG665413predicted gene 7628 XM_976757.3

41 Gene Plxnb1 2900002G15Rik, Plxnb1, AU042020, mKIAA0407plexin B1 NM_172775.2

27 Gene Cdc25a Cdc25a, D9Ertd393e NM_007658.3

32 Gene Dhx30 Ddx30, C130058C04Rik, Dhx30, AU015424, 2810477H02Rik, AA682062, Ret-CoRDEAH (Asp-Glu-Ala-His) box polypeptide 30 NM_001252682.1, NM_001252683.1, NM_133347.2

32 Gene Gm10615ENSMUSG00000074056, Gm10615predicted gene 10615 XR_140969.1, XR_142368.1

26 Gene Smarcc1 SRG3, Rsc8, AI115498, Smarcc1, BAF155SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 1NM_009211.2

24 Gene Cspg5 Ngc, Cspg5, AI604859, Calebchondroitin sulfate proteoglycan 5 NM_013884.3, NM_001166273.1

21 Gene Scap mKIAA0199, 9530044G19, ScapSREBF chaperone NM_001001144.2, NM_001103162.1

35 Gene Ptpn23 Ptpn23, PTP-TD14, AI462446protein tyrosine phosphatase, non-receptor type 23 NM_001081043.1

30 Gene Kif9 Kif9, MGC141389kinesin family member 9 NM_010628.3, NM_001163569.1

30 Gene Setd2 KMT3A, 4921524K10Rik, Setd2, BC031601SET domain containing 2 NM_001081340.2

22 Gene Nradd Nradd, NRDD, NRH2, PLAIDD, BB104149, 2610311B09Rikneurotrophin receptor associated death domain NM_026012.2

22 Gene Nbeal2 1110014F23Rik, Nbeal2, mKIAA0540, BC042396neurobeachin-like 2 NM_183276.2

19 Gene Pth1r Pthr, Pthr1, PPR, Pth1rparathyroid hormone 1 receptor NM_001083936.1, NM_011199.2, NM_001083935.1

19 Gene Prss46 MGC107146, 79H19B, Prss46, Tessp6, 1700112C13Rikprotease, serine, 46 NM_183103.2

22 Gene Prss50 79H19C, Tsp50, Prss50protease, serine, 50 NM_146227.4

22 Gene Tmie sr, Mm.87012, Tmie, 5131400L21Riktransmembrane inner ear NM_146260.2

22 Gene Als2cl mRn.49018, 79H19D, BC022645, Als2cl, D930044G19Rik, 79H19EALS2 C-terminal like NM_146228.4, NM_001146059.1, NM_001146060.1

24 Gene Lrrfip2 AI850587, Lrrfip2, 5133400F20Rikleucine rich repeat (in FLII) interacting protein 2 NM_027742.3, NM_001164838.1

28 Gene Trank1 A230061D21Rik, Trank1, Lba1, C030048J01Rik, Gm187tetratricopeptide repeat and ankyrin repeat containing 1NM_001164659.1

44 Gene Pdcd6ip Eig2, Pdcd6ip, AW544830, AI480591, C76364, mKIAA1375, Alix, Aip1programmed cell death 6 interacting protein NM_001164677.1, NM_001164678.1, NM_011052.2

35 Gene Clasp2 8030404L10Rik, CLASP2beta, mKIAA0627, Clasp2, C77448, 1500004F14RikCLIP associating protein 2 NM_029633.2, NM_001081960.1, NM_001114347.1

21 Gene Ubp1 Ubp1, LBP-1a, NF2d9, Cp2b, LBP-1bupstream binding protein 1 NM_013699.2, NM_001083319.1

33 Gene Crtap Crtap, CASP, Leprel3, 5730529N23Rikcartilage associated protein NM_019922.2

30 Gene Dync1li1 Dync1li1, 1110053F02Rik, Dnclic1, MGC32416, LIC-1dynein cytoplasmic 1 light intermediate chain 1 NM_146229.2

26 Gene Cmtm7 Cklfsf7, AI481279, Cmtm7CKLF-like MARVEL transmembrane domain containing 7NM_001252479.1, NM_133978.2

26 Gene Cmtm8 2700018N07Rik, Cmtm8, AA408515, Cklfsf8CKLF-like MARVEL transmembrane domain containing 8NM_027294.2

21 Gene Gpd1l Gpd1l, D9Ertd660e, 2210409H23Rikglycerol-3-phosphate dehydrogenase 1-like NM_175380.5

21 Gene Gm9846 ENSMUSG00000050621, Gm9846predicted gene 9846 NM_001190258.1

34 Gene Stt3b Stt3b, Simp, 1300006C19RikSTT3, subunit of the oligosaccharyltransferase complex, homolog B (S. cerevisiae)NM_024222.2

28 Gene Tgfbr2 DNIIR, RIIDN, TbetaR-II, TbetaRII, 1110020H15Rik, AU042018, TBR-II, Tgfbr2transforming growth factor, beta receptor II NM_009371.3, NM_029575.3

28 Gene Azi2 Azi2, AA410145, AZ25-azacytidine induced gene 2 NM_013727.3, NM_001048146.1

27 Gene Itga9 D130073C02, 2610002H11Rik, 6720458D17Rik, (alpha)9, D9Ertd428e, AI461869, Itga9integrin alpha 9 NM_133721.2, NM_001113514.1

28 Gene Ctdspl AI426263, Ctdspl, HYA22, 2810418J22Rik, SCP3CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase-likeNM_133710.3
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29 Gene Oxsr1 2810422B09Rik, AI462649, AW209236, Oxsr1, Osr1, mKIAA1101, 2210022N24Rikoxidative-stress responsive 1 NM_133985.2, NR_045693.1

18 Gene Myd88 Myd88 NM_010851.2

18 Gene Acaa1a Acaa, Acaa1a, Acaa1, D9Ertd25e, MGC7090, PTLacetyl-Coenzyme A acyltransferase 1A NM_130864.3

19 Gene Xylb AI132223, Xylb, AI327421xylulokinase homolog (H. influenzae) NM_001033209.3, NM_001199568.1

19 Gene Acvr2b Acvr2b, ActRIIB, MGC118477activin receptor IIB NM_007397.2

19 Gene Exog Exog, Endogl2, Engl, ENGL-a, Endogl1, AW557704, Englb, ENGL-B, Englaendo/exonuclease (5'-3'), endonuclease G-like NM_001172136.1, NM_172456.3

17 Gene Wdr48 8430408H12Rik, Wdr48, mKIAA1449WD repeat domain 48 NM_026236.3

28 Gene Csrnp1 Axud1, CSRNP-1, taip-3, URAX1, Csrnp1, 4931429D10Rikcysteine-serine-rich nuclear protein 1 NM_153287.3

38 Gene Slc25a38Slc25a38, BC010801, MGC18873, AV019094solute carrier family 25, member 38 NM_144793.1

38 Gene Rpsa 67lr, Lamrl1, 67kDa, P40-8, AL022858, P40-3, Lamr, MGC118614, MGC117921, P40, Rpsa, MLR, Lamr1ribosomal protein SA NM_011029.4

38 Gene Snora62 E2, MBI-13, Snora62, Rnu108, MBI-136small nucleolar RNA, H/ACA box 62 NR_002902.1

38 Gene Gm5922 Gm5922, EG546166predicted gene 5922 XR_108165.1, XR_105330.1

24 Gene Eif1b 1500010M16Rik, 3110001N14Rik, Eif1b, Gc20eukaryotic translation initiation factor 1B NM_026892.3

27 Gene 4930593C16Rik4930593C16RikRIKEN cDNA 4930593C16 gene NR_040753.1

27 Gene Ctnnb1 Catnb, Mesc, Ctnnb1, Bfccatenin (cadherin associated protein), beta 1 NM_007614.3, NM_001165902.1

26 Gene Sec22c Sec22l3, Sec22c, C530046H07, 4932412K21, 5930407I15RikSEC22 vesicle trafficking protein homolog C (S. cerevisiae)NM_178677.4, NM_001164562.1

26 Gene Deb1 Deb1, 1110020I04Rik, Ss18l2, AI463209differentially expressed in B16F10 1 NM_026794.2

23 Gene Nktr 5330401F18Rik, Nktr, D9Wsu172enatural killer tumor recognition sequence NM_010918.2

22 Gene E530011L22RikE530011L22RikRIKEN cDNA E530011L22 gene NR_033503.1

22 Gene Zfp651 R74626, Zfp651, BC030045, 4732420M22Rikzinc finger protein 651 NM_001166644.1

20 Gene Klhl40 Kbtbd5, 2310024D23Rik, Klhl40kelch-like 40 NM_028202.3

20 Gene Hhatl Hhatl, 1110011D13Rik, Gup1hedgehog acyltransferase-like NM_029095.2, NR_027967.1

32 Gene Higd1a Higd1a, AI303276, AW049839, 7420700H20Rik, 2210020B17Rik, HIMP1, Hig1HIG1 domain family, member 1A NM_019814.4

25 Gene Abhd5 CDS, Abhd5, 1300003D03Rik, IECN5, NCIE2, CGI-58, 2010002J10Rikabhydrolase domain containing 5 NM_026179.2

26 Gene Zfp105 Zfp105, AW557864zinc finger protein 105 NM_009544.2

39 Gene 1110059G10Rik1110059G10RikRIKEN cDNA 1110059G10 gene NM_025419.4

39 Gene Kif15 3110023M17Rik, HKLP2, Kif15, D330038N01, 3930402I10Rik, Knsl7kinesin family member 15 NM_010620.1

27 Gene Tmem42AV003444, D9Ertd662e, 0610027O18Rik, MGC29956, 4933429E06Rik, Tmem42transmembrane protein 42 NM_025339.4, NM_001164823.1

32 Gene Zdhhc3 Zfp373, 2210017C02Rik, Zdhhc3, GODZ, Gramp1, 1810006O10Rik, 1110020O22Rikzinc finger, DHHC domain containing 3 NM_026917.5

32 Gene Exosc7 Exosc7, mKIAA0116, 2610002K22Rik, AV212732exosome component 7 NM_001081188.1

25 Gene Tmem1582310037P21Rik, Ris1, Tmem158transmembrane protein 158 NM_001002267.2

26 Gene Limd1 AW822033, Limd1, D9Ertd192eLIM domains containing 1 NM_013860.2

26 Gene Sacm1l mKIAA0851, Sac1p, SAC1, Sacm1lSAC1 (suppressor of actin mutations 1, homolog)-like (S. cerevisiae)NM_030692.4

28 Gene Lztfl1 5530402H04Rik, 6130400H19Rik, MGC106871, AI414725, AW048545, Lztfl1leucine zipper transcription factor-like 1 NM_033322.2

29 Gene 4930526I15Rik1600027J15Rik, 4930526I15RikRIKEN cDNA 4930526I15 gene NR_015516.1, NR_027950.1

29 Gene Gm20783Gm20783 predicted gene, 20783 XM_003086771.1, XM_003086776.1, XM_003086775.1, XM_003086773.1, XM_003086777.1, XM_001472376.3

20 Gene Clcn5 ClC-5, T25545, DXImx42e, Clc5, D930009B12Rik, Sfc13, 5430408K11Rik, Clcn5chloride channel 5 NM_016691.4, NM_001243762.1

16 Gene Ppp1r3f Sfc15, RF3, Ppp1r3f, DXImx48e, R3Fprotein phosphatase 1, regulatory (inhibitor) subunit 3FNM_138605.2

16 Gene 4930524L23Rik4930524L23RikRIKEN cDNA 4930524L23 gene NR_029473.1

16 Gene Foxp3 JM2, sf, scurfin, Foxp3forkhead box P3 NM_054039.2, NM_001199347.1, NM_001199348.1

18 Gene Bcor mKIAA1575, 5830466J11Rik, 8430401K06Rik, D930024N20Rik, Bcor, BcorRBCL6 interacting corepressor NM_029510.3, NM_175046.3, NM_175044.3, NM_175045.3, NM_001168321.1

20 Gene Usp9x Dffrx, AA407302, 5730589N07Rik, AL022658, FAF-X, Fafl, AA407699, AL022749, Usp9xubiquitin specific peptidase 9, X chromosome NM_009481.2

23 Gene Ddx3x Fin14, Ddx3x, D1Pas1-rs2, Ddx3DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3, X-linkedNM_010028.3

25 Gene Slc25a5 MGC101927, Ant2, Slc25a5solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 5NM_007451.3

20 Gene C330007P06RikC330007P06Rik NM_029951.1

20 Gene Ube2a HR6A, Ube2a, Mhr6a, HHR6A NM_019668.3

17 Gene Hs6st2 Hs6st2, 6OST2 heparan sulfate 6-O-sulfotransferase 2 NM_015819.3, NM_001077202.1
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21 Gene Ddx26b Ddx26b, 6330505F04Rik, 4930535D10Rik, D130066O12DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26B NM_172779.4

19 Gene Hmgb3 Hmg2a, Hmgb3, Hmg4high mobility group box 3 NM_008253.3

18 Gene Xlr4b Xlr4, Xlr4b X-linked lymphocyte-regulated 4B NM_021365.2

18 Gene F8a DXUcsf1, F8a, F8a1, AI852759factor 8-associated gene A NM_007978.3

18 Gene Xlr4c Xlr4c, 2900036K24RikX-linked lymphocyte-regulated 4C NM_183094.3

18 Gene Zfp275 AI593314, DXPas8, 5430431L06Rik, Zfp275, DXHXS52, DXBay20zinc finger protein 275 NM_031494.2, NM_001160229.1

16 Gene Mecp2 BB130002, Mbd5, 1500041B07Rik, WBP10, D630021H01Rik, Mecp2methyl CpG binding protein 2 NM_001081979.1, NM_010788.3

20 Gene Atp6ap1 Atp6s1, C7-1, Atp6ap1, VATPS1, AW108110, AI316502, CF2, XAP-3, 16A, AC45, Atp6ip1, FLJ00383, mFLJ00383ATPase, H+ transporting, lysosomal accessory protein 1NM_018794.4

20 Gene Gdi1 GDIalpha, Gdi1, GDIA, MGC21593guanosine diphosphate (GDP) dissociation inhibitor 1NM_010273.4

20 Gene Fam50a Fam50a, XAP-5, D0HXS9928Efamily with sequence similarity 50, member A NM_138607.3

25 Gene Tbl1x Tbl1, 5330429M20, Tbl1xtransducin (beta)-like 1 X-linked NM_020601.2

20 Gene Arx Arx aristaless related homeobox NM_007492.3

21 Gene Gspt2 MGC143749, Gspt2, MGC143748G1 to S phase transition 2 NM_008179.2

21 Gene Efnb1 Efnb1, LERK-2, Elk-L, Eplg2, Epl2, Lerk2, Cek5-L, EFL-3, Stra1ephrin B1 NM_010110.4

18 Gene Nhsl2 EG621083, Nhsl2, AW488865, 6430511F03, 1110062M06Rik, AI225852, Gm10456, ENSMUSG00000073037NHS-like 2 NM_001163610.1

15 Gene Rps4x Rps4x, MGC118104, MGC102174, Rps4, Rps4-1ribosomal protein S4, X-linked NM_009094.1

17 Gene C77370 A230051P11, Kiaa2022, mKIAA2022, C77386, C77370, KIAA2022, Xpnexpressed sequence C77370 NM_001077354.2

16 Gene LOC101055819 uncharacterized LOC101055819 XM_003945612.1

16 Gene Huwe1 C80292, LASU1, Gm1718, Ib772, Arf-bp1, 5430439H10Rik, Ureb1, Huwe1, AU041296, C430014N20Rik, MuleHECT, UBA and WWE domain containing 1 NM_021523.4

20 Gene Sh3kbp1 Seta, Ruk, AI447724, 1200007H22Rik, Sh3kbp1, 1700125L08Rik, 5830464D22Rik, IN85SH3-domain kinase binding protein 1 NM_001135727.1, NM_001135728.1, NM_021389.5

20 Gene Nhs Nhs1, Gm48, Gm389, Xcat, NhsNance-Horan syndrome (human) NM_001081052.1

15 Gene Rbbp7 AA409861, BB114024, mRbAp46, Rbbp7, AU019541, AI173248retinoblastoma binding protein 7 NM_009031.3

20 Gene Gpm6b M6B, Gpm6, AI593561, Gpm6bglycoprotein m6b NM_001177955.1, NM_001177956.1, NM_001177957.1, NM_001177958.1, NM_001177959.1, NM_001177960.1, NM_001177961.1, NM_001177962.1, NM_023122.3

29 Gene Msl3 Msl3l1, AU018931, Msl3, Msl31male-specific lethal 3 homolog (Drosophila) NM_010832.4
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Affy Tag PROT

1435850_at NP_001011874.1

XR_140426.1, XR_141892.1

1425189_a_at, 1430798_x_at, 1434970_a_at, 1434971_x_at, 1435232_x_atNP_001171129.1, NP_079576.1

1415826_at NP_598587.2

NP_034472.1

1418968_at, 1431605_atNP_033956.2

1416998_at NP_067486.2

1424392_at, 1424393_s_atNP_780445.1

NP_032677.2

1434706_at NP_775619.2

1431585_at

NP_808390.2

1436506_a_at

XR_140429.1, XR_141896.1

XM_003688767.1, XM_003689325.1 XP_003688815.1, XP_003689373.1

1424977_at, 1430283_s_at, 1432425_atNP_663730.1, NP_081309.1

NP_038743.1

1420340_at, 1431405_a_atNP_080769.3

1415711_at NP_001095900.1

1432047_at, 1436569_atNP_083801.1, NP_001028808.1, XP_003946085.1

1435233_at, 1435234_atNP_032704.2, NP_001071163.1

1421727_at NP_034294.2, NP_001239121.1

NP_001028460.1

1415979_x_at, 1426162_a_at, 1426163_x_at, 1427452_atNP_035421.2

1426968_a_at NP_598593.1

1426398_at NP_001257945.1, NP_001257946.1, NP_080049.2

1421520_at NP_065629.1

1420028_s_at, 1420029_at, 1426652_at, 1426653_atNP_032589.1

1419342_at NP_803128.1

NP_742122.2

1429357_at, 1429358_atNP_080880.4

1421698_a_at, 1430676_atNP_031759.2

NP_035330.1

1418035_a_at, 1418036_atNP_032948.1

1423948_at NP_663367.1

1427208_at NP_598578.1

1435033_at NP_898840.2

1417293_at NP_056633.2

NM_001172205.1, NM_001172206.1, NM_145996.4, NR_033310.1NP_001165676.1, NP_001165677.1, NP_666108.2

1429849_at NP_766240.1

1421635_at, 1431233_at, 1434847_atNP_291048.2
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1420480_at, 1420481_at, 1420482_at, 1420483_atNP_444416.2, NP_001034640.1

1428863_at NP_080517.1

1433920_at NP_001119519.1

1428581_at NP_958753.2, NP_082233.1, NP_001119518.1

NP_034072.2

1426403_at NP_666219.1

NP_061360.2

1421360_at, 1436616_atNP_766559.2, NP_084542.2

1426355_a_at, 1426356_atNP_932123.3

1421982_a_at, 1435811_a_at, 1435812_atNP_080399.1

1435641_at NP_776295.1

1424512_a_at, 1436108_atNP_742051.1

1434604_at, 1434605_at, 1435592_atNP_938045.2

1422624_at NP_062516.2

1430435_at, 1433939_atNP_034808.2

1424002_at NP_081126.2

1421036_at, 1421037_atNP_032745.2

NM_053257.3, NM_001252218.1, NM_001252219.1NP_444487.1, NP_001239147.1, NP_001239148.1

1416996_at NP_061245.3

1422615_at, 1434184_s_atNP_032722.2, NP_001239129.1, NP_001239130.1, NP_001239131.1

1418034_at, 1435843_x_atNP_076003.3

1419184_a_at NP_034342.1

1416796_at, 1416797_atNP_035009.3

1428593_at NP_083644.1

1436443_a_at NP_076134.1

1434288_at NP_653141.3

NP_035859.2

1427450_x_at NP_034993.2, NP_001155289.1

1434657_at, 1436299_atNP_001074550.1, NP_001106854.1

NM_001142647.1, NR_024590.1 NP_001136119.1

1423452_at, 1430165_atNP_598571.2

1434856_at NP_001074902.2

1418561_at, 1418562_atNP_112456.2

1428487_s_at NP_080700.3, NP_001034799.1

1426351_at NP_034607.3

1422579_at NP_032329.1

1423167_at, 1423168_atNP_079559.2

XR_168381.1, XR_168797.1

NP_780648.1

NP_001108135.1

1425904_at, 1427017_atNP_631885.1

NR_024325.1, NR_024326.1

1431183_at, 1434422_atNP_082822.1

1434692_at NP_001032831.2, NP_001107574.1

1424075_at NP_001074650.1

1425913_a_at, 1436091_atNP_659131.2, NP_001158038.1
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1428185_at NP_001153336.1, NP_001153337.1

NM_199007.2, NM_001177867.1 NP_950172.1, NP_001171338.1

1423039_a_at, 1423040_at, 1423041_a_atNP_080100.1

1426124_a_at NP_001036099.1

1429627_at, 1430954_atNP_081650.2, NP_081627.1

1418225_at, 1418226_at, 1418227_atNP_032791.1, NP_001020549.1

XR_107316.1, XR_104582.1

1424996_at, 1425686_at, 1425687_atNP_997536.1, NP_033935.2

1429607_at, 1435016_atNP_765994.2

1433544_at NP_766244.4

1417783_at, 1417784_at, 1431608_atNP_001153420.2, NP_666221.1, NP_082993.4

NP_032083.3

NP_033486.1

NP_061356.2

1419616_at, 1434310_atNP_031587.1

1434010_at NP_001032814.1

1434302_at, 1434303_atNP_001038978.3

1427169_at NP_001074519.2

1426528_at, 1435349_atNP_001070871.1, NP_035069.2, NP_001070874.1, NP_001070872.1, NP_001070873.1, NP_001070875.1

1425143_a_at NP_663493.2, NP_001153510.1, NP_001153511.1, NP_001153512.1

NP_061266.2

NP_666362.1

NM_028673.1, NM_001267872.1 NP_082949.1, NP_001254801.1

1419354_at, 1419355_at, 1419356_atNP_291041.2

1421582_a_at, 1421583_at, 1423402_at, 1428755_atNP_598589.2, NP_034082.1, NP_001032815.1

1418928_a_at NP_080240.1

NP_001091113.1

1422937_at NP_001036124.1, NP_073558.2

1419821_s_at, 1422433_s_atNP_034627.3, NP_001104790.1

1422994_at NP_035216.2

1420594_at NP_031551.1

1428506_at NP_080471.2

1426642_at NP_034363.1

1416217_a_at, 1416218_x_atNP_033110.1

NP_032368.2

1422313_a_at NP_034648.2

1419283_s_at, 1428650_atNP_082160.3

NM_001034060.3, NM_001170641.1NP_001029232.2, NP_001164112.1

NP_083987.1

1418746_at NP_001034598.1, NP_079856.2, NP_064383.1

1417162_at NP_081430.3

XM_003945311.1, XM_003946059.1 XP_003945360.1, XP_003946108.1
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1420361_at NP_038640.2

NP_694728.1

1434242_at NP_795946.2

NP_067358.1

NP_080060.1

NP_067288.2

1434733_at NP_778196.2

1417590_at NP_077226.2

NP_034674.1

NP_919314.2

1427879_at NP_081253.1

NP_739561.2

1424521_at NP_081122.2, NP_001153377.1, NP_001153378.1

1422524_at NP_076221.1

1435784_at NP_001003917.2

1420247_at, 1430385_a_atNP_083286.1

1426160_a_at NP_035624.3

1417373_a_at, 1417374_at, 1417375_atNP_033473.1

NM_001243090.1, NM_001243091.1NP_001230019.1, NP_001230020.1

NM_020266.2, NM_178055.4, NM_001159883.1, NM_001159884.1, NM_001159885.1NP_064662.2, NP_835156.1, NP_001153355.1, NP_001153356.1, NP_001153357.1

1416588_at NP_033011.2

1426731_at, 1426732_atNP_034173.1

1417305_at, 1425968_s_atNP_001078840.1, NP_001078839.1, NP_031489.4, NP_001166948.1

NP_898843.1

NM_001001565.2, NM_001001566.3NP_001001565.1, NP_001001566.1

NP_796030.1

1427535_s_at, 1436414_atNP_849215.3

1422728_at NP_034694.3

1431792_a_at NP_082162.3

1418485_at NP_033234.2

XP_001472501.2

NM_001001981.3, NM_001136226.1NP_001001981.2, NP_001129698.1

1428386_at, 1428387_atNP_083093.2, NP_001028778.2, NP_001129694.1

NP_898848.1

1424749_at, 1435588_atNP_001104749.1, NP_081333.1

XR_140443.1, XR_141939.1

1426651_at, 1430990_s_atNP_001074679.1

1416666_at NP_033281.1

1435343_at NP_780500.2

1423104_at NP_034700.2

XR_140445.1, XR_141940.1

1426922_s_at, 1426923_at, 1434840_atNP_034602.1

1423898_a_at, 1423899_at, 1423900_at, 1423901_atNP_598736.4

1419305_a_at NP_079662.1

1418432_at, 1418433_atNP_598542.3
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NM_001144992.1, NM_001144993.1NP_001138464.1, NP_001138465.1

1429291_at NP_081633.1

1415771_at, 1415772_at, 1415773_atNP_035010.3

1431350_at

NP_032998.1

1422790_at NP_035063.1

NP_083165.1

NM_146112.4, NM_001110212.1 NP_666224.3, NP_001103682.1

1428169_at NP_084122.2, NP_001192320.1, NP_001192321.1

1435901_at NP_001028463.1, NP_001185502.1

1436512_at NP_796279.2

1416305_at NP_598577.1

1435432_at, 1435433_atNP_835220.1, NP_001032213.1

1420337_at NP_034392.1

1415934_at NP_598566.3

1433842_at NP_001104781.1, NP_032541.1, NP_001104782.1

1429568_x_at, 1432426_a_at, 1436254_atNP_080730.1

NP_001028464.1

NP_081827.1

NP_775571.2

NP_075832.1

1436050_x_at NP_062352.1

1417602_at, 1417603_atNP_035196.2

NP_082994.1

NP_031881.1

1418068_at NP_077159.1

NP_667249.1

1433516_a_at, 1433517_at, 1434823_x_atNP_001156897.1

1426193_at NP_694754.1

1417389_at NP_057905.1

NP_766438.2

1429613_at NP_780327.1

NP_852070.3

XM_977156.2, XM_001474855.2 XP_982250.2, XP_001474905.1

1435603_at NP_766051.4

NP_543126.2

1417919_at NP_075689.1

1415987_at, 1415988_at, 1419806_at, 1419869_s_atNP_598569.1

1423472_at, 1423473_atNP_035021.1, NP_001153189.1, NP_001153190.1, NP_001153191.1

1416770_at NP_067512.3

1417040_a_at NP_058058.1

1424052_at NP_080196.3

1424102_at, 1424103_atNP_777363.1

NM_001105667.1, NM_023136.2 NP_001099137.1, NP_075625.1
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1431134_at, 1436069_atNP_079730.1

1419170_at, 1419171_atNP_080597.2

1417471_s_at NP_598586.1

1421284_at, 1425813_at, 1425997_a_at, 1432115_a_at, 1435262_atNP_038812.2

1430126_at, 1433726_atNP_775279.2, NP_083625.1

XM_921685.3, XM_983271.2 XP_926778.2, XP_988365.1

1434401_at NP_001116147.1, NP_001116148.1

1426994_at NP_598582.3

1417007_a_at NP_033216.2

NP_001074785.1

1416907_at, 1416908_s_atNP_035780.1

NP_001074594.1

1426858_at, 1426859_atNP_032407.1

1417744_a_at, 1435517_x_atNP_071722.1

NP_666215.1

1425199_a_at NP_663481.2, NP_001106887.1

1421330_at NP_064317.2

1416070_a_at, 1416071_atNP_080136.2

1426392_a_at, 1434968_a_atNP_076224.1, NP_001192314.1, NP_001192315.1

NP_083063.2

1431569_a_at NP_659568.2

NM_001081756.1, NM_172484.3, NM_176957.3NP_001075225.1, NP_766072.2, NP_795931.2

1425744_a_at, 1428643_at, 1428644_atNP_660110.2

NP_081954.1

1433871_at NP_861415.2

1426484_at, 1426485_at, 1426486_atNP_080666.2

1416251_at NP_032593.1

1423800_at NP_663482.2, NP_803228.2

1422090_a_at, 1422091_at, 1422092_at, 1429486_atNP_032851.2, NP_001155887.1, NP_001155888.1

NP_848806.2

1426648_at NP_032577.1

1424229_at NP_663483.1

1422637_at, 1422638_s_atNP_061220.2

1417813_at NP_062751.2

1427967_at, 1429884_at, 1434406_at, 1434407_atNP_001074480.2

NP_780591.1

1433519_at, 1434668_at, 1435753_a_atNP_780503.2, NP_001139276.1

1422233_at, 1427162_a_atNP_031949.2

1424885_at NP_659059.1

1429049_at NP_083054.1, NP_001181954.1

1428108_x_at NP_849205.1

1436300_at, 1436301_atNP_766104.2

1433469_at NP_034862.1

NP_001092746.2

1426798_a_at, 1436366_atNP_598580.1

1425159_at NP_080956.1
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NP_839991.2

NP_112469.1

NP_780652.2

NP_035569.2

NP_033253.1

NP_653113.4

1416250_at NP_031596.1

1424048_a_at NP_082333.1

1424312_at NP_082596.2

1435786_at NP_694768.1

1419927_s_at NP_663485.1

1430094_at NP_001138772.1

1427142_s_at, 1427143_atNP_690855.2

1431462_at, 1434786_atNP_001074776.1

1422462_at NP_080300.1

1427028_at, 1436218_atNP_001028581.1

NP_796055.1

1424640_at NP_081099.1

NM_145417.3, NM_001159624.1 NP_663392.2, NP_001153096.1

1427485_at NP_444336.2

NP_780468.1

1424466_at NP_722469.1

NP_775613.2

XR_168789.1, XR_168598.1

XM_003945620.1, XM_003946044.1 XP_003945669.1, XP_003946093.1

NP_038778.1

NR_046167.1, NR_046168.1, NR_046169.1, NR_046170.1

1421119_at, 1435772_atNP_001034561.1

1429044_at, 1431155_atNP_001074829.1

NP_080776.1

NP_001074727.1

1420410_at NP_109601.1, NP_001153241.1

1416816_at NP_067618.1

1419324_at, 1429905_at, 1431598_a_atNP_034844.1, NP_001036042.1, NP_001020736.1

1435776_at NP_001074695.1

1428779_at NP_766231.2

1422814_at NP_033921.3

1427971_at, 1427972_at, 1427973_s_at, 1429940_atNP_666103.1

1422998_a_at NP_075994.2, NP_001033682.1, NP_001033683.1, NP_001033681.1

NP_001019891.2

1420961_a_at, 1425718_a_atNP_473443.2, NP_001034600.1, NP_001034601.1

1422567_at NP_071301.2

NP_001034733.2

1436431_at NP_932107.1

NP_079953.2

NP_808424.3
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NP_001074666.1

NP_080645.2

NM_001005507.2, NM_001160256.1, NM_001160257.1NP_001005507.1, NP_001153728.1, NP_001153729.1

1423885_at, 1423886_atNP_034813.2

1429324_at NP_001028334.1

1425617_at, 1425618_atNP_031868.2

NP_839975.2

1426235_a_at, 1426236_a_atNP_032157.2

NP_001191837.1

1417612_at, 1417613_atNP_034630.1

1435175_at XP_148974.3, XP_998795.2

1426053_a_at, 1426992_at, 1426993_atNP_035403.1

1421483_at NP_034842.2

1420831_at, 1420832_atNP_075757.1, NP_001020116.1

1431102_at NP_001034273.1

1426084_a_at NP_659040.2, NP_001153490.1, NP_001153491.1

1418115_s_at, 1418116_at, 1435526_atNP_071724.1, NP_001153652.1, NP_766431.3, NP_001153653.1, NP_001153654.1

NM_009595.3, NM_001136104.1 NP_033725.2, NP_001129576.1

NP_663388.1

1436248_at NP_808312.3

1428452_at

NP_033916.1

1421488_at, 1429196_at, 1429197_s_at, 1434062_atNP_001033710.1, NP_038890.3

1434933_at NP_001020123.1

NP_775600.1

1419291_x_at, 1424843_a_at, 1436222_at

1433838_at NP_766232.1

1422895_at, 1422896_at, 1434796_atNP_058076.2

1429432_at, 1429433_at, 1432760_atNP_001074759.1

1428918_at NP_083052.1

1417902_at, 1426117_a_atNP_473428.1

1418453_a_at, 1423890_x_atNP_033851.1

1433912_at NP_663488.1

1428167_a_at, 1428168_atNP_001077366.1, NP_001001880.1

1424194_at, 1430230_atNP_001033935.1, NP_848708.2

1419716_a_at, 1427695_a_at, 1427835_at, 1435555_atNP_035267.2, NP_945150.2, NP_945151.2, NP_945152.2

NM_175170.4, NM_001142948.1 NP_780379.2, NP_001136420.1

1417137_at, 1426909_atNP_109649.1

1423759_a_at NP_001034572.1

1416743_at, 1416744_at, 1416745_x_atNP_598567.2, XP_003689378.1

1430442_at NP_081804.1, NP_001103455.1

1435444_at NP_001074773.1

1420636_a_at, 1430891_atNP_075662.2

1416618_at NP_032937.1

NP_038947.2
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1416327_at NP_079664.1

1432000_a_at, 1434994_at, 1434995_s_atNP_035745.3, NP_001122081.1

1417468_at, 1417469_atNP_036179.1, NP_001229509.1

1421950_at NP_035200.2

1436171_at NP_001005508.2

1426164_a_at NP_033506.1

NP_001157997.1

NP_062357.3

1419218_at, 1436118_atNP_277044.1

1418570_at NP_067620.3

1415706_at NP_034068.3

1434133_s_at, 1434134_atNP_705783.1

NP_536344.1

1426115_a_at, 1428602_at, 1433029_atNP_032455.2

1419601_at NP_001034573.1

1418964_at NP_080510.1

1420518_a_at NP_291086.2, NP_001139272.1

1420245_x_at, 1426529_a_atNP_848713.1

1436671_at NP_808391.2

NP_081001.1

NM_011880.3, NM_001199003.1 NP_036010.2, NP_001185932.1

1417677_at NP_034228.1

1422322_at, 1435926_atNP_067325.2

1430082_at NP_083729.2

1418026_at, 1418027_at, 1430225_atNP_036142.2

1422078_at, 1435260_at, 1435879_atNP_035915.3

NP_031448.2

XR_107314.1, XR_104601.1

1428619_at NP_079787.1

1423050_s_at, 1423051_atNP_058085.2

1420513_at NP_080902.1

NP_001155137.1

1423441_at NP_032275.2

NP_666217.2

1426510_at NP_848768.1

1424712_at NP_080651.2

1425869_a_at, 1431542_atNP_001122077.1, NP_035313.2

1435272_at NP_001074644.1

NP_001074696.1

1422502_at, 1422503_s_at, 1435368_a_atNP_031441.2

1428639_at NP_780395.2, NP_001096652.1

1421505_at NP_038757.1

1426635_at, 1428668_atNP_573488.2

1420376_a_at, 1423262_a_at, 1423263_at, 1434127_a_atNP_032236.1

XR_168385.1, XR_168795.1

1436227_at NP_796073.1

NP_598466.1
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1417638_at NP_034224.1

1423871_at NP_659043.1

1423961_at, 1423962_at, 1423963_at, 1435478_atNP_663489.4

1415829_at NP_598576.2

XR_035218.2, XR_035284.2

1417530_a_at NP_036188.1

1433937_at, 1433938_atNP_775554.2

1416257_at NP_033924.2

1430671_a_at, 1433463_atNP_082137.1

1423870_at NP_859421.1

1434698_at NP_796363.2

1426735_at NP_941055.1

1418764_a_at NP_035924.2

1426713_s_at, 1430370_atNP_084011.1

1423250_a_at NP_033393.2

1432855_at NP_766238.1

NM_010607.2, NM_001159850.1, NR_027627.1NP_034737.2, NP_001153322.1

XR_168386.1, XR_168796.1

1427161_at NP_001074832.2

1421499_a_at, 1436442_atNP_033002.2

1424760_a_at NP_081072.1

1421336_at NP_032963.1

1434563_at NP_848890.3

NM_144879.2, NR_027352.1 NP_659128.2

NP_084336.1

XR_140481.2, XR_141936.2

1417879_at NP_079700.1

1417030_at, 1417031_atNP_080140.1

1423911_at NP_659129.2

XR_107310.1, XR_104624.1

1430228_at, 1434695_atNP_084042.1

1428531_at, 1428532_atNP_848747.4

1424349_a_at, 1424350_s_at, 1435326_at, 1435327_atNP_758470.1, NP_001128301.1

1417299_at NP_035022.2

1422786_at, 1436164_atNP_033605.1

1425352_at, 1428342_at, 1428343_at, 1432232_atNP_659063.2

1425636_at NP_659130.2

XR_035313.2, XR_035377.2

NM_001177794.1, NM_198247.2 NP_001171265.1, NP_937890.2

XM_003946057.1, XM_003945323.1 XP_003946106.1, XP_003945372.1

1429772_at NP_032908.2

1435363_at NP_001028425.1, NP_001153414.1

NM_172308.4, NM_001170785.1, NM_001170786.1NP_758512.3, NP_001164256.1, NP_001164257.1

1419706_a_at NP_112462.1
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1434901_at NP_001028638.2

1424505_at NP_079619.4

1421495_a_at NP_077223.2

1429499_at NP_080271.2

NP_780583.1

NM_019958.4, NM_001161822.1 NP_064342.1, NP_001155294.1

1433983_at NP_766134.1

1433536_at NP_766372.1

1422665_a_at, 1431085_a_at, 1431086_s_atNP_032812.2

1432187_at, 1432188_s_atNP_663752.2

1427679_at, 1435739_atNP_034820.1

1429731_at XP_003945511.1, XP_003945899.1

1424043_at NP_080417.2

1423462_at NP_619608.1

NP_796361.2

1432055_at NP_780364.3

XM_003945459.1, XM_003945849.1 XP_003945508.1, XP_003945898.1

1430301_at, 1435398_atNP_001074813.2

1429441_at, 1436550_atNP_082244.2, NP_001161769.1

1426892_at, 1427569_a_atNP_035812.3

1426208_x_at NP_033564.2

1426813_at NP_852135.1

NM_001195065.1, NM_001195066.1, NM_001033257.4, NM_001195096.1NP_001181994.1, NP_001181995.1, NP_001028429.1, NP_001182025.1

1422018_at, 1434904_atNP_034567.2

XR_106495.1, XR_105340.1

1415722_a_at NP_079694.2

1430110_at NP_083998.1

1421267_a_at NP_034958.2

NP_082716.1

1416216_at NP_033074.2, NP_001104535.1

1421340_at NP_032606.4

NM_019702.2, NM_001042593.1, NM_001145209.1NP_062676.2, NP_001036058.1, NP_001138681.1

1416041_at NP_001155317.2, NP_001155319.1, NP_001155320.1, NP_001155321.1, NP_001155322.1, NP_035491.1

1431415_a_at, 1434907_atNP_035733.1

XR_140973.1, XR_141522.1

1417447_at NP_035675.1

NP_035425.2

1428795_at NP_898939.2

1418436_at NP_058077.2

1416953_at NP_034347.2

1433490_s_at, 1433491_at, 1433492_atNP_038539.2, NP_001186194.1

1434246_at NP_766375.1
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1423277_at, 1423278_at, 1431680_a_atNP_033009.1

1429628_at NP_080414.2

1429156_at NP_001103217.1

1428551_at, 1430920_atNP_082880.2

1418583_at NP_080074.1

1418106_at NP_038932.1

1418412_at NP_033439.1

1430242_at NP_079890.1

NP_766096.1

1415908_at NP_033459.1

1415971_at, 1415972_at, 1415973_at, 1430311_atNP_032564.1

XR_106509.1, XR_168466.1

1417558_at NP_032080.2, NP_001116364.1, NP_001116365.1

1434723_at

1424632_a_at, 1426194_x_atNP_035394.2

1416835_s_at NP_033795.1

1434997_at NP_001161776.1, NP_937807.2

NP_808461.1

NP_082155.1

1418545_at NP_114083.1

1419577_at NP_598760.1

1416759_at NP_612188.1, NP_001157905.1

1416999_at NP_033239.1

NP_082706.1

1416440_at, 1431527_atNP_058594.1

1433711_s_at NP_001156380.1, NP_001013388.2

1434831_a_at, 1434832_atNP_062714.1

1427073_at NP_665686.2

1422480_at NP_059500.2

1428334_at NP_766004.1

1419819_s_at, 1424924_at, 1424925_at, 1424926_atNP_694695.3

1427542_at NP_780616.4

1430652_at NP_766007.1

1434570_at NP_950193.1

1416034_at NP_033976.1

1429317_at NP_001074523.1

1417668_at NP_570962.2

1422796_at NP_035286.1

NP_766061.2

1418966_a_at NP_079981.2

1421191_s_at NP_444417.2, NP_001186201.1

1419065_at NP_079960.1

1419914_s_at, 1419915_at, 1420646_at, 1434304_s_atNP_084526.1

NP_001191912.1

1430563_at NP_082106.2

1423511_at NP_079817.1
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XR_140984.1, XR_141531.1

1417110_at, 1417111_atNP_032574.1

NP_001028557.2

1426768_at NP_001157305.1

1415838_at NP_062734.1

1422621_at NP_035370.2

NM_001024911.2, NM_001024910.3NP_001020082.1, NP_001020081.2

NP_766527.3

1426519_at NP_035160.1

NP_001028431.2

1421032_a_at, 1435886_atNP_064349.2

NM_026937.3, NM_001199187.2 NP_081213.1, NP_001186116.1

1435026_at NP_443720.1

NP_058083.2

1415687_a_at, 1421813_a_atNP_035309.3, NP_001139592.1, NP_001139593.1, NP_001139594.1, NP_001139595.1, NP_001139596.1

1432346_a_at NP_001239564.1, NP_075859.2

1435110_at NP_084046.2

1415892_at, 1415893_atNP_033189.2

NP_001074596.1

NP_038781.2

1417084_at, 1436158_atNP_034254.1

1416939_at NP_080714.2

1415696_at, 1423720_a_atNP_033146.1

1428689_at, 1428690_atNP_082188.1

1421612_a_at NP_996883.1

1422866_at NP_031757.1

1424653_at NP_932113.2

1432593_at NP_082473.2

NP_062426.2

1417875_at NP_444413.1

NP_001028432.1

1434996_at NP_780403.1

NP_796346.2

1427993_at, 1434346_at, 1434347_s_atNP_081701.2

NP_001073293.1

NP_080361.1

XM_001472938.2, XM_001472786.2 XP_001472988.2, XP_001472836.2

1427032_at, 1431716_atNP_084390.1, NP_080377.2

XR_141007.1, XR_141539.1

NM_177612.3, NM_001164376.1, NM_001164519.1NP_808280.2, NP_001157848.1, NP_001157991.1

1424778_at, 1424779_at, 1424780_a_at, 1424781_at, 1433976_atNP_848721.1, NP_001191844.1

1426900_at NP_997104.2, NP_001229325.1

NP_001031370.1

1427682_a_at, 1427683_atNP_034248.2
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1435923_at NP_001005419.2

1433583_at, 1435615_atNP_848794.1

1418108_at NP_001074815.1

1429206_at, 1429656_atNP_001074816.1, NP_001239565.1, NP_001239566.1, NP_001239567.1

XR_105403.3, XR_106523.3

NP_031685.2

XR_168681.1, XR_168474.1

1428311_at NP_001104591.1

1423484_at, 1436029_atNP_113574.1

NP_033386.1

1424062_at NP_663395.1

1416849_at, 1416850_s_atNP_598768.1

1430031_at, 1436215_atNP_081460.1

1431136_at, 1436471_atNP_084057.1

1427265_at NP_001074881.1

1427519_at NP_033760.2

1428071_at NP_780342.1

1422884_at, 1422885_atNP_080371.1

NP_077760.1

1416045_a_at, 1435856_x_atNP_035548.1, NP_001155325.1

1417234_at NP_032632.1

1433720_s_at NP_780538.2

XR_106529.1, XR_105408.1

1428770_at NP_001074888.2

1433873_s_at NP_032813.3

1417526_at NP_067543.2

1418237_s_at, 1426955_atNP_034059.2, NP_001103461.1

1417448_at NP_598759.1

1420131_s_at, 1420132_s_atNP_666037.1

1422457_s_at NP_064313.1

1417032_at, 1417033_atNP_062777.2

1436225_at NP_612174.2

1424267_at NP_080707.2

NP_032852.2

1425035_s_at NP_001075164.1, NP_062321.1

1419212_at, 1426087_atNP_056605.1

1424193_at NP_083822.1, XP_003946476.1, XP_003946477.1

1435430_at NP_001074524.1

1422506_a_at, 1422507_atNP_031819.1

1427929_a_at, 1427930_at, 1427931_s_atNP_742146.1

1423830_a_at NP_081698.2

NP_001019710.1

NP_001028645.1

1425253_a_at NP_038619.2

NP_683736.1

1434879_at NP_808281.1
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1421154_at NP_032252.1

NP_766139.2

NP_075793.1

1424514_at NP_653111.1

1422803_at NP_113557.1

NP_001036175.1

1422034_a_at, 1423967_atNP_075617.3, NP_001155219.1

1424874_a_at NP_001070831.1, NP_032982.2

NM_181681.2, NR_033210.1, NM_001170935.1NP_859009.2, NP_001164406.1

1419669_at NP_035308.2

1422928_at NP_056594.2

1417867_at NP_038487.1

NM_198107.2, NM_001163276.1 NP_932775.2, NP_001156748.1

1433931_at, 1433932_x_atNP_818775.2

NP_444474.1

1419396_at NP_031906.1

1433635_at NP_780659.2

NP_569722.1

1427109_at NP_001003949.2

NP_031751.1

1419238_at NP_038878.1

NM_001037741.2, NM_008162.2 NP_001032830.2, NP_032188.3

NP_906271.1

1418644_a_at NP_035622.1

1433494_at NP_001182197.1

1423716_s_at NP_079589.2

NP_067540.1

1416332_at NP_031731.1

1429091_at NP_081483.1

1417521_at NP_031935.3

1416536_at NP_075920.4

1424313_a_at NP_083548.1

1422558_at NP_034385.1

1419275_at NP_573451.2, NP_001116076.1, NP_001116077.1

XR_141027.1, XR_141550.1

NP_033117.1

1422129_at, 1435199_atNP_035919.2

NP_079797.1

1425824_a_at NP_032819.1

1430128_a_at NP_001191860.1, NP_647453.1

1420336_at NP_079905.1, NP_001107020.1

1434984_at NP_898975.2

NP_941017.2

1417728_at NP_038623.1

1426297_at, 1427764_a_atNP_001157619.1, NP_001157620.1, NP_001157621.1, NP_001157622.1, NP_001157623.1, NP_001157624.1, NP_001157625.1, NP_035678.3

1419713_at NP_080370.2

Page 704 of 1163



1429124_s_at, 1429489_atNP_080128.2

1416350_at NP_510962.2

1415753_at NP_663396.1

1430327_at NP_001094076.1

1421842_a_at NP_062521.1

1423370_a_at NP_001153063.1, NP_598763.1

1424054_at NP_663336.2

1417964_at NP_031486.1

NP_955354.1

1424179_at NP_076389.2

NP_038679.3

NP_031471.2

1432289_a_at NP_082277.2

1436292_a_at NP_032779.2

NP_001013780.2

1417313_at NP_079625.1

1434658_at NP_780404.2

NP_001075157.2

NP_038923.1

NP_034852.2

1420197_at NP_032681.1

1417881_at, 1417882_atNP_598896.1

NP_078775.1

1424688_at NP_663340.1

1415974_at NP_075627.2

NP_034861.3

1418861_at NP_067476.2

1424736_at NP_031933.1

1423446_at NP_001177402.1, NP_001177403.1, NP_031854.1

1430787_at

NP_081396.1

1417896_at NP_038797.2

1424954_a_at NP_032870.2, NP_001140159.1

NP_081657.1

1419222_at NP_033351.1

1426150_at NP_683753.1

1417637_a_at NP_034570.1, NP_001156637.1, NP_001156638.1

1434263_at NP_082933.2

1431368_at, 1432131_atNP_001014836.2

1419451_at NP_062731.1

1417322_at NP_598725.2

NP_001093387.1

1422565_s_at, 1427665_a_at, 1429148_at, 1435527_atNP_032714.1, NP_081032.2

1434969_at NP_795928.2

1434254_at NP_034431.1

1420619_a_at NP_034477.1
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1436244_a_at NP_001239330.1, NP_062699.1

1425731_at, 1430776_s_at, 1430902_atNP_081756.4

NP_001136435.1

1433011_at NP_001156536.1

1429402_at, 1429403_x_atNP_083378.2

1428617_at, 1428618_atNP_001074687.1

1428902_at NP_067414.2

1431005_at NP_080855.1

1436119_at NP_705771.2

1427319_at, 1436353_atNP_001028547.2

NP_001004363.1

1426754_x_at, 1426755_atNP_780660.1

NP_666120.1

1423576_a_at NP_034344.2

1431280_at, 1433897_atNP_001013046.1

1433733_a_at NP_031797.1

1428377_at NP_001017525.1, NP_082985.2

1417873_at NP_598754.2

NP_857633.2

NP_001157086.1

1420129_s_at, 1420130_s_at, 1423880_atNP_663397.1

NP_808440.2

NP_694875.2

1421248_at, 1435310_at, 1435311_s_atNP_001157967.1, NP_038750.2

1419088_at, 1419089_atNP_035725.1

NM_153595.3, NM_001003939.2, NM_001003910.2NP_705823.3, NP_001003939.2, NP_001003910.2

1427057_at NP_780540.2

1431358_at, 1435773_atNP_083525.1

NM_027191.2, NM_028334.4 NP_081467.2, NP_082610.1

1435335_a_at NP_001004164.2

NP_780367.2

1423513_at NP_083442.2

NM_001042558.1, NM_009684.2 NP_001036023.1, NP_033814.2

NM_027078.2, NM_026166.2 NP_081354.1, NP_080442.2

NP_598429.1

1421237_at, 1426020_at, 1426349_s_at, 1428976_at, 1433026_atNP_035735.2, NP_001073600.1, NP_001073598.1, NP_001073599.1, NP_001073601.1, NP_001073603.1

1434082_at NP_666351.2

NP_067295.2

NM_183199.3, NM_001206851.1 NP_899022.2, NP_001193780.1

NP_766126.2

1419322_at, 1435467_atNP_444302.4

1418605_at NP_035759.3

1434252_at, 1434253_s_at, 1435554_atNP_742048.2, NP_001162155.1, NP_796000.1

1428375_at, 1428376_at

1430303_at, 1430866_atNP_084128.2

1423213_at, 1423214_atNP_061267.1
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1427505_a_at NP_034080.1

1418507_s_at NP_031732.1, NP_001162126.1, NP_001162127.1, NP_001162128.1

NR_045338.1, NR_045339.1

NP_542127.1

1418505_at NP_081998.3

NP_001001932.1

1426083_a_at NP_031595.1

1428936_at, 1428937_atNP_080758.1

1429325_at NP_082016.1

1423637_at, 1423638_atNP_056552.1

1415834_at NP_080544.1

1429809_at NP_796342.2

1434818_at

1429487_at NP_082168.1

1426910_at NP_473397.1

NP_848724.2

1434397_at NP_766142.2

NM_175489.3, NM_001003717.1 NP_780698.2, NP_001003717.1

1420476_a_at, 1420477_at, 1420478_at, 1420479_a_at, 1429227_x_atNP_056596.1, NP_001140179.1

1418835_at NP_033370.2

1420139_s_at, 1428084_atNP_848725.2

1428125_at, 1428126_a_at, 1428127_at, 1428128_atNP_001028646.2

XR_168684.1, XR_168473.1

1416060_at, 1416061_at, 1416062_atNP_079982.3

NP_077774.1

XR_140995.1, XR_141566.1

1421177_at NP_080056.1

NP_001028433.2

NP_034325.2

NP_084258.1

1427486_at, 1436367_atNP_084204.2

NP_067427.1

XR_105383.2, XR_106559.2

NM_001037847.2, NM_028082.2, NM_001037848.3, NR_024327.1, NM_001037846.3NP_001032936.2, NP_082358.2, NP_001032935.2, NP_001032937.1

XR_168475.1, XR_168685.1

1416037_a_at, 1433534_a_at, 1433535_x_atNP_031662.2

NP_808466.1

1423605_a_at, 1427718_a_atNP_034916.1

1435518_at, 1435519_atNP_077777.1

1428637_at NP_001014412.1

1428648_at, 1428649_at, 1435781_atNP_082270.1

1430704_at, 1435040_atNP_082955.2

1428050_a_at NP_080893.1

NP_079707.1

1422851_at NP_034571.1
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1435291_at NP_001074662.2

1433488_x_at, 1433546_atNP_083640.1

1417015_at NP_620406.1

1428772_at, 1428949_atNP_001074525.1

1427954_at NP_766610.2

1424042_at NP_694699.1

1428817_at, 1428818_atNP_700444.2, NP_001156496.1, NP_001156497.1

NP_081880.2

XR_105393.2, XR_106569.2

NM_182807.3, NR_045514.1, NM_001252387.1NP_877959.2, NP_001239316.1

1429368_at, 1430554_at, 1430555_s_atNP_796126.4

1423660_at, 1423661_s_atNP_666124.1, NP_001106941.1

1419148_at NP_033765.2

1432170_at NP_079813.1

NP_001191965.1

1419122_at NP_034922.1

1427372_at NP_034139.2

1427409_at NP_001028434.1

1422439_a_at, 1422440_at, 1422441_x_atNP_034000.1

1416556_at, 1430029_a_atNP_080258.1

1426974_at, 1426975_atNP_808282.2, NP_001164497.1

1418655_at, 1425363_atNP_001231546.1, NP_001231547.1, NP_032106.1, NP_082015.2

NP_808283.2

1419978_s_at, 1426855_atNP_082303.2, NP_001159885.1

1420752_at NP_109639.1

NR_045715.1, NR_045716.1

1416387_at, 1416388_atNP_473438.1

NM_001171582.1, NM_001003913.2NP_001165053.1, NP_001003913.1

NP_034426.2

1422144_at NP_032408.2

1434905_at NP_001092259.1

1426423_at, 1434204_x_atNP_001239245.1, NP_082506.1

1429753_at NP_899120.2

1421708_a_at, 1426353_atNP_033310.2

1417930_at NP_032694.2, NP_001116367.1

1436460_at NP_001106682.1, NP_776093.1

NP_932152.1

1418554_at NP_031438.2

1418369_at NP_032947.1

1416669_s_at NP_038636.2, NP_001106670.1

NP_062740.1

1416829_at NP_058054.2

1427209_at, 1427210_atNP_473419.2, XP_003945919.1, XP_003945916.1, XP_003945918.1, XP_003945917.1, XP_003945921.1, XP_003945920.1
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1435245_at NP_001028436.2

1421039_at, 1435447_atNP_032626.2

1417586_at, 1417587_atNP_035719.1, NP_001129554.1, NP_001157552.1, NP_001157553.1

1422577_at, 1422578_atNP_080720.1

1433628_at NP_001074509.1

NP_766378.1

1428382_at NP_937803.1, NP_001107568.1, NP_001107569.1

NP_035973.1

1418578_at NP_058091.2

NM_001170869.2, NM_001253704.1, NM_001253705.1, NM_030100.4NP_001164340.1, NP_001240633.1, NP_084376.2, NP_001240634.1

1421976_at, 1421977_atNP_067387.1, NP_001157669.1

1433820_a_at, 1433821_atNP_835167.1

1426553_at NP_083149.3

NM_007653.3, NM_001042580.1 NP_031679.1, NP_001036045.1

1418808_at NP_598767.1

1422614_s_at NP_056555.2

1418393_a_at NP_032424.2

1434688_x_at NP_031905.1

1429739_a_at, 1434495_atNP_062520.1, NP_001240619.1, NP_001240620.1

XR_105429.2, XR_106630.2

1428332_at NP_835362.2

1418581_a_at NP_774958.1, NP_001029202.1, NP_034848.1

NP_663330.2

1415708_at, 1426771_at

1429532_at NP_937805.1, NP_001152760.1

NM_177616.3, NM_001164620.1 NP_808284.2, NP_001158092.1

1419087_s_at NP_080451.4

NP_598784.1

NP_082298.1

1427117_at, 1434042_s_atNP_083136.2

1430595_at, 1434928_atNP_001177335.1, NP_001177337.1, NP_653146.1, NP_084504.2

1427975_at NP_660251.1

1417238_at NP_031994.2

1433760_a_at NP_796344.1

NP_542162.1

1421387_at, 1435472_atNP_115772.2

1435608_at NP_001074393.1

1420011_s_at, 1420012_at, 1420886_a_atNP_038870.2

NP_598794.2

NP_080356.1

1430494_at, 1433498_at, 1433499_atNP_848738.2, NP_001071129.1

1429073_at

NM_013810.3, NM_001146308.1, NM_001146309.1NP_038838.1, NP_001139780.1, NP_001139781.1

1422514_at NP_033766.2

NP_032920.2

1419146_a_at, 1425303_atNP_034422.2

NP_062635.2
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NP_776109.1

1423815_at NP_080814.1

NP_598781.1

NM_001252282.1, NM_001252283.1, NM_001252287.1, NM_001252288.1, NM_010956.4NP_001239211.1, NP_001239212.1, NP_035086.2, NP_001239216.1, NP_001239217.1

NM_028601.2, NM_001005867.1 NP_082877.2, NP_001005867.1

1417451_a_at NP_032933.1

1419640_at, 1419641_at, 1419642_at, 1428254_atNP_035351.1

1427892_at NP_848534.2

1434648_a_at, 1434649_atNP_001177272.1, NP_001177273.1, NP_666126.1

1417658_at NP_598772.1, NP_001123929.1, XP_003945936.1, XP_003945939.1, XP_003945938.1, XP_003945937.1

NP_035839.3

1423062_at NP_032369.2

NP_001077056.1

1418308_at, 1425366_a_atNP_032342.1

NP_808244.1

1422430_at NP_068691.2, NP_001156831.1, NP_001156832.1

1426215_at, 1430591_atNP_001177377.1, NP_057881.1

1425457_a_at, 1425458_a_at, 1430164_a_atNP_001171100.1, NP_034475.2

1424932_at, 1432647_at, 1435888_atNP_997538.1, NP_031938.1

NP_795956.1

NP_080852.2

NM_010789.3, NM_001193271.1 NP_034919.1, NP_001180200.1

XM_003945472.1, XM_003945891.1 XP_003945521.1, XP_003945940.1

1423001_at, 1434403_atNP_277058.1

NP_666355.1

1416082_at NP_033022.1

1424845_a_at, 1424846_at, 1436034_atNP_758464.2

1423549_at, 1423550_atNP_061349.3

1417209_at NP_001033714.1, NP_067347.2

1426861_at, 1426862_atNP_001239432.1, NP_852076.1

1417371_at, 1417372_a_at, 1431060_at, 1431061_s_atNP_075813.2

1426460_a_at, 1426461_at, 1434485_a_at, 1434486_x_atNP_647458.1

1424586_at NP_001239444.1, NP_694718.4

NP_705824.1

NM_016888.5, NM_001169114.1 NP_058584.3, NP_001162585.1

1420852_a_at NP_653097.2

NP_035793.1

1415867_at, 1415868_at, 1430034_at, 1433447_x_atNP_033967.1

1418442_at, 1418443_atNP_598775.2, NP_001030303.1

1434392_at, 1434393_atNP_001177330.2

1435160_at NP_765979.3

1420710_at NP_033070.2

1427241_at NP_766143.2

XR_035331.1, XR_035402.1

Page 710 of 1163



1419406_a_at, 1426552_a_atNP_057916.1, NP_001152761.1, NP_001152762.1, NP_001229863.1

NM_027869.1, XM_003689261.1, XM_003945897.1, XM_003945896.1, XM_003945895.1NP_082145.1, XP_003689309.1, XP_003945944.1, XP_003945946.1, XP_003945945.1

XR_106647.2, XR_168477.1

1423197_a_at, 1423198_a_atNP_598795.2

1436025_at NP_789811.2

1415685_at NP_598528.2

NM_024277.2, NM_001033865.1 NP_077239.1, NP_001029037.1

NM_028504.1, NM_001163521.1 NP_082780.1, NP_001156993.1

1421116_a_at, 1435284_atNP_077188.1, NP_918941.1, NP_918943.1, NP_918940.1, NP_918942.1

XR_168478.1, XR_168694.1

1427943_at NP_083620.1

1426823_s_at, 1426824_atNP_598774.2

1419503_at NP_035621.1

1421570_at NP_032400.1, NP_001127930.1

1428004_at NP_084369.2

1424138_at NP_034247.2

1417571_at, 1417572_atNP_034952.2

1433548_at NP_853547.1

NP_034535.1

NP_776145.2

1429746_at NP_081307.2

1417751_at NP_033314.2

NP_032031.1

NM_001252260.1, NM_001252261.1, NM_008722.3NP_001239189.1, NP_001239190.1, NP_032748.1

NP_064300.2

1421020_at NP_075635.1

1424971_at NP_081687.2

1426259_at, 1433613_atNP_666074.1

1416312_at NP_080212.2

1420007_at, 1420008_s_at, 1420009_at, 1427261_atNP_740749.1

1420718_at, 1432988_atNP_035986.3

NM_134017.2, NM_001199274.1 NP_598778.1, NP_001186203.1

1425815_a_at, 1427541_x_at, 1429871_atNP_038580.2

1418566_s_at NP_080299.4

1419620_at, 1424105_a_atNP_038945.2, NP_001124526.1

1420030_at, 1425487_at, 1425488_at, 1425489_atNP_683514.2, NP_945174.1

NP_001038995.1

1415788_at, 1415789_a_at, 1415790_at, 1429606_atNP_077795.2, XP_003945933.1

NM_028862.3, NM_001166553.1 NP_083138.2, NP_001160025.1

1416301_a_at, 1416302_atNP_031923.1

NP_001038985.2

NP_082461.1

1432393_a_at NP_001074438.1

1428347_at NP_001239388.1, NP_001239389.1, NP_598530.2

1417564_at NP_079702.3, NP_001098000.1, NP_001098026.1, NP_001098027.1
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NP_032169.1

1424275_s_at NP_663352.2

1421398_at, 1425743_atNP_444396.2

XR_141058.1, XR_141631.1

NP_666388.1

1436233_at NP_766381.1

1425495_at NP_001020017.1, NP_033588.2

1426682_at, 1426683_at, 1426684_at, 1426685_a_atNP_997649.1

1418753_at NP_038557.1

1421876_at, 1421877_at, 1421878_atNP_997575.2, NP_058657.1, NP_001157143.1, NP_001157144.1

1428596_at, 1428597_atNP_084021.2

NP_080819.2

NP_035148.1

1424720_at NP_666038.3

1419692_a_at NP_032547.1

1426769_s_at NP_780543.2

1415692_s_at, 1422845_at, 1428935_atNP_031623.1, NP_001103969.1, NP_001103970.1

1415872_at NP_067485.1

1435990_at NP_783574.1

1436433_at NP_808235.1

1422886_a_at, 1427663_a_atNP_031740.1

1424745_at NP_082674.1

1415914_at, 1426114_at, 1431349_atNP_034578.1, NP_001041526.1

1416605_at, 1416606_s_atNP_080907.1

1424163_at NP_079622.1

NP_666086.2

1419893_at

1433934_at NP_780464.2

1428163_at NP_079811.1

1430081_at NP_955003.2

1423106_at, 1423107_at, 1430177_atNP_033484.3

1435506_at NP_722480.3, NP_001160125.1, NP_001160126.1, NP_001160127.1, NP_001160128.1, NP_001160129.1

1417367_at NP_062284.1

1423148_at, 1423149_atNP_035673.3

XR_168612.1, XR_168697.1

1433471_at NP_033357.1

XR_106661.1, XR_106224.1

1415998_at NP_035824.1

NP_796033.2

1416146_at, 1416147_at, 1435194_atNP_032326.3

1420912_at NP_291043.1

XR_141090.1, XR_141633.1

NP_082193.2

XR_035310.2, XR_035252.2

NP_898996.2
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XR_106662.1, XR_106225.1

XR_106663.1, XR_106226.1

1420375_at, 1436560_atNP_032469.2

1422630_at, 1425939_atNP_033038.2

NM_008390.2, NM_001159393.1, NM_001159396.1NP_032416.1, NP_001152865.1, NP_001152868.1

NP_062697.1

1417639_at NP_062661.1

1419924_at, 1434405_atNP_776114.2

NP_848741.1

1430821_at NP_083603.2

1424017_a_at, 1424018_atNP_032274.1

1427689_a_at NP_001186204.1, NP_067302.2, NP_001186205.1

1415818_at, 1429246_a_at, 1429247_atNP_038500.2, NP_001103681.1

1416188_at NP_034429.1

1428793_at NP_694779.3

1424253_at NP_080618.1, NP_001162138.1, NP_001162139.1

1424721_at, 1434562_atNP_850930.1, NP_663401.2

1418194_at, 1418195_atNP_598950.2

1430794_at

1415718_at NP_001074637.1

1428244_at NP_082727.1

1436310_at, 1436311_atNP_766146.2, NP_001160141.1, NP_001160142.1, NP_001160143.1

1435995_at NP_778166.2

1434031_at NP_001035776.1, NP_892041.2

1424261_at NP_001243445.1, NP_001243446.1, NP_848876.2, NP_001243447.1, NP_001243448.1, NP_001243449.1

1427507_at NP_112449.1

XR_106668.1, XR_106232.1

1419630_a_at NP_444398.1

1435214_at NP_536702.3, NP_780661.2

1416395_at NP_032219.2, NP_001152882.1

1431141_at

1429453_a_at NP_080311.1

1418999_at NP_077172.1

1420920_a_at, 1426390_a_at, 1426391_atNP_031502.1, NP_001123880.1

1434088_at NP_766529.3, NP_001124001.1

NM_201245.3, NM_012027.2 NP_957697.1, NP_036157.2

1416678_at NP_036121.1

NP_598790.1

1419377_at NP_619616.2

1423619_at NP_033052.1

NP_032845.2

1420454_at NP_001032853.1, NP_033047.2

1426690_a_at NP_035610.1

1426474_at NP_663402.2
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1420661_a_at, 1420662_at, 1427065_at, 1427066_a_at, 1427067_at, 1427068_x_atNP_080033.3

1421615_at NP_034992.2, NP_874357.2, NP_001096641.1

1434701_at NP_766531.2

1416621_at NP_032528.1, NP_001152876.1, NP_001152877.1

1416044_at NP_071292.1

1434072_at NP_001009927.1

NM_173453.3, NM_001168507.1 NP_775655.1, NP_001161979.1

1417477_at NP_079570.1

1419203_at

NP_001004143.2

1415776_at NP_031463.2

NP_001028714.1

1418395_at NP_080459.2

XP_895812.1

1424010_at NP_083844.1

1418060_a_at NP_035971.1

1430478_at

1417596_at NP_038745.1

1427225_at, 1427226_at, 1433915_s_atNP_001239117.1, NP_001239118.1, NP_034278.1

1417846_at, 1417847_atNP_038909.3

1421121_at, 1428482_atNP_064305.2

XP_003945690.1

1428794_at NP_001025107.1

1434430_s_at, 1434431_x_at, 1434772_atNP_031439.2

1423200_at, 1423201_at, 1423202_a_at, 1435914_atNP_001239242.1, NP_035438.3, NP_796203.1

NP_001034625.1

XR_106673.1, XR_106243.1

NP_035794.1

1416935_at NP_035836.2

1436195_at NP_942561.1

NP_778167.1

NP_001028841.2

NP_080486.1

1417133_at NP_032911.1

1421331_at, 1421332_at, 1433977_atNP_061275.2

1435622_at NP_849201.1

1426233_at NP_033183.1

NP_001093103.1

NP_001030046.1

NP_780469.1
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NP_796034.2

NP_033106.1

1423655_a_at, 1423656_x_atNP_001013274.2, NP_001137262.1

1424128_x_at NP_035626.1

1428723_at NP_082281.2

1429058_at, 1429059_s_at, 1429495_atNP_080114.1, NP_082612.2

1420833_at, 1420834_atNP_033523.1

NM_011065.4, NM_001159367.1 NP_035195.2, NP_001152839.1

XR_141105.2, XR_141640.2

1422950_at NP_149030.2

NP_035916.2

1422193_at NP_032218.2

1433958_at NP_766148.2

1436019_a_at NP_001019377.1

1421790_a_at, 1423950_atNP_034729.3

1418100_at

1428466_at NP_666131.3

1436270_at NP_001038990.1

1428526_at NP_084359.1

NP_080191.3

NP_001017426.1

NP_001074799.1

1423085_at NP_031937.1

1423808_at NP_659073.1

1422009_at, 1435148_atNP_038201.1

1421602_at NP_035497.1

1430318_at NP_081267.1

1422522_at NP_035944.2

1416104_at NP_036030.2

NP_033983.1

1427058_at, 1430980_a_at, 1434985_a_atNP_659207.1, NP_001152847.1

NM_030702.4, NM_001163571.1 NP_109627.3, NP_001157043.1

NM_023517.2, NM_001159505.1 NP_076006.2, NP_001152977.1

1418345_at NP_001029269.1, NP_001152975.1

NP_035744.1

1422311_a_at, 1426242_atNP_033115.1

1418958_at NP_063924.2

1429722_at NP_083624.2

1420682_at NP_033731.3

1421793_at NP_034328.1

NP_001028605.2

NP_780577.1

1431384_at NP_083131.1
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NP_942562.2

NP_001182639.1

NP_694783.1

1434873_a_at, 1434874_x_atNP_722483.2

1430178_at NP_081695.2

1430417_s_at NP_001013432.1

1417796_at NP_062700.2

NM_001166589.1, NM_001166590.1, NM_001166591.1, NM_001166592.1, NM_181582.4, NM_001166593.1, NM_001166594.1, NM_001166595.1, NM_001166596.1NP_001160061.1, NP_001160062.1, NP_001160063.1, NP_001160064.1, NP_001160065.1, NP_853613.1, NP_001160066.1, NP_001160067.1, NP_001160068.1

1431411_a_at NP_061210.2, NP_001240629.1

NP_080293.1

1416937_at NP_062723.1

1428997_at NP_084340.2

1417207_at NP_031914.3

1424184_at NP_059062.1

1427107_at NP_694721.2

NP_758959.1

1418421_at NP_031554.1

1428679_s_at, 1429252_atNP_001171072.1, NP_001171074.1, NP_081033.1, NP_001171077.1, NP_001171078.1, NP_665701.1

1426745_at NP_776103.1

1422699_at, 1422700_atNP_031466.2

1425042_s_at NP_083507.3

1426239_s_at NP_663404.1

1424445_at NP_083636.2

NP_001013625.1

NP_666132.1

NP_032972.3

1417237_at NP_032902.1

NM_001045964.1, NM_176893.2, NM_016713.2, NM_001045959.1NP_001039429.1, NP_795712.2, NP_057922.2, NP_001039424.1

1422316_at NP_034456.2

1426586_at NP_077173.1

1430527_a_at NP_081721.1

NP_035202.1

1417951_at NP_031959.1, NP_001129534.1

1433940_at NP_766149.2, NP_001161141.1

1426901_s_at NP_001177305.1, NP_001177307.1, NP_835217.1, NP_001177308.1

NM_213729.1, NM_001252482.1, NM_001252483.1, NM_001252484.1, NM_001252485.1NP_998894.1, NP_001239411.1, NP_001239412.1, NP_001239413.1, NP_001239414.1

1424746_at, 1424747_at, 1426325_at, 1436224_atNP_694743.2

NP_808233.1

1421305_x_at, 1426023_a_at, 1427448_atNP_062273.2

1428073_a_at NP_765982.2, NP_001076800.1

1428828_at NP_001239342.1, NP_001239343.1, NP_081462.1, NP_001239344.1

NP_031599.2

1429191_at NP_848144.3

1435101_at NP_291040.1

1433998_at NP_083239.1
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1423034_at, 1423035_s_at, 1423036_atNP_080835.1

1417387_at NP_080344.2

1430763_at NP_001157200.1

NP_808444.1

NP_082095.2

1423430_at, 1423431_a_atNP_058056.2

NP_694700.2

1429140_at NP_084208.1

1415688_at NP_080261.2

NP_001020097.2

1434192_at NP_001039001.1

1421129_a_at NP_058025.2, NP_001156808.1, NP_001156809.1

1429794_a_at NP_032797.3

1418954_at NP_061371.2

1423118_at NP_080094.3

NM_172944.2, NM_008399.2 NP_766532.1, NP_032425.2

NP_034483.1

NP_201578.2

1417912_at NP_079594.1, NP_001161942.1

NP_083840.1

1416274_at NP_112541.1

1433673_at NP_001013806.1

1428106_at NP_001074627.1

1417086_at, 1427703_atNP_038653.1

1418192_at, 1418193_atNP_034943.3

NP_922934.2

1433502_s_at NP_796299.2

1419664_at NP_038789.1, NP_001156783.1

1425883_at, 1433911_atNP_001002764.1

NM_010430.2, NM_001098203.1 NP_034560.2, NP_001091673.1

NP_081412.1

1418335_a_at NP_652762.2

NP_808376.1

1423293_at NP_080929.1, NP_001157695.1

NP_001096081.1

NP_620400.2

1428562_at

1432282_a_at NP_081525.1

1422453_at NP_619600.2

NP_001025109.1

1434490_at NP_001004157.2

1434308_at NP_775564.1, NP_001186213.1, NP_001186212.1

1423282_at, 1423283_atNP_032876.1
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1419648_at, 1419649_s_atNP_001074244.1, NP_001074243.1, NP_032685.1

1416201_at, 1425855_a_atNP_598417.2

1426384_a_at, 1426385_x_at, 1435702_s_atNP_033562.3

1420666_at, 1420667_atNP_031899.2

1429764_at, 1429765_atNP_083934.1

1435076_at NP_082049.1

1433622_at NP_796341.2

1421864_at, 1421865_atNP_067269.1

1428421_a_at NP_080305.2

1422465_a_at, 1422466_atNP_032776.1

NM_019818.4, NM_023355.1 NP_062792.2, NP_075844.1

1433477_at NP_932135.1, NP_942597.1, NP_942598.1

1418018_at, 1418019_at, 1418020_s_at, 1434547_atNP_031780.2

NP_848760.1

NP_808378.2

1426122_a_at, 1436613_atNP_624354.1, NP_624355.1, NP_624356.1

NP_766533.2

NP_001004144.1

NP_001020091.1

NP_080461.3

XM_003945644.1, XM_003945911.1 XP_003945693.1, XP_003945960.1

1428583_at, 1435632_atNP_001019376.1

1420885_a_at, 1427674_a_atNP_067261.2

1434922_at NP_777277.2

XR_106683.1, XR_106205.1

NP_899109.2

1417544_a_at NP_032054.1, NP_001035493.1

1424663_at, 1424664_atNP_663405.1

1416571_at NP_033449.2

NP_543125.1

1426616_at, 1430084_at, 1436404_atNP_080984.1

NP_997406.1

1416590_a_at, 1416591_atNP_258436.2, NP_001152954.1

NP_001038981.2

1417628_at, 1430458_atNP_033323.2

1416857_at NP_033169.3

1426820_at NP_001002004.2

1427498_a_at, 1433892_at, 1433893_s_atNP_059103.1

1424714_at NP_033787.2

1433429_at NP_958808.1

1418123_at NP_035806.1

1426714_at, 1426715_s_atNP_081016.2

1435466_at NP_001161993.1, NP_766383.2

1420484_a_at NP_035837.1
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NP_032785.1

1433629_s_at NP_954669.2

1422732_at NP_080665.1

1417865_at, 1417866_atNP_033421.3, NP_001152864.1

1419823_s_at NP_038599.1

1425241_a_at NP_062627.3, NP_001036030.1

NP_035027.1

1434156_at NP_780752.1

NP_061246.1

1435597_at NP_001025027.1

NP_082295.1

1423533_a_at NP_067511.4, NP_001156826.1, NP_001156827.1

1427579_at, 1435941_atNP_631974.1

NP_081748.1

1423545_a_at, 1423546_at, 1434752_atNP_001123641.1, NP_001123642.1, NP_001123643.1, NP_035881.1

1429370_a_at, 1431013_at, 1432726_at, 1432727_atNP_848731.2

1421123_at, 1421124_at, 1433450_at, 1433451_atNP_034001.1

1435463_s_at NP_796364.2

XR_106579.1, XR_106214.1

1423419_at, 1425865_a_at, 1431715_a_atNP_034846.2

1430915_at NP_084500.1

1424731_at NP_663406.2

NP_848795.3

1416259_at NP_598786.1

1427077_a_at NP_001030931.1, NP_082191.1

1424219_at NP_663408.2

1425704_at NP_808232.2

1426011_a_at NP_694784.2

NM_027388.2, NM_001077636.1 NP_081664.2, NP_001071104.1

NP_079690.2

NP_001005223.1

1434039_at, 1434040_at, 1434041_atNP_080101.1

1430265_at

1434142_at NP_058606.3

1423528_at, 1428454_atNP_619622.3, NP_001160114.1, NP_001160115.1

1422545_at NP_033350.2

NP_840094.1

1429461_at, 1436247_atNP_081697.2

NP_001074400.1

1428849_at NP_082535.1, NP_001107806.1
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1421748_a_at NP_001185974.1, NP_062730.1, NP_001185975.1, NP_001185976.1

NP_001003908.1

1434277_a_at NP_001005341.1

1427737_a_at NP_077224.1

NP_780772.1

1423440_at NP_079653.1

1434554_at, 1435604_at, 1436393_a_at, 1436394_atNP_932104.1

1434990_at NP_796141.2

1418258_s_at, 1418371_atNP_080832.1, NP_001161943.1, NP_001161944.1

XR_168698.1, XR_168615.1

1428099_a_at, 1428100_at, 1430982_at, 1434972_x_atNP_775550.2, NP_001071635.1

1429084_at, 1429085_atNP_057895.2

1425920_at, 1435358_atNP_001165570.1, NP_932130.2

1421874_a_at, 1421875_a_atNP_077136.2

1421230_a_at, 1421231_at, 1435520_at, 1435521_atNP_473384.1, NP_001188270.1

1418279_a_at NP_001036006.1, NP_033778.2

1416692_at NP_057915.2

1419879_s_at, 1425974_a_at, 1426415_a_atNP_033572.2

1423000_a_at, 1436547_atNP_062378.1

XR_035369.2, XR_140412.1, XR_035174.4

1422300_at NP_032737.1

NP_035635.1

1429188_at NP_950173.1

NP_082287.1

NP_001013393.1

1417261_at NP_598773.2

NM_001077529.1, NM_008705.4 NP_001070997.1, NP_032731.1

1424110_a_at, 1435277_x_atNP_032730.1

1430556_at, 1433648_atNP_081845.2, NP_001020600.1, NP_001020599.1, NP_001020601.1, NP_001186132.1, NP_001186133.1, NP_001186134.1

1423176_at NP_033453.2

1428811_at NP_861540.2

1424802_a_at NP_080589.1

1435322_at NP_082075.2, NP_666136.1

1423365_at NP_001106284.1, NP_001171359.1, NP_033913.2, NP_001171361.1

NP_659076.2

1424960_at NP_082260.1

1424363_at NP_733771.2

1420321_at NP_001013399.1

1425355_at NP_722502.1

1416234_at, 1416235_atNP_598568.1

NP_665827.2

NP_758465.2

NP_666137.1

1420458_at NP_444323.1
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1419710_at NP_570928.1

1421241_at NP_150086.2

NP_694744.1

NM_025659.4, NM_001163464.1 NP_079935.1, NP_001156936.1

1423949_at, 1436635_atNP_758504.3

1416020_a_at NP_031532.2, NP_001154891.1

NP_034591.1

1427494_at NP_034590.2

1427605_at NP_001073338.1, NP_034588.2

NP_598793.2

1416331_a_at NP_032712.2, NP_001123922.1, NP_001123923.1, NP_001123924.1, NP_001123925.1, NP_001123926.1

1418455_at NP_063930.1

1423067_at NP_084524.1

1426237_at NP_084496.2, NP_001074433.1

1427786_at, 1427787_atNP_112460.1

1436012_s_at NP_666139.1

1431389_at, 1435183_atNP_932768.2

1416925_at, 1434357_a_atNP_032405.3

1417385_at, 1417386_atNP_032968.2

1420766_at, 1434834_atNP_619598.1

1419745_at, 1419746_atNP_067468.2

1426980_s_at NP_780541.2

1425360_at, 1433811_atNP_647472.2

NP_001078969.2

1420645_at NP_033571.1, NP_001156779.1, NP_001156780.1

1417052_at NP_036101.1

1427438_at, 1435068_atNP_473392.1

1428759_s_at, 1431755_a_atNP_080462.2

1430091_at NP_082432.2

NP_075029.1

NP_034818.1

1424902_at NP_082475.3, NP_001157080.1

NP_997114.1

1425777_at, 1426108_s_atNP_112450.1, NP_660099.2, NP_001152791.1, NP_001152792.1

NM_009078.2, NM_001159483.1 NP_033104.2, NP_001152955.1

1424581_at NP_666140.1

1418419_at NP_082425.1

1421906_at, 1421907_atNP_001073587.1, NP_038662.2, NP_598788.2

1425555_at, 1425556_atNP_001103096.1, NP_001103098.1, NP_081228.2

1418995_at, 1435411_atNP_035025.3
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1424919_at NP_001003817.1

NP_079937.1

1423634_at NP_067322.1

NP_033465.1

1426997_at NP_835161.1

1426464_at NP_663409.2

1428871_at, 1428872_at, 1428873_a_at, 1434481_atNP_082998.2

1416736_at NP_619601.2

NM_009024.2, NM_001176528.1, NM_001177302.1, NM_001177303.1NP_033050.2, NP_001169999.1, NP_001170773.1, NP_001170774.1

NP_848711.2

1421991_a_at, 1421992_a_at, 1423756_s_at, 1423757_x_atNP_034647.1

1422675_at, 1422676_at, 1430822_atNP_065643.1

1434535_at NP_766534.1

NP_789800.1

1415951_at NP_001156953.1, NP_034351.2

1430559_at NP_080837.3, NP_001096120.1

1423497_at NP_080003.1

1427218_at NP_766153.1

1425326_at NP_598798.1, NP_001186225.1

NP_062769.2

1424416_at NP_082300.1

NP_808458.2

1420768_a_at, 1420769_atNP_084426.2

1422971_at, 1422972_s_at, 1426783_atNP_001033099.1, NP_064388.2

NP_083583.1

1424684_at NP_077776.2

1422102_a_at, 1422103_a_atNP_035619.3, NP_001107035.1

1421469_a_at NP_035618.1, NP_001157534.1

1421431_at, 1424130_a_atNP_033012.1

1417632_at, 1425227_a_atNP_001229978.1, NP_001229979.1, NP_058616.1, NP_001229980.1

1417706_at NP_038820.2

NP_034605.1

1423701_at NP_082172.2

1418437_a_at, 1425930_a_atNP_035680.3, NP_001152856.1, NP_001152857.1

1425271_at NP_032975.1

1424159_at, 1431926_a_atNP_080777.1, NP_083209.1

1417144_at NP_598785.1

1420248_at NP_598789.1

NP_666142.1

1421420_at NP_031747.2

1421580_at NP_058062.2

1418290_a_at, 1429629_at, 1429630_atNP_031996.1

1418187_at NP_062317.1

1421051_s_at, 1428621_a_atNP_081052.2

1427196_at NP_783569.1

1418078_at, 1418079_atNP_035322.1
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NP_849263.1

1424006_at, 1432073_at, 1432508_atNP_659078.1

NP_081141.1

NP_766154.2

1416099_at NP_035419.1

1424617_at NP_081596.1

1423726_at NP_036167.1

1422670_at NP_033838.1

1418250_at NP_079680.1

1425608_at, 1434472_atNP_082483.1

1430121_at NP_083563.1

1427998_at, 1429509_atNP_766535.1

1428245_at NP_787949.2

1415743_at NP_001071164.1, NP_034542.3

1434711_at NP_705772.3

NP_082352.1

1435019_at NP_001092307.1, NP_001092306.1

NM_001044383.1, NM_011551.5 NP_001037848.1, NP_035681.2

1436674_at NP_001239276.1, NP_058039.1

NP_080818.1

NP_032201.2

1436403_at NP_954670.2

1417758_at NP_034705.2

1424665_at, 1424666_atNP_001152964.1

1418532_at, 1418533_s_at, 1418534_atNP_065256.1

1418543_s_at NP_080194.1

NM_009613.2, NM_001110778.1 NP_033743.2, NP_001104248.1

1416557_a_at NP_035561.1, NP_001103465.1

NP_082768.1

1421585_at NP_080042.1

1426508_at, 1426509_s_atNP_034407.2, NP_001124492.1

NP_932063.2

NP_080827.2

1431892_a_at NP_690026.2

1428271_at NP_080264.1

1419359_at, 1425937_a_atNP_620092.1

1429025_a_at, 1429026_atNP_081934.1, NP_001123987.1, NP_001123988.1

NM_001077698.1, NM_019679.2 NP_001071166.1, NP_062653.2

1436408_at NP_001028384.1

1419371_s_at, 1419372_atNP_062624.2

XR_106356.2, XR_106606.2

NP_033547.1

1416458_at, 1416459_atNP_031503.1

1417885_at, 1424718_at, 1424719_a_atNP_001033698.1, NP_034968.3

1432430_a_at NP_001074514.1
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1429445_at NP_001074515.1

1435713_at NP_766155.3

1429136_at

1416944_a_at, 1429999_at, 1431827_a_atNP_001106176.1, NP_036033.2

1421044_at, 1421045_atNP_032652.3

NM_172568.2, NM_001039242.2 NP_766156.2, NP_001034331.1

1435078_at, 1436513_atNP_851416.2

1417507_at NP_031831.2

NP_001032801.1

1429151_at, 1429385_at, 1429386_atNP_082222.1

NP_081622.1

1426686_s_at, 1426687_at, 1436522_atNP_036077.1

1424636_at, 1424637_s_atNP_080285.2

1427022_at NP_082350.3

1415740_at NP_032976.1

1426192_at NP_114084.2, NP_001123659.1

1421540_at, 1435410_atNP_083743.2

NP_938034.2

NM_015810.2, NR_027785.1 NP_056625.2

1419653_a_at, 1423645_a_at, 1433809_at, 1433810_x_atNP_031866.2

1436572_at, 1436620_atNP_796062.2, NP_001160157.1

1429045_at, 1429046_atNP_079757.2

1415860_at NP_034785.1

1423479_at, 1423480_atNP_598463.2, NP_001154801.1

1428025_s_at, 1428878_a_at, 1428879_at, 1431074_a_at, 1435066_atNP_665822.1

NP_080170.1

XM_920516.3, XM_986896.1 XP_925609.2, XP_991990.1

1427469_at NP_938040.1

NP_062304.1

1427562_a_at NP_035231.2

1427205_x_at, 1429569_a_at, 1432522_s_atNP_083882.3, NP_663721.2, NP_083862.1

1421341_at NP_056547.3

1422555_s_at, 1422556_at, 1430295_at, 1433749_atNP_034433.3

1417884_at NP_001025013.1, NP_598799.1

1427002_s_at NP_082986.3, NP_001159649.1

1424917_a_at, 1427323_s_atNP_666052.1

1425550_a_at NP_068680.1

1424950_at, 1433889_atNP_035578.3

XR_141077.1, XR_141602.1

1418354_at NP_038609.3

1418887_a_at NP_613064.2

NP_808445.2

1416511_a_at NP_064390.1, NP_001156818.1

1430425_at NP_766388.2
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1433472_x_at NP_075861.1, NP_001041523.1, NP_001041522.1

NP_444503.2

1424450_at NP_001103807.1, NP_671750.2, NP_001103808.1

NP_001028565.1

NP_034480.2

1423914_at NP_780663.1

NP_001074398.1

NP_081005.1

1423676_at, 1435112_a_atNP_082138.1

NP_899108.3

1434473_at NP_001074403.1

1424446_at NP_808446.1

1417252_at NP_056622.1

1416028_a_at NP_032284.1

1415782_at NP_579932.1

NM_001252067.1, NM_173048.3 NP_001238996.1, NP_766636.2

NP_079581.1

NM_027162.4, NM_001243584.1, NM_001243586.1, NM_001243587.1NP_081438.4, NP_001230513.1, NP_001230515.1, NP_001230516.1

1424316_at, 1424317_atNP_001239313.1, NP_001239323.1, NP_080347.1, NP_001239324.1, NP_001239325.1

1426984_at NP_082290.2

NP_542374.2

1429529_at NP_083833.1

1423938_at NP_663413.2, NP_001239461.1

XM_003945881.1, XM_003945651.1 XP_003945930.1, XP_003945700.1

1427387_a_at NP_001005608.2, NP_598424.2

1417177_at NP_058601.2

1430357_at NP_032237.1

1426681_at NP_766157.1

1426784_at NP_001192010.1, NP_766158.3

NP_848917.2

1430610_at NP_077139.2

1425979_a_at NP_766159.3

1419133_at NP_079552.3

1433708_at NP_666144.3

1422942_at NP_034384.3

1425291_at NP_032266.3

1434427_a_at, 1434902_atNP_081534.1

NP_795876.1

NP_001028439.1

1428182_at NP_080640.1

NM_001172472.1, NM_001172473.1, NM_001172475.1, NM_011451.3, NM_025367.6NP_001165943.1, NP_001165944.1, NP_035581.1, NP_079643.2, NP_001165946.1

1433765_at NP_776116.2

1434774_at NP_766160.2, NP_001161152.1

1423630_at NP_084482.1

1436657_at NP_001156790.1

1430539_at NP_080556.1

1420056_s_at, 1420057_atNP_203971.2
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1430331_at NP_083141.3

1415807_s_at, 1427504_s_at, 1427816_atNP_035488.1

1427815_at NP_848735.1

NM_028777.3, NM_001166506.1, NM_001166507.1, NR_029459.1NP_083053.2, NP_001159978.1, NP_001159979.1

1417038_at NP_059076.1, NP_001106958.1, NP_001106959.1, NP_001106960.1

1424645_at NP_932139.2

1423770_at NP_851838.1, NP_663414.3

NM_001195088.1, NM_001195089.1, NM_181856.2, NM_001195090.1NP_001182017.1, NP_001182018.1, NP_862904.1, NP_001182019.1

1431194_at NP_084240.1

1417081_a_at NP_033330.1

1416258_at NP_033413.2

1428885_at, 1431722_a_atNP_082103.1

1424278_a_at NP_033819.1, NP_001012273.1

NP_001079004.1

1428780_at NP_082195.2

XR_106617.1, XR_106370.1

1416576_at NP_031733.1

1430429_at NP_598518.1

1420924_at, 1433662_s_atNP_035724.2

1421476_a_at, 1433709_atNP_001020788.1, NP_001020789.1, NP_083778.2, NP_001254520.1, NP_001254521.1

NM_019959.3, NM_001204129.1, NM_001204130.1NP_064343.1, NP_001191058.1, NP_001191059.1

1422059_at, 1434116_atNP_031649.2

1419198_at, 1419199_atNP_038954.1

1419583_at NP_031651.2

1435763_at NP_766031.2

NP_780639.1

1417242_at NP_619610.1

NP_570956.1

1422988_at NP_061292.2

NP_848858.2

XM_001476651.3, XM_001477846.3 XP_001476701.2, XP_001477896.2

NM_177394.3, NM_001164636.1 NP_796368.1, NP_001158108.1

1422130_at, 1434877_atNP_032756.1

1430784_a_at, 1434619_atNP_083174.2

1433684_at NP_001078967.1

1425656_a_at, 1435128_atNP_570932.2, NP_001032843.1, NP_001032844.2

1416936_at NP_001185714.1, NP_001185716.1, NP_031403.2

XR_035387.1, XR_035443.1

1429510_at

NP_940815.3

1436633_at

1415779_s_at NP_033739.1
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NP_766390.2

NP_082256.2

NM_199469.2, NM_001195023.1 NP_955763.1, NP_001181952.1

1426588_at NP_663338.2

1425100_a_at NP_036197.1

NP_079836.1

1424533_a_at NP_690020.1

NP_932112.2

1416540_at NP_001152800.1, NP_032270.3

NP_081480.2

XR_141085.1, XR_141612.1

1416954_at, 1416955_atNP_038798.2

NP_032127.2

NP_001028403.1

1431281_at NP_081090.1

NP_035162.1

NP_598557.3

1422993_s_at NP_035698.1

1417326_a_at NP_001033319.1, NP_079665.1

NP_695020.1

1420493_a_at NP_077191.2

1424238_at NP_694696.2

1434054_at NP_034886.1

1424556_at NP_659044.1

1423912_at NP_081153.1, NP_937866.1, NP_001157696.1

1416553_at NP_057874.2

NP_705773.2

1420554_a_at NP_573486.1

1419456_at NP_080704.2

1418509_at NP_031647.1

1421160_a_at NP_033079.1

1415699_a_at NP_001171345.1, NP_663345.2

1423943_at, 1435734_x_atNP_081100.2

1423828_at NP_032014.3

1429852_at NP_082021.1

NM_030696.3, NM_001038653.1, NM_001038654.1NP_109621.1, NP_001033742.1, NP_001033743.1

1415825_s_at, 1418889_a_atNP_082150.1, NP_620690.1

1417482_at NP_082878.2

1418331_at NP_079678.1

1434844_at NP_001001333.2, NP_001139545.1

1416281_at NP_080069.2

1425756_at, 1436566_atNP_631886.2

1418311_at NP_071297.1, NP_001033788.1

NP_084154.1

1424356_a_at NP_659046.1

1422664_at, 1429296_atNP_057885.1

1429484_at
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NM_001270988.1, NM_172421.5 NP_001257917.1, NP_766009.2

NM_007886.2, NM_001162465.1, NR_027869.1, NR_027870.1NP_031912.2, NP_001155937.1

1423063_at, 1423064_at, 1423065_at, 1423066_atNP_714965.1, NP_031898.1

1421959_s_at, 1421960_atNP_612178.2, NP_001153008.1, NP_001153009.1

1418594_a_at, 1434515_atNP_035011.1

NP_058559.3

NM_001170858.1, NM_173416.3 NP_001164329.1, NP_775592.2

1425019_at, 1425020_atNP_663416.1

1428982_at NP_001093098.1

1434639_at NP_001157965.1

1418015_at, 1418016_at, 1418017_atNP_109648.2, NP_001153691.1, NP_001153692.1, NP_001153693.1, NP_001153694.1

1415943_at, 1415944_atNP_035649.1

1423368_at NP_032666.2

NP_035989.1

1427715_a_at NP_081864.2

1417438_at NP_076186.1

1436654_at NP_796305.3

1417736_at, 1422909_at, 1422910_s_atNP_079971.2

NP_001104588.1

1417155_at, 1425922_a_at, 1425923_atNP_032735.3

1415915_at NP_598801.1

1426640_s_at, 1426641_atNP_653134.2

1417151_a_at NP_032773.2

1419593_at NP_001239000.1, NP_056579.2

NM_033270.2, NR_027677.1 NP_150373.2

1423592_at NP_033098.2

1423648_at, 1430983_atNP_082235.1, XP_003689316.1

1427364_a_at NP_038642.2

NP_057886.1

1422855_at NP_061283.2

1429119_at NP_080623.2

1421857_at, 1421858_at, 1421859_atNP_033745.4

NP_848134.1

1416120_at, 1434437_x_atNP_033130.1

1430449_at, 1433852_at, 1436607_a_atNP_001074847.1

1421242_at, 1421243_atNP_001075446.1, NP_542130.1

1422095_a_at NP_065582.3

1429051_s_at, 1429372_atNP_033260.4

1419364_a_at, 1435593_x_atNP_035430.1

NP_035405.2

1428259_at NP_852060.2

1424113_at, 1424114_s_atNP_032508.2

1423159_at, 1433263_atNP_031887.2

1419725_at NP_035997.1

1432143_a_at NP_694878.2, NP_818774.2

1430640_a_at NP_035288.2
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1429100_at NP_001156375.1

1430246_at

1422879_at, 1422880_at, 1422881_s_at, 1422882_at, 1435081_at, 1435082_atNP_942003.1, NP_038663.2

1428633_at, 1428634_atNP_758457.1

1418733_at NP_035788.1

1435251_at NP_001014973.2

XR_141116.1, XR_141666.1

1422631_at NP_038492.1

1423456_at NP_080116.2

1425482_s_at, 1425936_a_atNP_666145.3

1428286_at

1430316_at NP_848744.2

1422607_at NP_001156626.1, NP_031986.1

1425411_at, 1431429_a_at, 1435092_atNP_001034604.1, NP_031513.1

1433953_at NP_766163.2, NP_849173.2

1431114_at, 1436405_atNP_766391.2

1417768_at NP_080440.2

1425749_at, 1435396_atNP_653135.2

1422673_at NP_032884.2

1423535_at, 1423536_atNP_001165569.1, NP_443205.1

NP_068356.1

1424141_at NP_659037.2

XP_980033.1

1435241_at NP_796145.2

1432444_a_at NP_079732.1

1425148_a_at, 1429497_s_atNP_081274.2

1433599_at NP_038843.2

1416506_at, 1435316_at, 1435317_x_atNP_036098.1

1420088_at, 1420089_atNP_035037.2

1422269_at NP_064683.2

1421448_at, 1428594_at, 1431097_atNP_064378.4, NP_001003719.1, NP_001106185.1

1422346_at NP_033411.3, NP_001139670.1

1422284_at NP_032727.2

1421246_at, 1421247_atNP_035171.1

1433903_at NP_001032835.2

1432284_at, 1435671_atNP_001157842.1

1423347_at NP_033173.2

NP_079932.2

1428177_at, 1428178_s_atNP_084333.1

1423324_at, 1423325_atNP_032917.2

1426445_at NP_666146.3, NP_001158725.1, NP_001158726.1

1426870_at, 1426871_atNP_001028328.2

1428171_at, 1428172_atNP_808474.2

1416858_a_at, 1416859_atNP_038930.1

NP_849243.2

1434767_at NP_766166.2
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1415833_x_at NP_033119.1

1427506_at NP_001074875.1

NP_079865.1

1426350_at NP_666147.1

NP_081545.3

1434166_at

1427094_at, 1431440_atNP_035263.1

NP_839984.1

1435020_at, 1435086_s_atNP_081393.2

1418822_a_at, 1418823_at, 1418824_at, 1434312_atNP_031507.1

NP_001028408.2

NP_001129031.1

1424858_at NP_663418.1

1427083_a_at, 1427084_a_at, 1427376_a_atNP_958927.2

1428260_at NP_848743.1

1416075_at NP_071311.1

1419078_at, 1428600_atNP_001074922.1, NP_032723.2

1417741_at NP_573461.2

1434249_s_at, 1434595_atNP_444397.2, NP_001103672.1, NP_001103673.1

NP_082403.2

NR_045055.1, NR_045056.1

1436191_at NP_001074664.1

1428010_at NP_038924.1, NP_001020025.1, NP_001020024.1

1429595_at NP_001156850.1, NP_084094.1

1417937_at NP_001177395.1, NP_067507.2

XP_003945539.1

1431035_at NP_080378.2, NP_766052.2

NP_861417.1

1424692_at NP_080314.1

1424106_at, 1429968_atNP_077167.1, NP_001191996.1

1415678_at, 1417221_at, 1425537_at, 1429500_at, 1429501_s_atNP_032936.1

NP_083856.1

NP_001032806.2

1433579_at NP_848830.1

1432355_at

1422079_at, 1434248_atNP_032882.2

1416035_at, 1427418_a_at, 1431981_atNP_034561.2

XR_141136.1, XR_141662.1

XM_204772.4, XM_003085822.2 XP_204772.4, XP_003085870.2

1429335_at NP_848479.1

1428461_at, 1428462_at, 1428463_a_atNP_036154.1

1420821_at, 1420822_s_atNP_109675.1

1427982_s_at NP_001005510.2

1430344_at NP_001165575.1, NP_082632.2

1424750_at NP_848859.1
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1430832_at

1417101_at NP_001002012.1, NP_032327.2

1434680_at NP_722499.4

NP_038703.3

1423501_at NP_032584.2, NP_001139648.1

NM_001252614.1, NM_001252615.1, NM_001252616.1, NM_016893.5, NR_045554.1NP_001239543.1, NP_001239544.1, NP_058589.2, NP_001239545.1

1426462_at, 1426463_at, 1430038_atNP_766540.2, NP_666077.2

1421064_at, 1434954_atNP_062525.1

NM_178745.4, NM_001170401.1 NP_848860.1, NP_001163872.1

1435053_s_at NP_851418.2

1430589_at NP_084264.1

NP_058080.2

1418760_at NP_067532.2

1422528_a_at NP_031590.1

1427385_s_at, 1428585_atNP_598917.1

1436438_s_at NP_796241.3

NP_598559.2

1416760_at NP_001074890.1

1430536_a_at NP_031977.1

1421249_at, 1421250_atNP_080520.2

1431446_at

1436035_at NP_001170974.1

NP_001008423.2

NM_001242419.1, NM_178682.4 NP_001229348.1, NP_848797.1

1423130_a_at NP_001073162.1, NP_033185.2, NP_001073163.1

1424898_at NP_001171032.1, NP_035517.1

NM_022316.2, NM_001146217.1 NP_071711.2, NP_001139689.1

1419047_at, 1419048_at, 1419049_atNP_061284.2

1434222_at NP_766167.2, NP_001161455.1

NM_001267625.1, NM_001267626.1, NM_058212.2NP_001254554.1, NP_001254555.1, NP_478119.1

1435071_at, 1435072_atNP_898977.2

1425522_at, 1425523_at, 1425524_at, 1428907_at, 1428908_atNP_081625.3

1420261_at, 1421853_at, 1425549_atNP_032969.1

XP_003945545.1

XP_003945540.1

NP_076122.2

1422997_s_at NP_598949.3

1428803_at NP_766168.1

NM_001163501.1, NM_001163502.1NP_001156973.1, NP_001156974.1

NP_766169.1

1426902_at NP_766170.2

1417382_at, 1417383_at, 1417384_at, 1433763_atNP_031673.2, NP_001021385.1
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NP_082653.2

1428415_at NP_079801.2

NP_001028506.1

1418061_at NP_038617.3

1424532_at NP_848140.3

1430243_at NP_780407.1

1423710_at, 1430161_at, 1431011_atNP_084501.1

1424094_at NP_660120.2

1424707_at NP_081051.1

1423100_at NP_034364.1

XP_003945546.1

NM_030887.2, NM_001205052.1, NM_001205053.1NP_112149.2, NP_001191981.1, NP_001191982.1

1424123_at NP_663422.1

1435195_at NP_796328.2

1433468_at NP_665835.1

1433644_at NP_700464.2

1427552_a_at NP_001239484.1, NP_001239485.1, NP_034493.1

1427622_at, 1428854_atNP_001028647.1

XM_907143.3, XM_138106.7 XP_912236.3, XP_138106.7

XM_138107.7, XM_907185.2 XP_138107.7, XP_912278.2

1435937_at NP_035609.1

1434660_at NP_001096035.1

NP_001013390.1

1428554_a_at NP_081234.2

1429002_at, 1429003_atNP_079783.2

1429228_at, 1429229_s_at, 1430815_atNP_861536.3

1421357_at, 1433511_atNP_780544.1, NP_113568.2

1435657_at NP_780576.1

NP_958926.1

1420547_at NP_032105.2

NP_032178.1

1431613_a_at NP_084187.2

1419054_a_at, 1419055_a_atNP_036007.2, NP_001139671.1

1426999_at, 1431745_a_atNP_083610.2, NP_001008506.2, NP_001153579.1, NP_001153580.1

1427484_at NP_001074660.1

1434002_at NP_899009.2

1430339_at, 1431666_at, 1431667_s_atNP_084448.1

1426492_at NP_082630.2

1424125_at NP_666149.1, NP_001157898.1, NP_001157899.1

1416005_at NP_032973.1

1417365_a_at, 1417366_s_at, 1422414_a_at, 1423807_a_at, 1426710_at, 1433592_atNP_033920.1

1431050_at NP_705815.1

1427138_at NP_080957.2
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1435742_at NP_997594.1, NP_001153686.1

NR_038047.1, NR_038048.1, NR_038049.1, NR_038050.1

1427406_at, 1427407_s_atNP_082722.1

XR_106735.1, XR_106464.1

1434408_at NP_083981.2, NP_001161386.1

1434684_at NP_808288.2, NP_001154837.1

1426733_at, 1431823_atNP_766172.1

NP_001136411.1

NP_001136410.1

1433479_at NP_079942.1

1432910_at NP_766394.2

NP_001074486.2

1415713_a_at NP_065240.2, NP_001152974.1

NM_194066.2, NM_194068.2, NM_026790.2, NM_194067.2, NM_194069.2NP_919042.2, NP_919044.1, NP_081066.2, NP_919043.1, NP_919045.1

1421412_at NP_034481.1

XR_141122.1, XR_141687.1

1427941_at NP_683750.2

NP_001239437.1

1424702_a_at, 1435501_atNP_083930.5

1431334_a_at, 1433700_at, 1435422_at, 1435423_x_atNP_848728.2

1430781_at NP_084463.1

1424216_a_at, 1424217_at, 1427544_a_atNP_035242.1

1435227_at NP_067374.2, NP_001073352.1

XR_106743.1, XR_106474.1

NP_082538.2

1424830_at NP_033962.2

NP_001153382.1

1428321_at NP_001036800.1, NP_001036801.1

NR_045751.1, NR_045752.1, NR_045753.1

1434920_a_at NP_001156866.1, NP_031991.3, NP_001156867.1, NP_001156868.1

1422569_at, 1422570_at, 1435824_atNP_033563.2

1423979_a_at, 1423980_at, 1423981_x_atNP_851845.1

NP_808270.2

NP_001156647.1

NM_001190703.1, NM_001190704.1, NM_001190705.1, NM_010052.5, NR_033813.1NP_001177632.1, NP_001177633.1, NP_034182.2, NP_001177634.1

1425542_a_at, 1425725_s_at, 1425726_x_at, 1427003_at, 1434205_at, 1434206_s_atNP_001074926.1, NP_036153.2, NP_001074927.1, NP_001128473.1

1430730_at

1416648_at NP_084514.2

1426645_at, 1433251_atNP_034610.1

NP_036103.1

NM_028365.2, NM_001199785.1 NP_082641.1, NP_001186714.1

NP_001074526.1

1429300_at NP_780416.2
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1434336_s_at NP_932140.1

1418587_at NP_001041671.1, NP_035762.2

1417920_at NP_291081.2

XR_106750.1, XR_106483.1

1434652_at NP_898837.2

1436115_at NP_001028420.2

NM_178041.2, NM_173363.5 NP_829887.1, NP_775539.1

1428686_at

1418316_a_at NP_067491.2, NP_073712.2

NP_067248.1

1433962_at NP_796348.2, NP_001093262.1, NP_001093263.1

1429248_at NP_080787.1, NP_001156860.1

1417005_at, 1428881_atNP_001020531.2, NP_032476.2, NP_001075428.1

NP_083151.1

1424669_at, 1424670_s_atNP_081028.3

1434895_s_at NP_035755.1

NP_001091090.1

1432184_a_at, 1436216_s_atNP_940803.2

NP_031447.1

1418377_a_at, 1426323_x_at, 1433680_x_atNP_038957.2, NP_001155209.1

1416657_at, 1425711_a_atNP_033782.1, NP_001159366.1

NP_001093930.1

1433712_at NP_001019773.2

XM_003945498.1, XM_003945924.1 XP_003945547.1, XP_003945973.1

1424940_s_at NP_663425.2

1423682_a_at, 1423683_atNP_082299.1

1426430_at, 1426431_atNP_034718.2

1424753_at NP_079675.1

NP_082469.2

1435153_at NP_964008.2, NP_001139372.1

1426963_at, 1434255_atNP_001074639.1

1417295_at NP_473422.2

1417311_at NP_077185.1

NP_722471.2

1421139_a_at NP_062511.2, NP_001004066.1

NP_666152.1

1421504_at NP_033265.3, NP_001159857.1

NP_796056.2

1420814_at, 1420815_at, 1431645_a_at, 1435898_x_at, 1436016_x_atNP_032138.3

1418772_at NP_598824.3

1423142_a_at, 1423143_atNP_081276.2

1434597_at, 1434598_atNP_766173.1

1426531_at, 1426532_at, 1436153_a_atNP_653099.2, NP_001186070.1

NP_001074597.1

1415796_at XP_003085895.1, XP_001473666.2

1421384_at, 1425973_at, 1434674_atNP_034878.2
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NP_001074817.3

1424372_at NP_083547.1

NP_032970.2

NP_032156.2

1422053_at NP_032406.1

NM_001081058.2, NM_027118.1 NP_001074527.1, NP_081394.1

1430274_a_at NP_077232.2

1421815_at NP_598826.3

NP_057896.1

1424523_at NP_525027.1

1415815_at NP_033080.2

1430334_at NP_001238762.1, NP_001238763.1, NP_631880.2

NP_666395.2

NP_064418.1

NP_835514.1

NP_835491.1

1427762_x_at NP_835509.2

NP_081101.3

1423154_at NP_077793.1

1417316_at NP_080066.1

NP_062424.1

1419155_a_at, 1419156_at, 1419157_at, 1433575_atNP_033264.2

1427462_at, 1434564_atNP_034223.1

1435323_a_at NP_705774.1

NP_079986.1

1422735_at NP_032265.3

1431567_at

1418220_at NP_034355.2

1419485_at, 1419486_atNP_032618.2

1432574_at, 1432575_atXP_003945552.1, XP_003945976.1

NM_009254.3, NM_001164117.1, NM_001164118.1, NM_001243192.1NP_033280.1, NP_001157589.1, NP_001157590.1, NP_001230121.1

1420235_at, 1424242_at, 1430531_atNP_080788.1

1427347_s_at, 1427838_atNP_033476.1

1432366_at

1428851_at NP_080107.3

XR_168717.1, XR_168506.1

1425497_a_at, 1425498_at, 1436427_atNP_038858.2

1418070_at, 1418071_s_atNP_034011.1, NP_001116858.1

NP_958746.1

1431354_a_at NP_077236.1, NP_001034278.1

1428657_at, 1434741_atNP_001034277.1, NP_081106.1, NP_001171339.1, NP_001171340.1

1417763_at, 1417764_atNP_080241.3

1434810_a_at, 1434811_atNP_082000.2

1419110_at, 1425358_atNP_077204.2

1427610_at, 1435493_at, 1435494_s_atNP_076331.2

NP_031582.1
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1423746_at NP_663342.3

NP_079656.1

NM_134060.4, NM_001170430.1, NM_001170431.1NP_598821.1, NP_001163901.1, NP_001163902.1

1421995_at, 1421996_at, 1426048_s_atNP_035677.2, NP_001116420.1

1423766_at, 1430875_a_atNP_080826.2

1416479_a_at NP_079663.1

1422724_at, 1422725_atNP_032573.2, NP_001139274.1, NP_001139275.1

1416444_at NP_062296.1

1422742_at NP_031798.2

NP_001028571.1

1428915_at, 1428916_s_at, 1432105_atNP_849179.1

1420485_at, 1420486_at, 1420487_atNP_076043.2

1422736_at NP_064314.2

1431619_a_at NP_080048.2

1424988_at NP_722484.2

1434451_at NP_001186234.1, NP_033150.2, NP_001186233.1

1432509_at

1433475_a_at, 1433476_atNP_001028364.1

NP_786925.2

NP_034747.2

1419121_at, 1430889_a_atNP_058065.2

1433649_at NP_758466.1

1423259_at, 1423260_atNP_112443.1

1427296_at, 1433572_a_atNP_001028440.2

1429264_at

1431359_a_at NP_081014.1

1422745_at, 1422746_s_atNP_001034268.1, NP_084067.1, NP_001034269.1

NP_951011.1

1429095_at, 1432361_a_at, 1432362_atNP_079771.1

1428950_s_at, 1428951_atNP_001074819.1

1434991_at NP_780610.2

1415794_a_at, 1415795_atNP_035592.1, NP_666155.1

NP_079691.1

1428496_at, 1428497_atNP_083555.1

NP_035947.2

1420776_a_at, 1430487_at, 1431124_atNP_057918.2

1418932_at NP_059069.1

1423428_at NP_038874.3

NP_038629.2

1423970_at, 1423971_atNP_082873.2

1427326_at, 1436234_at, 1436235_x_atNP_795961.3

1422017_s_at NP_001239574.1, NP_001239575.1, NP_598558.1, NP_001239576.1, NP_001239577.1

1421432_at NP_064352.2
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1424620_at NP_848720.1

NP_083146.1

1423532_at NP_001139497.1, NP_001139498.1, NP_001139499.1, NP_598825.2

NP_001028536.2

1434095_at NP_694771.1

1418596_at, 1427776_a_at, 1427777_x_at, 1427845_at, 1427846_x_atNP_032037.2

1420881_at, 1435088_atNP_032765.3

1421872_at, 1421873_s_atNP_033026.1

1431419_at, 1431421_x_atNP_079872.4

1422970_at NP_057871.2

NM_011938.3, NM_001038018.3, NM_001112711.1NP_036068.2, NP_001033107.1, NP_001106182.1

NP_001025467.1

1426024_a_at NP_001170842.1, NP_001170843.1, NP_062787.2

1417959_at, 1428319_atNP_080407.3, NP_001107559.1, NP_001107560.1

1418096_at NP_038767.1

NP_080487.2

1426303_at, 1426304_x_atNP_666157.1

1417842_at NP_031622.2

1424569_at, 1424570_at, 1424571_atNP_666087.3

1424005_at, 1431009_atNP_851795.1

1428256_at NP_780359.2

NP_082557.1

1419514_at NP_035227.1

1424572_a_at NP_036145.1, NP_001152985.1, NP_001152986.1, NP_001152987.1

1428407_at NP_084148.1

1419385_a_at, 1424368_s_atNP_081118.4, NP_689420.1

1417594_at NP_062806.1

1428331_at NP_081611.1

1423684_at NP_079555.1

1428625_a_at, 1430805_s_atNP_083180.3, NP_001161720.1

1429720_at, 1433570_s_atNP_084429.2

1415698_at NP_081583.3, NP_001030294.1

1433910_at NP_705766.3

1416855_at NP_032112.1

1428853_at NP_032983.1

1433623_at NP_780703.1

1418927_a_at, 1430869_a_atNP_064370.2

1429418_at NP_766175.3, NP_001116461.1

1430657_at

1421018_at, 1434441_atNP_079646.1

NP_034114.1

1416369_at NP_598441.3, NP_001077370.1

NP_079823.2

1416372_at NP_032985.2

NP_705762.2
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NM_198600.2, NM_001169131.1 NP_941002.2, NP_001162602.1

NP_001138634.1

NP_613062.1

1424071_s_at NP_659086.2

1433603_at NP_035018.1

1422819_at NP_444393.1

1420293_at, 1420294_at, 1424459_at, 1424460_s_atNP_663351.3

1423730_at NP_666159.2

1418257_at NP_035520.1

1429294_at, 1429295_s_atNP_081458.1

NP_001019679.2

NP_878259.1

1426688_at, 1426689_s_at, 1433292_at, 1433293_atNP_075770.1

1436133_at NP_077163.1, NP_001162129.1, NP_001162130.1

NP_001028214.1

1416942_at NP_109636.1

NP_620403.2

1429661_at, 1433647_s_atNP_082769.1

1423577_at, 1430047_atNP_598832.3

NM_001081353.1, NM_001145676.1NP_001074822.1, NP_001139148.1

NM_138312.1, NM_001163419.1, NM_001163420.1, NR_028109.1NP_612185.1, NP_001156891.1, NP_001156892.1

NP_001036056.1

NP_001074645.1

1431207_at NP_082648.1

1418584_at, 1418585_atNP_075732.1

1426476_at, 1426477_at, 1426478_atNP_663427.2

1424601_at, 1424602_s_atNP_082288.1, XP_003945985.1

1423207_at, 1423208_at, 1423209_at, 1425780_a_atNP_079611.2

1429951_at NP_077148.1, NP_077234.2

1424557_at NP_663428.2

1421621_at NP_033053.2

1435307_at NP_780664.2

NP_775568.1

1433571_at NP_766176.1

1431071_at, 1434806_at, 1434807_s_atNP_001156417.1

1436387_at NP_687036.1, NP_671705.2, NP_036112.1

1420639_at, 1420640_atNP_067285.2

1429189_at, 1429190_atNP_033842.3

1426775_s_at NP_083429.1

1435723_at

1423235_at NP_033810.2

1417652_a_at, 1434588_x_atNP_033347.1

1433620_at, 1433621_atNP_766178.2

NP_082382.1
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1425354_a_at NP_079906.2

NP_034299.2

1433885_at NP_081987.1

1427229_at NP_032281.2

NP_001159537.1

1420964_at, 1420965_a_atNP_031956.3

1434125_at NP_849249.1

1430668_a_at NP_075961.1

1423839_a_at, 1433863_atNP_663430.2, NP_001164011.1

XR_106822.1, XR_105579.2

1419864_x_at, 1433585_atNP_001041732.1, NP_848831.2

1423769_at NP_081149.1

1433646_at NP_776118.2

1421850_at, 1421851_atNP_032660.2

1434284_at NP_001074530.1

1434291_a_at NP_035483.1

1426596_a_at NP_035550.1, NP_001239558.1

NP_032782.1

1423242_at NP_001177193.1, NP_079645.1

1422016_a_at NP_068686.1

1416076_at, 1419943_s_atNP_758505.2

1422497_at NP_075023.2

1425514_at, 1425515_atNP_001020126.1, NP_001070963.1

1433394_at NP_780380.2

1424981_at NP_083723.1

NP_659087.1

1428096_at NP_083941.2

1426290_at, 1426291_atNP_079723.1

1432072_at NP_032468.2, NP_001139251.1

1434967_at NP_663431.2

XM_003945523.1, XM_003945944.1 XP_003945572.1, XP_003945993.1

NP_001041715.1

NP_001120818.1

1427194_a_at, 1429439_at, 1432249_a_atNP_082318.2

1434789_at NP_848798.1

1435280_at NP_035186.1

1427005_at NP_690017.2

1423773_at, 1430981_s_atNP_082763.3, NP_001116435.1

NP_766181.2

1424850_at NP_036075.2

1421239_at NP_034690.3

1422619_at, 1422620_s_at, 1425449_atNP_032929.1, NP_032273.1

1426718_at NP_082427.1
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1434710_at NP_766182.2

1416359_at, 1416360_atNP_570614.2

1421365_at, 1434458_atNP_032072.1

NP_001028400.2

1434071_a_at NP_598819.2

NP_001074478.1

1427158_at NP_067531.1

1425521_at NP_001073318.1, NP_663432.1

XM_003945519.1, XM_003945942.1 XP_003945568.1, XP_003945991.1

1433443_a_at, 1433444_at, 1433445_x_at, 1433446_atNP_666054.2

1428616_at NP_082521.1

1429691_at, 1434360_s_atNP_033007.2

1426287_at, 1436175_atNP_631973.3

1423696_a_at, 1423697_atNP_079826.2

NP_001028442.2

1419973_at, 1429699_atNP_081971.1

1417827_at NP_067479.2

1416731_at, 1416732_atNP_033435.2

1422202_at NP_033406.1, NP_001106888.1

1416958_at, 1416959_atNP_035714.3

1435413_x_at NP_080804.1

1424593_at NP_081751.1

1424813_at, 1434269_at, 1435686_atNP_001171104.1, NP_759011.2, NP_001019683.1

1426473_at NP_598842.1

NP_079716.1

1430926_at NP_083974.1, NP_001157110.1, NP_001157111.1

1427468_at, 1428473_at, 1428474_at, 1433835_atNP_032940.1

1428731_at NP_084456.2

XR_106841.2, XR_105609.2

NP_067483.1

1428295_at NP_780341.1

1430250_at NP_766184.2, NP_001161745.1

1431066_at, 1434123_atNP_082704.1

1416938_at NP_079642.1

1428383_a_at NP_001239010.1, NP_001239011.1, NP_082272.1

1417931_at NP_034941.2

1423941_at, 1423942_a_atNP_001034228.1, NP_001034227.1, NP_848712.2

1416156_at, 1416157_atNP_033528.3

1416319_at, 1421767_atNP_001229970.1, NP_598840.1

1423508_at NP_059507.2, NP_001192170.1

NM_013849.3, NM_001007268.1 NP_038877.2, NP_001007269.1

1434402_at NP_080559.1

1415990_at NP_035825.1
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1428635_at NP_081241.1

XR_106835.1, XR_105606.1

1423835_at, 1423836_atNP_663434.2

1424848_at, 1425987_a_at, 1428948_atNP_001240287.1, NP_001240288.1, NP_001240289.1, NP_001240290.1, NP_001240291.1, NP_001240292.1, NP_001240293.1, NP_001240294.1, NP_001240295.1, NP_001240296.1, NP_001240297.1, NP_001240298.1, NP_001240299.1, NP_001240300.1, NP_034740.2, NP_001240301.1, NP

1424198_at, 1431186_at, 1431187_s_atNP_001156985.1, NP_082002.1

XR_106490.2, XR_106837.2

1435740_at NP_899031.2

XR_168525.1, XR_168727.1

1416940_at NP_598845.1

1431348_at

1428431_at, 1428432_atNP_001094903.1

NP_038497.2

1421215_a_at, 1426457_at, 1426458_atNP_114397.3

NM_145969.4, NM_001134465.1 NP_666081.1, NP_001127937.1

NP_848783.3

1429893_at NP_602319.1

NM_028945.1, NM_001114879.1 NP_083221.1, NP_001108351.1

NM_001256224.1, NM_009524.3 NP_001243153.1, NP_033550.2

1423225_at NP_064363.2

1423385_at NP_081769.2

1422847_a_at NP_035233.1

NP_808483.2

1422893_at, 1422894_at, 1429749_atNP_062333.1, NP_001160003.1, NP_001160004.1

1425404_a_at NP_083115.3

1416220_at, 1427500_atNP_081187.2

1428269_a_at, 1428270_atNP_083902.2, NP_001159402.1

1433656_a_at NP_705775.2

1426877_a_at, 1426878_at, 1427266_atNP_001074720.1

1424882_a_at NP_081565.1

NP_619613.2

1420260_at, 1428659_at, 1432386_a_atNP_082225.1

1426354_at NP_081364.1

1425307_at, 1434594_atNP_001028840.1

1423096_at, 1423097_s_at, 1423098_atNP_033926.1

1421922_at, 1421923_atNP_036024.2

1419290_at, 1432384_a_atNP_080183.1

1431065_at, 1433555_atNP_083208.1

1434630_at NP_001019775.1

1421687_at NP_065622.1

1420808_at NP_001029160.1, NP_062718.2

1416485_at NP_058593.2

NP_036090.2

NP_848906.1

1435108_at NP_722495.3
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1420931_at, 1420932_atNP_057909.1

NP_083665.2

1416209_at NP_032159.1

NP_899101.1

1417788_at NP_035560.1

1425491_at, 1425492_at, 1425493_at, 1425494_s_atNP_033888.2

1431657_at NP_084338.1

1416752_at, 1433783_atNP_001034160.1, NP_036048.3, NP_001034163.1, NP_001034164.1, NP_001034162.1, NP_001034161.1, NP_001034165.1

1434778_at, 1434835_atNP_001004436.2

1421017_at NP_001177116.1, NP_001177117.1, NP_032760.1

1427050_at NP_766185.1

1430229_at NP_081794.2

1419029_at, 1419030_atNP_056589.1

1417769_at, 1417770_s_at, 1417771_a_atNP_080235.2

1427289_at NP_001034195.2, NP_001036184.1, NP_789815.3

XR_106850.1, XR_105653.1

1423727_at NP_034049.2

1417069_a_at, 1431686_a_at, 1431687_atNP_071306.2

1430849_a_at, 1430850_x_at, 1434565_atNP_081108.2

1424594_at, 1429449_at, 1436356_atNP_001032298.1, NP_083242.1, NP_001156905.1

1420499_at, 1429692_s_atNP_032128.1

1426780_at NP_766187.1

1419006_s_at NP_291080.2

1427335_at NP_766188.3

NP_997097.1

1424738_at, 1424739_atNP_653118.3

1428453_at, 1431026_atNP_001074899.1

1418529_at NP_598437.2

1416135_at NP_033817.1

NP_001028443.1

NM_198249.4, NM_001145921.1, NM_001145922.1NP_937892.2, NP_001139393.1, NP_001139394.1

1419741_at NP_291096.2

NP_963999.2

1416574_at, 1436049_atNP_075923.2

1423099_a_at NP_062695.2

1416638_at NP_001231845.1, NP_056587.2

1415761_at, 1415762_x_atNP_081127.1

1416572_at NP_032634.3

1416836_at NP_075369.2

NP_663437.2

1421344_a_at NP_034720.2

1429420_at NP_083166.1

1416568_a_at, 1421197_a_atNP_062513.3, NP_075679.2, NP_001078941.2, NP_001078942.2, NP_001229535.1, NP_001229534.1
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1416917_at NP_067412.1

XP_003945596.1

NP_001161380.1

1423572_at, 1430453_a_at, 1430454_x_atNP_031563.1

1415728_at, 1422848_a_at, 1422849_a_at, 1422850_atNP_062275.1

NP_067526.2

1416716_at NP_034242.2

1420740_at NP_542767.1

1429798_s_at, 1430600_atNP_080342.1, NP_083666.1

NP_001034287.1

1428003_s_at, 1433436_s_atNP_694723.1

1419113_at NP_031481.2

NP_796023.2

1419382_a_at NP_001033027.2, NP_109611.1

1436010_at NP_001019816.1

1417056_at NP_035319.1

1418474_at NP_149158.1

1417189_at NP_035320.1, NP_001025026.1

NP_919327.2

1419147_at NP_064386.2

1436420_a_at NP_077229.4

1418198_a_at NP_083056.2

1432101_a_at NP_001240817.1, NP_001240818.1, NP_081949.1

1423715_a_at NP_032709.1

1416356_at, 1429180_atNP_818773.1

NP_663751.2

NM_019984.3, NM_001161714.1, NM_001161715.1NP_064368.3, NP_001155186.1, NP_001155187.1

1426046_a_at NP_062392.1

1415677_at NP_081095.2

NP_080679.3

1418976_s_at NP_034024.2

NP_001035161.1

NP_001014996.2

NP_001139450.2

1423192_at, 1423193_atNP_079958.3

1428941_at NP_083774.2

1423271_at NP_032151.1

NP_033402.2

1419678_at, 1419679_at, 1425420_s_at, 1426156_atNP_056586.2, NP_700431.1

NP_941007.1

1418137_at NP_080677.1

1431218_at, 1434236_atNP_083768.4

1430213_at NP_082040.2

1425661_at, 1425662_at, 1425956_a_at, 1429186_a_atNP_001162007.1, NP_082262.1, NP_001162008.1, NP_001162009.1, NP_001162010.1

1423851_a_at, 1423852_atNP_663438.1

1424389_at, 1424390_at, 1429878_a_atNP_733479.1
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NP_001028444.1

1423010_at, 1434958_atNP_766397.2

1421828_at NP_032492.1

1417888_at NP_075722.1, NP_001157692.1

1427410_at, 1427411_s_at

NM_206974.1, NM_001039105.2 NP_996857.1, NP_001034194.1

NP_775595.1

NP_080277.1

NP_001230786.1

1423274_at, 1423275_at, 1436089_atNP_032741.2

1434517_at NP_780755.2

1418863_at, 1418864_atNP_032118.2

1434676_at NP_808262.1

1425928_at NP_775569.2

1421089_a_at NP_082504.1

1421339_at, 1434703_atNP_061258.2

NP_950194.2

1428304_at NP_082315.3

NP_666056.1

1425621_at, 1429494_atNP_084255.2

NP_033891.1

1429715_at NP_082308.1, NP_001192117.1

1418494_at NP_034225.1

1425747_at, 1430291_atNP_808448.2

NP_035050.2

NP_001139484.1

1430936_at NP_598839.2

1421486_at, 1436329_atNP_061251.1

1426012_a_at NP_666167.3

1433801_at NP_001004155.2, NP_001106206.1

1423946_at NP_001240665.1, NP_666090.1

1420743_a_at, 1430025_atNP_032941.1

1424565_at, 1424566_s_atNP_080221.3, NP_001157554.1

1433667_at, 1436238_atNP_660254.1

1428478_at NP_850919.1

1422110_at, 1435950_atNP_068677.2

NP_919326.1

NM_001252662.1, NM_001252663.1, NM_001252664.1, NM_001252665.1, NM_001252666.1, NM_013514.4NP_001239591.1, NP_001239592.1, NP_038542.1, NP_001239593.1, NP_001239594.1, NP_001239595.1

1415682_at, 1432573_at, 1435814_atNP_075532.1

1416333_at NP_034201.1

1426903_at NP_997519.2

1416389_a_at, 1416390_at, 1429742_at, 1431017_atNP_598844.3, NP_001164165.1

1417850_at NP_033055.2
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1417999_at, 1418000_a_at, 1418001_atNP_032436.1

XR_141220.1, XR_141754.1

NP_058599.1

NM_001033439.3, NM_001252132.1NP_001028611.2, NP_001239061.1

1418771_a_at, 1432834_at, 1432835_atNP_062749.2

1430568_at, 1434894_atNP_080359.2

1434654_at NP_796355.2

1420835_at, 1420836_at, 1425948_a_at, 1425949_atNP_080508.1

1416642_a_at, 1416643_atNP_033455.1

1426626_at NP_081092.1

NP_080453.2

NP_038773.1

1425742_a_at, 1433899_x_atNP_001171222.1, NP_033392.1, NP_997535.2

1431979_at

NM_001160326.1, NR_027699.1 NP_001153798.1

NP_766076.1

NP_780578.1

NM_001253759.1, NM_172813.3 NP_001240688.1, NP_766401.1

NM_001081336.1, NR_045588.1 NP_001074805.1

1418003_at NP_079703.2

1429056_at, 1429057_atNP_080108.1

NP_666072.3

NP_001030054.2

1419374_at, 1419375_atNP_061235.2

1417540_at NP_031946.1

1417051_at NP_067518.2, NP_001036191.1

1434869_at NP_766193.3, NP_001240684.1

1434663_at, 1434664_atNP_780454.1

1429478_at, 1433807_atNP_780474.1

1426609_at NP_082591.2

1430698_a_at, 1431618_a_atNP_083596.2, NP_083730.2

1430255_at NP_033899.2

1435292_at NP_001074747.2

NP_057932.2

1434881_s_at NP_808383.3

1432339_at

1426886_at NP_001028414.1

1427471_at NP_056637.1

1434274_at, 1434937_atNP_997098.2

1426419_at NP_598838.3

1421656_at, 1436584_atNP_036027.1

NP_941003.1

1419688_at, 1419689_at, 1428774_atNP_035951.1, NP_001073313.1
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1424526_a_at NP_083854.3

1417245_at NP_067409.2

NM_001033336.3, NM_001163675.1, NM_001163676.1NP_001028508.2, NP_001157147.1, NP_001157148.1

1419162_s_at, 1419163_s_at, 1433887_atNP_032955.2

1429836_at, 1431602_a_atNP_001074721.2

1421599_at NP_056635.2

1421574_at, 1426965_atNP_083795.2

NP_598843.3

1426247_at, 1426248_atNP_663440.1

1423928_at, 1423929_atNP_081137.2

1423295_at NP_542123.3

1425666_at NP_075363.1

1430350_at

1421301_at NP_033600.3

1428113_at, 1432360_a_atNP_082927.1

NP_796367.3

1435747_at NP_034331.2, NP_997550.1

1421543_at, 1427121_atNP_598860.2

1426459_s_at NP_666042.2

1436395_at NP_001156610.1

NP_080345.1

NP_001013385.3

1434647_at NP_848863.1

1419080_at NP_034405.1

1430309_at NP_081983.2, NP_957684.1

1418969_at, 1425072_at, 1436000_a_atNP_038815.1, NP_663443.1

NP_796152.2

1417400_at, 1417401_atNP_109615.1, NP_001159880.1

NR_045063.1, NR_045064.1, NR_045065.1

NP_444307.1

NP_848832.1

1435184_at NP_032754.2, NP_001034270.1

XR_105665.3, XR_106892.3

1422692_at, 1422693_a_atNP_035424.1

1419650_at NP_035897.2

1420116_s_at, 1421845_at, 1430777_a_atNP_079949.1

NP_031692.2

1428572_at NP_081671.1

1422544_at NP_062345.2

1425030_at NP_653106.1

NP_795933.2

1433745_at NP_001074771.1

1431308_at NP_001157913.1, NP_080429.1, NP_081772.1
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1433834_at NP_766194.2

1417258_at NP_031663.1

1428683_at NP_080822.1

1429027_at

1422167_at, 1434776_atNP_033180.2

NP_001078890.1

1421110_at, 1434882_at, 1434883_at, 1434884_atNP_080278.3

1419442_at NP_058042.2

1418273_a_at NP_033109.1, NP_001156957.1

NP_775597.1

1428326_s_at NP_032313.2

1428458_at NP_690854.1, NP_080616.1

1424612_at NP_663444.2

1421342_at NP_851834.1

1418512_at, 1418513_atNP_062609.2

1426155_a_at, 1430950_atNP_473390.1

1430801_at, 1434571_atNP_796125.2

1415970_at, 1434491_a_atNP_444301.1

1419588_at NP_036161.2

1417508_at, 1417509_atNP_038951.1

1418883_a_at NP_032800.2

1416102_at, 1416103_atNP_035870.1, NP_001240734.1, NP_001240735.1, NP_001240736.1

1417568_at, 1417569_atNP_598855.2, NP_001164337.1, NP_001164338.1, NP_001164339.1

NM_001081359.2, NM_001112721.1NP_001074828.2, NP_001106192.1

1422702_at, 1430984_atNP_061215.1, NP_001095928.1

1419544_at, 1419545_a_at, 1419546_atNP_079770.2

1429462_at, 1435483_x_atNP_765990.2

1435442_at NP_941008.2

1422809_at, 1432102_at, 1436470_atNP_001243311.1, NP_001243312.1, NP_444501.1, NP_001243313.1

1433864_at NP_766402.1

1419012_at NP_035896.1

1418501_a_at, 1418502_a_atNP_570955.1, NP_001123635.1, NP_001123636.1, NP_001123637.1, NP_001123638.1

1429655_at, 1433547_s_atNP_080425.3, NP_001107026.1

1429410_at, 1429411_a_at, 1429412_atNP_778174.1

1422669_at NP_062353.3

1416161_at, 1416162_atNP_033035.3

1417730_at NP_034292.2

1436583_at NP_898912.2

1419963_at NP_663445.2, NP_001033026.1

1424204_at, 1435966_x_atNP_081035.1

NM_134092.3, NM_001168250.1 NP_598853.3, NP_001161722.1

1421455_at NP_057876.1

NP_955520.1
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NP_083694.1

NM_009572.3, NM_001042438.1 NP_033598.2, NP_001035903.1

1436174_at NP_081711.2

1432489_a_at, 1434144_s_atNP_084010.1

1417522_at, 1435265_atNP_080622.1

NP_780421.2

XM_905852.4, XM_621400.5 XP_910945.4, XP_621400.5

1429425_at, 1429426_atNP_780435.1

NP_780360.1

NP_075661.1

1424826_s_at, 1434036_atNP_659049.2, NP_001139652.1

1415993_at NP_033296.1

1434132_at NP_705776.2

1424149_at NP_081022.2, NP_001158076.1

1424880_at, 1424881_atNP_653132.1

1434301_at NP_001156398.1

1424942_a_at NP_034979.3, NP_001170823.1, NP_001170824.1, NP_001170825.1

1425572_a_at, 1425573_a_at, 1435059_atNP_034156.2

1416131_s_at, 1416132_at, 1416133_atNP_598527.2

1418960_at NP_001074878.1

1420760_s_at, 1423413_atNP_032707.2

1432413_at NP_850993.2, NP_083916.1, NP_001158113.1, NP_001158114.1, NP_001158115.1

1426366_at, 1435636_atNP_694818.3

1431526_at

1418409_at, 1418410_atNP_032441.4

1430155_at

NP_082492.1

NM_001044718.1, NM_011759.2 NP_001038183.1, NP_035889.1

NP_919331.1

1435949_at NP_742119.1

1426625_at NP_084475.1

1427064_a_at NP_598850.1

1416438_at, 1430705_atNP_082640.2, NP_598452.2, NP_001158072.1

1424544_at NP_659096.1

1427537_at NP_659097.2

1419835_s_at, 1434610_atNP_001157012.1, NP_001157014.1, NP_001157021.1, NP_035247.2, NP_958787.2, NP_958791.2, NP_958792.2, NP_958793.2, NP_958795.2, NP_958796.2, NP_001157675.1, NP_958789.3, NP_958794.2, NP_958790.2, NP_958788.2

NM_001163575.1, NM_001163576.1NP_001157047.1, NP_001157048.1

1417423_at, 1436297_a_atNP_075657.1

1424685_at NP_780608.1

NP_034461.1

1416604_at NP_079843.1

1424165_a_at NP_079616.2

1420046_s_at, 1420047_atNP_001158079.1, NP_081135.3, NP_001158080.1

1419046_at NP_067530.2
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1432045_at NP_898922.2

1433808_at NP_001155961.1, NP_780666.3

1423264_at, 1430491_atNP_038509.1

1428983_at NP_942588.1

1424622_at NP_032322.1

1418295_s_at NP_034176.1

1421368_at, 1436084_atNP_570963.1

XM_982916.4, XM_984290.4 XP_988010.2, XP_989384.2

NP_038937.2

NP_083919.1

1419284_at, 1419285_s_at, 1435328_at, 1435364_atNP_851293.1, NP_062269.1

1421312_a_at, 1426493_a_atNP_034760.2

1422212_at, 1422213_s_atNP_032015.1

NP_203535.1

NP_081398.2

1422922_at NP_478121.2

1424419_at NP_663446.1

1433876_at NP_932787.1

NM_176828.4, NM_145472.2 NP_789798.2, NP_663447.1

1434445_at NP_940812.2, NP_001161760.1

NP_666021.2

1419989_at NP_079812.1

1417762_a_at NP_036183.1

NM_172817.3, NM_001168276.1 NP_766405.2, NP_001161748.1

1418245_a_at, 1418246_at, 1418247_s_at, 1434938_atNP_444334.3, NP_780596.1, NP_001104297.1, NP_001104298.1, NP_001104299.1, NP_001104300.1

NP_001075439.1

1417472_at, 1420170_at, 1420171_s_at, 1420172_atNP_071855.2

1434414_at NP_001017983.2, NP_001161732.1

1416100_at NP_061219.2

1420596_at NP_031609.1

NM_028522.1, NM_001163613.1, NM_001163612.2NP_082798.1, NP_001157085.1, NP_001157084.1

NP_033463.1

1418356_at NP_619611.3, NP_001155964.1, NP_001155965.1

1435525_at NP_001074836.2

1428676_at NP_082178.2

NP_898964.2

1424376_at NP_081495.1

1417078_at, 1417079_s_atNP_079898.2

1423834_s_at NP_666041.1

NP_033190.2

1417890_at NP_064667.2

1419573_a_at NP_032521.1

1423453_at NP_598561.2

1427447_a_at NP_613045.3, NP_001019887.1, NP_001034244.1, NP_001034245.1

XR_106938.2, XR_105742.2

1423702_at NP_032223.2
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NM_013847.4, NM_001161712.1 NP_038875.3, NP_001155184.1

1423728_at NP_660121.2

NP_803412.1

1424985_a_at, 1425369_a_atNP_035567.1

1418936_at NP_034885.1

1427059_at NP_766196.1, NP_001240746.1, NP_001240748.1, NP_001240749.1

NP_032453.3

1418538_at NP_598851.2

1431849_at NP_083683.1

NP_082910.1

NP_083068.1

XP_003945602.1

NP_038846.2

1433832_at NP_919323.2, NP_001192274.1, NP_001192275.1

NM_001013360.2, NM_001013362.2NP_001013378.2, NP_001013380.2

NP_109614.2

1421181_at, 1424407_s_at, 1429290_at, 1434270_atNP_083039.2

NP_035187.2

1424930_s_at NP_666098.2

1426545_at NP_659061.2, NP_796098.3

1418372_at NP_033764.2

1432091_a_at NP_598852.2

1434900_at NP_694629.2, NP_001076005.1

1416851_at, 1436113_a_atNP_598487.1

NP_796284.1

NP_067292.2

1434765_at NP_808489.4

1433777_at NP_666105.2

NP_001157792.1

1423749_s_at NP_001139646.1, NP_035371.4

NP_001074485.1

XR_106942.1, XR_105750.1

1424175_at NP_705617.2, NP_059072.1

1417309_at, 1417310_at, 1431776_atNP_065253.1

1424170_at NP_081013.1

1424227_at, 1424228_atNP_084505.2

1423845_at NP_663448.2

1424167_a_at, 1430780_a_atNP_038900.1

1417437_at, 1428504_atNP_034377.2

NP_035612.2

1429929_at NP_083173.2

1427657_at, 1428261_atNP_766016.2

1426744_at NP_150087.1
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1418184_at NP_079915.1, NP_001073627.1, NP_840000.2

NR_037697.1, NR_037698.1

1421909_at, 1421910_atNP_038864.3, NP_001107612.1

1421938_at, 1434145_s_atNP_075964.1

NP_083377.3

1434176_x_at NP_848742.1

1426534_a_at, 1430904_atNP_079721.2

1429795_at

NM_011862.3, NM_001159509.1, NM_001159510.1NP_035992.1, NP_001152981.1, NP_001152982.1

NP_001025185.1

1416695_at NP_033905.3

NP_898838.2

NP_073560.2

1423673_at NP_808298.2

NM_001081166.2, NR_030731.1 NP_001074635.2

1422719_s_at, 1428328_atNP_057923.2

1435745_at NP_001028445.1

1422540_at NP_034310.2

1422576_at, 1431377_atNP_058539.2

1420891_at, 1420892_atNP_033554.3, NP_001157105.1, NP_001157106.1

NM_011144.6, NM_001113418.1 NP_035274.2, NP_001106889.1

1416969_at NP_038910.1, NP_001162143.1

1430828_at NP_082339.1

1418925_at NP_034016.2

NM_001205353.1, NM_172611.4 NP_001192282.1, NP_766199.1

1434034_at NP_663450.3

1423776_s_at NP_663451.2

1419489_at, 1419490_atNP_598857.1, NP_001239239.1

1434821_at NP_001028446.2

NP_852077.1

1424818_at, 1427557_at, 1427558_s_atNP_663452.1, NP_001135829.1

NP_083996.1

NP_663453.1

NP_001002005.2

1425161_a_at, 1428093_atNP_080761.2

1428894_at NP_082181.2

1435090_at NP_001156791.1

1421925_at, 1421926_atNP_035291.4

1416683_at NP_620088.2, NP_001152993.1

1436140_at NP_081357.2

1425055_at, 1425056_s_atNP_082081.1, NP_081089.1

1419137_at NP_067398.2

1431931_a_at NP_081093.2
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NM_016705.3, NM_001109040.1, NM_001109041.1, NM_001109042.1NP_057914.2, NP_001102510.1, NP_001102511.1, NP_001102512.1

1435387_at NP_001028805.2

1428489_at NP_080301.1

1434822_at, 1435766_atNP_666174.2, NP_780572.1, NP_001076583.1

NP_001028389.1

NM_177431.4, NM_001164785.1, NM_001164786.1NP_803180.3, NP_001158257.1, NP_001158258.1

1420873_at, 1420874_at, 1420875_atNP_032997.3

1423560_at, 1423561_atNP_058023.2

NM_001253813.1, NM_175344.4 NP_001240742.1, NP_780553.2

1426525_at, 1432483_at, 1434506_atNP_780460.3

1434691_at NP_082424.2

1415903_at NP_598847.2, NP_001159928.1, NP_001159930.1

1426722_at, 1429593_at, 1429594_atNP_780330.2

NP_082279.1

NM_008902.3, NM_001168693.1 NP_032928.1, NP_001162164.1

1434783_at, 1434784_s_atNP_001239082.1, NP_958747.1

1424224_at, 1424225_atNP_084397.3, NP_001164181.1, NP_001164182.1

1435512_at, 1436099_atNP_808384.2

1416171_at NP_598475.2

1419313_at NP_033963.1

1430211_at NP_001188251.1

1418128_at NP_031431.2

NM_007581.2, NM_001044741.1 NP_031607.2, NP_001038206.1

1430050_at NP_001074450.1

NP_766200.1

1421789_s_at, 1423973_a_at, 1434787_atNP_031504.1

1426091_a_at NP_035848.1

1436268_at NP_001013763.1

XR_106961.1, XR_105701.1

1417690_at, 1433533_x_atNP_058061.2

1427555_at, 1435550_atNP_001028448.3

NP_081243.1

1422127_at, 1434959_atNP_031883.1

NP_083374.1

1423846_x_at NP_035784.1

1433584_at NP_035783.1

NP_033474.1

1420256_x_at, 1422530_atNP_038667.2, NP_001157060.1, NP_001157061.1

1433790_at NP_084435.1, NP_001155978.1

NP_001019873.1

1429773_at NP_789805.1

1421619_at, 1431690_atNP_034731.3

1416535_at NP_058046.2, NP_001157628.1
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1427015_at NP_001001884.1

NP_083512.2

1421546_a_at NP_001240737.1, NP_001240738.1, NP_036155.1

NP_082291.1

1422499_at, 1425654_a_at, 1435726_at, 1435727_s_atNP_075550.2, NP_001107017.1

NM_001080948.1, NM_001024526.2NP_001074417.1, NP_001019697.2

1432268_at

1434335_at NP_001152833.1, NP_766407.2

1417584_at, 1426441_atNP_032758.2, NP_001139633.1

1418860_a_at, 1429289_atNP_598854.1

1434532_at NP_700456.1

1418159_at NP_258437.1

NP_036003.2

1425108_a_at NP_778157.2, NP_001029044.1

1423515_at NP_001070967.1, NP_035453.2

NP_001201840.1

NP_659039.1

1435825_at NP_033742.2

1435844_at

NP_062391.3

1416505_at NP_034574.1

1424212_at NP_080842.1

1426378_at, 1426379_at, 1426380_atNP_663600.2

XR_168541.1, XR_168739.1

NP_705761.2

NP_001028449.2

1417933_at NP_032370.2

NP_666176.1

1419415_a_at, 1419416_a_atNP_001036192.1, NP_035374.3

XR_168740.1, XR_168542.1

1416747_at NP_598861.1

1433862_at NP_001014976.1

NP_700465.2

1418425_at NP_569725.1

1423686_a_at NP_079661.1, NP_001164382.1

1421743_a_at, 1435881_atNP_001096635.1, NP_001096636.1, NP_035172.2, NP_001167544.1

1425874_at NP_034594.1

NP_034592.2

NP_032298.1

NP_034596.1

1421932_at, 1421933_at, 1421934_atNP_031652.1, NP_001070257.1, NP_001103686.1
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1423267_s_at, 1423268_atNP_034707.3

1415721_a_at NP_083366.1

1416170_at NP_080784.1

1434633_at, 1435224_atNP_001020603.1

NR_040570.1, NR_040571.1, NR_040572.1

1418586_at, 1419811_at, 1434454_atNP_033754.2

1418167_at NP_112459.1

1416598_at, 1416599_atNP_112461.2

1428147_at, 1428148_s_at, 1428149_at, 1428150_atNP_084481.3

1427894_at NP_647468.2

1430530_s_at NP_080669.1

1416399_a_at NP_034573.2, NP_001129538.1

NP_079946.2

XR_141300.1, XR_141788.1

1424871_s_at NP_663334.1

1431285_at NP_001239366.1, NP_083933.1

1419701_s_at NP_082577.2

XR_035207.1, XR_034499.2

NM_028720.2, NM_001079814.1 NP_082996.2, NP_001073282.1

1433780_at NP_080942.1

NM_013796.3, NR_027804.1 NP_038824.2

NP_001028392.2

NP_663337.2

1436668_at NP_081722.1

1418040_at, 1418041_atNP_079984.2

1431464_a_at, 1431938_a_atNP_058577.1

1415975_at, 1415976_a_atNP_080097.1

XM_622598.5, XM_489506.5 XP_622598.3, XP_489506.3

1419920_s_at, 1419921_s_at, 1434371_x_atNP_001003918.2

1431018_at, 1434613_at, 1435546_a_at, 1436478_atNP_001074869.1

1427603_at, 1430364_atNP_694763.2, NP_083529.1

NP_034026.1

1422419_s_at NP_038722.3

1422913_at NP_038666.2

NP_032959.1

NP_001156404.1

1416303_at, 1416304_atNP_064364.1

1422310_at NP_033249.1

NM_029582.2, NM_134105.2 NP_083858.1, NP_598866.1

NP_079822.1

1430618_at

1426736_at, 1426737_at, 1435000_atNP_666178.2, NP_001123480.1

1428028_at, 1435547_atNP_862908.1, NP_705816.2, NP_001116139.1

1425422_a_at NP_083037.1
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1426488_at, 1426489_s_at, 1426490_atNP_001171023.1, NP_080252.1

1429165_at NP_079929.1

1415725_at NP_001034610.1

1423538_at NP_035076.1

1419327_at, 1428200_a_at, 1436372_a_atNP_444411.2, NP_001034622.1

1423233_at NP_031705.3

NP_666180.2

1430134_a_at NP_937889.1

1428008_at, 1428086_at, 1428087_atNP_001021118.1, NP_690029.2

1420176_x_at, 1420177_atNP_001177254.1

1422416_s_at NP_058678.1

NP_035754.1

1419568_at, 1426585_s_atNP_001033752.1, NP_036079.1

1429268_at NP_899110.2

1418206_at NP_071719.1

1430076_at NP_084055.2, NP_001158078.1

NP_033482.1

NP_001028510.2

1427581_at NP_849253.2

1435003_at NP_001001983.2

1423354_at, 1423355_at, 1423356_atNP_075837.3

1421953_at, 1421954_at, 1425604_atNP_031790.2

NP_080084.2

1426428_at, 1426429_atNP_081185.1

1429530_a_at, 1429531_atNP_084221.2, NP_001158081.1, NP_001158082.1, NP_001158083.1

NM_033609.2, NM_001040683.1 NP_291087.2, NP_001035773.1

1426481_at, 1430807_atNP_663454.3

1434740_at NP_722485.1

1436286_at

NP_085035.1

1421809_at, 1421810_at, 1435276_a_atNP_034178.2, NP_001103220.1

1417989_at NP_033461.2

NP_033462.2

1416821_at, 1416822_atNP_071853.2, NP_001075102.1

1428190_at NP_694790.1

1436468_at NP_742163.4

1422547_at NP_035369.2

1434244_x_at NP_001074468.1, NP_001074469.1, NP_001182134.1

1422981_at, 1435439_atNP_201581.2

1423061_at NP_258435.2

1419316_s_at NP_001075151.1, NP_075609.2

1425779_a_at NP_035662.1

XR_105808.1, XR_107007.1, XR_105762.1
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1417839_at NP_038833.2

1416575_at NP_033992.2, NP_001155095.1

NP_035052.2

1436241_s_at NP_034565.2

1420993_at, 1420994_atNP_473393.2, NP_001152879.1, NP_001152880.1

1428651_at, 1429351_atNP_083712.4

NM_001145930.1, NM_001145931.1, NM_001033237.2NP_001139402.1, NP_001139403.1, NP_001028409.2

1433478_at NP_001005767.1

NP_898981.2

1418042_a_at, 1418043_at, 1427565_a_at, 1435683_a_at, 1435684_at, 1435685_x_atNP_038818.2, NP_789809.1

1433886_at NP_758469.1

XR_105763.2, XR_107009.2

1420457_at NP_031915.2

NP_666051.2

1423358_at, 1424561_atNP_079738.2, NP_647454.2, NP_808811.1, NP_808809.1, NP_808810.1

1429204_at NP_082696.1

1415831_at NP_598862.1

1427036_a_at, 1427037_atNP_666053.2, NP_001005331.1

1426729_at NP_598539.1

NP_034030.2

1424473_at NP_663607.1

NM_009379.3, NM_001173505.1 NP_033405.1, NP_001166976.1

1417304_at NP_034023.1

1428097_at NP_001001881.1

1424191_a_at NP_079969.1

NM_001083894.1, NM_153404.2 NP_001077363.1, NP_700453.1

NP_898850.2

1419543_a_at, 1427432_a_atNP_033212.1

1420998_at, 1428142_atNP_076283.2

NM_013506.2, NM_001123037.1, NM_001123038.1NP_038534.2, NP_001116509.1, NP_001116510.1

1424321_at NP_663455.1

1421818_at NP_033874.1

1436178_at NP_775555.1

1420522_at, 1420523_at, 1431072_a_at, 1433995_s_atNP_080478.2, NP_001020786.1

NM_010199.2, NM_183064.3 NP_034329.1, NP_898887.1

NP_808386.2

1430459_at

1418102_at NP_032261.1

1434513_at NP_001121566.1, NP_001121568.1

1426734_at NP_808300.1

1433561_at NP_084414.1

1417341_a_at, 1417342_atNP_080076.1

1426959_at NP_780386.3, NP_001116155.1

NP_766410.2

1417002_at, 1417003_at
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1423045_at, 1423046_s_atNP_080830.1

1428831_at NP_796077.2

1435912_at NP_808301.3

1428972_at, 1428973_s_atNP_079605.1

1421957_a_at, 1424453_atNP_034111.1, NP_001156631.1, NP_001156632.1

1422966_a_at, 1422967_a_atNP_035768.1

NM_016788.3, NM_001110147.1 NP_058068.2, NP_001103617.1

1428243_at NP_766203.1, NP_001186967.1

1424342_at, 1431465_s_atNP_081502.2, NP_001152821.1

1432467_at NP_001074724.1

NP_848465.1

NM_021338.3, NM_001130484.1, NM_001130485.1NP_067313.2, NP_001123956.1, NP_001123957.1

NP_766411.1

1436027_at NP_789810.2

1416396_at NP_542124.1

1435403_at

1418381_at, 1427730_a_at, 1436217_atNP_035879.1

NP_780465.4

1431652_at, 1434859_atNP_033497.1

1429796_at, 1436066_atNP_001157740.1, NP_796331.2

1425504_at, 1425505_at, 1425506_atNP_647461.3

NP_076076.2

NP_001012783.3

1416320_at NP_598465.2

1424650_at NP_082571.1

1422146_at, 1435963_atNP_038689.2

NP_705778.1

1428566_at, 1428567_atNP_780320.2

NP_081618.1

1424465_at NP_941047.1, NP_001152893.1, NP_001152894.1

1416221_at NP_032073.2

1427131_s_at NP_796067.2

1434439_at NP_062801.1

NP_031440.1

1427717_at, 1432826_a_atNP_033985.3

1426535_at NP_759012.1

1423316_at NP_080683.2, NP_001192216.1, NP_001192215.1

1432022_at NP_064656.2

1425934_a_at NP_062778.2

NP_001007461.1

1434725_at NP_001165578.1, NP_705756.1

1422508_at NP_031534.2

1428409_at, 1428410_at, 1428970_atNP_082384.1

1428681_at NP_001025060.1

1427030_at, 1427031_s_atNP_653133.3
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1426869_at, 1427516_a_at, 1427517_atNP_766094.1

NP_666084.1

1419970_at, 1419971_s_at, 1419972_at, 1423457_at, 1423458_atNP_083032.2

1418179_at NP_080678.1

NP_034948.3

NP_001005854.2

1417319_at, 1421132_at, 1421133_at, 1423331_a_atNP_067472.1, NP_067471.1, NP_067470.1

1432868_at NP_081617.1, NP_001103487.1

NP_766204.2

1418929_at NP_082956.2

1419554_at, 1428187_at, 1430997_atNP_034711.1

1422741_a_at, 1425835_a_at, 1428796_at, 1430820_a_atNP_081720.2

NR_040379.1, NR_040380.1

NP_001028410.1

1417483_at NP_085115.1, NP_001152866.1, NP_001152867.1

XM_001479180.1, XM_001480210.1 XP_001479230.1, XP_001480260.1

NP_077180.1

NP_766614.2

1428314_at NP_001019793.1

1424333_at NP_083368.1

1417192_at, 1426675_at, 1426676_s_at, 1434243_s_atNP_613065.2

1418763_at NP_075664.1

XR_106988.1, XR_105786.1

1426899_at NP_080530.2

1420526_at NP_082799.2

NP_061254.1

1422492_at, 1422493_atNP_031783.2

1423976_at NP_080549.1

1427969_s_at NP_082335.1

XM_003688940.1, XM_003689302.1 XP_003688988.1, XP_003689350.1

NP_848762.1

1428252_at, 1428253_atNP_081155.1

1430596_s_at NP_082848.1

1420654_a_at NP_083079.1

1427231_at NP_062286.2

1418469_at, 1432603_at, 1434384_atNP_775616.1

1427321_s_at NP_034118.1, NP_001020363.1

NP_033900.1

1424724_a_at, 1424725_at, 1429897_a_at, 1431410_at, 1436125_atNP_001239367.1, NP_001239368.1, NP_080243.3, NP_001239369.1

1417966_at NP_059100.3

1419288_at, 1431416_a_at, 1431417_at, 1436568_atNP_076333.3

1416143_at NP_058035.1

NP_032091.2

1420621_a_at, 1427442_a_atNP_001185752.1, NP_031497.2, NP_001185753.1, NP_001185754.1, NP_001185755.1

NP_033751.3
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1422561_at NP_035912.2

1430203_at, 1431951_a_atNP_077220.2

1415785_a_at NP_033970.3

NP_031546.1

1435304_at NP_035564.1

1427333_s_at NP_849254.2

1418260_at NP_056570.1

NP_083773.1

1424315_at, 1435301_atNP_080778.2

1436333_a_at, 1436334_atNP_001038980.1, NP_001157955.1

1418007_at, 1418008_at, 1418009_atNP_080386.3

1416232_at NP_058663.2

1427691_a_at NP_001103968.1, NP_034639.2

1419455_at NP_032375.2

1423557_at, 1423558_atNP_032364.1

1423707_at NP_084294.1

1416283_at, 1424435_a_at, 1424436_atNP_034386.2

1420951_a_at, 1420952_at, 1435862_atNP_849211.3, NP_064357.2

1426739_at NP_068366.1

1430546_at, 1430547_s_atNP_598440.1, NP_081270.1

1422170_at, 1435484_atNP_059087.2

1424440_at NP_536704.1

1416600_a_at, 1416601_a_atNP_062339.2, NP_001075018.1

1422864_at, 1422865_at, 1427650_a_atNP_033951.2, NP_001104491.1, NP_001104492.1, NP_001104493.1

1428330_at NP_080976.1, NP_081569.1

1420091_s_at, 1420092_atNP_001038994.2

1423877_at, 1431275_atNP_082359.1

1419437_at, 1419438_atNP_035507.2

1436038_a_at NP_062416.1, NP_001153088.1, NP_001153089.1, NP_001153090.1, NP_001153091.1, NP_001153092.1

1416482_at, 1416483_at, 1416484_atNP_033467.2

1426226_at, 1428299_atNP_031916.1, NP_001106860.1

1416268_at NP_035939.3

1427322_at, 1433955_atNP_660107.2, NP_001096649.1, NP_795902.1

XR_141303.1, XR_141441.1

NP_032277.3

1430312_at NP_997184.1

1436086_at NP_001001492.2

1422644_at, 1433319_atNP_056640.1

1416673_at, 1435581_atNP_062390.3

NP_659038.2

1430544_at, 1436344_atNP_777272.2

1426826_at NP_598884.2
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NP_001078824.1

XP_003945614.1

1423668_at NP_666185.3

1423076_at, 1423077_atNP_079940.2

1425217_a_at, 1427652_x_at, 1427685_a_at, 1431697_at, 1431828_a_atNP_035653.2, NP_001106822.1, NP_001106823.1, NP_001106824.1

1430092_at NP_796285.2, NP_001104487.1

1428906_at NP_852057.2

NP_033536.2

NP_061289.1

XR_168553.1, XR_168753.1

NP_598875.2

1435642_at NP_848889.3

1417073_a_at, 1425597_a_at, 1429318_a_at, 1429735_at, 1429736_atNP_068681.1, NP_001152988.1, NP_001152989.1

XP_003945617.1

1429748_at

1424111_at, 1424112_atNP_034645.2

1436627_at

NP_001030038.1

NP_080586.1

NP_038714.2

NP_694791.2

1435630_s_at NP_033364.2

XM_003086038.1, XM_003085122.1 XP_003086086.1, XP_003085170.1

NM_175394.2, NM_001113532.1, NM_001113533.1NP_780603.1, NP_001107004.1, NP_001107005.1

1417193_at, 1417194_atNP_038699.2

1425009_at, 1430773_a_atNP_071706.2

1431799_at, 1436303_atNP_034936.1

1415935_at, 1431362_a_atNP_071710.2

NP_780382.2

1428217_at, 1428218_a_atNP_001077350.1, NP_080727.2, NP_001077349.1, NP_001077351.1

NP_077212.3

1435774_at

1419204_at NP_031891.2

1420052_x_at, 1420053_atNP_035315.1

1426469_a_at, 1426470_atNP_038712.3

1423534_at NP_032825.2

XP_003945627.1

1420990_at, 1431166_atNP_031716.2

1428429_at, 1428430_at, 1433586_at, 1433587_atNP_848730.2

1433747_at NP_766415.1

XM_003945579.1, XM_003945994.1 XP_003945628.1, XP_003946043.1

1433705_at NP_001028668.2

XP_003085202.2

1418481_at NP_075545.2

1423101_at NP_076313.1
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NP_082692.1

1426982_at NP_722486.2

1424494_s_at NP_084074.1

1427902_at NP_780438.2

1428263_a_at NP_080581.1

NP_001074868.2

1432312_a_at NP_081920.1

1423936_at, 1423937_atNP_081284.2

1415729_at, 1416501_atNP_001074242.1, NP_035192.2

1434855_at NP_766523.2

1416392_a_at, 1435732_x_atNP_033859.1

NM_001163847.1, NM_001163848.1, NM_001163849.1, NM_173186.4, NM_001163850.1, NM_001163851.1, NM_001163852.1, NM_001163853.1NP_001157319.1, NP_001157320.1, NP_001157321.1, NP_775278.3, NP_001157322.1, NP_001157323.1, NP_001157324.1, NP_001157325.1

1422056_at NP_035077.1

1428832_at NP_082332.1

1422513_at NP_031660.3

NP_001026792.2

1425496_at NP_038883.2, NP_001034670.1

NM_001080127.1, NM_009070.2, NM_001080128.1NP_001073596.1, NP_033096.2, NP_001073597.1

1428788_at NP_080230.2

1415842_at, 1415843_atNP_001239392.1, NP_001239393.1, NP_064372.2, NP_001239394.1

NP_783613.1

1431338_at NP_082213.2

NP_038658.2

NM_011647.2, NM_001039363.1 NP_035777.2, NP_001034452.1

1419433_at NP_032769.2

1428954_at, 1428955_x_at, 1431208_a_atNP_075938.2, NP_075542.2

NP_001093134.1

NP_898972.1

1416098_at NP_035652.2

1426995_a_at NP_075527.2

1425151_a_at NP_082264.2

1415750_at NP_663371.2

NP_080481.1

1431766_x_at NP_032529.2

1428322_a_at NP_080960.1

NM_001163945.1, NM_025425.4 NP_001157417.1, NP_079701.1

1422826_at NP_032366.2

1416512_at NP_036086.1

1417891_at NP_081417.2, NP_001157222.1, NP_001157223.1

1429034_at NP_001156574.1

1421971_a_at NP_075749.1
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NP_062704.2

1416437_a_at, 1425975_a_at, 1436676_atNP_038959.2, NP_001156919.1, NP_001156920.1, NP_001156921.1, NP_001156922.1, NP_001156923.1, NP_001156925.1

1433696_at NP_945175.1

1420325_at, 1420326_s_at, 1422413_atNP_065633.2

1417255_at NP_598887.3

1430194_at NP_081023.1, NP_001156888.1

1425821_at NP_036060.1

1424545_at, 1424546_atNP_898973.2

1428565_at NP_083065.1, NP_001183953.1

1436526_at NP_766117.2

1431132_x_at NP_080952.2, NP_001157190.1

1427509_at NP_001156742.1

1422713_a_at, 1422714_at, 1425478_x_at, 1436457_atNP_001171080.1, NP_001171081.1, NP_035795.1

1422710_a_at, 1427607_atNP_067390.4, NP_001157163.1

1435438_at NP_035577.1

1424259_at NP_083900.3

NP_001157697.1

NP_776102.1

1424743_at NP_082377.2

1416580_a_at, 1434412_x_atNP_062693.1

1426094_at NP_659065.1

1426822_at NP_666111.1

1426767_at NP_001157238.1

1417212_at NP_080909.1

1431126_a_at, 1434771_atNP_080962.1

1427566_at NP_001093924.1

1424331_at, 1424332_atNP_631893.1

1415946_at, 1426055_a_at, 1426056_at, 1431917_at, 1435416_x_atNP_035952.2

XR_107052.1, XR_105888.1

NM_153140.2, NM_001162868.1, NM_001162869.1NP_694780.1, NP_001156340.1, NP_001156341.1

1423495_at NP_036063.1

1416798_a_at NP_062705.1

1434387_at NP_997100.1, NP_001193264.1

1428255_at, 1431181_a_at, 1431664_atNP_082466.2, NP_080157.1

1435564_at NP_001075125.1

NP_038670.1

1423333_at, 1423334_atNP_080446.1

1416328_a_at NP_079548.1

1435169_at NP_084146.1

NP_032726.1

NP_444403.2

1416542_at NP_033369.2

NM_026307.2, NM_026948.2 NP_080583.3, NP_081224.1

XM_915205.3, XM_003086050.1, XM_003086051.1, XM_985548.3, XM_003085156.1, XM_003085157.1XP_920298.3, XP_003086098.1, XP_003086099.1, XP_990642.3, XP_003085204.1, XP_003085205.1
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1429125_at NP_001005916.1

NP_001013403.1

NM_001166539.1, NM_001166540.1, NM_001166541.1, NM_001166542.1, NM_001166543.1, NM_001166544.1, NM_001166545.1, NM_001166546.1, NM_016660.3, NM_001025427.3, NM_001039356.2, NM_001166535.1, NM_001166536.1, NM_001166537.1NP_001160011.1, NP_001160012.1, NP_001160013.1, NP_001160014.1, NP_001160015.1, NP_001160016.1, NP_001160017.1, NP_001160018.1, NP_001160007.1, NP_001160008.1, NP_001160009.1, NP_001020598.1, NP_057869.2, NP_001034445.1

NP_001002895.2

NP_062811.1

1416719_a_at, 1434854_a_at, 1436384_atNP_080239.1

NM_001033279.2, NM_001044719.1NP_001028451.2, NP_001038184.1

1416197_at NP_035562.1

NP_001074238.1

NP_081112.1

NP_852078.1

1436002_at NP_001004366.1

XR_140415.2, XR_141820.2, XR_141342.2

1434085_at NP_766205.1

1424197_s_at NP_001157291.1, NP_001157292.1

1431177_a_at NP_035417.2

1420593_a_at NP_001091696.2, NP_035696.3, NP_001191085.1

NP_067453.1

1416125_at NP_034350.1

XR_140416.1, XR_141343.1

XR_105891.3, XR_107054.3

1423541_at NP_080566.2

NP_058075.2

1425915_at XP_003085569.1, XP_003085196.1

1416703_at, 1416704_at, 1426104_atNP_036081.1, NP_001161980.1, NP_001161985.1, NP_001161986.1

1435225_s_at NP_001074784.1

1430015_at NP_700439.1

1416323_at, 1416324_s_atNP_080164.2

1416252_at, 1431303_atNP_598876.1

1416150_a_at, 1416151_at, 1416152_a_at, 1434512_x_atNP_038691.1

1421679_a_at, 1424638_atNP_031695.1, NP_001104569.1

NP_694806.1

1428892_at NP_081121.1

1416608_a_at, 1416609_at, 1434276_x_atNP_085038.3

1423006_at, 1435458_atNP_032868.2

1432437_at NP_001156373.1, NP_001156374.1

1436053_at NP_941049.1

1423681_at NP_067394.1

XR_107056.1, XR_105893.1

NP_083067.1

1432062_at NP_001074629.1

1419954_s_at, 1419955_at, 1426998_atNP_683728.1

1426601_at NP_694702.1, NP_001229356.1

NM_008804.4, NM_001163748.1 NP_032830.3, NP_001157220.1

1423138_at, 1423139_at, 1434522_atNP_067297.2

1424628_a_at NP_001077360.1, NP_084363.2

1421233_at NP_057879.2
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1423844_s_at, 1425623_a_atNP_659104.1, NP_835742.1

1422509_at NP_077149.2, NP_001157241.1

1419766_at NP_034961.2

1428640_at, 1428641_atNP_083178.1

NM_028244.2, NM_001163734.1 NP_082520.2, NP_001157206.1

1421964_at, 1421965_s_atNP_032742.1

1430724_at NP_001028335.1

1424922_a_at NP_932762.2, NP_065254.3

1433669_at NP_062748.2

1417734_at NP_059504.2

NP_796281.1

NP_796333.3

1425058_at NP_694703.2

1425831_at NP_033568.2

1426698_a_at NP_084080.1, NP_001103383.1

1420239_x_at, 1424888_atNP_001239409.1, NP_663461.2

1417130_s_at NP_065606.2

NP_109622.1

1423763_x_at NP_058540.1

1422976_x_at, 1428360_x_at, 1436567_a_atNP_075691.1

NP_001182227.1

1419026_at NP_031855.3, NP_001186662.1

NP_065650.1

XM_003945572.1, XM_003945582.1, XM_003946001.1XP_003945621.1, XP_003945631.1, XP_003946050.1

1421812_at NP_033344.1, NP_001020484.1

NP_033085.2

1415744_at NP_034515.1, NP_001172111.1

1422709_a_at NP_065628.1

1419138_at NP_062293.1

1421837_at, 1421838_at, 1435712_a_atNP_035426.1

NM_172620.3, XM_003689309.1 NP_766208.2, XP_003689357.1

1425336_x_at, 1427746_x_atNP_001001892.2, XP_003945794.1

1422647_at NP_033092.3

NP_038571.2

1416949_s_at NP_001071177.1, NP_032228.2

1416990_at NP_035436.1, NP_001192143.1, NP_001192144.1, NP_001192145.1

1423578_at NP_034056.1

XR_105905.1, XR_105836.1, XR_141828.1

1423502_at NP_034368.2, NP_001191902.1

NP_035059.2

1418396_at NP_598877.1

1418893_at, 1418894_s_atNP_059491.1

1420428_at NP_031451.2

1418302_at NP_062314.1
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1423562_at, 1423563_atNP_112152.1

NP_112453.2

1417334_at NP_062315.1

1423116_at NP_291091.2, NP_001157242.1

1422584_at NP_067312.2

NM_138580.2, NM_001045863.1, NM_001045864.1NP_613046.2, NP_001039328.1, NP_001039329.1

NM_008198.2, NM_001142706.1 NP_032224.2, NP_001136178.1

1436382_at NP_942589.3

1426888_at NP_665829.1, NP_671493.1

NR_027943.1, NR_015536.1

1427126_at, 1427127_x_atNP_034608.2

NP_034609.2

1419625_at NP_038586.2

XM_003945746.1, XM_003945583.1, XM_003945737.1, XM_003946002.1, XM_003945573.1XP_003945795.1, XP_003945632.1, XP_003945622.1, XP_003945786.1, XP_003946051.1

NM_030597.3, NM_001110101.2, NM_001204273.1, NM_001204274.1NP_085100.1, NP_001103571.1, NP_001191202.1, NP_001191203.1

NP_035820.3

NP_683749.1

NP_683741.1

1416728_at NP_034105.1

1420284_at, 1423163_atNP_115849.2, NP_001122069.1

NP_258438.1

1419095_a_at, 1419096_atNP_061286.1

1433890_a_at NP_001239397.1, NP_001239398.1, NP_476512.1

1422799_at, 1422800_atNP_064411.2, NP_001185973.1

1418204_s_at NP_062340.1

1425548_a_at NP_034864.2

1419135_at NP_032544.1

1419607_at NP_038721.1

1420353_at NP_034865.1

NP_035039.1

1417799_at NP_075668.1

NM_019693.3, NM_001252457.1 NP_062667.1, NP_001239386.1

1424948_x_at NP_034510.3

1431008_at NP_997531.1, XP_003946368.1

1434349_at NP_780346.3

1417093_a_at NP_034494.1

1415797_at, 1415798_at, 1435820_x_atNP_766550.1, NP_031610.1, NP_001185760.1, NP_001185762.1

NP_032053.1

1416256_a_at NP_035785.1

1434837_at NP_001010833.2

1430894_at

1417971_at NP_598883.1

1431299_a_at NP_780451.1, NP_001140182.1, NP_001140183.1

1423925_at NP_081263.2

1434155_a_at NP_001028802.1

1429006_s_at, 1429603_at, 1435381_atNP_082752.3, NP_001136216.1, NP_001136217.1
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1420157_s_at, 1420158_s_at, 1426921_at, 1427444_atNP_038882.1

1424145_at NP_663462.2, NP_001159364.1

1418646_at, 1418647_atNP_032162.2

1418851_at NP_077788.2, NP_840065.1

1422051_a_at, 1425595_atNP_062312.3

1420906_at, 1420907_at, 1420908_atNP_033977.3

1422740_at NP_848704.1

NM_198418.2, NM_001161366.1, NM_001161367.1NP_940810.2, NP_001154838.1, NP_001154839.1

1431201_at NP_082987.1

1418780_at NP_061375.1

1424704_at, 1425389_a_at, 1426034_a_atNP_001139510.1, NP_033950.2, NP_001139392.1

1434963_at NP_848767.1

1428092_at NP_690023.1

1419344_at NP_038716.2

1434199_at NP_001013771.1

1431843_a_at NP_032716.2

1423927_at, 1429007_atNP_082938.1

1416364_at, 1416365_atNP_032328.2

NM_001199113.1, NM_022880.3, NM_001199114.1, NM_001199115.1, NM_001199116.1NP_001186042.1, NP_075018.1, NP_001186043.1, NP_001186044.1, NP_001186045.1

NM_001177468.1, NM_001177469.1, NM_001177470.1NP_001170939.1, NP_001170940.1, NP_001170941.1

NP_937810.2

XR_141315.1, XR_141836.1

NP_081008.1

1420909_at NP_001020421.2, NP_033531.3, NP_001020428.2, NP_001103736.1, NP_001103737.1, NP_001103738.1

1420988_at NP_109640.1

1428560_at NP_082474.1

1417041_at NP_033111.2

NP_663328.2

NP_001104612.1

1426691_at NP_001239402.1, NP_001239403.1, NP_083027.1, NP_001239404.1

1420807_a_at NP_997549.2

1428009_a_at NP_660122.1, NP_733780.1

1427620_at NP_001074804.2

1418255_s_at, 1418256_atNP_065239.1

NP_780377.1

1417108_at, 1425547_a_atNP_083367.1

NP_079578.1

1417039_a_at NP_079887.3

NP_033384.2

1424078_s_at NP_663463.1

1421760_at NP_035325.1

1417348_at NP_080242.1

1426386_at NP_079709.2

XR_107071.1, XR_105845.1

1424644_at NP_848472.2

1427163_at, 1429515_at, 1429516_atNP_001170845.1, NP_666190.2
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NM_172622.2, NM_001097623.1 NP_766210.1, NP_001091092.1

1415907_at NP_001075104.1, NP_031658.1, NP_001075105.1

1422767_at NP_058555.3

1416826_a_at NP_064432.1

NP_940813.1

NM_025365.3, NM_001164729.1 NP_079641.1, NP_001158201.1

1423087_a_at XP_355019.5, XP_003085199.2

1424449_at NP_659188.1

1415786_at NP_080249.2

1422566_at NP_035679.3, NP_001155194.1, NP_001155195.1

1420713_a_at, 1425924_atNP_034913.2, NP_001103443.1

1429719_at, 1431088_at, 1431437_atNP_083043.2, NP_001104294.1, NP_001104295.1

1422082_a_at, 1427808_atNP_035043.1, NP_001104302.1

NP_997102.2

1417889_at NP_033824.1

1428696_at NP_852062.1

1419542_at NP_034151.3

1426450_at NP_038908.2

1430808_at NP_082438.3

1416426_at NP_080163.1

1434037_s_at NP_001177775.1, NP_064389.2

1424148_a_at NP_666046.1

NP_080806.4

1416338_at NP_001239400.1, NP_038692.1

NP_038761.1

1417557_at NP_077752.1

1416597_at NP_032259.1

1424937_at NP_001070816.1, NP_080150.2

1417290_at NP_084072.1

NM_013662.2, NM_001130456.1 NP_038690.1, NP_001123928.1

1423583_at NP_034322.3

1429102_at NP_084075.1

1415810_at, 1415811_atNP_035061.3, NP_001104548.1, NP_001104550.1, NP_001104549.1

1426794_at, 1426795_at, 1427688_a_atNP_035348.2, NP_001239382.1, NP_001239384.1, NP_001239385.1

XR_107079.1, XR_105855.1

1427987_at, 1427988_s_atNP_001025150.2

1432911_at NP_001156772.1

1427237_at, 1427909_atNP_694792.1

NP_061200.2

1428365_a_at NP_083058.2

1431586_at, 1434726_atNP_780559.2

NM_001252466.1, NM_001252467.1, NM_027933.3, NR_045519.1NP_001239395.1, NP_001239396.1, NP_082209.1

1433687_at NP_849257.1, NP_001159946.1

NP_081520.1

NP_032764.1

1424066_at NP_659107.2
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1421060_at, 1434805_atNP_071723.1

1421796_a_at NP_034239.1, NP_997537.1

1430241_at NP_056609.1

XR_107096.1, XR_168568.1

1424442_a_at, 1427148_at, 1434383_atNP_659108.1, NP_001020480.1

NP_032575.2

1416465_a_at, 1416466_atNP_038961.2

1416165_at, 1431691_a_atNP_598446.2

1424294_at NP_666193.2, NP_001107603.1

1417248_at NP_033093.2, NP_001185878.1

1421832_at, 1426073_at, 1426179_a_atNP_075540.1

1435230_at, 1436610_atNP_001020743.1

1430690_at

1428179_at NP_082664.1

1424597_at NP_081109.1, NP_001032846.1

1429053_at NP_766551.3, NP_001107570.1

1427992_a_at NP_077768.2

1422541_at NP_033010.2

1418153_at NP_032506.2

NP_001193590.1

1419062_at, 1426010_a_atNP_038841.1

1435909_at

1422286_a_at NP_033398.2, NP_001157546.1, NP_001157547.1, NP_001157548.1, NP_001157549.1

1428608_at, 1428609_atNP_075891.1

1420820_at NP_080340.2

1428251_at NP_083163.3

1417445_at NP_075783.2

1429470_at NP_083530.1, NP_001136103.1

NR_015549.1, NR_027952.1, NR_027953.1

1428389_s_at, 1428390_atNP_783570.1

NP_031465.2

1433593_at NP_081442.1

1425208_at, 1429088_atNP_084275.3

1434690_at NP_001074540.1, NP_001171438.1, NP_001171439.1

1420339_at NP_598532.1

1423767_at NP_077746.3, NP_001139694.1, NP_001139695.1, NP_001139696.1

NM_001162870.1, NM_016962.2 NP_001156342.1, NP_058658.2

1426416_a_at, 1426417_atNP_080693.2

1419562_at, 1419563_at, 1427488_a_atNP_031592.2

1419786_at NP_064303.2, NP_996841.1

1426951_at NP_056615.1

1422036_at NP_035630.2

1422642_at NP_080790.1

XR_168564.1, XR_168760.1

1432120_at NP_958749.1

1416612_at, 1416613_at, 1432081_atNP_034124.1
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1416793_at, 1416794_at, 1431197_at, 1435594_atNP_062691.3, NP_835151.2

1425255_s_at, 1427144_atNP_659051.3

1424033_at, 1424883_s_atNP_001182414.1, NP_001182415.1, NP_666195.1, NP_001182416.1

1422236_at NP_080627.2

1436410_at NP_001138924.1

1421884_at, 1421885_at, 1421886_at, 1431311_at, 1434389_atNP_033257.2

1426759_at NP_001074826.1

1428726_at NP_082414.1

NP_598878.2

NP_705732.1

NP_001001806.1

NP_898842.2

1424353_at NP_082509.2

1426345_at, 1426346_atNP_001157094.1, NP_666096.3, NP_001157095.1, NP_001157096.1

1432504_at, 1435617_atNP_082852.1

1431168_at

1426637_a_at, 1426638_at, 1427523_atNP_035511.2

1427436_at NP_035510.1

1436375_at, 1436376_s_atNP_084409.3

1435198_at

NP_035234.1

1435436_at NP_034267.3

1423349_at, 1423350_atNP_062628.2

1424024_at NP_647456.1, NP_789778.1

1430686_at

1429740_at, 1435334_atNP_082915.1

NP_031615.1

NP_954859.1

XM_003946009.1, XM_003945581.1 XP_003946058.1, XP_003945630.1

1416915_at NP_034960.1

1434108_at NP_001074503.1

NP_851305.2

1428240_at, 1433413_atNP_064648.3, NP_796258.2

1418322_at, 1430598_at, 1430847_a_atNP_038526.2, NP_001104320.1, NP_001104321.1, NP_001104322.1, NP_001104323.1, NP_001104324.1, NP_001104325.1, NP_001104326.1, NP_001104327.1, NP_001104328.1, NP_001104329.1

1419765_at NP_083678.2

1423753_at NP_080781.1

NP_080433.1

1428535_at NP_001075432.1

NP_848837.3

1418926_at, 1420243_atNP_035676.1

1431052_at NP_083553.2, NP_001034781.1

1418427_at, 1418428_at, 1418429_at, 1418430_at, 1418431_atNP_032474.2

1418850_at, 1429914_atNP_031961.1, NP_081773.1
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NP_808263.2

NM_153085.3, NM_001146298.1, NR_027465.1NP_694725.3, NP_001139770.1

1423348_at NP_032084.2

1428413_at, 1428414_at, 1428971_at, 1432352_atNP_080760.2

1420042_at, 1420043_s_at, 1424641_a_at, 1424642_at, 1431044_atNP_705780.1

1423444_at, 1423445_atNP_033097.1

NP_001077097.1

1424324_at, 1424325_atNP_001074691.1

NP_033252.1

1417946_at NP_598891.1

1432031_at

XR_168572.1, XR_168766.1

1425463_at, 1425464_atNP_034388.2

1427061_at, 1427062_atNP_001074692.1, NP_001239424.1

1422477_at NP_071304.2, NP_001139759.1

1423086_at NP_032746.2

1426223_at NP_082617.2

1416823_a_at NP_001239418.1, NP_001239419.1, NP_997413.2, NP_001239420.1, NP_001239421.1, NP_001239422.1

1419360_a_at, 1419361_at, 1436257_atNP_033306.2, NP_001154841.1, NP_001154842.1, NP_001154843.1

1431193_at, 1435302_at, 1435303_atNP_001093919.1

1422293_a_at, 1425104_atNP_001136203.1, NP_598873.2

1418815_at NP_031690.3

1428969_at NP_083767.2, NP_796012.2

1419368_a_at, 1419369_atNP_062680.2, NP_997506.1

NP_001028617.2

1435892_at NP_001161249.1

1425361_at, 1435664_atNP_081283.2

1422810_at, 1426895_at, 1426896_at, 1430650_at, 1430651_s_atNP_067534.2

1423236_at, 1423237_atNP_038842.3, NP_001153876.1

NP_080805.1

NP_659110.1

1424674_at, 1424675_atNP_631882.2

1415774_at NP_067423.2

1429352_at NP_081055.1

1435551_at NP_780485.2

1418134_at NP_080441.1

1424258_at NP_081377.1, NP_081278.1

1418338_at, 1423874_atNP_001164437.1, NP_001164438.1, NP_083142.2, NP_001164441.1

NP_775617.1

1422250_at NP_036076.2

1423618_at, 1425532_a_atNP_033798.1, NP_001076803.1
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1423735_a_at NP_659112.2, NP_001103485.1, NP_001103486.1

NM_053078.4, NM_001109988.1, NM_001109989.2, NM_001267717.1NP_444308.1, NP_001103458.1, NP_001103459.1, NP_001254646.1

NR_038151.1, NR_038152.1

NP_038540.2

1420956_at, 1420957_at, 1435543_atNP_031488.2

NP_079803.2

1419398_a_at, 1426376_atNP_031900.3

1434620_s_at NP_666196.1

1427192_a_at, 1427193_at, 1429526_atNP_084423.2

NM_001166406.1, NM_001166407.1, NM_009004.4NP_001159878.1, NP_001159879.1, NP_033030.1

1433430_s_at NP_848124.1

1422252_a_at NP_033990.2

XR_168576.1, XR_168768.1

NP_780313.1

1428320_at NP_001074725.1

1417065_at NP_031939.1

1420023_at, 1420024_s_at, 1424013_atNP_659115.3

1418503_at, 1418504_at, 1431274_a_atNP_034611.2

1431235_at

1434888_a_at NP_034901.2

NP_080696.1

1431469_a_at NP_598448.1

NP_001161363.1

1420628_at NP_033015.1

NP_291062.1

NP_291063.1

NP_291064.1

1423628_s_at NP_291052.3

NP_291065.3

NP_291053.1

NP_291066.1

NP_291067.1

NP_291068.2

NP_291054.1

NP_291069.1

NP_291055.1

NP_291070.1

NP_291056.1

NP_291071.1

NP_291057.1

NP_291072.1

NP_291058.1

NP_291073.1
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NP_291059.1

NP_291060.1

1421143_at NP_031884.1

1426437_s_at NP_034541.2

1434147_at NP_722488.2

1427155_at NP_783615.2

1422429_at, 1425929_a_at, 1431030_a_atNP_064396.2, NP_001158093.1, NP_001158094.1

NP_036067.2

1424820_a_at, 1424821_atNP_075372.1

1422020_at, 1422021_atNP_036028.2

XR_035375.1, XR_168769.1

1430957_at, 1435694_atNP_780373.3

1421866_at, 1421867_at, 1431378_atNP_032199.3

1421033_a_at, 1434434_s_atNP_001034563.1

1415877_at NP_033494.1, NP_001129558.1

XP_003689001.1

1426451_at XP_001477550.1

NP_001156485.1

NP_536713.1

1428890_at NP_775599.1

1419917_s_at, 1419918_at, 1427314_at, 1427315_at, 1429187_atNP_079974.1

1424343_a_at, 1424344_s_atNP_034250.3

NP_080493.2

1422593_at NP_033811.1

NP_083284.1

1421414_a_at, 1425903_at, 1436458_atNP_061214.2

1424672_at NP_001074840.2

1416121_at NP_034858.2

1423499_at, 1430463_a_atNP_080684.3, NP_001186080.1, NP_001186082.1, NP_001186083.1

NP_080662.1

NP_001028453.1

1429383_at, 1429384_atNP_690022.2

1423520_at, 1423521_atNP_034851.2

1430918_at NP_796089.1

1417622_at, 1417623_atNP_033220.2

NP_034311.2

NP_780715.1

1429417_at NP_001074797.1

1420861_at, 1420862_at, 1420863_atNP_080578.1

NP_080052.1

1430738_at NP_579941.2, XP_003689519.1

1427045_at, 1434089_atNP_796314.2, NP_001103445.1

XM_003945584.1, XM_003946021.1 XP_003945633.1, XP_003946070.1

1436586_x_at NP_065625.2

1423600_a_at, 1423601_s_at, 1424643_atNP_035682.1, NP_001185913.1

NP_034010.3

1417148_at NP_001139740.1, NP_032835.2
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1418044_at NP_840061.1, NP_598895.2

NP_573512.1

1424827_a_at, 1428537_at, 1430529_atNP_666199.1

1427654_a_at NP_032339.2

1424069_at, 1424070_atNP_082293.1

1430736_at NP_001034574.4

1423299_at, 1435235_atNP_058072.2

NP_001001488.2

1423269_a_at, 1423270_atNP_114087.2, NP_001107858.1

NP_079744.1

1418558_at NP_038861.2

XR_107142.1, XR_105916.1

1419951_at, 1428129_at, 1428130_atNP_001165533.1, NP_081676.1

NP_848908.1

XR_107143.1, XR_105917.1

NM_010307.2, NM_177137.4 NP_034437.1, NP_796111.2

1418816_at, 1418817_atNP_077152.1

NP_766218.1

1418665_at NP_444491.1

1416431_at NP_080749.2

1427206_at, 1427207_s_atNP_081406.1

1425224_at NP_659116.1

NP_001074542.1

1425373_a_at NP_598899.1

1417140_a_at, 1425197_at, 1425198_atNP_001120649.1, NP_033003.1

1420386_at, 1424199_at, 1424200_s_at, 1424201_a_at, 1424202_atNP_082388.1, NP_001034177.1

1427181_at, 1427182_s_atNP_766219.2

NP_766555.1

1426317_at NP_083295.1

NP_001034303.3

1419228_at, 1421417_s_atNP_444485.2

1426572_at, 1426573_atNP_663469.1

1435367_at NP_766220.2

1425184_at, 1432179_x_atNP_079857.3, NP_001157827.1

NP_083144.1

NP_963894.1

NP_001002239.2

1415752_at NP_001001181.1

1423736_a_at, 1430532_atNP_082003.1

1423389_at NP_001036125.1

1436047_at NP_958742.2

1425819_at, 1433019_at, 1436365_atNP_663331.1

1417424_at NP_079685.1

Page 773 of 1163



1421735_a_at NP_038694.2, NP_694764.2

NP_848785.2

1424955_at NP_666201.1

1420037_at, 1423111_atNP_031531.1

XR_107122.1, XR_105954.1

1421410_a_at, 1421411_atNP_038859.3
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1417621_at, 1425761_a_at, 1428479_atNP_058071.2, NP_940821.1, NP_001157581.1, NP_001157582.1, NP_001157583.1, NP_001157584.1

NM_015805.3, NM_001201569.1 NP_056620.2, NP_001188498.1

NP_840064.2
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NP_808500.2

1427232_at, 1427233_atNP_001074769.1

NP_666202.2

NP_075638.2

1435492_at NP_061291.2

1434866_x_at NP_038523.2

1425283_a_at, 1431709_atNP_001034747.1, NP_001034746.1
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1425740_at, 1434999_atNP_659120.3, NP_001161356.1, NP_001161357.1, NP_001161358.1, NP_001161359.1, NP_001161360.1, NP_001161361.1

NM_001025566.1, NM_013490.3 NP_001020737.1, NP_038518.2

1425878_at NP_653115.1

NP_996856.1

NP_035908.1

NP_058629.2

1422268_a_at NP_067460.1

NP_848765.2

NP_114074.1

1418404_at NP_035367.1

NP_064336.1

1435329_at NP_001001984.2

1416383_a_at NP_032823.2, NP_001156418.1

NP_700437.2

1418779_at NP_075620.1

NP_001028619.2

NP_067262.1

1430032_at, 1431113_atNP_079993.2

1418677_at NP_038484.1

1428278_at NP_081752.2, NP_001161988.1, NP_001161989.1

NP_001028300.1

NP_766423.3

NP_031880.2
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NP_780592.1

1417897_at, 1426129_atNP_598916.1

1417439_at NP_473383.1

1433802_at NP_001001885.1

1417524_at NP_034050.1

1424064_at NP_083852.1

1418214_at NP_032477.2

1435762_at NP_694769.2

1429362_a_at, 1433461_atNP_084385.2

NP_001019888.1

1421081_a_at, 1421082_s_at, 1421083_x_atNP_035923.1, NP_001033320.1

1428542_at NP_081512.1

NP_058578.3

XM_003085377.2, XM_003086109.2 XP_003085425.2, XP_003086157.2

1436146_at

NP_077138.1

1418775_at NP_598910.2, NP_001243444.1

1417487_at, 1417488_atNP_034365.1

1435589_at NP_001230236.1, NP_941018.1

1422516_a_at, 1430171_atNP_001240761.1, NP_067413.1

1422632_at NP_034115.2

1417018_at NP_067449.3, NP_001157824.1

1431885_a_at NP_082153.3

NP_031713.1

1433449_at NP_001019731.1

1419051_at, 1419052_atNP_064319.1

NP_001028620.1

1417427_at, 1435733_x_atNP_080892.1

1433980_at, 1433981_s_atNP_848752.1, NP_001186176.1, NP_001186177.1, NP_001186178.1

1419536_a_at NP_033071.1

1416206_at NP_001158040.1, NP_035509.4, NP_001157952.1, NP_001157953.1, NP_001157954.1

NP_659117.2

NP_071295.2

1416804_at NP_444482.2, NP_001108067.1, NP_001108068.1, NP_001108069.1

1416914_s_at NP_852117.2, NP_075655.2

1417725_a_at, 1417726_atNP_065237.3

XR_141499.1, XR_141873.1

1418049_at NP_032546.2

1430354_x_at NP_076401.1

1418188_a_at, 1418189_s_at, 1427285_s_at, 1429060_at, 1436202_at

1428750_at NP_081048.1

1417228_at, 1417229_atNP_031626.1, NP_001103974.1

1428070_at NP_083045.4, NP_001158181.1

1423218_a_at, 1423219_a_atNP_080522.1
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1417452_a_at NP_001153711.1, NP_001177365.1, NP_032016.1

1416651_at NP_038887.2

NP_082730.2

1429834_a_at NP_001074510.1

NP_001104787.1

1417119_at NP_077193.1

1416802_a_at NP_080686.1

1422549_at NP_062696.2

1421497_at NP_569720.1

1426811_at NP_937811.1

1426843_at NP_919329.2

1416010_a_at, 1416011_x_at, 1416012_atNP_034249.1

1436197_at NP_001028514.1

1416347_at, 1416348_atNP_001161960.1, NP_032609.1, NP_001161961.1, NP_001161962.1

1428297_at, 1434833_atNP_033032.1

1422321_a_at, 1423750_a_at, 1423751_atNP_035880.2, NP_001104261.1

1435907_at NP_001192163.1, NP_064649.2, NP_001192164.1

NP_064308.1

NP_001074760.1

NP_001034583.1

1421419_at NP_032457.1

1436377_at NP_001170831.1, NP_001170832.1, NP_997103.1, NP_001170833.1

1416582_a_at, 1416583_atNP_031548.1

NP_032900.2

NP_032915.2

NM_008020.3, NM_001166368.1 NP_032046.1, NP_001159840.1

NM_001185164.1, NM_011697.3 NP_001172093.1, NP_035827.1

1417934_at NP_065591.1

NP_080951.1

NM_153597.2, NR_027351.1 NP_705825.2

1419687_at NP_598908.2

1417705_at NP_598911.1

NP_031776.1

NP_081919.1

1417302_at NP_473389.1

1415952_at, 1415953_s_at, 1435889_atNP_001073857.1, NP_001073859.1, NP_031954.2, NP_001073858.1

1436663_at NP_001028311.2, NP_001161303.1

1430061_at

NP_780590.3

1418101_a_at, 1425539_a_atNP_001003933.1, NP_444306.1, NP_001003934.1

1425364_a_at NP_001154885.1, NP_032603.3

1433674_a_at, 1433675_at

1416890_at NP_598900.1

NP_001170818.1

NM_019829.4, NM_001167799.1 NP_062803.4, NP_001161271.1
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1416791_a_at NP_058093.2

1416628_at NP_080067.1

NM_026325.3, NR_028418.1, NR_028419.1NP_080601.2

NM_001177798.1, NM_146092.2 NP_001171269.1, NP_666204.2

1429207_at

1429208_at

1417886_at NP_079739.1

1417887_at, 1434011_a_at, 1434012_atNP_789813.1

1415787_at NP_032086.1

1416960_at, 1431219_atNP_077218.1

NP_033099.3

NP_659121.1

1423165_a_at NP_035972.3

NP_932110.1

1417364_at NP_080283.3

1428057_a_at, 1428058_at, 1429866_atNP_033773.1, NP_001035048.1

1423092_at, 1423093_atNP_057901.2

1427021_s_at NP_034369.1

1428841_at NP_036043.2

1419991_at, 1419992_x_at, 1419993_at, 1425133_s_at, 1428391_atNP_653121.1

1418773_at, 1435910_atNP_068690.3

1419031_at NP_062673.1

1423680_at NP_666206.1

NP_932782.2

1423012_at NP_775091.2, NP_775090.1, NP_061271.1

NP_001104610.1

1428880_at NP_079609.2

1415730_at NP_758506.3, NP_001157744.1

1426217_at NP_081074.1

NP_082687.1

1434245_a_at NP_958739.1

1425300_at NP_663471.1

1415735_at NP_056550.1

1426227_s_at NP_852068.1

1416032_at, 1416033_atNP_598903.1

1419839_x_at NP_001240772.1, NP_001240773.1, NP_598890.1

1422275_at NP_034092.1

NP_076220.2

1436545_at NP_766030.3

1422628_at NP_080916.1

NM_001013762.2, NM_001167907.1NP_001013784.2, NP_001161379.1

1425650_at, 1430384_atNP_035730.2

NM_177420.2, NM_001205339.1 NP_803155.1, NP_001192268.1

1436352_at NP_932136.2

1428938_at, 1428939_s_at, 1428940_at, 1429559_atNP_032165.3
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1420385_at NP_032163.3

1430154_at, 1431327_atNP_766616.2

1415737_at, 1416229_at, 1416230_atNP_062310.1

1424605_at NP_001156616.1, NP_001177412.1

NP_059071.1

1425646_at NP_663472.1

1429458_at NP_080396.2, XP_003946076.1, XP_003946077.1, XP_003946075.1

1423879_at NP_808308.1

XP_003945642.1

1416083_at, 1416084_at, 1416085_s_at, 1429657_atNP_033577.1

1416841_at NP_079699.1

1433412_at, 1433771_atNP_666208.2

1424711_at NP_001028931.1, NP_114386.3

1422264_s_at, 1428288_at, 1428289_atNP_034768.2

1426270_at, 1426271_atNP_001239613.1, NP_001239614.1, NP_722503.1

1431073_at, 1432161_a_at, 1432162_s_atNP_082484.1

NP_796008.2

1421833_at, 1421834_atNP_032872.1

1430769_s_at NP_080796.1

1433742_at NP_852069.4

1423582_at NP_056641.2

1420182_x_at NP_796334.2

1430526_a_at NP_080279.1, NP_035546.2

1425413_at NP_035395.2, NP_001159886.1

1430353_at NP_780668.3

1417740_at, 1430205_a_at, 1433574_atNP_080226.1

1416730_at NP_067500.1

1431023_at NP_001074788.1

NP_766424.2

1435167_at NP_808389.2

NP_659122.2

1426575_at, 1426576_at, 1436499_atNP_659041.3, NP_001161997.1, NP_001161998.1

1431163_at

1423265_at, 1429750_atNP_034929.1

1417555_at NP_080763.2

1422553_at NP_032986.1

1418546_a_at, 1430367_atNP_083958.3

1418715_at, 1429813_at, 1429814_at, 1431028_a_atNP_076281.1, NP_001107811.1

1433944_at NP_001156943.1, NP_766225.2

1428388_at NP_001157107.1

NP_082539.2

1435248_a_at, 1435249_at, 1435953_atNP_001074175.1

NP_938042.2
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1428843_at, 1429910_at, 1430994_atNP_081590.3, NP_001157808.1, NP_001157809.1

1435306_a_at NP_034745.1

1424230_at, 1424231_s_at, 1435631_x_atNP_780562.2

NM_028760.2, NM_001164362.1, NM_028293.1NP_083036.2, NP_001157834.1, NP_082569.1

1435675_at NP_666064.3

1417541_at, 1430139_atNP_032260.2

XM_001000795.4, XM_994191.4 XP_001000795.4, XP_999285.4

NP_766427.1

1428629_at NP_082595.1

1416509_at, 1428412_atNP_579930.1

1421285_at, 1429831_atNP_113553.1

NP_032069.2

NP_808271.1

1434239_at NP_955518.1

1426554_a_at NP_075907.2

1432052_at NP_079920.1, NP_001158033.1

1421115_a_at NP_076229.2

1417967_at, 1431815_a_atNP_082428.1

1424432_at NP_663475.1

1433538_at NP_899018.1

NM_027694.2, NM_001141983.1 NP_081970.1, NP_001135455.1

1434965_at NP_803415.1

1425827_at, 1427741_x_atNP_032725.1

1431179_at, 1432068_a_at, 1435625_at, 1436623_atNP_444333.3

1426693_x_at NP_659123.2

1418473_at NP_079806.2, NP_001107034.1

1427033_at, 1431244_s_at, 1433405_atNP_082305.1

1424210_at NP_663477.3, NP_001157831.1, NP_001157832.1

1417091_at, 1428210_s_atNP_031726.2, NP_001155882.1

1431016_at, 1434065_atNP_001074546.1

NP_035167.4

NP_001074694.1

NP_036106.1

1415681_at NP_444394.1

1434168_at NP_722491.2

1426409_at NP_663478.2, NP_001123997.1, NP_001123998.1

1436528_at NP_849260.2

1422323_a_at, 1427400_atNP_034821.2

1417226_at NP_038935.1

NM_010205.2, NM_001166361.1, NM_001166362.1, NM_001166363.1NP_034335.1, NP_001159833.1, NP_001159834.1, NP_001159835.1

NP_032749.1

1422900_at, 1422901_at, 1422902_s_at, 1433654_atNP_076288.1

1421783_a_at, 1425870_a_at, 1436275_atNP_109641.2, NP_663749.1, NP_663750.1

1429271_at NP_938038.2

1435932_at NP_789742.2
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NM_010697.1, NM_001113408.1 NP_034827.1, NP_001106879.1

1426381_at NP_001074683.1

1428869_at, 1428870_atNP_001034440.1, NP_001034441.1, NP_444316.2, NP_001034442.1

1420722_at NP_031729.1

NP_032878.1

1415709_s_at, 1415757_at, 1432676_at, 1432677_atNP_849261.2

1436524_at

1425902_a_at, 1429128_x_atNP_001170840.1, NP_001170841.1, NP_062281.1

1435780_at NP_082903.2

1417855_at NP_598455.2

1418385_at, 1431145_a_atNP_001157762.1, NP_077154.2, NP_001157763.1, NP_001157764.1, NP_001157765.1, NP_001157766.1, NP_001157767.1

1428139_at NP_083462.2

1418577_at NP_444330.2

NP_062692.1

1435896_at NP_444426.3

1417201_at, 1425933_a_atNP_001157835.1, NP_001157837.1, NP_084086.3

1418178_at NP_666212.3

1435474_at NP_796316.2

NM_021360.4, NM_001163480.1 NP_067335.4, NP_001156952.1

1422163_at, 1428914_atNP_032044.2, NP_001158189.1

1425194_a_at NP_080653.2

1430911_at NP_081835.2

1416531_at NP_034492.1

NM_026619.2, NM_030051.1 NP_080895.2, NP_084327.1

1431894_at, 1433943_atNP_001001738.2

1422443_at NP_573479.2

1423297_at, 1423298_at, 1426574_a_atNP_038786.2, NP_001157571.1, NP_001157572.1, NP_001157573.1

1425732_a_at NP_001008542.2, NP_001008543.1, NP_034977.1

1429043_at NP_766017.1

NP_001078859.1

NP_031816.2

1429024_at NP_001164318.1

1418840_at NP_035180.2, NP_001161963.1, NP_001161964.1

1423022_at, 1433600_at, 1433601_atNP_031443.4

1419499_at, 1425834_a_atNP_032175.2

1423300_at NP_080159.3, NP_001028745.1

1419189_at, 1419190_atNP_058558.1

1425229_a_at, 1426639_a_at, 1429427_s_at, 1429428_atNP_033359.2, NP_001136390.1, NP_001136391.1, NP_001136392.1, NP_001136393.1, NP_001136394.1, NP_001136395.1, NP_001136396.1

1417904_at, 1432097_a_atNP_061301.3

1429145_at, 1433929_atNP_080087.1

1431131_s_at, 1436073_atNP_739563.1

1421513_at NP_113564.2, NP_001002238.1, NP_001002241.1, NP_001002240.1

NM_001177796.1, NM_001177797.1, NM_146102.2NP_001171267.1, NP_001171268.1, NP_666214.1
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1423875_at, 1423876_atNP_663480.3

1419922_s_at NP_852080.3

1430040_at, 1434051_s_atNP_780408.1

1435440_at, 1435562_atNP_001028394.2

NP_034262.2

1432028_at, 1434948_atNP_001028344.2, NP_001157839.1

XM_003945592.1, XM_003946035.1 XP_003945641.1, XP_003946084.1

NP_083924.2

NP_963909.2

1424982_a_at, 1424983_a_at, 1424984_at, 1434162_atNP_001165567.1, NP_001165568.1, NP_084473.1

1436648_at NP_848508.2

1416659_at, 1416660_at, 1416661_atNP_034253.3

NP_001074630.1

1423581_at NP_032734.1

1422979_at, 1433996_at, 1436561_atNP_073561.2

1417095_a_at NP_056580.2

XM_003688773.1, XM_003689336.1 XP_003688821.1, XP_003689384.1

NP_808315.1

1426389_at NP_796317.2

NP_082024.2

1416058_s_at NP_065640.2, NP_001106209.1

1427317_at NP_079556.1

1416432_at NP_001171223.1, NP_001171224.1, NP_573495.2, NP_001171225.1, NP_001171226.1, NP_001171227.1, NP_001171228.1, NP_001171229.1

NP_690037.1

NP_056607.1

1428239_at NP_796242.2

NP_035831.2

NP_665837.1

NM_001012396.2, NM_013935.3 NP_001012396.2, NP_038963.3

1416861_at, 1416862_atNP_035614.1

NM_001252533.1, NM_023116.4, NR_045533.1NP_001239462.1, NP_075605.1

1427491_at, 1432012_a_atNP_083226.3, NP_001159413.1, NP_001159414.1, NP_001159415.1

NP_083742.2

1418912_at, 1431110_atNP_080438.2

1429791_at

1430580_at NP_082593.2

1420869_at, 1420870_atNP_001239489.1, NP_001239490.1, NP_034934.2

XM_003945326.1, XM_003946072.1 XP_003945375.1, XP_003946121.1

1420500_at, 1420501_atNP_001177746.1, NP_031895.1

1433539_at NP_680087.1

1417493_at NP_031578.2

XP_003945376.1

NP_001001334.2
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XP_003945374.1

1419279_at, 1419280_atNP_032871.3

1429915_at

NP_081991.1

1428368_at, 1428369_s_atNP_001121556.2, NP_001074833.3

1423177_a_at, 1423178_atNP_001070658.1, NP_001070660.1, NP_666106.1, NP_031406.2, NP_001070661.1

NM_001109686.1, NM_172545.3, NM_001109687.1, NM_001012518.2NP_001103156.1, NP_766133.2, NP_001103157.1, NP_001012536.2

1424578_at NP_001155957.1, NP_848495.2

1419522_at NP_080297.1

1429220_at, 1429221_atNP_080320.1

1428588_a_at, 1428589_at, 1428590_atNP_001026978.2

NP_666363.3

NM_001039387.1, NM_001039386.1, NM_020276.3, NM_001177654.1, NM_001177655.1NP_001034476.1, NP_001034475.1, NP_064672.2, NP_001171125.1, NP_001171126.1

1417985_at, 1417986_atNP_080256.2

1428292_at, 1435388_atNP_001075945.1, NP_001239470.1, NP_001239471.1

1426277_at NP_796318.2

1426809_at NP_780495.2

NP_075953.1

1415707_at NP_780509.2

1435680_a_at, 1436479_a_at, 1436480_atNP_114031.2

NP_001028465.1

1429404_at, 1429405_atNP_001074554.1

1418259_a_at NP_033979.2

1415919_at NP_032747.2

1429935_at NP_084234.1

NP_081338.1

1417476_at NP_038936.1

NP_033448.2

NP_067494.1

NP_001074668.2

1427903_at NP_083569.1

1436445_at NP_001005424.2

1435067_at NP_001019787.2

1431533_at NP_084135.1

1435530_at NP_001108548.1

1433618_at NP_001243450.1, NP_001243451.1

1435469_at NP_705787.1

1430052_at XP_003945377.1, XP_003946115.1

1423689_a_at, 1423690_s_atNP_700459.2, NP_001186075.1, NP_001186076.1

1428913_at, 1435528_atNP_081104.1, NP_001132975.1, NP_001132976.1

NP_001032836.1

NM_172339.4, NR_033572.1 NP_758842.1

1429554_at, 1431760_a_atNP_001078877.1, NP_080839.2, NP_001078876.1

1424661_at, 1424662_atNP_775272.1

1423229_at, 1423230_atNP_149125.1
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1426814_at, 1426815_s_atNP_694765.2

XR_140496.1, XR_141954.1

1418633_at, 1418634_atNP_032740.3

1428821_at NP_080488.1

1417147_at NP_062807.2

XR_104657.3, XR_107352.3

XM_001472904.2, XM_003946074.1 XP_001472954.2, XP_003946123.1

1416864_at NP_033324.1

1421528_a_at NP_035643.1, NP_001029080.1

1422613_a_at NP_038749.1

NP_038705.2

1433609_s_at NP_038706.1

1416213_x_at, 1434589_x_atNP_035642.1

NP_941030.2

NP_001001322.1

1424690_at, 1424691_at, 1435018_atNP_001230168.1, NP_001230169.1, NP_084138.1

1421272_at, 1435065_x_at, 1435244_atNP_033526.1

1423199_at NP_001107045.1, NP_075825.3, NP_001107046.1

1416581_at NP_543124.1

1425762_a_at, 1430497_atNP_035435.1

1416740_at, 1416741_at, 1434479_atNP_056549.2

1428705_at NP_081316.1

1420845_at, 1420846_atNP_536700.3, NP_001159503.2

1426148_at NP_631936.2

NM_009058.2, NM_001145834.1, NM_001145835.1, NM_001145836.1NP_033084.2, NP_001139306.1, NP_001139307.1, NP_001139308.1

1422043_at NP_075025.2

1434320_at NP_766565.2, NP_001159505.1

1434182_at NP_001028466.2

1418811_at, 1418812_a_atNP_062319.1, NP_001157658.1

NM_001085514.2, NM_001166705.1NP_001078983.1, NP_001160177.1

1420754_at, 1426610_a_atNP_033468.2

1432033_at NP_598007.1, NP_598008.1

1432462_a_at NP_081172.2

1432448_at

1435345_at NP_997181.1

1426040_a_at, 1435216_a_atNP_038643.1, NP_001106684.1, NP_001106685.1, NP_001171130.1, NP_001171132.1

1426344_at NP_083199.1

1427888_a_at, 1427889_atNP_001070022.1, NP_001171138.1, NP_001171139.1

1429174_at NP_001008498.2

1421819_a_at, 1426853_at, 1426854_a_atNP_076360.1, NP_001191804.1

1434525_at NP_722500.1

1434694_at NP_808393.1
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1428394_at NP_001239497.1, NP_001239499.1, NP_758471.1, NP_001239500.1

1424366_at NP_808316.1

1427047_at NP_938046.2

1417008_at NP_031786.2

NP_620087.3

1419066_at NP_084520.3

XM_991478.2, XM_003084492.1 XP_996572.1, XP_003084540.1

XM_003945332.1, XM_003946075.1 XP_003945381.1, XP_003946124.1

1417819_at, 1417820_atNP_598434.2

1426515_a_at NP_659133.1

1423789_at NP_659134.1

1426983_at NP_001033789.1, NP_001171119.1, NP_062279.1, NP_001171120.1, NP_001171121.1

1434086_at NP_848875.2

1434887_at NP_062655.1

XM_003084486.2, XM_003086216.2 XP_003084534.2, XP_003086264.2

1416239_at NP_031520.1

1433679_at NP_001028561.2

1426630_at NP_659135.1

1423999_at NP_033724.2, NP_001106174.1

1433657_at NP_780720.1

1433624_at, 1433625_atNP_766249.2, NP_001153106.1

1427754_a_at NP_034195.2

NM_001252534.1, NM_001252536.1, NM_001252537.1, NM_001252538.1, NM_028412.2NP_001239463.1, NP_001239465.1, NP_082688.1, NP_001239466.1, NP_001239467.1

1423947_at NP_932118.1

1427747_a_at NP_032517.1

1426893_at, 1426894_s_atNP_705788.1

1418074_at, 1418075_atNP_035503.1

1423115_at NP_001020482.1, NP_058669.1, NP_001020481.1

1417271_a_at, 1432176_a_atNP_031958.2, NP_001139820.1, NP_001139822.1

NP_034366.2

1417269_at NP_570930.1

1415886_at NP_001239476.1, NP_038809.1

1423783_at NP_690013.1

NP_796358.2

1420505_a_at, 1420506_a_atNP_033321.2, NP_001107041.1

1426812_a_at NP_666231.1

1429176_at NP_955006.1

1416026_a_at, 1435655_at, 1435725_x_atNP_033102.2

NP_062361.1

1433553_at NP_849219.2

1436085_at NP_001078976.1
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1431127_at, 1435900_atNP_001020765.1, NP_082223.2

1428121_at, 1428122_s_at, 1428123_atNP_780393.2

1421193_a_at NP_058048.1

1423442_a_at, 1424884_at, 1432411_a_at, 1436487_x_atNP_038918.3, NP_001158240.1, NP_001158241.1, NP_001158242.1, NP_001158244.1

1423234_at NP_542121.2

1425746_at, 1430688_s_atNP_084297.1

1415686_at, 1419243_at, 1419244_a_at, 1419245_at, 1419246_s_atNP_080973.1

1433558_at NP_001001602.2, NP_001107596.1, NP_001107597.1

1430064_at NP_084050.1, NP_083197.2

1423692_at NP_080979.1

NP_083585.1

1420143_at, 1420144_x_at, 1426924_at, 1426925_atNP_001094061.1

NP_666365.1

1434629_at NP_950190.2

1424188_at NP_666233.2, NP_001029132.1

1424625_a_at NP_666234.3

1423596_at, 1425850_a_atNP_067619.1, NP_001153103.1

1418315_at, 1421730_atNP_620639.1

1421515_at, 1421516_at, 1428825_at, 1428826_atNP_034394.1, NP_001153020.1, NP_001153021.1

NP_766442.1

1436587_at NP_083963.1

1416243_a_at, 1434231_x_atNP_079868.1

1436421_s_at NP_083085.1

1431120_a_at, 1432054_at, 1435027_atNP_084069.1

1435266_at NP_848893.2

1424346_at, 1424347_atNP_077171.1

NP_031422.3

NP_766251.3

1422945_a_at NP_032475.2

NM_177139.5, NR_033304.2 NP_796113.1

1417573_at NP_598600.1

NR_040361.1, NR_040362.1

1416700_at, 1416701_atNP_083086.1

1429490_at, 1429491_s_atNP_780447.4

1433951_at NP_892039.1

XR_168390.1, XR_168800.1

1428928_at NP_001032176.1, NP_666235.1

1416974_at, 1416975_at, 1416976_at, 1416977_atNP_062641.1

1428579_at NP_765997.2

1420916_at, 1420917_at, 1429436_at, 1429437_atNP_061255.1

1424020_at, 1424021_atNP_075365.3

1433422_at, 1433423_atNP_038641.1, NP_001132981.1

XR_107388.3, XR_104686.3

1417434_at, 1428323_atNP_034404.3, NP_001139292.1

1428032_at NP_001028541.1, NP_001104500.1

1416786_at, 1416787_atNP_031420.2, NP_001103674.1, NP_001103675.1
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NM_175464.2, NM_026361.2 NP_780673.2, NP_080637.1

NP_938036.2

NM_028118.2, NM_001159636.1 NP_082394.1, NP_001153108.1

1435240_at NP_001001182.2

XR_107405.1, XR_140519.1

1420609_at NP_065600.1

1418703_at, 1434005_atNP_064692.2, NP_001135403.1, NP_001135404.1

1421640_a_at NP_035659.1, NP_001157543.1, NP_001157544.1

1421751_a_at NP_067501.2

1416711_at NP_033348.2

NM_177025.5, NM_027225.1 NP_795999.2, NP_081501.1

1417588_at, 1417589_at, 1427749_atNP_056551.2

1419550_a_at, 1419551_s_at, 1431434_atNP_058562.1

1434418_at NP_766444.1

1427133_s_at NP_001074557.1

1429762_a_at NP_082560.1

1427342_at NP_796218.2

1434475_at, 1435341_at, 1436505_atNP_001074555.1

1425190_a_at NP_082797.1

1416421_a_at, 1416422_a_at, 1416423_x_atNP_033304.1, NP_001103615.1

NP_083556.2

1432524_at

1429107_at NP_808451.2, NP_001075017.2

1424710_a_at NP_081628.3

NP_766252.2

NM_145524.3, NM_001110512.1 NP_663499.2, NP_001103982.1

1429847_a_at, 1433831_atNP_932122.2, NP_001159452.1, NP_001159453.1, NP_001159454.1

1415841_at NP_034194.1, NP_001185801.1, NP_001185802.1, NP_001185803.1, NP_001185804.1, NP_001185805.1, NP_001185806.1, NP_001185807.1

1428061_at NP_080391.2

NP_079909.1

1422444_at, 1422445_atNP_032423.2

1423747_a_at, 1423748_at, 1434974_at, 1435836_atNP_766253.2

1418943_at, 1425847_a_at, 1435029_atNP_001158263.1, NP_075544.1, NP_835185.2

1428069_at NP_080142.1

1431804_a_at NP_001018052.1, NP_001091895.1

1430053_a_at, 1432151_atNP_080218.1, NP_084367.1

NP_001005343.1

1423375_at NP_080130.2, XP_003689388.1

1420545_a_at NP_083992.1, NP_001106717.2, NP_786928.2, NP_001160075.1, NP_001160076.1

XR_140550.1, XR_141997.1

NP_778180.1

1429120_at NP_081409.1, NP_001103679.1

1421577_at NP_031993.1

1422239_at NP_032301.2

NP_032300.2
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NR_073086.1, NM_008273.2 NP_032299.1

1418606_at NP_038582.2

1419126_at NP_038583.1

1431099_at, 1433638_s_atNP_032302.2

1430263_at

1421537_at NP_034598.2

NP_034599.2

XR_104751.2, XR_107433.2

1420573_at NP_034597.2

1430500_s_at NP_058084.3

NM_198090.2, NM_146130.3, NM_053263.1NP_932758.1, NP_666242.2, NP_444493.1

1416543_at NP_035032.1

XR_107435.1, XR_104759.1

NP_034119.1

NP_700454.1

NP_663500.2

1423613_at NP_542125.3

1426904_s_at, 1426905_a_atNP_077143.2

NP_058661.1

1418038_s_at NP_077758.1

1426447_at NP_001177108.1, NP_081367.1

1427876_at, 1427877_atNP_081210.2

1421198_at, 1432296_a_at, 1432678_at, 1432679_atNP_032428.2

1426310_at, 1426311_s_atNP_659136.1

1423612_at NP_598601.1

1434501_at NP_001005342.1

XR_107441.1, XR_104776.1

1417499_at NP_038927.2

NM_001083809.1, NM_024497.1, NM_001081349.2NP_001077278.1, NP_078773.1, NP_001074818.2

NP_954693.1

1425093_at NP_663501.2

1431321_at

1426788_a_at, 1426789_s_at, 1426790_atNP_892035.2, NP_001129553.1

1427051_at NP_001074729.1

1417050_at NP_080437.2

1423737_at NP_080964.1

1417922_at NP_080267.1

1426581_at NP_079852.1

1423932_at, 1425932_a_at, 1426407_at, 1426408_at, 1427413_a_atNP_001231820.1, NP_059064.2, NP_941955.1, NP_001231832.1

1423926_at NP_080997.1

1425735_at NP_001171190.1, NP_001171191.1, NP_663502.3

NM_001177730.1, NM_013839.4 NP_001171201.1, NP_038867.2

1426288_at NP_766256.3, NP_001139329.1
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XM_884324.2, XM_915939.2 XP_889417.2, XP_921032.2

1423793_at, 1423794_atNP_663503.1

NP_848839.2

NM_001080754.1, NM_172669.3 NP_001074223.1, NP_766257.3

NP_031725.1

1416006_at NP_001012336.1, NP_001012335.1, NP_034914.1

1426738_at NP_612179.2, NP_001160069.1

1419295_at NP_036087.2

1418390_at, 1418391_at, 1435619_atNP_620094.2, NP_001103160.1, NP_001103161.1

1434007_at NP_766258.2, NP_001160105.1

1425021_a_at, 1436253_atNP_660104.2

1426383_at NP_034093.1, NP_001106804.1

NM_211358.2, NM_145832.3 NP_997597.1, NP_665831.1

NP_001020417.1

1429856_at NP_899003.1

NP_001138506.1

1428862_at NP_898929.2

1415813_at NP_031492.2

1421376_at, 1421377_at, 1435350_atNP_033450.2

1421869_at, 1421870_at, 1431932_s_atNP_064663.2

1422733_at NP_034348.2

1433453_a_at, 1433454_atNP_849221.2

1433692_at NP_694766.1

1416462_at, 1416463_at, 1433901_atNP_058019.2, NP_001104759.1, NP_001104760.1, NP_001104761.1, NP_001104762.1

1435848_at NP_001028519.2

1419191_at, 1426819_atNP_034564.2, NP_001139296.1

1424723_s_at NP_796227.1, NP_001032403.1, NP_663504.1

1427151_at, 1427152_atNP_001116799.1

1428990_at XP_003945401.1, XP_003946135.1

NP_663355.1

1425995_s_at NP_659032.3

1417090_at NP_033063.1

1422168_a_at, 1422169_a_atNP_001041604.1, NP_001041607.1, NP_001041606.1, NP_031566.4

1433891_at NP_766259.2

NP_766109.1

1423210_a_at, 1423211_atNP_079679.1

1432798_at NP_598410.2, NP_598409.2

XR_168396.1, XR_168804.1

1426495_at, 1433872_atNP_077216.1

1425357_a_at NP_035954.1

1417129_a_at NP_034955.1, NP_001129544.1, NP_001153039.1, NP_001153040.1, NP_001153041.1, NP_001153042.1

XR_107390.1, XR_104703.1
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1423160_at, 1423161_s_at, 1423162_s_at, 1428777_atNP_277059.1

NP_080896.2

1421389_a_at NP_001171277.1, NP_038747.2

NP_033299.1

1416961_at NP_033903.2

NM_001033254.3, NM_001145854.1NP_001028426.2, NP_001139326.1

NP_001075440.1

NP_808236.2

1426987_at

NP_001001982.2

1433703_s_at NP_001038988.1

NP_955014.2

1420271_at, 1429442_atNP_775626.1

1430193_at NP_083893.2

1418281_at NP_035364.1

1428196_a_at NP_001028308.1

1435750_at NP_796131.1

1420165_s_at NP_631878.2

NP_001034312.1

1417990_at NP_082380.1

1416627_at NP_058603.2

1421826_at, 1421827_atNP_062327.2

1418125_at NP_080850.2

NP_062743.1

1428411_at, 1430989_a_at

XP_894986.1

1429047_at NP_084388.2

1424037_at NP_666237.1

NM_008523.2, NM_206941.1, NM_203345.2, NM_206942.2NP_032549.2, NP_996824.1, NP_976220.2, NP_996825.2

1425248_a_at, 1425249_a_atNP_062265.2

1431346_at

1422646_at, 1431232_a_at, 1433012_at, 1434746_atNP_038748.2, NP_001157746.1

1425097_a_at, 1425098_at, 1425331_at, 1425332_atNP_035873.2

1420896_at, 1420897_at, 1420898_atNP_033248.1, NP_001171263.1, NP_001171264.1

1428166_at NP_081167.2

1421485_at, 1428371_atNP_001020027.1, NP_001020028.1, NP_542966.2

1430325_at

1420971_at NP_033487.2

1433518_at NP_808514.2

1428198_at, 1428199_atNP_083751.1

1431259_at NP_849220.3

1429345_at, 1433659_at, 1433660_atNP_700436.1

1425309_at NP_694715.2

1423423_at NP_031978.2

NP_666085.2

1423206_s_at NP_035484.1
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1420010_at, 1426035_atNP_001020542.1

1425087_at NP_080594.2

1433779_at NP_796028.2, NP_950239.2, NP_001192298.1, NP_001192299.1, NP_001192300.1

NP_032571.2

1435320_at NP_997615.1

NP_653128.2

NP_663506.2

1430735_at NP_080527.2

NP_001092767.1

1436167_at NP_001013851.2

NP_001028428.2

1434046_at NP_001004174.1

1418843_at NP_035904.2

1417349_at, 1417350_atNP_062762.1

NM_172537.3, NM_199238.2, NM_199239.2, NM_199240.2, NM_199241.2NP_766125.2, NP_954708.1, NP_954709.1, NP_954710.1, NP_954711.1

1419269_at, 1419270_a_atNP_076084.2, NP_001153118.1

1425896_a_at NP_032019.2

NP_808276.2

1423459_at NP_034069.2

NP_780363.1

1430919_at NP_083731.2

1424697_at NP_081257.1

1416316_at NP_036108.2

1419761_a_at, 1436232_a_atNP_034379.1, NP_997552.1

1416799_at, 1416800_at, 1416801_at, 1431355_s_atNP_067425.2, NP_001157797.1

NP_796188.2

NP_079572.2

1433895_at, 1433896_atNP_780354.1

XM_003945353.1, XM_003946099.1 XP_003945402.1, XP_003946148.1

NP_647469.2

1418544_at NP_062763.2, NP_001104801.1

1428704_at NP_082417.3, NP_001104499.1

1435563_at NP_084239.1

1424046_at NP_001106650.1, NP_033902.2

NP_083041.1

1426334_a_at, 1435448_at, 1435449_atNP_997563.1, NP_997564.1, NP_033884.1

1415680_at, 1417570_at, 1434443_at, 1434444_s_atNP_032595.2

1422869_at NP_032613.1, XP_003689391.1

1429336_at, 1429337_at, 1433740_atNP_082524.2

1418495_at NP_065619.2

XM_001004454.1, XM_003086259.1 XP_001004454.1, XP_003086307.1

XR_104719.3, XR_107406.3

1427112_at, 1427113_s_atNP_081468.1

NM_015747.2, NM_001159593.1 NP_056562.1, NP_001153065.1

1435938_at NP_853620.1
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1421473_at NP_034684.2

1427124_at

1431107_at NP_001033724.2, NP_899085.3

1419260_a_at NP_033251.1

1421707_at NP_619596.1

1426533_at NP_077155.2

1418885_a_at, 1418886_s_atNP_570954.1

1435044_at NP_001103983.1

1425340_a_at NP_033006.2, NP_001157160.1

1430249_at

1433878_at NP_997090.1

1418598_at, 1432064_atNP_001242922.1, NP_001242923.1, NP_542129.2

1435369_at NP_937819.2, NP_001139556.1

NP_922936.3

1434867_at NP_001074631.1

1421166_at, 1434197_atNP_033860.2

NP_082582.1

1419742_at NP_080367.1

1424817_at NP_081917.1

1426051_a_at, 1435944_s_atNP_031708.2

1421963_a_at NP_001104545.1, NP_075606.1

1431948_a_at NP_705721.2

1436101_at NP_848722.1

1424268_at NP_001171304.1, NP_001171305.1, NP_663508.1, NP_001171306.1, NP_001171307.1, NP_001171308.1, NP_001171309.1, NP_001171310.1, NP_001171311.1

1416130_at NP_035300.1

1428392_at NP_780654.1

1417329_at, 1417330_atNP_061294.2

1417947_at NP_035175.1

1418794_at, 1418795_at, 1434256_s_atNP_619592.1

1429144_at, 1429639_atNP_083078.3, NP_001036136.1, NP_001036137.1

1428754_at, 1431212_a_atNP_780322.2

1429557_at NP_079952.2

1435648_at NP_796277.2

1423635_at NP_031579.2

1421170_a_at, 1425600_a_at, 1425781_a_at, 1425782_at, 1435043_atNP_062651.2, NP_001139302.1

1421105_at, 1421106_at, 1434070_atNP_038850.1

NP_001119962.1

NP_033881.2

1417124_at NP_062745.1

1426123_a_at, 1436660_atNP_077243.2, NP_598329.1

1417646_a_at, 1417647_at, 1417648_s_atNP_001186117.1, NP_077187.1

1429619_a_at, 1429620_atNP_083260.1

1416059_at NP_001239472.1, NP_001239473.1, NP_062761.2, NP_001239474.1
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NP_001028469.1

NP_079590.1

1418244_at NP_080701.1, NP_001135437.1

1420849_at, 1420850_atNP_080096.1

NP_780489.2

1421399_at NP_058585.2

1422842_at, 1422843_atNP_036047.2

1422833_at NP_034576.2

1422281_at NP_033245.2

NP_033404.1

1422488_at NP_062735.4, NP_001103629.1

1428348_at NP_083262.1

1426195_a_at NP_034106.2

NP_001078990.1

NP_082253.1

1416617_at NP_542142.1

1433504_at NP_722476.1

NP_997087.2

1416036_at NP_032045.1

1424369_at, 1424370_s_at, 1424371_atNP_997611.1

1430925_at, 1432365_a_at

NP_001153882.1

1419942_at, 1425351_at, 1426875_s_atNP_083964.2

1419034_at, 1419036_at, 1419037_at, 1419038_a_atNP_031814.2

1426644_at NP_077158.1

1415792_at NP_062679.2, NP_001077390.1

1426065_a_at NP_780302.2

NP_035568.1

1428401_at, 1428402_atNP_780335.1

NP_808324.1

NP_001034211.1

NP_033073.1

1417287_at, 1428855_at, 1428856_atNP_034506.1, NP_001153023.1, NP_001153024.1, NP_001153025.1

1425895_a_at NP_034625.1

1420887_a_at, 1420888_at, 1426050_at, 1426191_a_atNP_033873.3

1428104_at, 1428105_atNP_001135447.1, NP_001135448.1, NP_001135449.1, NP_001135450.1, NP_082385.3

1427556_at NP_001074513.2

NP_034356.1

1426189_at, 1435126_atNP_665687.1, NP_001152848.1

1430864_at, 1430865_s_at, 1431029_atNP_001077087.1, NP_083340.2

1419933_at, 1419934_at, 1428308_at, 1428309_s_atNP_849270.1

NP_001011732.1

1420986_s_at, 1420987_atNP_032470.3

1430305_at

1434561_at, 1435077_atNP_001035028.1

1428284_at, 1428285_atNP_001127772.1, NP_001001986.2
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XM_003945357.1, XM_003946104.1 XP_003945406.1, XP_003946153.1

1418351_a_at NP_001003961.2, NP_001003960.2, NP_034198.3, NP_001003963.2, NP_001116469.1

1416825_at NP_033254.2

1434757_at NP_766448.1, NP_033953.1

1431946_a_at NP_067521.2

1417878_at, 1431875_a_atNP_031917.1

1422780_at NP_067509.1

1434234_at NP_955008.2

1426240_at NP_083638.1

1418573_a_at, 1430465_atNP_075619.2, NP_001132983.1, NP_001132984.1, NP_001132985.1

NP_080306.1

1415769_at, 1431316_atNP_001230641.1, NP_032421.2

NP_835212.1

1423374_at NP_001229487.1, NP_062799.2

NM_019828.2, NM_001163452.1 NP_062802.2, NP_001156924.1

1423695_at NP_663512.2

1417678_at NP_034938.3

1428442_at

1427578_a_at, 1431582_atNP_034709.1

NP_082064.2

1421512_at NP_032409.3, NP_796191.2, NP_001123472.1, NP_001123471.1

NP_631890.3

1433439_at NP_733467.1, NP_733469.1

1416928_at, 1416929_atNP_083673.3, NP_733486.2

1416373_at, 1431431_a_atNP_035041.2

1420642_a_at NP_001157688.1, NP_001157689.1, NP_080222.1

1420982_at, 1426671_a_atNP_573505.2

XM_003946106.1, XM_003945359.1 XP_003946155.1, XP_003945408.1

1426961_at, 1426962_atNP_766262.2

NP_064651.2

1425047_a_at, 1430069_atNP_081861.2

1421090_at, 1434575_atNP_038538.1, NP_001006665.1, NP_001003815.1

1426465_at NP_001035952.1, NP_001035953.1, NP_666240.4

XR_107459.1, XR_107458.1, XR_107460.1, XR_104747.1, XR_104746.1, XR_104748.1

1431115_at, 1434400_atNP_775572.1

1430366_at, 1431272_at

1429423_at

1416699_at NP_080400.1

NP_084259.1

1417139_at NP_080129.2

1436132_at NP_001158135.1

NP_001170910.1

1418131_at, 1420272_at, 1420273_x_at, 1434438_atNP_061339.3, NP_001132992.1
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1424156_at, 1425166_at, 1432604_atNP_035379.2, NP_001132988.1

NP_001034646.2

1418896_a_at NP_062616.2

1424061_at NP_081244.2

1420631_a_at NP_058612.3

1423506_a_at NP_035053.1, NP_851291.1

1434574_at

1434656_at NP_808326.2

1425414_at NP_694729.1, NP_001153134.1

NP_082251.2

NP_034788.1

1423474_at NP_033434.2

1435149_at NP_067255.2

1419791_at NP_796237.2

NM_001199118.1, NM_022883.3 NP_001186047.1, NP_075021.1

NP_878260.1

1416720_at, 1416721_s_atNP_080775.3

1418739_at NP_038759.1

1434696_at NP_742162.2

1417656_at NP_032678.1

1416856_at NP_079975.2

NP_775573.1

1430525_at

1417815_a_at, 1417816_s_at, 1434548_atNP_036162.3

1430761_at

1420878_a_at, 1420879_a_at, 1420880_a_atNP_061223.2

NP_080272.1

1421107_at, 1434159_at, 1436015_s_atNP_067395.1

1421518_at NP_032461.2

1425418_at NP_663344.2

1417654_at NP_035651.1

1420958_at NP_079851.2

1430106_at

1419903_at, 1419904_atNP_001041692.1, NP_081073.1, NP_001041693.1, NP_001041694.1

1428740_a_at NP_598540.2

1430224_at NP_082237.1

XM_003945346.1, XM_003946102.1 XP_003945395.1, XP_003946151.1

1417666_at NP_598524.1

1417464_at NP_033420.1

1427070_at NP_598685.2

1417449_at NP_573503.2

NP_082304.1

1432498_at NP_083646.1

1429141_at NP_001076443.1

NM_001038492.1, NM_008906.3 NP_001033581.1, NP_032932.2

1417963_at NP_035255.1

NP_666241.1
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NP_950192.2

XR_107466.1, XR_104757.1

1425337_at NP_065066.2

1424055_at NP_659141.1

1420054_s_at NP_001239502.1, NP_001239503.1, NP_659142.1, NP_001239504.1

1436011_at NP_525026.2, NP_997588.1, NP_997589.1

1416560_at NP_473396.1

1422737_at NP_032705.2

1430388_a_at NP_001239507.1, NP_001239508.1, NP_082348.2

1434069_at NP_808450.2

1419683_at NP_076304.2

1436192_at NP_001078964.1

NP_076054.1

1422766_at, 1435347_atNP_035620.1, NP_001103375.1, NP_001103376.1

1424161_at, 1425541_atNP_694705.2

1427091_at NP_001028368.2

NP_001074474.1

1423179_at, 1423180_atNP_032446.2

NP_032994.1

1434107_at NP_739562.1

1422959_s_at, 1427874_atNP_109668.2

NP_035557.1

1415755_a_at NP_075719.1

1424411_at, 1427843_atNP_663513.1

1418901_at, 1427844_a_atNP_034013.1

1417068_a_at NP_035331.3

1423174_a_at, 1423175_s_atNP_067384.2

1423069_at NP_033758.2

1419353_at NP_034202.1

1428924_at NP_001153802.1

1421030_at NP_033590.2

1428026_at, 1435385_atNP_536703.2

NM_001110152.2, NM_001013369.2, NM_001199902.1NP_001103622.1, NP_001013387.1, NP_001186831.1

1433607_at NP_783439.1

1424694_at, 1424695_atNP_080188.3

1418910_at, 1432410_a_at, 1435479_atNP_031583.2

1417021_a_at NP_001077429.1, NP_036176.1, NP_001077428.1

1429528_at NP_780321.1

1421265_a_at NP_062420.2

1424503_at, 1424504_atNP_077756.2

1423152_at, 1436079_s_atNP_062780.2

1429237_at NP_766263.2, NP_001095893.1, NP_001095894.1, NP_001095895.1

1421740_at, 1427789_s_atNP_062664.2, NP_068840.2, NP_001070975.1, NP_963912.1, NP_963911.1, NP_034439.2, NP_001070978.1, NP_963910.1

1417868_a_at, 1417869_s_at, 1417870_x_atNP_071720.1
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NP_796165.2

NP_001078970.1

NP_001074758.1

1427460_at NP_001074561.1

1429880_at

NP_808395.2

1423567_a_at, 1423568_atNP_036099.1

NP_848865.4

NP_653083.2

1419263_a_at NP_062796.2

1427009_at, 1427010_s_atNP_001074640.1

1428366_at, 1436418_atNP_082755.1

1422511_a_at, 1422512_a_atNP_113550.3

1431258_at NP_035935.2, NP_808520.2, NP_780760.2

1428824_at NP_083883.1

1421561_at NP_542372.2

1415767_at NP_776122.1

NP_001156719.1

1427245_at NP_001171177.1, NP_001171178.1, NP_665703.2, NP_001171179.1, NP_001171180.1, NP_001171181.1

1428381_a_at NP_079874.1

NP_033210.1

1435516_x_at NP_001001882.3, NP_001160137.1, NP_001160138.1, NP_001160139.1, NP_001160140.1

1425507_at, 1425508_s_at, 1434488_atNP_083978.3, NP_001159463.1, NP_001159464.1, NP_001159467.1

1416869_x_at NP_001041613.1, NP_659143.1

1429168_at NP_081932.1, NP_082401.1

NP_899004.1

1417106_at, 1417107_atNP_079758.2

1436179_a_at, 1436180_atNP_058055.1

1424646_at NP_081041.2

NR_027289.1, NR_027290.1

1436184_at NP_001158069.1

NP_033262.2

1418107_at NP_033352.1

1417786_a_at, 1434940_x_atNP_080722.1

NP_950188.2

1420711_a_at NP_001156773.1, NP_001156774.1, NP_033020.2, NP_001156777.1, NP_001156778.1, NP_001254643.1, NP_001254644.1

1420858_at, 1420859_atNP_032888.1

1419493_a_at, 1419494_a_at, 1436008_atNP_001020432.1, NP_001020433.1, NP_033438.1, NP_001020435.1, NP_001020434.1

1436067_at, 1436068_atNP_808328.2

1423002_at, 1436570_atNP_444412.2, NP_001181960.1

1423127_at, 1430495_atNP_061352.2

NP_001010834.1

1418408_at NP_079788.2

NM_178631.4, NM_001163328.1, NM_001163329.1, NM_001163330.1NP_848746.1, NP_001156800.1, NP_001156801.1, NP_001156802.1

1429129_at, 1435185_at, 1435186_s_atNP_083191.2, NP_001157051.1, NP_001157052.1

1417444_at NP_031918.2

1426840_at, 1426841_at, 1426842_atNP_766265.3, NP_001139391.1
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1423313_at, 1423314_s_atNP_032828.2, NP_001116231.1

NM_080634.4, NM_001146323.1, NM_001146324.1NP_542365.3, NP_001139795.1, NP_001139796.1

NP_038783.1

1431220_at, 1435171_atXP_003945717.1

1422761_at, 1434839_s_atNP_109657.2

1419513_a_at NP_001171096.1, NP_001171097.1, NP_031926.2

1433833_at NP_775274.2

1429870_at, 1430579_atNP_081186.1, NP_001156479.1, NP_001156480.1, NP_001156481.1

1434593_at NP_808254.1

1432635_a_at, 1433704_s_atNP_081292.1

NM_001134385.1, NM_001134386.1, NM_027965.1NP_001127857.1, NP_001127858.1, NP_082241.1

NM_153421.2, NM_001165954.1, NM_001165955.1, NM_001165956.1NP_700470.2, NP_001159426.1, NP_001159427.1, NP_001159428.1

1417410_s_at NP_032883.2

1422054_a_at NP_035516.2, NP_001034179.1

1424237_at NP_653102.1, NP_001155290.1

1426773_at NP_077162.2

1416569_at, 1429883_atNP_062647.2

NP_001013042.1

1426544_a_at, 1428846_at, 1432130_a_at, 1436581_atNP_080254.2, NP_081895.2

1416967_at NP_035573.3

1417227_at NP_076133.3

NP_848505.2

1429581_at NP_766266.3

1418462_at NP_062266.1

1417910_at, 1417911_atNP_033958.2

1430941_at NP_082086.2

1424510_at NP_705789.1

1417254_at NP_067318.2, NP_001156983.1

1415874_at NP_036026.1

1435880_at NP_001161355.1

NP_899044.3

1418253_a_at NP_035150.3

1419838_s_at, 1426580_atNP_035625.2, NP_775261.2

NP_001035489.1

1428714_at NP_081834.1

1426752_at, 1426753_atNP_758507.3, NP_001123656.1, NP_001123657.1, NP_001123658.1

1425837_a_at NP_033964.1

1418275_a_at, 1418276_at, 1428045_a_atNP_075991.1

1431051_at XP_003945413.1, XP_003946159.1

1416285_at NP_079799.1

1418022_at, 1418023_at, 1418024_at, 1435139_atNP_444319.3

1423003_at, 1435437_atNP_542983.3

1429955_at

NP_001004176.2
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1416981_at, 1416982_at, 1416983_s_atNP_062713.2

1433776_at NP_780595.1

NP_766089.1

1427397_at, 1429821_atNP_775558.2

NP_766450.2

1418899_at, 1418900_atNP_080711.1

1420115_at, 1428291_atNP_001157042.1, NP_081424.3

1424160_at, 1430854_atNP_079718.1

NP_031654.2

NP_085098.1

1421369_a_at, 1424679_atNP_034880.1

1417817_a_at, 1417818_atNP_598545.2, NP_001161753.1

1418209_a_at, 1418210_atNP_062283.1

1430535_at NP_001074698.1

1415827_a_at, 1415828_a_atNP_109610.1

1434452_x_at NP_001005509.1

1430988_at NP_001035486.2

NP_033200.2

NP_808523.2

1416904_at NP_064391.2, NP_001240637.1, NP_001240638.1, NP_001240639.1, NP_001240640.1, NP_001240642.1

1421456_at NP_032798.1

1417914_at, 1417915_atNP_082988.1

1429185_at NP_001074764.1

1422975_at NP_032630.2

NP_808524.1

1433567_at, 1435656_atNP_001028472.2

1415700_a_at NP_080431.1

1426721_s_at NP_849223.2

NM_001166659.1, NM_001037923.4NP_001160131.1, NP_001033012.2

1423622_a_at NP_064321.2

NP_001158235.1

1423025_a_at NP_001106890.1

NM_001113420.1, NM_001113421.1, NM_013928.5, NR_036665.1NP_001106891.1, NP_001106892.1, NP_038956.2

NP_001161468.1

1427568_a_at, 1428329_a_atNP_080917.1

1427275_at, 1427276_atNP_598547.1

1416118_at, 1431430_s_atNP_080139.3

1417974_at, 1417975_atNP_032493.1

NP_001229929.1

1435699_at, 1435787_atNP_848841.2

NP_598548.1

1428875_at NP_780402.1
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NP_001156471.1

1432112_at

NP_080628.1

1419123_a_at NP_064355.1

NP_033170.1

1426834_s_at NP_766269.3

NM_001033301.4, NM_001205355.1NP_001028473.2, NP_001192284.1

NP_001074562.1

1424986_s_at NP_001171244.1, NP_001171245.1, NP_536353.2

1422475_a_at NP_058655.3

1425717_at, 1436690_atNP_001071155.1, NP_001071156.1, NP_109620.2

1428222_at NP_001182425.1, NP_001182426.1, NP_081815.3, NP_001182427.1, NP_001182428.1, NP_001182429.1

1418635_at, 1418636_at, 1418637_atNP_001076787.1, NP_036181.3

1434926_at NP_001003912.1

NP_291051.1

1415888_at, 1419964_s_atNP_032257.3

1428709_a_at NP_080867.2

1433961_at NP_705790.3

1433960_at NP_808331.1

1418289_at NP_057910.3

1416718_at NP_031555.2, NP_001103228.1

1420962_at, 1420963_atNP_071314.1

1435119_at

1419205_x_at, 1425820_x_atNP_079939.3, NP_001104279.1

1415727_at NP_659146.1

NP_766114.1

1434850_at NP_001028656.1

XR_107509.1, XR_104842.1

1421388_at, 1434487_atNP_598426.1

1416707_a_at NP_080204.1

1433448_at NP_848811.2, NP_001139348.1, NP_001139349.1

1421654_a_at, 1425472_a_at, 1426868_x_atNP_062263.1, NP_001104572.1, NP_001002011.2

1436018_at NP_001025061.2

1417738_at NP_058595.2

1422797_at, 1435729_atNP_112538.1

NP_277068.1

1421042_at, 1421043_s_at, 1427646_a_atNP_032513.3, NP_001185840.1, NP_001185841.1, NP_001185842.1

1426365_at, 1430955_atNP_083090.2

NM_022994.3, NM_001164533.1 NP_075370.2, NP_001158005.1

1420985_at NP_619620.3

1431137_at, 1434743_x_at, 1436014_a_atNP_001077276.1, NP_082464.2, NP_001077277.1

1423418_at NP_001240680.1, NP_608219.1

1417743_at NP_031738.2, NP_001156904.1

Page 799 of 1163



1416294_at NP_036016.2

NP_001014995.1

NM_001077411.1, NM_008094.4 NP_001070879.1, NP_032120.1

1418521_a_at, 1418522_atNP_038632.2, NP_001155296.1

1416623_at NP_038719.2

NP_081043.1

NP_033083.2

1416895_at NP_034237.3, NP_001155897.1

1431170_at NP_034238.1

1421784_a_at NP_031936.2

XR_168404.1, XR_168818.1

1416080_at, 1425170_a_atNP_001032811.2, NP_033744.1

1420663_at NP_033591.2

NR_040403.1, NR_040404.1

NP_065263.1

1422853_at, 1422854_atNP_035498.2, NP_001106802.1

1428249_at NP_081145.1

NP_666243.1

1421632_at NP_536714.2

1425405_a_at, 1434268_atNP_001139768.1, NP_062629.3, NP_001033676.2

1420744_at, 1436428_atNP_033732.2

1429311_at, 1434508_atNP_081591.3

NP_766118.3

1422270_a_at NP_034689.2

1434026_at NP_001074651.2

1427260_a_at, 1427567_a_atNP_001240667.1, NP_001240669.1, NP_071709.2

1424660_s_at, 1429373_x_atNP_083157.1

1427014_at NP_958809.3

1427180_at NP_036118.2

1423921_at, 1423922_s_atNP_663515.2, NP_849207.2

NP_032753.5

1417948_s_at, 1417949_atNP_080650.1

1415756_a_at, 1426578_s_atNP_598615.1

1423408_a_at, 1423409_a_atNP_075704.2

1417421_at, 1419814_s_atNP_035439.1

1418704_at NP_033139.2

NP_001129589.1

1425792_a_at, 1425793_a_atNP_035411.2

1430037_at, 1433614_atNP_083997.1, NP_001075953.1

1434650_at NP_766271.2, NP_001159420.1

NP_032971.2

NP_780565.2

1418144_a_at, 1426009_a_at, 1435039_a_atNP_032873.2

1418284_at NP_033362.2

1423454_a_at NP_035481.1
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NM_172512.2, NM_029885.1 NP_766100.1, NP_084161.1

1416313_at, 1416314_atNP_064298.1

1428131_a_at, 1428132_atNP_001033797.1, NP_765983.1

NP_001020012.1

1431554_a_at NP_076117.2, NP_001078852.1

1433157_at

1423955_a_at NP_084065.1

1416670_at NP_061365.3, NP_001157113.1, NP_001157114.1

1419996_s_at, 1421721_a_at, 1425064_atNP_001032826.1, NP_033839.2

1416880_at, 1416881_atNP_032588.1

1420592_a_at NP_075699.3, NP_001240686.1, NP_001240687.1

1417128_at NP_075809.1

1418143_at NP_038869.1

1428953_at, 1429139_at, 1435552_atNP_001020785.1, NP_001020784.1

NP_835585.3

NP_783593.1

NP_835586.2

1415996_at, 1415997_atNP_001009935.1, NP_076208.2

1433812_at NP_001156642.1

1418119_at, 1418120_atNP_080151.2, NP_001095877.1

1420460_a_at NP_035199.3, NP_001155859.1, NP_001155860.1

NP_001074522.1

NP_001074608.1

1421646_a_at NP_666247.1, NP_061282.2, NP_001159421.1

NM_030094.1, NM_001162925.1 NP_084370.1, NP_001156397.1

NP_083201.1

1423615_at NP_080682.3

1424696_at NP_080505.1

NP_062774.2

NP_080815.1

1417626_at, 1433761_atNP_796119.1, NP_835181.2, NP_001034465.2, NP_001103633.1

1415766_at NP_035472.1

NP_035058.2

1429101_at NP_766451.3

1429279_at, 1435273_atNP_081738.2

1433746_at NP_780761.1

1424057_at NP_034399.1

1429682_at NP_001136424.1

XR_168411.1, XR_168646.1, XR_168819.1

1420976_at, 1420977_at, 1434395_atNP_034893.1

1421319_at, 1434891_atNP_035327.2

1423653_at, 1435919_at, 1435920_x_atNP_659149.1

NP_001034460.2

1427234_at NP_808213.2, NP_001159423.1
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1422296_at, 1422594_at, 1422595_s_atNP_079955.1

1434722_at NP_001028475.2

1426954_at NP_444400.2, NP_001073299.1

1421298_a_at, 1424540_at, 1425988_a_atNP_034562.2

NM_001025312.1, NM_133865.2 NP_001020483.1, NP_598626.2

1416631_at, 1421726_atNP_080469.2, NP_001157024.1, NP_001157025.1

1417995_at NP_033005.1

1435174_at NP_766272.2

NM_013629.2, NM_001163467.1, NM_001163468.1, NM_001163469.1NP_038657.2, NP_001156939.1, NP_001156940.1, NP_001156941.1

1421035_a_at, 1435461_atNP_001152826.1, NP_598614.1

NP_001020238.1

1415802_at NP_033222.1

NP_082258.2

1435394_s_at NP_031510.2

1416380_at NP_032645.2, NP_001156912.1, NP_001156913.1

NP_033927.2

1427916_at NP_001240631.1, NP_001240632.1, NP_694731.1

1421465_at NP_033546.2

1426070_a_at, 1435720_atNP_064315.1, NP_001034436.1

1416751_a_at NP_059093.3

1416471_at NP_598630.2

1424782_at NP_080289.1, NP_001020753.1

1423018_at NP_032444.2

1415759_a_at, 1436152_a_atNP_081050.2

1425089_at, 1425090_s_atNP_666034.1

1436137_at NP_758475.1

NP_705791.2

1425154_a_at, 1425155_x_atNP_031804.3, NP_001107001.1, NP_001107002.1

1426757_at NP_083055.1

1422907_at NP_032167.1

1428962_at NP_083590.1

1429042_at NP_080474.2

NP_079720.1

1434558_at NP_852065.2

1425200_at, 1436390_a_at, 1436391_s_atNP_001171241.1, NP_001171242.1, NP_663518.1

1416653_at, 1435058_x_atNP_035634.1

1428674_at NP_080121.1

XM_003946122.1, XM_003945375.1 XP_003946171.1, XP_003945424.1

1430722_at NP_001072114.1, NP_079999.2

1434828_at NP_001157039.1

1417122_at, 1417123_atNP_666251.1, NP_065251.2

1425059_at, 1434209_atNP_849222.3
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1435717_at NP_075703.1

1422538_at, 1422539_atNP_067363.3, NP_001156986.1, NP_001156987.1

1423171_at NP_071872.1

NM_001080818.2, NM_001173553.1NP_001074287.1, NP_001167024.1

NP_084292.1

NP_082625.2

1423195_at NP_032272.2

1424579_at, 1424580_at, 1429648_at, 1429649_atNP_659151.1

1426724_at NP_082320.1

1417408_at NP_034301.3

1416679_at NP_033017.2

NP_766113.1

1418627_at NP_032155.1

1427881_at, 1427882_atNP_722501.1

1434339_at NP_694758.2, NP_001108137.1

NP_700471.2

NP_598618.1

1420388_at NP_032965.1

NP_666252.1

1422659_at, 1427763_a_atNP_076302.1, NP_001020609.1, NP_001020610.1

1428310_at, 1429558_a_atNP_613059.2

NP_932114.2

1426234_s_at NP_666076.2

1424797_a_at NP_035228.2, NP_001035967.1, NP_001035969.1

1417403_at, 1417404_atNP_569717.1

NP_033128.1

1418305_s_at NP_080854.1

1418724_at NP_031712.2

NM_026724.1, NM_001005859.2 NP_081000.1, NP_001005859.1

1421299_a_at NP_034833.2

NP_032238.2

1420512_at NP_064661.2

1416486_at NP_031952.2

1431243_at NP_001156927.1, NP_766620.1

1429395_at NP_080507.2

1428985_at NP_082203.1

1435005_at NP_776123.3

1431401_at

1423112_at, 1423113_a_at, 1423114_atNP_079632.1

NP_081564.3

1427705_a_at NP_032715.2
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1426401_at NP_032939.1

XP_003945426.1

1416415_a_at NP_058030.1

1430561_at NP_001028327.1

1426835_at, 1426836_s_at, 1426837_atNP_780433.1

1423220_at NP_031943.3

1417179_at, 1431530_a_atNP_062517.1

1425266_a_at NP_001035780.1, NP_663519.2

XM_003946125.1, XM_003945379.1 XP_003946174.1, XP_003945428.1

1419592_at NP_033498.1

NP_663521.1

NP_848769.2

XR_107559.1, XR_106418.1

1420981_a_at NP_034853.1, NP_001155241.1, NP_001155242.1

NP_035958.3

NP_444332.1

NP_001074563.1

1416039_x_at NP_034646.1

XR_107563.1, XR_106421.1

1429298_at, 1429299_at, 1434519_atNP_081269.1

1418970_a_at, 1418971_x_at, 1418972_atNP_033870.1

1419174_at NP_079831.1

NP_001159536.1

1429662_at NP_081893.1

NP_034448.2

1428020_at, 1431784_a_atNP_081647.2, NP_081608.1

1430615_at NP_081870.1

1431734_a_at NP_081563.2, NP_080202.1

1433482_a_at, 1433640_atNP_476513.2

1434404_at NP_777357.2, NP_001155847.1

1426709_a_at NP_001070144.1, NP_001239415.1, NP_573510.2

1434332_at NP_940808.2, NP_001074224.1

1435728_at NP_001161830.1, NP_766062.1

NP_034098.1

1425251_at NP_035326.2

1433521_at, 1435868_atNP_001013828.1

1427269_at, 1430077_atNP_001087222.1, NP_001087221.1, NP_081265.1

NP_077156.2

1421935_at NP_080423.1

1421745_at NP_064353.2

NM_001190322.1, NM_001190323.1, NM_001190324.1, NM_181391.3NP_001177251.1, NP_001177252.1, NP_852056.1, NP_001177253.1

NP_808398.1

1423332_at, 1430528_atNP_058087.2, NP_001091697.1

1418621_at, 1418622_at, 1418623_at, 1419945_s_at, 1436477_x_atNP_067493.1

1420959_at, 1425274_at, 1425275_at, 1426015_s_at, 1436455_atNP_598484.2, NP_001171320.1, NP_075553.2, NP_001171321.1, NP_001171322.1, NP_001171323.1, NP_001171324.1, NP_001171325.1, NP_001171326.1, NP_001171327.1

NP_038554.1
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1429451_at NP_080281.3

1423861_at, 1423862_atNP_780384.1

1429213_at NP_001078962.1

1416926_at, 1416927_atNP_068697.1, NP_001186034.1

1422535_at NP_001032211.1, NP_033960.1

1431096_at, 1435250_atNP_835213.3, NP_001153067.1

1434860_at NP_001074670.1

NP_918944.2

1434228_at NP_001028625.1, NP_001091700.1, NP_001091701.1

NP_080834.3

1427640_a_at NP_033952.1, NP_001104496.1, NP_001104497.1

1433735_a_at, 1434307_atNP_852066.2

NP_038780.3

1424289_at, 1424290_atNP_666062.3

1421236_at NP_620402.1

1427097_at, 1427098_atNP_796301.2

1427284_a_at NP_056582.1

NP_766575.2

NP_001074240.1

1417861_at, 1428570_at, 1432754_atNP_058026.2, NP_001116454.1

NP_766576.1

1427147_at NP_955761.2

1427997_at, 1435333_atNP_081018.1

1435308_at NP_034373.1

NP_766453.2

1427528_a_at NP_034271.3, NP_001116361.1

1419988_at, 1425795_a_at, 1426627_atNP_033342.1, NP_766276.1

XM_003945750.1, XM_003946129.1 XP_003945799.1, XP_003946178.1

XR_140638.1, XR_142072.1

NM_011997.2, NM_001122978.1 NP_036127.2, NP_001116450.1

1417675_a_at, 1432675_atNP_001074861.1

1431164_at, 1434909_atNP_081767.2

1417723_at NP_062532.2

NP_808442.2

1433668_at NP_001028397.2

1419425_at, 1434172_atNP_031752.1

1416115_at, 1416116_at, 1416117_atNP_056639.3, NP_001153035.1

1424209_at NP_852071.2

1417538_at, 1417539_atNP_036025.2

1419574_at, 1419575_s_at, 1430216_at, 1430961_at, 1436308_atNP_038917.2

1417754_at, 1417755_atNP_598858.2

1429115_at

1434056_a_at, 1434057_atNP_001028477.1
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XR_107582.1, XR_106444.1

1416288_at NP_001158143.1, NP_001158144.1, NP_032324.1

1422442_at, 1432042_a_at, 1432043_atNP_067510.3

1418014_a_at NP_071641.1

1432270_a_at NP_084090.1

1419752_at, 1419753_at, 1428248_atNP_076228.2

1429392_at, 1429393_at, 1430059_atNP_081169.2

1431937_at NP_077203.2

1418737_at NP_079815.2

1435417_at NP_001078984.1

1429471_at NP_082900.1, NP_001041470.1, NP_001240706.1, NP_001240707.1, NP_001240709.1, NP_001240717.1

1429801_at, 1436150_atNP_001153055.1, NP_082269.2

NP_780347.2

1427085_at NP_081554.2

1416247_at NP_058586.3, NP_001153037.1

NM_001017362.2, NM_001252622.1NP_001017362.1, NP_001239551.1

NP_057867.2

NM_010549.3, NM_001163401.1, NM_001172054.1NP_034679.1, NP_001156873.1, NP_001165525.1

1423030_at NP_033529.3

1420960_at NP_444311.1, NP_001156705.1

1417757_at NP_001074882.1, NP_067443.2

NP_796169.2

1426791_at, 1426792_s_atNP_001032798.1, NP_951012.2

NM_177377.5, NM_001162381.1 NP_796351.2, NP_001155853.1

1427013_at NP_647466.2

1419738_a_at, 1419739_at, 1425028_a_atNP_033442.2

1436042_at NP_035732.2

1419979_s_at, 1424740_at, 1424741_s_at, 1424742_atNP_038525.2

1419980_at, 1434271_atNP_766280.2

1434338_at NP_766454.1

NP_001092784.1

XR_168658.1, XR_168827.1

1427191_at NP_776149.1

1435997_at NP_001007464.1

1425196_a_at NP_081147.1

NP_780726.1

NP_057887.2

1421062_s_at, 1434540_a_atNP_001073853.1, NP_001073854.1, NP_001073855.1, NP_058040.2

NM_015828.3, NM_001190414.1 NP_056643.3, NP_001177343.1

1428101_at, 1431993_a_atNP_780410.2, NP_001034082.1

1421765_at NP_032808.1

1432886_at XP_003945802.1, XP_003946179.1

1417321_at NP_613056.2
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1417772_at NP_525028.1

NM_173399.3, NM_001163283.1, NM_001163284.1NP_775575.2, NP_001156755.1, NP_001156756.1

XR_035212.1, XR_035225.1

1419058_at, 1435057_x_atNP_073722.1

1436206_at NP_001019313.1

NM_001099675.1, NM_001134646.1NP_001093145.1, NP_001128118.1

1426494_at NP_081542.2

1431502_a_at NP_079789.1

NP_694807.2

1434153_at NP_001028478.1

NP_766621.3

1433663_s_at NP_001028373.2

NP_035858.2

1417082_at NP_570959.1

1417773_at, 1417774_atNP_444409.1

1430796_at, 1436199_atNP_083353.1

NP_941066.3

NP_034058.2

1420893_a_at, 1420894_at, 1420895_atNP_033396.1

1421059_a_at, 1433144_atNP_064382.3

1417083_at, 1427862_atNP_077133.1

XM_003946131.1, XM_003945760.1 XP_003946180.1, XP_003945809.1

1421079_at, 1421080_atNP_056558.1

1434317_s_at NP_758508.2

1426649_at NP_067411.1

1423679_at NP_080220.2

1429658_a_at, 1429659_at, 1429660_s_atNP_032043.3

1421839_at, 1421840_atNP_038482.3

1423865_at, 1432769_at, 1433645_atNP_598652.3, NP_001153105.1

NM_176966.4, NM_001195284.1 NP_795940.1, NP_001182213.1

1425031_at, 1435801_atNP_647470.1

1419949_at, 1424700_atNP_082329.1

XR_168828.1, XR_168659.1

NP_766455.2

1424222_s_at NP_033037.2

1417394_at, 1417395_atNP_034767.2

1424142_at NP_080355.2

1436422_at NP_001074889.1

1420929_at, 1420930_s_atNP_061231.3

NP_780727.3

NP_035337.2

1419450_at XP_914044.2, XP_889452.2

1417143_at, 1426110_a_atNP_034466.2, NP_766577.1

1436185_at NP_759013.2

NP_001028337.2

1424083_at, 1424084_atNP_835458.1, NP_659153.2
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1426856_at, 1426857_a_atNP_077217.2

1436692_at NP_001015681.1, NP_694798.1

NP_766056.1

1424877_a_at NP_032551.3

1421015_s_at NP_067473.2

NP_808275.1

1425296_a_at, 1425701_a_atNP_001075119.1, NP_062365.2, NP_599018.3

1429549_at NP_079961.3

1432555_at, 1436485_s_at, 1436486_x_atNP_001008791.1, NP_082916.1, NP_001008793.1, NP_001008794.1, NP_001008795.1, NP_001008796.1, NP_001008797.1, NP_001008798.1, NP_001008792.1

1423255_at, 1423256_a_atNP_077135.1

1427633_a_at, 1432591_at, 1432592_atNP_067337.1

1433968_a_at NP_766282.1

1422751_at, 1434033_atNP_035729.3

1433762_at

1424458_at NP_001165566.1, NP_659036.1

1424886_at, 1429052_at, 1435537_atNP_035341.2, NP_001014310.1

1428384_at NP_081097.2

1416293_at, 1427680_a_at, 1434101_at, 1434102_atNP_032713.3, NP_001106680.1, NP_001106681.1

1428760_at, 1428761_a_atNP_084225.1

1417166_at NP_598709.1

1430298_at NP_001074481.1

NP_766458.3

NM_177385.3, NM_175275.3 NP_796359.1, NP_780484.2

1428905_at NP_848463.1

1429665_at NP_775576.2

1434846_at NP_001074483.1, NP_908976.1

1416141_a_at, 1434377_x_at, 1435816_at, 1435817_x_at, 1435962_atNP_033122.1

1421496_at NP_647467.1

1429225_at NP_766014.1, NP_001103710.1

1429205_at, 1431890_a_atNP_084207.2, NP_081602.3

1433442_at NP_766459.2

1424425_a_at, 1424426_atNP_077753.1

NM_009877.2, NM_001040654.1 NP_034007.1, NP_001035744.1

1421881_a_at, 1421882_a_at, 1421883_at, 1433052_atNP_034616.1, NP_997568.1, NP_997569.1, NP_001171354.1

NP_081230.1

1424591_at NP_080644.2

1426019_at, 1429707_at, 1435001_atNP_766283.2

NP_001074488.1

NP_796213.2

XR_168412.1, XR_168831.1

1417409_at NP_034721.1

1421162_a_at, 1421163_a_at, 1427733_a_atNP_001116424.1, NP_035035.1, NP_001116425.1

1418983_at, 1418984_atNP_001005787.1, NP_766284.2, NP_031730.1, NP_001005784.1

1423674_at, 1423675_atNP_666256.2

1434014_at NP_778194.3, NP_001139439.1

1420665_at NP_080624.1

NP_663524.1
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1429312_s_at, 1429313_atNP_038873.2

1436030_at, 1436031_atNP_932154.1

NP_898845.1

1433803_at, 1433804_at, 1433805_atNP_666257.2

1431215_at, 1431216_s_at, 1433596_atNP_940804.1, NP_001158055.1, NP_001158057.1, NP_001158056.1

1424438_a_at NP_778201.1

1434793_at NP_666366.4

1433755_at NP_001034170.1, NP_081972.2

1433595_at NP_808400.1

1429514_at NP_542122.1

NP_899048.2

1418129_at, 1418130_atNP_444502.2

1425940_a_at, 1427917_s_atNP_076161.2, NP_940840.1

1418662_at, 1431067_atNP_079893.1

1432150_at NP_083841.4

1424196_at NP_663525.1, NP_001192085.1

1424173_at, 1433813_atNP_082631.1

1425423_at NP_671754.2

1421459_a_at NP_001074395.1

XR_107608.1, XR_104876.1

1427647_at NP_001161408.1

1435754_at NP_001028806.2

1422663_at NP_035145.2

1433861_at NP_796019.1

NP_001241659.1

1415738_at NP_079610.1

1416106_at NP_083847.1

1420044_at, 1423383_a_atNP_001128263.1, NP_598646.4, NP_775485.2

1419251_at, 1419252_at, 1430152_atNP_031969.1, NP_001153436.1

XR_107609.1, XR_104877.1

1416868_at NP_031697.1

1418242_at, 1434370_s_atNP_032009.2

1428741_at NP_001033787.1, NP_034618.2, NP_001156869.1, NP_001156871.1

1418650_at, 1418651_atNP_080746.3

NP_001079018.1

NP_032619.1

1422393_at NP_056573.1

1423073_at NP_079923.3

1427707_a_at NP_033211.2

NP_035657.1

1427978_at, 1427979_at, 1433875_atNP_766286.2

1421969_a_at, 1434091_atNP_034303.3

NP_079917.1
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1427125_s_at NP_705741.2

1430613_at NP_080823.1

1426618_a_at NP_084062.2, NP_080927.1

NP_808338.2

NP_084144.2

1416042_s_at, 1416043_atNP_058057.3, NP_001074944.1

1430123_a_at, 1430124_x_at, 1435011_x_atNP_067448.1

NP_035164.1

1431891_at NP_001025083.1

1417206_at NP_033504.2

1423913_at, 1434293_atNP_780453.1

1434524_at NP_001104747.1, NP_780344.2

1422655_at NP_032984.1

1429792_at

1436653_at NP_778195.1

1434496_at NP_038835.2

NP_033124.1

1432392_at NP_608301.3

1415717_at NP_080015.3

1425265_a_at, 1427761_atNP_536717.2

1417636_at, 1431812_a_atNP_032161.2

1418080_at NP_001240310.1, NP_059073.1

1416769_s_at, 1425448_x_atNP_291095.1

NP_080620.1

1433464_at NP_666264.1

1421915_a_at NP_033202.3, NP_001155246.1

1435340_at NP_759014.2, NP_001155295.1

1420841_at, 1420842_at, 1420843_atNP_035343.2

1435279_at NP_937813.3

1431423_a_at NP_064384.2, NP_776067.1

1425676_a_at NP_062295.1, NP_001034264.1, NP_001034265.1

1416664_at NP_075712.2

1421461_at NP_034953.2, NP_001116421.1

1426599_a_at, 1426600_at, 1434773_a_atNP_035530.2

1418909_at NP_038876.2

1425616_a_at NP_077782.1, NP_001034087.1

NP_083474.1

NP_001012400.1

1421462_a_at NP_062757.2, NP_062756.2, NP_001035874.1

1425727_at NP_001033679.1, NP_694745.1

1418624_at, 1430720_atNP_035862.2

NM_028677.4, NM_001110129.1, NM_001110130.1NP_082953.1, NP_001103599.1, NP_001103600.1

1430190_at, 1430593_at, 1430638_at, 1431463_atNP_001257375.1, NP_082782.1, NP_083562.1, NP_001257364.1, NP_083133.1, NP_082974.1
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1417473_a_at NP_080770.2

NP_001014900.2

NP_001004178.1

1435362_at NP_766287.1

XM_003945386.1, XM_003946150.1 XP_003945435.1, XP_003946199.1

NP_918949.1

1426241_a_at NP_038911.1, NP_001153102.1

1416563_at NP_058028.2

1425400_a_at NP_062509.1

NM_001048168.1, NM_008692.3 NP_001041633.1, NP_032718.2

1428903_at NP_082733.1, NP_001153515.1

NP_001005788.2

NP_598477.2

1422087_at, 1422088_at, 1434777_atNP_032532.1

1424489_a_at NP_080149.2

1428847_a_at, 1428848_a_atNP_001186065.1, NP_001186066.1

NP_001161390.1

1416911_a_at, 1416912_atNP_075912.2

XR_140667.1, XR_142094.1

1421165_at, 1427938_at, 1427939_s_at, 1427940_s_atNP_062634.2

1415749_a_at NP_059503.2

1422068_at NP_035271.1

1429485_a_at NP_080307.1

1420779_at NP_034343.2

1423811_at, 1432488_a_atNP_083433.1

NP_032411.3

1418333_at, 1428979_at, 1429170_a_atNP_032662.3

NP_001136199.1

1434744_at NP_705794.2

NP_001007574.1

1428480_at, 1428481_s_atNP_080836.3

NP_808241.2

1436126_at NP_780432.1

1428133_at NP_780455.2

1418806_at NP_001239580.1, NP_031808.2

1430100_at NP_079820.2

NP_766289.2

1417515_at NP_620046.1, NP_001156738.1

1429650_at NP_083076.3, NP_001139299.1

NP_742157.1

1428298_at NP_001156005.1, NP_080132.1

1427408_a_at NP_666265.3

1424040_at NP_659190.3, NP_001139442.1

1416771_at NP_038746.1

1434667_at NP_955767.1

1427449_a_at NP_598644.1

1418484_at NP_036032.2
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XR_107629.2, XR_106275.2

1435904_at NP_700451.2

1434331_at NP_700452.2

NM_001013755.3, NM_001145950.1NP_001013777.2, NP_001139422.1

1435205_at NP_945198.2

1416852_a_at, 1416853_atNP_036116.3

1426699_at NP_598647.1, NP_001030602.1, NP_001030603.1

1423795_at, 1423796_atNP_076092.1

1436381_at NP_941020.1

NP_084528.1

1416048_at NP_061244.1, NP_001182012.1, NP_001182059.1

NP_835211.1

NP_766463.1

XR_107631.1, XR_106277.1, XR_141449.1

1432478_a_at, 1435226_atNP_083495.1

1433756_at NP_083312.1

NP_598912.3

1434892_x_at NP_033056.2

NP_080246.1

1415922_s_at, 1435415_x_at, 1435627_x_atNP_034937.1

NP_032254.1

1416233_at NP_061269.1

1425054_a_at NP_084024.1

NP_001182659.1

1418590_at, 1426796_atNP_032494.3

NP_955009.1

1418628_at, 1418629_a_at, 1418630_at, 1434541_x_atNP_035447.3

1420612_s_at, 1420613_atNP_033000.1, NP_001158217.1

XM_003085429.3, XM_003086377.3, XM_003945744.1XP_003085477.3, XP_003086425.3, XP_003945793.1

NR_040647.1, NR_040648.1

1435558_at NP_001186625.1, NP_775094.2

1427986_a_at NP_082542.3

1423117_at NP_109647.2, NP_001153075.1, NP_001153076.1, NP_001153077.1, NP_001153078.1

1416674_at NP_035344.2, NP_001076588.1

1417097_at, 1417098_s_atNP_079573.2

XR_107635.1, XR_104887.1

NP_001188296.1

1424092_at, 1430369_atNP_906273.3, NP_001122079.1, NP_001122078.1

XM_003945765.1, XM_003946152.1 XP_003945814.1, XP_003946201.1

NP_663368.3

1421003_at, 1429942_atNP_001116464.1, NP_064669.2

1416962_at NP_001184011.1, NP_598639.1

1433789_at

1432844_at, 1434258_s_atNP_780515.2, NP_001155269.1
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NP_080315.1

1425139_at NP_659156.1

1434198_at NP_031538.2

1431123_s_at NP_765988.2

1420933_a_at, 1425989_a_at, 1435443_atNP_034296.2, NP_997592.1, NP_997596.1

NP_958756.1

1417300_at NP_598649.1

1416433_at NP_035414.3

1425327_at, 1425328_atNP_663528.1, NP_001157264.1

1419526_at NP_034338.3

1424956_at, 1424957_atNP_666267.3

NP_700472.1

NP_057902.5

NP_113570.2

NP_079943.2

1419471_a_at, 1419472_s_atNP_035078.1

NP_035980.1

NP_766464.1

NP_598645.2

NM_178698.5, NM_001145955.1, NM_001145956.1NP_848813.3, NP_001139427.1, NP_001139428.1

1417440_at NP_001074288.1

NP_058653.1

1422548_at, 1425520_a_atNP_080420.2

NP_001074516.1

NP_077177.2

1435318_at

1429843_at NP_001092766.1

1425279_at NP_666268.1, NP_001157266.1

1415849_s_at NP_062615.1

1420058_s_at, 1420059_at, 1426374_atNP_001243041.1, NP_084035.1

1426680_at NP_083376.2

1436193_at NP_997120.1

1424378_at NP_663529.2

1428883_at, 1428884_at, 1430418_atNP_079658.2

NP_082211.1

1417001_a_at, 1435357_atNP_076154.3

1424104_at NP_081056.1

1423392_at, 1423393_atNP_038913.1

1420934_a_at, 1420935_a_atNP_058079.2, NP_001123949.1

1418526_at, 1418527_a_at, 1423982_atNP_001073856.1, NP_034308.1

NP_034054.3

1416109_at NP_077205.3

1424639_a_at NP_032280.2

1424140_at NP_848476.1

1417433_at NP_036072.1

1428675_at NP_079687.3

1422591_at, 1434117_atNP_038764.2
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1417615_a_at NP_080195.1

1416630_at NP_032347.1

1436434_at NP_808401.1

1421169_at, 1425231_a_atNP_033583.2

1427129_a_at NP_083147.1

1416469_at NP_077772.2

NP_001230191.1

1425015_at, 1425016_atNP_034272.1

NP_937891.1

NP_033549.1

1415724_a_at, 1435807_atNP_001230698.1, NP_033991.1

1418669_at, 1418670_s_atNP_032331.2

1419277_at, 1419278_at, 1424056_atNP_570949.2

1428443_a_at NP_001074624.1, NP_001243147.1, NP_083839.1

1423611_at NP_031457.2

1434177_at NP_955011.1

1426833_at, 1430578_atNP_001243124.1, NP_001243127.1, NP_766291.2

1415751_at NP_034600.2, NP_001116368.1, NP_001116369.1

NP_081156.2

1435063_at NP_001075141.1

NP_079727.1

1430046_at NP_082729.1

1424794_at NP_080062.4

1431810_a_at NP_084133.1

NP_032701.2

1433616_a_at, 1436001_atNP_001156478.1

1417259_a_at, 1424168_a_at, 1431668_atNP_001032850.1, NP_033928.1

1425632_a_at NP_663359.2

1417294_at NP_079613.3

1426597_s_at, 1435455_atNP_898971.1, NP_001192102.1

1427338_at NP_742120.2, NP_001139430.1

1418961_at, 1418962_atNP_079659.1

NP_808535.1

1434482_at NP_001020779.1, NP_778161.1

1427071_at, 1435356_atNP_766106.2

1421151_a_at NP_034269.2

NP_001028546.1

1416224_at NP_033567.2

1420397_a_at NP_062737.2

1418569_at NP_598515.3, NP_001156728.1

NP_666099.2

NP_001013802.1

NP_001028322.1

1429093_at, 1429094_at, 1435536_atNP_001017966.1
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1434781_at, 1436209_atNP_758841.1

1426125_a_at NP_056548.2

1431339_a_at NP_080270.2

1424383_at NP_663377.1

1431711_a_at, 1434169_at, 1435624_atNP_653114.3, NP_001103154.1, NP_001103155.1

1429251_at NP_001074824.3, NP_001243309.1

NP_001156455.1

NM_001172424.1, NM_011303.6 NP_001165895.1, NP_035433.1

1436331_at NP_001121670.1

NP_001077387.1

1416289_at NP_035252.1

NP_084117.2

1422965_at NP_033772.2

1432152_at NP_081702.2

1417592_at, 1436267_a_atNP_064393.2

1423587_a_at, 1431832_x_atNP_057908.2

1421260_a_at NP_033298.1

1423723_s_at, 1428467_at, 1434419_s_at, 1436318_atNP_663531.1, NP_001008545.1, NP_001003899.1, NP_001008546.1, NP_001003898.1

1419053_at NP_062755.1

NM_001025296.1, NM_010044.2 NP_001020467.1, NP_034174.2

NP_081539.1

1423706_a_at NP_001074743.1

1423994_at, 1423995_at, 1425270_atNP_032467.2, NP_997565.2

1432499_a_at NP_071305.2

1425773_s_at, 1429819_atNP_597679.1

1429306_at, 1429307_s_atNP_081239.1

1424211_at NP_081736.2, XP_003945754.1

1420150_at, 1421474_a_at, 1428472_atNP_083311.1

NP_775547.2

NP_796340.2

NP_001078961.1

1416129_at, 1419816_s_atNP_598514.1

1416526_a_at NP_065594.2

1421086_at, 1421087_atNP_035197.2

1421102_a_at, 1433693_x_at, 1433916_atNP_033524.1

1433971_at, 1433972_atNP_001075026.1, NP_001182494.1

1430471_at XP_003945815.1, XP_003946371.1

1433880_at, 1433881_atNP_766292.2

1428521_at NP_780361.2, NP_001139401.1

NP_766293.2

1428081_at NP_001028524.1

1418200_at NP_598640.2

1420432_at NP_114073.1

1429338_a_at, 1432218_a_at, 1432219_atNP_083003.2, NP_001153071.1

NP_001004156.1
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1422231_a_at NP_149031.2

1423005_a_at NP_997571.1, NP_997570.1, NP_997574.2, NP_062531.2, NP_997572.1, NP_997573.1

1423029_at NP_032262.2

1417094_at NP_579926.2, NP_001139529.1, NP_001139530.1

1426973_at NP_848493.1

1422409_at NP_032263.2

1426500_at NP_598549.1

1436277_at NP_001028661.2

NP_033105.1

NP_001092769.1

NM_175287.4, NM_001163019.1 NP_780496.2, NP_001156491.1

1421229_at NP_031885.3

1435156_at NP_808341.1

1428451_at NP_957678.1

NM_001163721.1, NM_001163722.1NP_001157193.1, NP_001157194.1

1423923_a_at NP_067474.2

NP_080664.1

NP_001156449.1

1429308_at, 1429309_atNP_081780.3, NP_001171466.1

1423146_at NP_034549.1

1435004_at NP_766578.2

NP_080671.1

1430609_at, 1433179_at, 1433180_atNP_001074569.1

1426373_at, 1429192_atNP_035515.2

XR_140669.1, XR_142115.1

1431003_a_at NP_001177374.1

1418085_at NP_032886.2, NP_001034168.1

1417432_a_at, 1425908_atNP_032168.1, NP_001153488.1, NP_001153489.1

1418841_s_at NP_031687.2

1417281_a_at, 1417282_atNP_036115.1

1424862_s_at NP_001243036.1, NP_660106.2, NP_001243037.2

1427230_at NP_848814.3

1425674_a_at, 1431090_atNP_081175.2

1422461_at NP_849534.2

NR_027971.1, NR_027972.1

1426399_at NP_680085.3

NP_001028566.2

XM_003086419.1, XM_144122.8 XP_003086467.1, XP_144122.7

1416093_a_at NP_079846.1

1432195_s_at NP_997561.1

1416245_at NP_079614.1

NP_077225.4

NP_034221.3
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1420778_at NP_114078.1

NP_077792.2

1423964_at NP_082296.1

NP_001028662.1

NP_997106.1

1426138_a_at, 1430317_atNP_001034246.1, NP_001034247.1, NP_067377.4, NP_001034248.1

1421155_at, 1435252_atNP_536693.1

1426393_a_at NP_035471.1

1426670_at NP_067617.3

1431591_s_at NP_056598.2

1436080_at

NP_001008234.2

1435257_at NP_938047.1

1424323_at, 1436136_atNP_067278.2

1435338_at NP_034003.1

1429193_at, 1430160_atNP_001003909.2

1428729_at, 1428730_atNP_001164023.1, NP_109600.2

1435769_at NP_919444.2

1422533_at, 1422534_atNP_064394.2

1422985_at NP_067432.2

1424938_at NP_081675.2

1418334_at, 1430545_atNP_001177646.1, NP_038754.1

NP_848881.2

1434456_at NP_941022.1

NP_076222.1

1436337_at NP_001074498.1

1422636_at NP_035936.3, NP_001103797.1

XR_141471.2, XR_142117.2

1429459_at NP_083158.3

1419392_at NP_036125.4, NP_001104266.1

1427510_at, 1434440_atNP_034435.1

XR_106346.2, XR_107664.2

1420532_at NP_056638.1, NP_001164216.1, NP_001164217.1

NP_001074446.1

1427081_at

1422045_a_at NP_035333.2

1417657_s_at, 1425910_atNP_033610.1

1426611_at, 1435859_x_atNP_035318.1

1432059_x_at, 1435794_at

1427236_a_at, 1432601_at, 1434704_atNP_081260.1

NR_015554.2, NR_038090.1

XP_003945720.1

1426631_at NP_848490.2

1431147_at NP_796297.2

NP_444320.2

1428091_at NP_080724.2, NP_001155272.1
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1424889_at NP_694732.3

NP_038597.2

1422622_at NP_032739.3

1434092_at NP_001002897.2

1422015_a_at, 1423713_atNP_083296.2

NP_075718.2

NP_071863.1

1423910_at, 1434032_atNP_631892.2, NP_001243360.1

1423863_at, 1427487_atNP_001177372.1, NP_038881.1

ATP synthase, H+ transporting, mitochondrial F0 complex, subunit g pseudogene

NP_598674.2

1418467_at NP_080167.3

1419464_at NP_001074910.1

1416636_at NP_444305.2

1423831_at, 1423832_at, 1431263_atNP_663376.2, NP_001164026.1, NP_001164027.1

1427150_at, 1434178_at, 1434179_atNP_001074852.1

XP_003688855.1

1423302_a_at, 1423303_at, 1434363_x_atNP_061366.2

NP_705746.1

1418868_at NP_034264.1

1435391_at NP_082510.1

1425605_a_at, 1426272_at, 1426273_atNP_064691.2

1430691_at

1426881_at, 1426882_atNP_598668.1

1429776_a_at, 1429777_at, 1434035_atNP_001033029.1, NP_035977.2, NP_001033030.2, NP_001120839.1

NP_849209.1

1426522_at NP_663533.1

1425341_at, 1425342_a_at, 1426058_a_atNP_034738.1

1426220_at, 1434048_atNP_783606.2

NP_031707.1

1427079_at NP_579928.1

XR_140702.1, XR_142122.1

1424805_a_at, 1424806_s_atNP_653108.2

NM_001048192.2, NM_174849.3 NP_001041657.1, NP_777274.1

NM_024460.3, NM_001134692.1 NP_077780.3, NP_001128164.1

1416414_at, 1431834_a_atNP_598679.1

NP_032465.2

1419440_at NP_067422.1

NP_067265.1

1420387_at NP_032648.1

NM_010122.2, NM_001127355.1, NM_001127356.1NP_034252.2, NP_001120827.1, NP_001120828.1
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NP_710147.1

NM_001177901.1, NM_175311.4 NP_001171372.1, NP_780520.3

1416792_at NP_032040.1

1423864_at NP_671734.1

1432474_a_at NP_081497.2

1423068_at NP_080574.5

1431226_a_at NP_071869.2

1426059_at NP_659158.1

1425843_at NP_080072.2

1424840_at, 1424841_s_atNP_694876.1

1426312_at, 1426313_atNP_653124.1, NP_851796.1, NP_851798.1, NP_851797.1, NP_851799.1

XR_140699.1, XR_142126.1

1422931_at NP_032063.2

1418470_at NP_033561.1, NP_001192061.1, NP_001192062.1

1435425_at, 1435426_s_atNP_796272.2

1434217_at, 1434218_atNP_919321.2

1435535_at NP_001164038.1, NP_001020597.1, NP_808454.2

1416004_at NP_035868.1

1423031_at NP_067475.2

1430058_at NP_033219.1

1415715_at, 1431015_atNP_080974.2

1417450_a_at NP_001035525.1

1421841_at, 1425796_a_atNP_001156687.1, NP_032036.2, NP_001156688.1, NP_001156689.1, NP_001192199.1

1420825_at, 1420826_at, 1435300_atNP_062668.1

1427248_at NP_036044.1

1434498_at NP_001028630.1

1435842_at, 1436702_atNP_001001985.3

NP_862905.1

1434504_at NP_001015039.1

XM_003688815.1, XM_003689369.1 XP_003688863.1, XP_003689417.1

1423654_a_at NP_035408.1

1419488_at NP_620703.1

NM_001136088.1, NM_011893.3, NM_001145858.1, NM_001145859.1NP_001129560.1, NP_036023.3, NP_001139330.1, NP_001139331.1

1420953_at, 1420954_a_atNP_038485.1, NP_001019629.2, NP_001095914.1

1416358_at NP_080936.1

1423991_at NP_083554.2

1425969_a_at, 1435539_atNP_034544.1

NP_997160.1

1429380_at NP_775578.2, NP_001156984.1

XR_107675.1, XR_104926.1

1422152_at NP_034575.1

NP_084484.2

1430721_at

1420684_at NP_109646.2

1419292_at, 1427029_at, 1431762_atNP_001036080.1, NP_084403.2

1427619_a_at NP_919325.2

1435441_at NP_001171167.1, NP_001171168.1, NP_808346.3, NP_001171169.1, NP_001171170.1, NP_001171171.1
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NP_081649.1

1419358_at NP_112151.2

1417320_at NP_077798.1

1434569_at NP_001163925.1

1419306_at NP_080001.1

1420196_s_at, 1432027_a_atNP_598671.3, NP_001106833.1, NP_001106835.1

1418834_at NP_598485.1

1416496_at NP_080518.1

1416584_at NP_032576.2

NM_007765.3, NM_001136058.1 NP_031791.3, NP_001129530.1

NP_067267.2

1429447_at NP_666032.1

1417127_at NP_034965.2

1425011_x_at, 1429288_x_at, 1431295_a_at, 1435102_a_atNP_081235.2

1423055_at, 1423056_atNP_035072.2

1428627_at NP_083438.1

1417511_at NP_079557.2

NP_079756.2

1423054_at NP_035845.1

NM_001081144.2, NM_001177902.1NP_001074613.2, NP_001171373.1

1423990_at NP_081571.1

1430438_at NP_001074891.1

1434272_at NP_001170850.1, NP_787951.2

1433441_at NP_848844.1, NP_001153435.1

NP_077754.3

1416508_at NP_080171.1

1421595_at NP_067391.3

XM_003945390.1, XM_003946162.1 XP_003945439.1, XP_003946211.1

1429171_a_at, 1429172_a_atNP_062311.1

NM_172153.3, NM_001163073.1, NM_178142.5NP_742165.1, NP_001156545.1, NP_835278.2

1424659_at NP_848919.3

1426782_at, 1431034_atNP_598672.1

1416144_a_at, 1416145_atNP_031865.2, NP_001036085.1

1435161_at, 1435946_atNP_766078.1

1418114_at NP_001074397.1, NP_001074396.1, NP_033061.3

1434219_at NP_001074572.2

1436563_at

1427592_at NP_001116230.1, NP_061234.2

1427243_at NP_666035.2

NP_062610.2

XP_003084670.2

1421604_a_at, 1429360_at, 1431630_a_atNP_032479.1

1421352_at NP_035734.3
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1417272_at NP_080943.3

1418342_at NP_035388.2

1426075_at NP_112457.1

1416420_a_at NP_035422.1

1418700_at, 1431935_atNP_077791.1

1416308_at NP_033492.1

1416767_a_at, 1416768_at, 1435464_atNP_598458.1

1417186_at, 1417187_at, 1417188_s_atNP_058066.2

1425082_s_at NP_001074790.1

1434394_at NP_001020088.1

1426719_at, 1426720_atNP_033816.1, NP_001188342.1, NP_001188343.1, NP_001188344.1, NP_001188345.1

1435106_at, 1435321_atNP_001001980.2, NP_001243051.1

1425568_a_at, 1428888_at, 1431105_a_at, 1436028_atNP_083251.2, NP_084384.1

1426668_at NP_848766.2

NP_001028587.1

1423597_at, 1423598_at, 1433827_at, 1433828_at, 1433965_atNP_001034088.1, NP_033857.1

NP_780728.3

1417145_at, 1430365_atNP_598682.2

1427024_at NP_705795.2, NP_001106894.1

1433578_at NP_775579.2

1415758_at, 1427199_atNP_082470.2

NM_001190733.1, NM_001190734.1, NM_178896.5NP_001177662.1, NP_001177663.1, NP_849227.1

1435325_at, 1436518_atNP_808229.1

1423854_a_at NP_081154.1

1433608_at NP_848787.2, NP_001108132.1

1421222_at, 1428280_atNP_001153045.1, NP_077145.2, NP_001153046.1

1419659_s_at, 1429050_atNP_083126.1

1421916_at, 1421917_atNP_001076785.1, NP_035188.2

NP_034742.2

1423573_at, 1423574_s_atNP_065636.2

1415741_at NP_035756.2

1418659_at, 1418660_at, 1435775_atNP_031741.1

XR_107695.1, XR_106299.1

1432503_a_at NP_075997.1

1419325_at NP_062388.1

NP_950197.1

XR_035383.2, XR_035181.2

1423564_a_at, 1423565_at, 1436298_x_atNP_080215.1

1428876_at, 1428877_atNP_079967.1

1425564_at, 1425565_at, 1425566_at, 1428227_atNP_035393.2

1423584_at, 1423585_atNP_032074.3, NP_001152990.1

1428523_at NP_941991.1
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1426827_at NP_808348.2

1417583_a_at NP_075541.1

1433457_s_at, 1433824_x_atNP_848815.2, NP_001091946.1

1430564_at NP_081011.1

NM_001081401.2, NM_177872.2 NP_001074870.1, NP_808540.2

1415726_at, 1421220_atNP_932127.2, NP_112148.2

1432144_a_at NP_080833.1

1415697_at, 1421323_a_at, 1423758_atNP_001074263.1, NP_001074264.1, NP_001074265.1, NP_001074266.1, NP_035946.2

1424274_at NP_062363.1

NP_766301.1

1432539_a_at, 1433580_atNP_899248.1

NP_031670.1

NP_780479.1

1429233_at, 1429234_s_atNP_001009818.1

1416427_at NP_059063.2

1430895_at NP_083639.1

1416488_at NP_031661.3

1425480_at, 1425481_at, 1434311_atNP_659159.1, NP_849185.2

NP_780682.3

XM_003945654.1, XM_003946174.1 XP_003945703.1, XP_003946223.1

1421103_at NP_542439.1

1429216_at NP_940814.1

NP_001028363.1

1426708_at NP_598499.1

1426186_a_at NP_034333.1

NP_001019785.1

NM_145839.2, NM_181318.4 NP_665838.1, NP_851835.1

1425142_a_at NP_001070733.1, NP_031542.2, NP_001070735.1, NP_001070734.1

XM_003946175.1, XM_003945655.1 XP_003946224.1, XP_003945704.1

1420093_s_at, 1424251_a_at, 1424252_at, 1428224_at, 1428225_s_atNP_057899.2

1423705_at NP_080697.2, NP_001156507.1

NP_081245.1

1427554_at, 1435451_atNP_001074576.1

1427901_at NP_081102.1

1429774_a_at NP_765993.1

1427456_at, 1428517_atNP_766470.2

XM_003945656.1, XM_003946176.1 XP_003945705.1, XP_003946225.1

1418135_at, 1425640_at, 1425641_atNP_598680.3, NP_001074267.1

1433526_at NP_848856.1

1417753_at NP_032887.3

1423614_at NP_598658.1

1433505_a_at, 1433506_atNP_848816.3, NP_001116240.1
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1419983_at, 1419984_s_at, 1429623_atNP_081132.2

XR_107723.1, XR_107724.1, XR_140730.1, XR_140731.1

1426002_a_at, 1426021_a_atNP_033993.2

1425620_at, 1433795_atNP_035708.2

1417512_at, 1417513_atNP_031990.2

1423665_a_at, 1423666_s_atNP_058676.1

1429503_at NP_080338.1

1416018_at, 1416019_atNP_080382.2

1436265_at

1426703_at, 1426704_atNP_705797.1

NM_028223.3, NM_001163531.1, NM_001163532.1NP_082499.3, NP_001157003.1, NP_001157004.1

1418793_at NP_032351.2

NM_054071.2, NM_001164259.1 NP_473412.1, NP_001157731.1

NM_207279.2, NR_027665.1 NP_997162.2

1427350_a_at NP_660129.2

1425320_at NP_001157468.1

1419159_at, 1419160_atNP_032172.3

1429082_at, 1434721_atNP_001240743.1, NP_082198.1

1428080_at NP_082549.2, NP_001157010.1

1417841_at NP_033019.2

NP_001028631.1

1428403_at, 1428404_atNP_082872.2, NP_001136114.1

1423826_at, 1423827_s_atNP_705798.2

1428728_at NP_081432.2

1426860_at NP_083613.2, NP_775089.1

XR_168628.1, XR_168856.1

1418869_a_at NP_001020733.1, NP_062674.2, NP_001020732.1

1416504_at NP_033495.2

1422747_at NP_057890.1

1419584_at, 1432024_at, 1435456_atNP_001254551.1

1420307_a_at, 1421013_at, 1434257_s_atNP_062614.1

NP_001074704.1

1418306_at NP_076184.1

1416086_at NP_033445.2

1418145_at NP_061253.2

NP_001028600.1

1426072_at NP_032179.1

1417547_at, 1417548_atNP_058622.1

NP_079802.1

1417752_at NP_035909.2

1436009_at NP_001028374.1

NP_778181.2

1425753_a_at NP_035807.2, NP_001035781.1

1423694_at NP_080421.2, NP_001153413.1

NP_473434.2

1435097_at NP_084232.1
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1418052_at, 1430619_a_atNP_076045.1

NP_001004180.1

1423391_at, 1432160_at, 1435925_atNP_001070827.1, NP_001070828.1, NP_062808.3

NP_080994.2

XR_140745.1, XR_142173.1

1428370_at

1429244_at NP_851420.1

1423658_at NP_083288.2

NP_031409.2

NP_780561.1

1436508_at, 1436509_atNP_780612.2

1421255_a_at NP_038907.1

1417972_s_at, 1431373_atNP_080674.1

1423102_a_at NP_057907.2

1417264_at, 1417265_s_atNP_080780.1

1417339_a_at NP_062656.3

1417727_at NP_079849.1

1425211_at NP_083921.1

NP_081209.1

1417417_a_at, 1417418_s_atNP_031774.1

1421409_at NP_032655.1

1430900_at

1424027_at, 1426085_a_atNP_035353.1, NP_598676.2

1419441_at NP_031501.1

NP_766307.2

1420750_at

1433922_at NP_937806.1

1424119_at NP_114075.1

XR_107734.1, XR_106109.1

1427896_at, 1427897_s_atNP_848737.3, NP_001116138.1

1435964_a_at NP_001074777.1, NP_899129.2, NP_001186614.1

XR_168605.1, XR_168863.1

1436591_at NP_001028483.2

1421846_at, 1421847_atNP_067514.2

NP_082404.1

NP_663539.1

1418743_a_at, 1418744_s_atNP_067319.2

1426944_at NP_766309.2

1434602_at, 1434603_atNP_766012.3

NM_011535.2, NM_198052.1 NP_035665.2, NP_932169.1

1423425_at, 1423426_atNP_076114.2

1417811_at NP_573484.2, NP_001171065.1, NP_001171066.1

1434930_at NP_665852.1

NP_083684.1

1425822_a_at NP_032078.2

1421196_at, 1427699_a_atNP_035332.1, NP_001103462.1

Page 824 of 1163



1416546_a_at NP_035420.2

1433524_at NP_852086.3

1433766_at NP_766310.2

NP_080405.1

1425318_a_at, 1432183_atNP_084188.1, NP_001155098.1, NP_001155099.1

1417016_at NP_034895.1

1434987_at, 1434988_x_atNP_033786.1

NP_848914.2

1429339_a_at NP_082313.2

1416738_at, 1416739_a_atNP_082503.2

1419866_s_at NP_033151.2

1433455_at NP_032533.1

NP_780683.1

NP_031830.2

NP_038664.2

NP_001034242.2

NP_796216.2

1425800_at NP_659161.2

1417659_at, 1417660_s_at, 1435565_atNP_062754.1

1424192_at NP_081159.1

1424682_at NP_077178.1

NP_062798.1

1418458_at NP_062779.3

1416551_at, 1427250_at, 1427251_atNP_033852.1, NP_001103610.1

1424474_a_at, 1424475_at, 1424476_atNP_663333.1, NP_001186605.1

1416906_at, 1433822_x_at, 1435177_a_at, 1435178_x_atNP_067480.2, NP_001035956.1

1415791_at NP_085041.1

NM_001003953.1, NM_001005866.1, NM_013910.2NP_001003953.1, NP_001005866.1, NP_038938.1

XR_168860.1, XR_168606.1

1424989_at, 1424990_atNP_780632.1

1427324_at NP_001034812.1

1434794_at NP_780301.1

XR_140744.2, XR_142141.2

NP_001035488.2

1423386_at, 1423387_atNP_080276.2

1428207_at, 1428208_atNP_084126.1

1417683_at, 1425768_atNP_075721.3

1434816_at NP_084205.3

1425060_s_at, 1431098_atNP_062739.2

NM_025438.1, NM_001005523.1, NM_001005525.1NP_079714.1, NP_001005523.1, NP_001005525.1

1435575_at NP_001035886.1

1420367_at, 1420368_atNP_080879.1

1424380_at NP_808544.1

1429238_a_at NP_079947.1

1424285_s_at NP_653092.1

1419757_at, 1430197_a_atNP_035386.1
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1419909_at, 1419910_at, 1431053_atNP_001074792.1

1426885_a_at, 1435509_x_atNP_038840.2

1426559_at, 1434612_s_atNP_001074672.1

NP_067405.1

1420867_at, 1420868_s_at, 1431036_a_at, 1436451_a_at, 1436452_x_atNP_062744.1

NM_001190795.1, NM_026409.4 NP_001177724.1, NP_080685.2

1423224_at NP_080762.1

1424513_at, 1434791_atNP_035726.2

NP_659068.1

1434063_at NP_001075219.1

NM_001253904.1, NM_001253905.1, NM_011424.3NP_001240833.1, NP_001240834.1, NP_035554.3

1416050_a_at NP_058021.1, NP_001192011.1, NP_001192012.1

1420494_x_at, 1425965_at, 1425966_x_at, 1432827_x_atNP_062613.3

NP_780641.2

NP_598656.1

NP_033417.1

1424997_at, 1433677_at, 1434966_atNP_758480.2

NP_035976.3

1432446_at NP_083102.1

NP_079726.1

1419484_a_at NP_032121.3

1415673_at NP_598661.1

1423517_at NP_033968.1

1422315_x_at, 1425164_a_atNP_035209.1

NP_077128.2

1429671_at NP_898911.2

1419067_a_at, 1419068_at, 1419069_atNP_064367.1, NP_001185988.1

1428544_at, 1428545_at, 1433900_atNP_001074863.1, NP_082130.1

1426480_at NP_075737.1

1426781_at NP_849228.1, NP_001015876.1

1427293_a_at NP_796021.2

1422151_at NP_109644.2

1416622_at NP_291050.1

1418343_at NP_444496.1

1425628_a_at, 1431675_a_at, 1431676_x_atNP_001074217.1, NP_001074215.1, NP_034495.2, NP_001074216.1, NP_001074218.1

1422984_at NP_001034251.1, NP_034120.2

NP_001013773.1

1416941_s_at NP_291039.1

1417627_a_at, 1425836_a_atNP_034847.1

XR_140754.1, XR_142146.1

NP_058081.2

1423575_a_at NP_079651.2

1418081_at NP_079638.2

NM_001199677.1, NM_177574.4 NP_001186606.1, NP_808242.1

1419185_a_at NP_067430.2

1421927_at, 1434224_at, 1436603_atNP_038791.2
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NP_033875.2

1420975_at, 1434824_atNP_035844.2

1427529_at NP_034376.1

1420004_s_at, 1427886_atNP_683734.2

1424755_at, 1424756_at, 1432017_at, 1432230_at, 1434557_atNP_666113.2

1416933_at NP_032924.1

1435031_at NP_766129.1

1422299_a_at NP_083935.3

1416478_a_at, 1433984_a_atNP_032643.2

1420816_at, 1420817_atNP_061359.2

NP_061295.2

1424667_a_at, 1424668_a_at, 1425611_a_at, 1425612_atNP_941004.2, NP_034116.3

1425310_a_at NP_077794.2

1424575_at NP_080349.1

1425531_at NP_081594.1

1415901_at NP_036092.1

1436094_at NP_001034474.1

1416087_at NP_031483.1

1422635_at NP_033729.1

1417807_at NP_081632.1

1417655_a_at NP_113582.1, NP_001103379.1, NP_001103380.1

NP_035769.1

1418103_at NP_113583.2

NM_010144.6, NM_001159571.1 NP_034274.4, NP_001153043.1

NP_083029.1

1423460_at NP_113596.2

NP_034442.1

1431864_at NP_081984.1

NM_146164.2, NM_001168652.1 NP_666276.1, NP_001162123.1

1424878_at, 1424879_at

NP_780730.2

1430299_at NP_076399.4, NP_084081.1

1429255_at NP_081518.1

1420140_at, 1424288_atNP_659162.3

NP_001005426.2

1418801_at, 1429152_atNP_084145.1, NP_598667.2

NP_036132.1

1416030_a_at, 1416031_s_atNP_032594.1

1418846_at NP_067367.3

1418593_at NP_033341.1

1434214_at NP_001074577.1

NP_694801.2
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1435606_at NP_001028588.1

1429293_at NP_766000.1

1428887_at NP_082406.2

1417688_at NP_085042.2

1418711_at NP_032834.1

1435013_at NP_001074734.1

1426666_a_at, 1426667_a_atNP_001243044.1, NP_001243045.1, NP_077771.1, NP_001243046.1, NP_001243047.1

NP_001153737.1

NP_082745.2

1423632_at NP_084534.2, NP_001033792.1

1415940_at, 1415941_s_atNP_579927.1, NP_001153380.1

1419633_at NP_038730.1

1426943_at NP_081024.3

1418616_at NP_034887.1

1424477_at NP_659163.3, NP_001155020.1

1424087_at, 1430572_atNP_079880.1

NP_780731.1

1425252_a_at NP_034882.2

NP_080786.1

NP_032663.1

1426674_at NP_598677.1

1420643_at NP_032520.1

XR_140758.1, XR_142154.1

NP_780483.2

1431246_at, 1434622_atNP_083109.2

1427316_s_at NP_851411.1, NP_766312.1

1421026_at NP_034432.1

1421759_a_at, 1434655_atNP_951031.2

1433840_a_at, 1433841_at, 1435503_atNP_766313.2

1433523_at NP_848817.2

1427267_at, 1434825_atNP_839973.1, NP_001116202.2

NP_001028484.2

1419734_at NP_031419.1

1416514_a_at, 1416515_at, 1416516_atNP_032010.2

NP_808349.1

NP_059495.3

XM_001479487.3, XM_001472438.3 XP_001479537.2, XP_001472488.2

1433797_at NP_766314.3

1432136_s_at NP_082655.1

1417204_at, 1417205_atNP_080117.1

1423734_at NP_033033.1

1418758_a_at, 1431707_a_atNP_035312.3, NP_001157020.1

1433554_at NP_808350.1
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NP_149028.2

NP_001074578.1

1416924_at NP_061242.3, NP_001157181.1

1424951_at NP_080109.1

XP_003945445.1

1420720_at NP_058069.1

NP_808403.2

1416532_at NP_001074831.1

1428395_at, 1428396_atNP_083714.3, NP_001033716.1

1416079_a_at NP_062741.1

1416226_at, 1416227_atNP_075631.2

1434019_at, 1434020_atNP_001028485.1

NP_001008705.1

1416391_at, 1425096_a_atNP_598496.3

1424469_a_at NP_848671.1

1424892_at, 1430562_atNP_057892.2, NP_001161416.1

1428341_at, 1429217_at, 1431252_a_atNP_082574.1, NP_001077427.1

NP_001074900.1

1427898_at, 1427899_atNP_001243014.1, NP_001243015.1, NP_083050.1, NP_001243016.1

NP_705827.2

NP_062621.2

1427027_a_at NP_079928.2

1429160_at NP_001243029.1, NP_001243030.1, NP_083857.1, NP_001243031.1

NP_542985.4

NM_009087.1, NM_181730.3 NP_033113.1, NP_859419.1

1428768_at NP_082567.3

1419300_at NP_034358.2

1416979_at NP_079900.1

1421533_at NP_031539.3

NP_705800.1

NP_034569.1

XR_107763.1, XR_104959.1

1423566_a_at, 1425993_a_atNP_038587.2

XR_107764.1, XR_104961.1

XM_975873.3, XM_485703.5 XP_980967.1, XP_485703.2

NP_001074673.1

1417707_at NP_598659.3

1435408_at NP_958757.2

1435242_at, 1436161_atNP_780519.3

1423400_at NP_038851.2

1427463_at NP_663373.2

1419193_a_at, 1419194_s_atXP_003086558.1, XP_001474001.2

1432037_at NP_853626.1

NM_001177572.1, NM_015829.3 NP_001171043.1, NP_056644.1

XM_003945398.1, XM_003946183.1 XP_003945447.1, XP_003946232.1

NM_010056.2, NM_198854.1 NP_034186.2, NP_942151.1
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1424803_at, 1424804_atNP_663349.2

1420283_at NP_001161854.1, NP_083680.2

1430592_at, 1435074_at, 1435075_atNP_082268.2

1423821_at, 1423822_a_at, 1432311_atNP_083266.1

1424896_at, 1424897_atNP_659503.1

1422014_at NP_997600.1, NP_444472.2

1427040_at NP_780297.3

XR_107770.1, XR_104968.1

1424246_a_at NP_997059.1

1435435_at NP_525024.1

1422834_at, 1422835_atNP_062671.1

1426776_at, 1426777_a_at, 1432155_atNP_082735.2, NP_001161217.1

1434136_at NP_795987.2

NP_034468.2

NP_001075147.1

1416038_at NP_062750.2

1416097_at, 1435832_atNP_619623.2

1426513_at NP_598686.2

NP_001094913.1

1424699_at NP_001188307.1, NP_663549.3

NP_001074654.1

NM_001252382.1, NM_012057.4 NP_001239311.1, NP_036187.1

1427048_at, 1427049_s_atNP_795970.3

1419730_at, 1428195_atNP_001164472.1, NP_001164471.2, NP_067389.5

1420978_at, 1424787_a_at, 1434627_atNP_001157698.1, NP_001157699.1, NP_001157700.1, NP_001157701.1, NP_001157702.1, NP_035068.3

1418631_at, 1418632_at, 1428791_atNP_033485.1, NP_001163047.1, NP_001163048.1

1423294_at NP_001239221.1, NP_001239222.1, NP_032616.1

NP_059506.1

NP_001128565.1

1416733_at, 1416734_at, 1436096_atNP_038819.1

1417396_at NP_038751.2

1416548_at, 1416549_at, 1416550_atNP_067410.1

NP_033788.3

1424768_at, 1424769_s_at, 1424770_at, 1433147_atNP_663550.1

1431210_at, 1431966_atNP_848745.2

1430343_at NP_081789.1

1420472_at, 1420473_at, 1420474_at, 1420475_atNP_032124.1

NP_848776.2

1427258_at, 1427259_atNP_659542.3

NP_766055.1

1428378_at, 1431909_at, 1436183_atNP_083140.1, NP_082697.1

1435401_at NP_705828.2

1430056_at, 1436632_atNP_796159.3

1430606_at NP_001028343.2

1424863_a_at, 1424864_at, 1425983_x_at, 1428433_at, 1429566_a_at, 1432523_atNP_034563.2, NP_001129537.1
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1426774_at NP_766481.2

1427359_at, 1435867_atNP_001028602.2

1424920_at NP_082399.3

1430148_at NP_035356.1

1418434_at, 1418435_at, 1434853_x_atNP_061280.2

1433500_at NP_766065.1

1425693_at, 1435434_at, 1435480_atNP_647455.3

1417240_at NP_035907.1

1422917_at, 1432399_a_at, 1432400_atNP_076069.2

XM_003945405.1, XM_003946187.1 XP_003945454.1, XP_003946236.1

NP_036172.1

1416544_at NP_031997.2, NP_001140161.1

NP_808550.1

1430626_at NP_081753.1, NP_766622.2

1424297_at, 1424298_atNP_666287.3

NM_145576.2, NM_001145881.1 NP_663551.2, NP_001139353.1

1434857_at

1433619_at NP_849229.2

1429541_at NP_001074851.1

1419564_at NP_001078886.1, NP_065614.2, NP_001078884.1, NP_001078885.1

NP_775604.3

NP_899132.1

1425535_at, 1434043_a_at, 1434044_atNP_001073370.2, NP_001073371.2, NP_780308.2, NP_001073374.1, NP_001073372.2, NP_001073373.2

1428495_at NP_083629.1

1422610_s_at, 1422611_s_at, 1433731_at, 1433732_x_atNP_076159.3

1429680_at NP_932770.2

1428484_at NP_082157.2, NP_001157117.1

1433076_at

NP_081840.1

1417520_at NP_035033.1

1420565_at NP_034579.3

XR_107796.1, XR_105023.1

1419602_at NP_034581.1

1431398_at XP_003084693.1, XP_003689436.1

1427433_s_at, 1429398_at, 1431392_atNP_034582.1

NP_034583.1

NP_034584.1

NP_034585.1

1421579_at NP_034586.1

1431475_a_at NP_032289.2, NP_001116422.1

1420414_at NP_034580.1

1423780_at, 1435967_s_atNP_663542.1
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1420174_s_at, 1420175_atNP_080092.2

1428922_at NP_080093.1

1428573_at, 1428574_a_atNP_076032.2, NP_001157112.1

1431276_at

1428717_at, 1428718_atNP_081544.1

1433481_at NP_705801.1

1436128_at NP_001001335.1, NP_001157833.1

NM_172729.3, NM_001171007.1 NP_766317.1, NP_001164478.1

1423784_at NP_851009.2

1429022_at NP_031433.3, NP_001020543.1

1430144_at, 1433177_at, 1434659_atNP_084511.1

1431306_at NP_080280.3, NP_001239303.1

1431202_at, 1433590_atNP_082981.3

1435651_a_at NP_031984.1, NP_001240321.1

NP_765987.2

XP_994641.2

1421947_at NP_001171027.1, NP_001171028.1, NP_079554.1, NP_001171029.1, NP_001171030.1, NP_001171031.1

NP_031862.1

1418563_at, 1418564_s_at, 1418565_atNP_080090.2, NP_001107036.1, NP_001107037.1, NP_001107038.1

1426884_at, 1431068_atNP_077250.2

NP_033569.2

1428165_at NP_080059.2

1426810_at NP_001033784.2, NP_766589.1

1433509_s_at NP_848723.1

NM_001035228.1, NM_011375.2 NP_001030305.1, NP_035505.2

1426418_at NP_722473.1

NP_613058.1

1435538_at NP_080972.1

1424726_at NP_659165.1

1423729_a_at NP_079883.3

1430522_a_at NP_058568.1, NP_001074211.1

1420624_a_at NP_058074.2

1423554_at NP_062776.1

1423667_at, 1433576_atNP_663544.1

1436207_at NP_033358.2, NP_001073290.1

1418694_at, 1418695_a_atNP_062689.2

1417219_s_at, 1436682_atNP_001034481.1, NP_001177256.1, NP_079560.1

1422612_at NP_038848.1

1418269_at NP_038614.2

1436269_s_at NP_062726.3

1415742_at NP_031543.2

1430278_a_at NP_291084.1

1421770_a_at NP_033418.1

1427956_at NP_932109.1

NP_001074735.1
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NP_081020.1

1422489_at NP_065644.2

NM_001083923.1, NM_016757.2, NM_001083922.1NP_001077392.1, NP_058037.2, NP_001077391.1

1418657_at NP_076036.1

1425601_a_at NP_598396.2, NP_033132.2, NP_001129699.1

1422616_s_at, 1425980_atNP_076279.1

1428601_at NP_082224.1

1422521_at NP_031861.2, NP_001185795.1, NP_001185796.1

1419253_at, 1419254_atNP_032664.1

1423782_at, 1424483_at, 1424484_atNP_663546.1

1433970_at NP_780486.1

NP_898961.2

NM_001177713.1, NM_175475.3 NP_001171184.1, NP_780684.1

1434804_at NP_796051.2

1436618_at NP_848754.1

1427405_s_at, 1434314_s_atNP_001003955.1, NP_803417.3

NP_001007473.1

1425479_at NP_659167.2

NP_001001160.1

NP_065621.1

NP_660258.2

NP_036143.1

1421942_s_at, 1421943_atNP_112476.1

1417075_at NP_079867.1

NP_080782.1

1423394_at NP_080099.1

1416812_at, 1416813_at, 1416814_at, 1431708_a_atNP_035715.1, NP_001157550.1, NP_001157551.1

NP_035995.1

1436424_at

1417113_at, 1417114_at, 1432598_atNP_035948.3

1421223_a_at, 1424176_a_atNP_038499.2

1418904_at, 1420080_a_at, 1428715_atNP_038556.1

XM_003086534.1, XM_003084660.1 XP_003086582.1, XP_003084708.1

NP_001153169.1

1425333_at, 1430163_atNP_598478.1, NP_001034483.1

1419357_at NP_598695.1

1415670_at, 1416017_at, 1429575_atNP_957696.1, NP_059505.1

1423786_at NP_776098.1

1436517_at NP_941024.1

1416470_a_at NP_598694.3

1432015_a_at NP_083289.2, NP_001136196.1

1426785_s_at, 1431331_atNP_001159721.1, NP_001159722.1, NP_001159723.1, NP_035974.1

1434079_s_at NP_032590.2

NP_036036.2
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1421232_at, 1428623_atNP_032907.1

1423868_at, 1423869_s_atNP_694802.2, NP_001171529.1, NP_001171530.1, NP_001171531.1

1425003_at NP_659189.2

1417158_at, 1417159_at, 1433869_atNP_084536.2, NP_766590.1

NP_075673.1

1427145_at NP_001127855.1, NP_001127856.1

1417585_at NP_061285.2

1420148_at, 1421346_a_atNP_033346.2

1428929_s_at NP_080531.2

1419928_at, 1434210_s_atNP_032403.2

1433902_at NP_001008785.2, NP_001096140.1

1427441_a_at, 1435841_s_atNP_035637.2

1433671_at, 1434492_atNP_780522.1

NP_001074580.1

1417202_s_at, 1431746_a_at, 1435164_s_atNP_035796.2, NP_001104576.1

1426331_a_at, 1426594_atNP_660130.2

1417977_at, 1417978_atNP_080105.1

1422154_at NP_032184.1

1421111_at, 1428219_atNP_062717.2

1428927_at NP_853621.2

1416846_a_at NP_061372.2

1425561_at, 1425562_s_atNP_001229289.1, NP_001229287.1, NP_081572.1

1423094_at, 1423095_s_atNP_780566.1, NP_067424.2

1424603_at, 1424604_s_atNP_666049.2

1418819_at, 1428137_at, 1428138_s_atNP_080287.1

1424065_at NP_619618.1

1426000_at NP_001074616.1

1417684_at NP_032214.1

NR_027008.1, NR_027009.1, NR_027010.1

NP_082661.1

NP_733773.2

NP_084454.1

1430078_a_at NP_035087.3

1417604_at, 1417605_s_atNP_598687.1

NP_848460.1

1417064_at NP_001191954.1, NP_080641.1, NP_001230668.1

1419671_a_at NP_598920.3, NP_849273.1

1416537_at NP_598691.1

NP_766075.2

NP_780310.1

1430916_at NP_001028416.2

1429865_at NP_081909.2

1423188_a_at, 1423189_atNP_598698.1

1421071_at, 1434708_atNP_033533.1

1436507_at NP_751893.3, NP_001107025.1

NP_001028635.2
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1416078_s_at, 1420090_at, 1425419_a_atNP_084056.1

1429621_at, 1429622_atNP_080234.2

NP_742083.1

NP_001103976.1

NP_080652.2

NP_803131.1

XM_003086526.1, XM_985182.2 XP_003086574.1, XP_990276.1

1429642_at NP_001074786.1

1428385_at NP_082196.1

1417574_at NP_068350.1, NP_038683.1, NP_001012495.1

NM_133834.2, NM_001166427.1, NM_001166428.1, NM_001166429.1, NM_001166430.1, NM_001166431.1, NM_001166432.1NP_598595.1, NP_001159899.1, NP_001159900.1, NP_001159901.1, NP_001159902.1, NP_001159903.1, NP_001159904.1

1433636_at NP_919320.1

1436473_at NP_082611.1

1421297_a_at NP_033911.2, NP_001153005.1, NP_001153006.1, NP_001153007.1, NP_001242926.1, NP_001242927.1, NP_001242928.1, NP_001242929.1, NP_001242930.1, NP_001242931.1

NP_001028551.2

1422602_a_at NP_033551.2

1417407_at NP_598701.2

1421501_a_at, 1424247_atNP_835186.1, NP_444434.2

1430158_at

1433676_at NP_001171949.1, NP_001171950.1, NP_941992.2, NP_001186012.1, NP_001186013.1

NP_942585.1

1425734_a_at, 1429150_atNP_080304.1

NP_666109.2

1420904_at, 1420905_atNP_032385.1

1424816_at NP_659064.1

1431014_at NP_001121623.1

1420038_at NP_031536.2

1417045_at NP_031570.2

1434221_at NP_001257404.1, NP_700445.2

NP_080543.2

1422063_a_at, 1426770_atNP_787947.1, NP_033021.2

1423960_at NP_660112.1

1416393_at NP_038564.1

1416202_at NP_031557.2

NM_013545.2, NM_001077705.1 NP_038573.2, NP_001071173.1

1416522_a_at, 1429782_atNP_038563.1

1421149_a_at NP_031907.2

1422106_a_at NP_038567.1

1415918_a_at, 1435659_a_atNP_033441.2

NP_038728.1

NP_032505.1

1428707_at, 1428708_x_atNP_081264.1
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XR_107824.1, XR_105027.1

1423916_s_at NP_663360.1, NP_001163812.1

1423245_at, 1429078_a_atNP_036133.1, NP_001157561.1

NM_175696.4, NM_001145926.1, NM_001145927.1NP_783627.2, NP_001139398.1, NP_001139399.1

1436343_at NP_666091.1

1424019_at NP_620086.2

NM_178787.5, NM_001039669.2 NP_848902.4, NP_001034758.1

NP_032110.1

1423847_at, 1430010_atNP_666283.1

1421862_a_at, 1421863_atNP_033522.1, NP_001074026.1

1424961_at NP_663366.2

1416435_at NP_034866.1

1425088_at NP_035454.2

1416066_at NP_031683.1

1417938_at, 1417939_at, 1417940_s_atNP_033039.2

NP_613060.1

1422176_at NP_073148.1

1435929_at NP_795977.1

1416122_at, 1416123_at, 1416124_at, 1430127_a_at, 1434745_atNP_033959.1

NR_040273.1, NR_040274.1, NR_040275.1

1428197_at NP_780623.1

1418251_at NP_035787.1

XP_003945451.1

1431298_at

1417748_x_at NP_032047.4

NP_034349.1

NR_028592.1, NR_028593.1

1423401_at, 1434880_atNP_031987.3

1428500_at NP_032540.2

1435085_at NP_808355.1

1419497_at, 1434045_atNP_034005.2

NR_037955.1, NR_037956.1

NP_001103384.1

1420630_at, 1427589_atNP_083258.2

NP_783583.1

1424771_at, 1424772_atNP_808356.1

1415799_at, 1430987_s_atNP_068360.4

NM_181988.2, NM_001164212.1, NM_001164214.1NP_871788.1, NP_001157684.1, NP_001157686.1

1422823_at, 1422824_s_at, 1425733_a_atNP_031971.2

1425543_s_at, 1425544_atNP_659169.3

1421021_at, 1434080_at, 1435070_atNP_001005605.1, NP_033767.1, NP_848918.1

1431913_a_at, 1431914_atNP_061249.1

NP_898988.2

1418339_at, 1425798_a_at, 1436371_atNP_075529.2, NP_001191835.1, NP_001191836.1

NP_080148.1

1416183_a_at, 1434499_a_atNP_032518.1

Page 836 of 1163



1426662_at NP_034038.2

1419694_at, 1419695_atNP_035504.2

1428220_at, 1432471_atNP_083357.2, NP_084173.1, NP_001103158.1

1430996_at, 1433514_at, 1433515_s_atNP_083526.2

1430111_a_at NP_001019639.1, NP_031558.3

1426228_at, 1426229_s_at, 1434000_atNP_067259.4

1436060_at

1421099_at NP_077789.1

1421678_at, 1424833_at, 1424834_s_at, 1427287_s_at, 1427693_atNP_034716.1, NP_064307.2

1428098_a_at NP_080557.2

1425806_a_at NP_079591.1

1435877_at, 1435878_atNP_766322.1

NM_026221.2, NM_001170433.1 NP_080497.1, NP_001163904.1

1420328_at NP_079896.1

NP_663548.2

NP_001030075.1

1426988_at NP_001074706.1

1418459_at, 1430670_atNP_080187.2

1424462_at NP_080631.1, NP_080444.1

1435261_at NP_945318.2

NP_062617.2

1415875_at

NP_796166.2

1427334_s_at, 1429588_atNP_080330.1

NM_027328.4, NM_001159714.1 NP_081604.3, NP_001153186.1

1435965_at NP_666288.1

1422694_at, 1422695_at, 1422696_at, 1426617_a_atNP_067299.2, NP_001001454.2, NP_001103235.1

1435152_at NP_766324.1

NP_780738.1

1418712_at, 1430018_atNP_067429.1

1432550_at NP_084304.1

1429261_at NP_083660.1

NP_033107.1

1416726_s_at, 1430962_atNP_598538.1

1419787_a_at NP_739565.2

1435961_at NP_958743.1

NP_766596.1

1428564_at NP_081017.1

1423733_a_at NP_001103798.1, NP_035943.3, NP_001103799.1, NP_001103800.1

NP_079600.1

NP_001028555.1

NP_001034621.1
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1429634_at NP_081176.1

1426097_a_at NP_666290.2

1417260_at NP_001192160.1, NP_598432.2

1427039_at NP_001239383.1, NP_034277.1

1435015_at NP_001013030.1

NP_001128224.1

1417355_at, 1417356_at, 1433924_atNP_032843.2

1419237_at, 1427551_atNP_067298.2

1429799_at, 1436429_atNP_080388.2, NP_001035040.1

NP_848847.3

NP_033538.2

1435802_at NP_001019870.1

1415869_a_at NP_035718.2

1425591_a_at NP_081161.1

1424345_s_at, 1425858_atNP_001161941.1, NP_001230897.1, NP_663553.1

1420738_at NP_665818.2

NP_001092747.1

1416192_at NP_080174.1

1428054_at NP_683748.1

NP_001129742.1

NM_172297.1, NM_001136471.1 NP_758501.2, NP_001129943.1

1423315_at NP_573497.1

1416443_a_at, 1430021_a_at, 1430022_atNP_062722.1

1434459_at NP_941033.2

NP_081214.1

1420801_at NP_032744.1

1416629_at NP_033227.2

NP_775606.1

1426209_at NP_001034967.1, NP_598550.2

NP_031616.1

1435960_at NP_001093106.1

NP_001095005.1

1424115_at, 1424116_x_atNP_035285.2

1421572_at, 1425428_at, 1425429_s_atNP_058564.2, NP_001156422.1

NP_918953.2

NP_663554.1

NP_848872.2

1431900_a_at NP_032286.1

1428673_at NP_080881.2

NM_031255.2, NM_001159671.1 NP_112545.2, NP_001153143.1

1435505_at NP_034188.2

1422989_a_at, 1434944_atNP_001177419.1, NP_001177420.1, NP_115794.1

1427560_at NP_035513.1

NP_080387.2

NP_081219.1

NP_001074284.1
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NP_033525.2

NP_808359.1

1419056_at NP_038676.1, NP_001020535.1

1422134_at NP_032062.1

XP_003945819.1

1417328_at NP_031974.2, NP_001120796.1

1430138_at NP_665821.1

NP_001010836.1

NP_758483.1

1428867_at XP_001471800.2, XP_001471801.3

1427390_at NP_808360.2

1417034_at NP_080236.2

1430087_at NP_081392.1

NP_954600.1

1435764_a_at NP_081465.1

1417856_at NP_033072.2

1416883_at NP_062623.2

1418069_at NP_033825.1

1417703_at, 1424456_atNP_033016.3, NP_001153196.1

1424791_a_at NP_065232.1

NP_035243.1

1426263_at NP_694752.1

1424490_at NP_666295.2

1435540_at NP_694774.3

1429835_at NP_001032220.1

NP_001028377.1

1417203_at NP_075643.1

NP_082008.1

NP_075622.1

1427773_a_at NP_034391.1

1424856_at, 1427481_a_atNP_659170.1

1418784_at NP_032194.2

1434128_a_at, 1435202_atNP_780686.1, NP_001161978.1

1427713_x_at, 1427725_a_atNP_001157026.1, NP_001157027.1, NP_035268.2, NP_001157028.1

NP_997560.3

1429800_at NP_780645.1

1435638_at NP_001026837.1

1422114_at, 1435561_atNP_034285.3

1415746_at NP_082158.2, NP_001103601.1, NP_001103602.1

1416410_at NP_032802.1

NP_001074763.1

NP_899134.2

NP_001153872.1

1416775_at, 1430450_atNP_079780.2

1425128_at NP_001031817.1, NP_666296.1
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1416647_at NP_031559.3

1427947_at NP_742160.1

1420653_at NP_035707.1

NM_178089.2, NM_144922.2 NP_835190.1, NP_659171.1

1423586_at NP_033491.2, NP_001177903.1, NP_001177904.1

NP_001093654.1

1416533_at NP_444438.2

NP_083667.1

NM_015782.3, NM_001046637.1 NP_056597.3, NP_001040102.1

NP_001230817.1

NP_853624.1

NP_598531.2

1436665_a_at NP_783572.2, NP_001107021.1

1424174_at NP_619617.2

1425116_a_at NP_115999.2, NP_001186163.1, NP_001186164.1, NP_001186165.1

1431712_a_at NP_780316.3, NP_001116239.1

1421324_a_at, 1424480_s_atNP_031460.1, NP_001103678.1

1436373_at NP_001074761.1

NM_198417.2, NM_001112731.1 NP_940809.2, NP_001106202.1

NP_001158127.1

NP_032017.2

1422254_a_at NP_034222.1, NP_001033046.1

NP_940817.1

NP_001170898.1

NP_778198.2

NP_031892.2

NP_079892.1

1424255_at NP_038704.1

1418201_at NP_001077381.1, NP_620091.2

NP_035886.1

1421902_at, 1421903_at, 1436415_atNP_080318.2

1434122_at NP_997121.1, NP_001157174.1

1431100_at NP_796132.2

1424101_at NP_796275.3

1423449_a_at NP_068695.1

NP_082935.1

1425380_at NP_001167626.1, NP_660131.2

NP_001139495.1

1435852_at NP_891557.3

NM_182696.2, NM_182694.2 NP_874355.1, NP_874353.2

1423296_at NP_080821.3

1425852_at NP_001158130.1

1435342_at NP_001028697.2

1428445_at NP_084163.2, NP_001103671.1

NM_011464.2, NM_001082548.1 NP_035594.1, NP_001076017.1
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1418086_at NP_081007.2

1420529_at, 1420530_atNP_038902.1

1432882_at, 1432883_at

NM_011748.2, NM_178733.5 NP_035878.1, NP_848848.1

NM_001252519.1, NM_177889.5, NM_001253385.1, XM_003946221.1, XM_003946222.1NP_001239448.1, NP_808557.2, NP_001240314.1, XP_003946270.1, XP_003946271.1

1425007_at NP_690027.1

1418709_at NP_034074.1

1426400_a_at NP_033925.2

NP_666298.3

XR_168670.1, XR_168915.1

NP_932144.2

1427175_at, 1427176_s_atNP_705805.1

1433936_at NP_001028312.2

NP_780687.1

NP_083550.2

1432459_a_at NP_067372.2

1421286_a_at NP_061201.2

1428465_at NP_081491.2

XR_107875.1, XR_105081.1

NP_032111.1

NP_035810.1

XR_107876.1, XR_105082.1

NM_017405.2, NM_001164184.1, NM_001164185.1NP_059101.1, NP_001157656.1, NP_001157657.1

NM_175240.4, NM_001242647.1, NR_038860.1NP_780449.2, NP_001229576.1

1418296_at NP_032787.1, NP_001104543.1

1419200_at NP_071290.1

1421374_a_at NP_919302.1, NP_443718.1, NP_062376.2, NP_443717.1

1434121_at NP_653139.2

1416708_a_at NP_082174.3

1416280_at, 1433440_x_atNP_057891.1

1426844_a_at, 1426845_atNP_080825.1

1420997_a_at, 1434814_x_atNP_032181.2, XP_003689494.1

1428436_at, 1428437_at, 1428438_s_atNP_080224.1

1435339_at NP_666300.1

1428977_at NP_780349.3

1416712_at NP_032846.2

1425261_at, 1425262_atNP_034014.1

1418982_at NP_031704.2

1432332_a_at, 1434216_a_atNP_149071.2

NP_665839.1

1425112_at NP_663608.3, NP_839994.1

NP_062720.1

NP_848819.2

1435002_at NP_808407.2

1435337_at NP_758502.1
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1419273_at, 1419274_at, 1433913_atNP_035404.4

1430088_at NP_001004139.2

1432439_at, 1434461_atNP_081540.3

1432186_at

NP_080156.2

NP_001181963.1

1418796_at NP_033157.1

NP_001029287.1

NP_081325.1

NP_035261.3

1416353_at NP_033499.1

1425927_a_at NP_109618.1

1419192_at NP_001164495.1

1415925_a_at, 1415926_atNP_444304.1

1423659_a_at NP_001036120.1

1428158_at NP_001240849.1, NP_080546.1

1416378_at NP_067524.2

1416945_at NP_598710.1

NP_083641.1

NM_007458.2, NM_001077264.1 NP_031484.1, NP_001070732.1

1428865_at NP_083686.1

1416898_a_at, 1426111_x_at, 1435271_atNP_058545.1

1434908_at NP_001008422.1

1418448_at NP_033127.1

NP_778187.2

1424329_a_at, 1432763_atNP_075375.1

1418965_at, 1431428_a_atNP_079809.1, NP_001157156.1

1424382_at NP_080831.2

1423731_at NP_666066.1

NP_083682.1

1428986_at NP_892038.2

XM_355900.6, XM_914689.4 XP_355900.5, XP_919782.4

1432395_at NP_001028348.1

1431046_at NP_084017.2

1420605_at

1418683_at NP_035828.1

1429009_at, 1429010_at, 1429011_x_atNP_033250.3

NP_034726.2

NP_937833.1

XM_003688836.1, XM_003689410.1 XP_003688884.1, XP_003689458.1

NP_032523.2

1422482_at NP_035434.1

1416737_at NP_109603.2

1424379_at NP_033930.1
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1418174_at NP_058670.2

1417431_a_at, 1426230_atNP_001166032.1, NP_064395.2, NP_975009.1

1436699_x_at NP_033103.2

1430717_at NP_001028342.2

1429705_at NP_081331.2

XR_107904.1, XR_105108.1

NP_001005511.2

NM_011181.3, NM_001112701.1 NP_035311.1, NP_001106171.1

NP_666075.1

NP_700468.2

1421393_at NP_032198.2

NP_598711.1

NP_659050.2

1417104_at NP_034259.2, NP_001139818.1

1421212_at NP_061265.2

NP_694697.3

1418420_at NP_034996.2

1434677_at NP_001005247.2, NP_001005248.2, NP_001161336.1

NP_032212.3

XM_914983.3, XM_357752.5 XP_920076.2, XP_357752.4

1419737_a_at NP_034829.1, NP_001129541.2

1417004_at NP_068684.1

1421785_at NP_001035785.1

1433483_s_at

1434885_at NP_780527.2

1428758_at NP_080712.1

1436186_at NP_001013386.2

XR_107905.2, XR_105111.2

1430716_at, 1435981_atNP_780481.2, NP_001104486.1

NM_016865.3, NM_001146049.1, NM_001146050.1, NM_001146052.1, NM_001146053.1NP_058561.2, NP_001139521.1, NP_001139522.1, NP_001139524.1, NP_001139525.1

1426749_at, 1431768_a_atNP_598501.1

1416329_at NP_035500.2, NP_001158133.1, NP_001158134.1

1421968_a_at, 1426717_atNP_001243059.1, NP_001243060.1, NP_076136.2, NP_001243061.1, NP_001243062.1

1433602_at NP_795916.1

NP_033858.2

1416680_at, 1416681_at, 1416682_at, 1425206_a_at, 1431224_atNP_035798.2, NP_001029134.1, NP_766598.1

1418160_at NP_035876.2

1420406_at NP_038816.1

1432543_a_at, 1436316_atNP_067341.2

1430346_at, 1433945_atNP_898910.2

1422554_at NP_075728.1

XM_003086612.1, XM_975528.2 XP_003086660.1, XP_980622.2

1434738_at NP_758514.2

1423951_at NP_081071.1, NP_835157.1

1426981_at NP_035178.1

1417351_a_at, 1417352_s_at, 1417353_x_atNP_067311.4
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1435735_x_at NP_077759.3

1434316_at NP_001074632.1

NP_666303.3

1417642_at, 1427395_a_atNP_444310.3

NP_001029049.2

1421252_a_at, 1425426_a_at, 1427185_at, 1427186_a_atNP_001028885.1

NM_201639.2, NM_183312.3, NM_207663.3NP_964001.2, NP_899135.3, NP_997546.2

1426565_at, 1428967_atNP_034643.2

1424759_at, 1426818_atNP_001036057.1, NP_079825.2

1416158_at, 1416159_at, 1416160_at, 1431237_at, 1436475_atNP_899084.2, NP_033827.2

1436658_at

NR_040324.1, NR_040325.1

NP_808408.2

XR_107915.1, XR_105120.1

1434273_at NP_001156004.1

1420377_at NP_033207.2

1418030_at, 1434537_atNP_001033732.1, NP_076397.2

1430185_at, 1430445_at, 1433722_atNP_083608.1

1423957_at NP_080807.3, NP_001156411.1

1418661_at, 1435653_atNP_061281.3

1423272_at, 1423273_atNP_059490.2

1429860_at, 1435497_atNP_084111.1

NP_034756.2

NM_175640.2, NM_001113471.1 NP_783571.2, NP_001106942.1

1435168_at, 1435954_atNP_780642.3, NP_001139471.1, NP_001139472.1

NP_766599.2

1427586_at NP_038687.2

1425856_at NP_036000.1

NP_848867.2

1433426_at, 1433427_atNP_808433.2

1416709_a_at NP_113552.3

1427933_at NP_835171.2

1423774_a_at, 1423775_s_atNP_660132.2

1415866_at NP_598713.2

1428692_at NP_081088.1

1435203_at NP_766491.2

1427368_x_at NP_034324.2

1418518_at NP_035176.1, NP_001074923.1

1436379_at NP_776288.2

1417379_at, 1417380_at, 1431395_a_at, 1431396_at, 1434998_atNP_057930.2

NP_033579.1

1434160_at NP_848822.2

1418406_at, 1418407_atNP_032829.1
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NP_033118.1

1417960_at NP_001239454.1, NP_001239455.1, NP_031781.1

1426927_at NP_067467.2

NP_766492.2

NP_001004185.3

NP_080273.1

NP_666305.2

1424443_at NP_663350.2

1423252_at, 1435977_atNP_038914.2

1424890_at NP_031588.2

NP_808562.3

1430333_at NP_780526.2, NP_001153144.1

1431783_at

NP_780575.2

1416397_at, 1416398_atNP_109630.1

1416181_at NP_075892.3

1423519_at NP_598483.2

1419301_at NP_032081.3

NR_046006.1, NR_046007.1

NM_001252520.1, NM_001252521.1, NM_001252522.1, NM_001252523.1, NM_001252524.1, NM_146194.4NP_001239449.1, NP_001239450.1, NP_666306.2, NP_001239451.1, NP_001239452.1, NP_001239453.1

1425698_a_at, 1434618_atNP_660133.2

NP_079736.1

1429522_at NP_082941.2

1427159_at, 1427160_at, 1428724_atNP_083354.3

1417862_at NP_067402.2

1434530_at NP_035988.2

1419829_a_at, 1420785_atNP_034378.2, NP_001155949.1

NP_001170883.1

1435692_at NP_001034128.2

NM_001177945.1, NM_001177946.1, NM_001177947.1, NM_183251.3NP_001171416.1, NP_001171417.1, NP_899074.2, NP_001171418.1

NP_001074736.1

XP_003945464.1

1423181_s_at, 1427548_a_atNP_076160.1

1421385_a_at NP_032689.2, NP_001243010.1, NP_001243011.1, NP_001243012.1

1418671_at NP_031628.1

NR_045969.1, NR_045970.1, NR_045971.1, NR_045972.1

1429520_a_at NP_079684.2

NM_001024619.3, NM_001168539.1, NM_001168540.1, NM_001168541.1NP_001019790.1, NP_001162011.1, NP_001162012.1, NP_001162013.1

NM_001113379.1, XM_003689425.1NP_001106850.1, XP_003689473.1

1424928_at, 1430028_atNP_758484.2

NP_033545.1

NP_848750.3

1422677_at, 1422678_atNP_080660.1

1422550_a_at NP_034967.2, NP_001041632.1, NP_001036820.2

NM_009825.2, NM_001111043.1, NM_001111044.1NP_033955.2, NP_001104513.1, NP_001104514.1

1424150_at NP_958740.2
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1429945_at NP_082421.1

1435151_a_at NP_036182.1

NP_001182458.1

1434207_at, 1434208_atNP_780597.2

1426838_at, 1426839_atNP_598453.1

1423357_at NP_080286.2

NP_081905.1

NP_796135.3

NP_035801.3

1431119_at NP_705755.2

1428302_at NP_942128.2, XP_003946293.1, XP_003946291.1, XP_003946292.1

NM_024287.4, NM_001163663.1 NP_077249.1, NP_001157135.1

NP_796047.2

1419938_s_at, 1419939_at, 1433682_atNP_001074585.1

1425214_at NP_898991.1

1434260_at NP_950177.2, NP_001139482.1

1416541_at NP_033217.1

NM_010567.2, NM_001122739.1 NP_034697.2, NP_001116211.1

NP_032061.1

1423974_at, 1423975_s_atNP_598708.3

1434220_at NP_075355.1

1422572_at NP_062512.1

NP_033313.2

1423892_at, 1423893_x_atNP_001240814.1, NP_001240815.1, NP_033815.1, NP_001240816.1

1423944_at NP_059067.2

1417916_a_at, 1436416_x_atNP_062375.1

1416559_at NP_598712.1, NP_080173.1

NM_010562.2, NM_001161724.1 NP_034692.2, NP_001155196.1

NP_064408.2

1434768_at NP_034036.1

1429163_at NP_001156415.1

NP_079577.1

NP_780741.1

NP_079620.2

NP_473444.1

1430157_at

NM_181853.4, NM_001170912.1, NM_001170913.1NP_862901.3, NP_001164383.1, NP_001164384.1

NP_036105.2

1428372_at NP_001001326.1, NP_084087.2

1417874_at NP_064434.1

1429885_at

1418104_at, 1431597_a_atNP_065635.1

NP_852658.2

1416773_at, 1416774_atNP_033542.2

Page 846 of 1163



1423543_at, 1434225_atNP_033328.3

1422573_at NP_033797.2

1418466_at, 1433655_atNP_080275.2

1429379_at NP_444477.2

1422679_s_at, 1422680_at, 1422681_atNP_033457.2

1415863_at, 1428362_at, 1428363_atNP_038535.2, NP_001035221.1

XR_168435.1, XR_168880.1

1426976_at, 1426977_atNP_598519.2, NP_796223.2

NM_177282.5, NM_001193305.1 NP_796256.1, NP_001180234.1

1416818_at, 1431375_s_atNP_065631.3

1429226_at

1423434_at, 1429556_atNP_033372.1, NP_001160056.1, NP_001160057.1

NP_598461.1

1426369_at, 1426370_at, 1426371_at, 1435315_s_atNP_081655.2, NP_080419.2

1417398_at NP_080122.2

1423301_at NP_203534.1

1415695_at NP_036095.1

NR_029437.1, NR_029438.1

1433694_at NP_035185.2

1421023_at, 1425862_a_atNP_035213.2

NP_733769.1

1423818_a_at, 1423819_s_atNP_062292.1

1428539_at NP_001026984.1

1422955_at, 1433909_atNP_619590.1

1435777_at NP_001028552.1

1418444_a_at NP_062526.1

NP_892040.1

1420548_a_at, 1435690_at, 1436541_atNP_075686.2, NP_001161690.1, NP_001161691.1, NP_001161692.1

NP_001074915.1

1424613_at NP_071865.1, NP_001182703.1

1436673_at NP_775584.1, NP_001157175.1

1430831_at, 1431774_a_atNP_083886.1

1428631_a_at, 1435757_a_atNP_080175.1

XM_003086636.1, XM_488079.6 XP_003086684.1, XP_488079.6

NM_001267710.1, NM_001267711.1, NM_007908.4NP_001254639.1, NP_001254640.1, NP_031934.1

1429456_a_at NP_079574.2, NP_001157568.1

1417430_at NP_031698.2

1431904_at, 1431905_s_atNP_083231.1

1417710_at NP_067529.2

1419828_at, 1431129_at, 1434724_atNP_001028345.1

NP_001028490.2

1428141_at NP_083034.1

1424774_s_at NP_080416.1

1418132_a_at, 1434078_atNP_613055.2

1434808_at NP_001074707.1

1415748_a_at NP_067621.3
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NP_035251.3

1423478_at NP_032881.1

1432816_s_at, 1432817_x_at

1425114_at, 1425115_at, 1426487_a_atNP_035377.2, NP_778188.1

1425036_a_at, 1434898_at, 1434899_s_atNP_659174.3

1434066_at NP_997122.1

1435366_at NP_001074491.1

1436013_at NP_001094958.1

1422759_a_at NP_083092.2

1423978_at NP_663562.1

1425602_a_at NP_085043.2

1433952_at NP_766333.1, NP_001157185.1

NP_898841.1

1415858_at, 1415859_atNP_666312.1

1417551_at NP_034037.3, NP_001139783.1

NM_029420.4, NR_033446.1 NP_083696.2

1434543_a_at, 1434544_at, 1434545_x_at, 1436639_atNP_780312.1

1416246_a_at, 1435288_atNP_034028.1

1427060_at NP_036082.1

NP_077190.2

1426624_a_at NP_081151.2, NP_079623.1

NP_035668.2

NP_062648.1

1416921_x_at, 1433604_x_at, 1434799_x_atNP_001170778.1, NP_001170779.1, NP_031464.1

1434154_at NP_766335.1

NP_001034734.1

1423983_at, 1434641_x_atNP_001239495.1, NP_001239496.1, NP_659175.1

1436255_at

1423657_at, 1436715_s_atNP_080914.1

NP_542369.2

1429113_at NP_084516.1

NP_001096033.1

1427099_at NP_034902.1

1423813_at NP_663563.1

1428358_at, 1428359_s_at, 1434137_x_atNP_081194.1

1424236_at NP_653105.3

NP_058034.1

NP_059489.2

1426563_at, 1426564_atNP_666313.1

NP_796336.1

1418325_at, 1435602_atNP_033292.2

1425367_at, 1435560_atNP_001240801.1, NP_001240802.1, NP_032426.2, NP_001240803.1

1424506_at NP_666314.1

1427970_at NP_780372.2

NP_663564.2

1428732_at
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XM_003086644.1, XM_003084736.1 XP_003086692.1, XP_003084784.1

NP_758485.2

1420681_at

1436537_at NP_796200.1

NP_033876.1

NP_031821.1

NP_942155.1

1435922_at NP_766336.2

1434064_at NP_940816.1

1427116_at NP_821172.2

NP_033320.1

NP_666371.1

NP_766337.2

NP_001074737.1

1429164_at NP_001074843.2

1424812_at NP_663565.2

1416882_at NP_080694.1

1422452_at NP_038891.4

1424348_at NP_666067.1

1433627_at NP_001025153.2

1420847_a_at, 1433489_s_atNP_034337.2, NP_963895.2

1420036_at, 1420651_at, 1420652_at, 1435173_atNP_038827.2, NP_001025066.1, NP_001129526.1

1428213_at NP_001156327.1

1425745_a_at NP_001004468.1, NP_996738.2, NP_067289.2

XR_105170.2, XR_107956.2

1417965_at NP_598703.1

1416749_at NP_062510.2

1429508_at, 1430862_atNP_080931.1

1434516_at NP_001034623.1

1429431_at, 1436554_atNP_780324.2

NP_080102.1

1425804_at NP_666110.1

1416815_s_at NP_033904.2

NP_775586.1

1426514_at NP_084211.2

XR_140846.1, XR_142252.1

1431173_at NP_997638.1, NP_780477.2

1425737_at, 1430842_at

1422887_a_at, 1434705_atNP_034110.1, NP_001164215.1

NP_835216.3

1423482_at NP_033505.1

NP_079668.2

1420427_a_at NP_598702.1
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1419566_at, 1419567_atNP_080126.1

NP_001028592.1

1434345_at NP_848784.1

1418539_a_at, 1418540_a_atNP_035342.3

1426817_at NP_001074586.2

1428349_s_at NP_034226.1, NP_001106885.1, NP_001106886.1

1417340_at NP_075629.2

NM_001045483.1, NM_027115.2 NP_001038948.1, NP_081391.1

1420033_s_at, 1420034_at, 1424527_atNP_080667.1

1435849_at NP_082984.1

1418297_at, 1418298_s_at, 1418299_atNP_036123.3

1431217_at NP_081440.1, NP_001137227.1

NM_001033206.2, NM_001098636.1NP_001028378.1, NP_001092106.1

1433605_at NP_898967.2, NP_001120835.1

1427420_at NP_899071.2

1428599_at NP_796235.4

1416899_at NP_033508.1

NP_598516.2

1429610_a_at, 1434858_x_atNP_081477.1

1421597_a_at NP_034966.1

1428859_at NP_722478.2

1424519_at NP_955005.2

1431497_at

NP_001093212.1

1420446_at NP_081295.2

1422980_a_at, 1426372_a_at, 1430549_atNP_061212.3

1424819_a_at NP_444424.1

1417892_a_at NP_071878.2, NP_001120823.1, NP_001171275.1

1422459_a_at NP_036005.1

1422407_s_at, 1424132_atNP_001123915.1, NP_001123916.1, NP_032310.2

1427890_a_at NP_001165535.1, NP_001165536.1, NP_722472.1

1430017_at NP_082326.1

1418924_at NP_080162.3

1421348_a_at, 1421349_x_at, 1424100_s_atNP_067291.1

NM_001177576.1, NM_026646.3 NP_001171047.1, NP_080922.1

1421397_a_at NP_073145.1

1415879_a_at NP_080296.3

1428143_a_at, 1428591_atNP_001157161.1, NP_080078.2

1427367_at NP_001020274.2

1420921_at, 1424093_x_at, 1427525_atNP_033972.2, NP_001104519.1, NP_001104520.1

1428296_at NP_079869.1

NM_001252588.1, NM_053082.3 NP_001239517.1, NP_444312.1

1432006_at, 1432007_s_at, 1435869_s_atNP_031485.3

1418714_at, 1428864_atNP_032774.1

NP_001186238.1
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XR_140867.1, XR_142256.1

NP_034113.1

1416948_at NP_035418.1

1415931_at NP_034644.2, NP_001116208.1, NP_001116209.1

1427394_at

1422396_s_at, 1432018_atNP_032580.2

1418802_at

1416330_at NP_598416.1

1417649_at NP_034006.3, NP_001155096.1

NP_032698.1

1427330_at NP_001239522.1, NP_038770.3

1421313_s_at, 1421314_at, 1421315_s_at, 1423917_a_at, 1433908_a_atNP_001239501.1, NP_031829.2

1435861_at NP_001182015.1, NP_001028491.1

1422923_at NP_032033.2

1417419_at, 1417420_atNP_031657.1

NP_001028550.2

1418553_at NP_598723.3

NP_083874.1

NP_536709.2

1416671_a_at, 1416672_s_at, 1431305_atNP_444407.1

NP_001019899.1

1432464_a_at NP_001157221.1, NP_081447.2

1430612_at NP_081261.1

XR_168441.1, XR_168886.1

1418233_a_at NP_079977.3

1422122_at NP_038545.1, NP_001240668.1, NP_001240672.1, NP_001240674.1, NP_001240675.1, NP_001240676.1, NP_001240666.1

NP_001182187.1

1436703_x_at NP_598729.1

1435083_at NP_899138.1

1417670_at NP_035722.2

1428653_x_at, 1431037_a_atNP_034615.2

1418777_at NP_033164.1

XR_168442.1, XR_168887.1

1416299_at NP_035499.1

1419638_at, 1419639_atNP_034241.2

XR_107972.1, XR_105185.1

1433597_at, 1433598_atNP_789819.2

NP_001074681.1

1426348_at NP_034061.2

1424051_at NP_034062.3

NP_035357.1

XR_105187.2, XR_107974.2

1424311_at NP_001177286.1, NP_081271.2
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1428524_at, 1431778_atNP_077210.1

1416860_s_at, 1433267_atNP_036049.2

1416065_a_at, 1429304_at, 1429305_atNP_598732.2, NP_001161439.1

1424482_at NP_059098.2, NP_001106989.1, NP_001106990.1

1426707_at NP_932148.1

1421167_at NP_056619.1

1434140_at NP_835177.2, NP_001152957.1, NP_001152958.1

1435586_at, 1435587_atNP_848823.2

NP_666319.2

1415880_a_at NP_034814.2

1423241_a_at NP_033387.1

1417399_at NP_062394.2

1415850_at NP_033051.2

1425554_a_at, 1431291_atNP_081552.2

NP_080200.1

1436020_at NP_862902.1

1420113_s_at, 1420114_s_atNP_079832.1

1428357_at NP_776105.1

NM_001037736.1, NM_172751.2 NP_001032825.1, NP_766339.2

1430073_at, 1431254_at, 1435465_atNP_083392.1

1429911_at NP_775281.2

1434287_at NP_081068.1

NM_176951.4, NM_001113350.1 NP_795925.1, NP_001106821.1

1421563_at, 1436481_atNP_031537.2

1434187_at NP_001230090.1, NP_898965.1

1434748_at NP_001004140.2

1424417_at NP_081614.1

NM_001012667.2, NM_001146117.1NP_001012685.2, NP_001139589.1

1434235_at NP_035524.2

XR_105200.2, XR_107984.2

1416175_a_at NP_035826.1, NP_001185927.1

1417527_at, 1432125_atNP_083781.2, NP_001116292.1

1436315_at NP_001074618.1

1419421_at, 1425677_a_atNP_112435.2, NP_001104253.1

1431899_at NP_083278.1

1422841_at NP_061213.2

1416594_at, 1428136_atNP_038862.2

1416094_at NP_031430.2, NP_001257925.1

1433473_x_at NP_081470.2

NP_001074656.1

1429590_at, 1429591_atNP_955355.1, NP_796063.3

1424050_s_at, 1425911_a_at, 1436551_atNP_001073378.1, NP_034336.2, NP_001073377.1

1435499_at NP_766600.2

NM_001001735.1, NM_001081269.1NP_001001735.1, NP_001074738.1

1435376_at NP_082378.1
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XR_105203.2, XR_107987.2

1418707_at NP_080397.1

1423873_at NP_080308.1

NP_084160.1

1424003_at, 1424004_x_atNP_083313.1

1435157_at NP_997542.1

1431195_at, 1434956_atNP_084241.1

1436026_at NP_001094972.1, NP_001103978.1

1435223_at NP_705820.1

1418379_s_at NP_473385.2

1429561_at NP_079962.1

1430594_at NP_001074282.1, NP_083699.2

XP_003945485.1

1417562_at, 1417563_at, 1434976_x_atNP_031944.3

NP_780345.1

1424360_at, 1424361_at, 1435309_atNP_659176.2, NP_001106200.1, NP_001186917.1

1426426_at NP_080729.1

XP_003945486.1

NP_001171060.1

1425074_at, 1425982_a_atNP_035851.3, NP_001116294.1, XP_003946318.1

1424970_at NP_690034.1, NP_001091703.1

1421822_at, 1421823_a_atNP_059070.1

NM_026584.3, NM_001167921.1, NM_001167922.1NP_080860.3, NP_001161393.1, NP_001161394.1

NP_001193778.1

1425652_s_at, 1429359_s_atNP_062707.1, NP_001036140.1, NP_001036139.1

1423552_at NP_080885.1

1424039_at NP_080708.3

1428834_at NP_795907.1

XR_168448.1, XR_168890.1

1432630_at, 1433778_atNP_780300.2

1418827_at, 1418828_atNP_080343.4

1429005_at NP_001074748.1

NP_001074619.1

1421662_a_at NP_084530.3

1435400_at NP_084386.1

1423641_s_at, 1430519_a_atNP_035265.1

1419176_at, 1419177_at, 1429363_atNP_291038.2

1422648_at, 1426008_a_at, 1436555_atNP_031540.2, NP_001038205.1

1436501_at, 1436502_atNP_001005863.1, NP_001005865.2, NP_001005864.1

1418524_at, 1418525_at, 1431287_atNP_076151.2

1416735_at NP_062708.1

XR_168450.1, XR_168892.1

1424562_a_at, 1424563_at, 1434897_a_atNP_031476.3

1422526_at, 1423883_atNP_032007.2
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1418265_s_at NP_032417.3

1429401_at, 1436166_atNP_001107783.1, NP_780371.3

XM_003945439.1, XM_003946268.1 XP_003945488.1, XP_003946317.1

1419111_at NP_075992.2

XM_003945440.1, XM_003946270.1 XP_003945489.1, XP_003946319.1

1429320_at NP_765995.1

1417195_at, 1417196_s_at, 1417197_at, 1417198_atNP_598552.2

NM_178788.4, NM_001161515.1, NM_001161516.1, NR_027759.1NP_848903.2, NP_001154987.1, NP_001154988.1

1429178_at NP_035987.3, NP_001139409.1

XM_003945441.1, XM_003946271.1 XP_003945490.1, XP_003946320.1

NP_083977.1

1420764_at NP_033162.1

1417719_at NP_068560.1

NP_032278.1

1425581_s_at, 1426908_atNP_653332.3, NP_001161453.1

1430743_at

1428804_at NP_001171352.1, NP_001171353.1, NP_082032.1

1421270_at, 1421271_atNP_067481.2

NP_663570.2

1427228_at, 1433768_atNP_001074859.1

1424732_s_at NP_082703.1, NP_001157219.1

NP_001157036.1

NM_001252623.1, NM_172753.5 NP_001239552.1, NP_766341.4

1415904_at, 1431056_a_atNP_032535.2

1427518_at, 1434097_atNP_001013397.2

NP_001170998.1

1429473_at NP_001035054.1, NP_001035056.1, NP_851791.1

1417475_at NP_573487.2

XM_978251.4, XM_912305.5 XP_983345.1, XP_917398.1

1430713_s_at NP_075801.1

1418956_at NP_114393.1

1423992_at NP_663571.2, NP_001106816.1, NP_001106817.1

1426250_s_at, 1431070_a_atNP_083269.4, NP_001161411.1

1424381_at NP_081757.1

1430571_s_at NP_598733.2

1435798_a_at, 1435799_at, 1436005_atNP_766343.3, NP_001161762.1

XR_108014.1, XR_105229.1

1424859_at NP_036114.2, NP_001139625.1

1435681_s_at NP_001020093.2

1416384_a_at NP_067513.1

NP_619588.1

1416900_s_at NP_032133.2, NP_001156754.1

1419685_at NP_109605.2, NP_001116301.1

1419527_at NP_057894.2

1434476_at NP_001004062.1

1418476_at NP_061297.1
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1418702_a_at NP_079853.1

1416624_a_at, 1428180_at, 1430258_at, 1434623_atNP_063936.1

NP_083642.1

1416113_at NP_034353.2, NP_001104536.1, NP_001186560.1

NP_031950.2

1415977_at NP_076116.1

NP_598533.2

NP_694714.1

1418949_at NP_035949.2

1418329_at NP_075706.1

NP_034722.1

XM_912668.3, XM_979362.2 XP_917761.3, XP_984456.2

NP_963901.1

1422589_at NP_001159871.1, NP_033027.1

1434006_at NP_898993.1

1422476_at NP_075552.2

1418463_at NP_032867.2

1434792_at

1435666_at NP_955012.2

1428352_at NP_081836.1

1419617_at NP_115773.2

XR_108016.1, XR_105222.1

1428605_at, 1428606_atNP_081240.1

1422113_at, 1436239_atNP_444478.2

1428152_a_at NP_084027.1

NP_766601.2

1418719_at NP_083897.2, NP_001156514.1

1418031_at NP_056557.2, NP_001135794.1, NP_001135795.1

1423817_s_at NP_080193.1, NP_001139252.1

1425191_at NP_084141.2

NP_034280.2

NP_852083.2

1424073_at NP_080912.2

NP_766344.2

1416863_at NP_071864.2

1416349_at NP_444392.1

1429038_at, 1429039_s_at, 1434281_atNP_079876.1

NP_001158151.1

NP_115933.2

1422811_at, 1435658_atNP_036107.1

1417722_at NP_079672.1

NP_001159685.1

1433495_at, 1433496_atNP_666323.2

NP_001025044.2

1425750_a_at NP_001177759.1, NP_034719.2

NP_663599.3
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1433883_at NP_001001491.1

1418692_at NP_075615.2

NP_032478.2

1424765_at NP_031970.2, NP_001116304.1

1431255_at NP_084058.2, NP_082776.2

1431770_at NP_613051.3

1434103_at, 1434104_atNP_808434.2

NP_081761.2

NP_795914.3

1424355_a_at, 1425630_at, 1434637_x_atNP_033214.2, NP_001106719.1

1417435_at, 1417436_atNP_034817.1

1426953_at NP_821136.1

1431188_a_at, 1435055_a_atNP_035752.1, NP_001129731.1

NP_034572.1

1415945_at NP_032592.2

1426027_a_at NP_084389.2

1430930_at

NP_001074709.1

1416177_at NP_033059.2, NP_001239018.1

1429941_at, 1436302_atNP_084012.1

NP_839998.2

1416081_at NP_032565.2

1431039_at, 1434468_at, 1434469_atNP_001074633.1, NP_001242962.1

1416014_at, 1416015_s_atNP_056566.2

1429375_at, 1429376_s_atNP_081180.1

1421426_at NP_064655.4

1424205_at, 1424206_at, 1424207_atNP_444354.2

1417693_a_at, 1417694_atNP_067331.2

1428592_s_at NP_081830.2

XP_003945679.1

NP_663575.1

1433730_at NP_848851.3, NP_001164162.1

1416755_at, 1416756_atNP_061278.1

1422763_at NP_061241.1

NP_038669.1

NM_177262.4, NM_001199593.1 NP_796236.2, NP_001186522.1

1423643_at NP_932099.2

1418394_a_at NP_036055.2, NP_001156501.1, NP_001156502.1, NP_001156503.1

1428510_at NP_851382.2

1423714_at NP_077146.1

NP_032880.1

1434183_at NP_001074884.1

NP_898920.2

1429953_at XP_912460.1, XP_990693.1, XP_003086764.1, XP_003086763.1, XP_003085411.1, XP_003085410.1

NP_083153.1

NP_918948.1
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1436710_at NP_766091.2

1420074_at NP_001007572.1

1417146_at, 1426549_atNP_080699.3

NP_080626.1

1430408_at NP_031604.3, NP_001238988.1, NP_001238989.1, NP_001238990.1

1416442_at NP_034629.3

1420968_at, 1420969_at, 1433139_at, 1433140_a_atNP_080064.3

1436494_x_at NP_001158031.1, NP_001158032.1, NP_932137.2

1423493_a_at, 1436363_a_at, 1436364_x_atNP_035036.1, NP_001075450.1, NP_001075451.1

1436476_at NP_957679.1

1417619_at NP_899202.3

1422964_at NP_033036.2

1417606_a_at, 1433806_x_atNP_031617.1

XR_108068.1, XR_106144.1

1424907_a_at NP_079924.2

1418600_at NP_034765.2

1430135_at NP_034192.1

1432255_at NP_064329.2

NP_659178.1

NP_081463.1

XM_003945631.1, XM_003946275.1 XP_003945680.1, XP_003946324.1

1418506_a_at, 1430979_a_atNP_035693.3

1415899_at NP_032442.1

1419350_at NP_573518.2, NP_001161463.1

1418292_at NP_062626.1

1428201_at NP_081036.2

1425592_at, 1425593_atNP_663365.3, NP_001116315.1

XR_140910.1, XR_142316.1

1425857_at, 1428120_atNP_081067.2

NP_001182460.1

1434003_a_at, 1434004_atNP_001034603.1

1418732_s_at NP_080675.2

NP_001001493.1

1415783_at, 1415784_atNP_075373.1

1417037_at NP_062690.2, NP_001157263.1

1434542_at NP_776291.1

1417182_at, 1417183_at, 1429476_s_atNP_062768.1

1419041_at, 1435637_atNP_082283.2

1434511_at NP_955517.1

1436655_at NP_080103.1, NP_001162063.1
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1420106_at, 1423390_atNP_033198.1

1418154_at NP_085040.2

XR_106147.2, XR_168896.1

1423286_at, 1423287_at, 1423288_s_atNP_062600.2

1419380_at NP_201584.2

NP_083350.2

1433738_at NP_001157969.1, NP_001157970.1, NP_001157971.1

1420970_at NP_031432.2, NP_001032812.2, NP_001103226.1, NP_001032813.1

1436469_at NP_036177.1

1417278_a_at, 1429506_at, 1429507_atNP_081556.3, NP_001157132.1

1426299_at NP_082116.1

NP_665856.2

1429201_at, 1429617_at, 1429618_atNP_775545.1, NP_001121641.1, NP_001121642.1, NP_001121643.1

NP_796198.1

1418146_a_at, 1425981_a_atNP_035380.3

1418517_at NP_001240751.1, NP_032419.2

XM_003945632.1, XM_003946276.1 XP_003945681.1, XP_003946325.1

1416136_at NP_032636.1

NP_035917.2

1417681_at, 1428339_atNP_080899.1

1424291_at NP_765998.1

1435626_a_at NP_071726.1

NP_001028379.2

1424831_at NP_705727.1

1415910_s_at NP_598902.1

1428134_at NP_080728.1

1416341_at NP_033116.2

1423376_a_at NP_444476.1

1427962_at NP_001028705.2

1436230_at NP_001028640.2, NP_001139444.1

1432536_at NP_955534.1, NP_082808.1

1422022_at, 1436284_s_atNP_077787.3

NP_598715.2

1422597_at NP_032635.1

1429302_at NP_034104.1

1429149_at NP_084474.1

1426615_s_at, 1436188_a_atNP_663577.1, NP_001181935.1

1428797_at, 1428798_s_atNP_001030295.1

1434251_at NP_694804.3, NP_835179.1, NP_001192155.1

NM_001141922.1, NM_001141924.1, NM_001141925.1NP_001135394.1, NP_001135396.1, NP_001135397.1

1426100_a_at NP_066356.3

1424495_a_at, 1425769_x_at, 1425860_x_at, 1436242_a_atNP_001032930.1, NP_083571.1
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1425770_at

1434337_at NP_705810.2

1433925_at, 1433926_atNP_001013398.2

NP_851289.2

1423781_at NP_659180.1

1434973_at NP_444300.1

NM_001252627.1, NM_001252628.1, NM_007663.3NP_001239556.1, NP_001239557.1, NP_031689.1

1422562_at NP_062636.2

1428874_at NP_081029.1

NP_666325.2

NM_022309.4, NM_001161456.1, NM_001161457.1, NM_001161458.1NP_071704.3, NP_001154928.1, NP_001154929.1, NP_001154930.1

1426521_at NP_663579.2

1435468_at NP_849210.1

1429117_at NP_001028333.1

1418411_at NP_056636.2

1425786_a_at NP_001242971.1, NP_001242973.1, NP_036069.1

NP_084428.1

1429756_at, 1435024_atNP_083164.1, NP_001159866.1

1436536_at NP_808456.1

NP_683754.1

1434489_at NP_766348.3

1435557_at NP_808367.2

1420070_a_at NP_001074801.1

NP_780369.1

1415671_at NP_038505.2

1421690_s_at NP_031453.1

1424239_at NP_001074710.2

XR_108033.1, XR_106165.1

1418330_at NP_851839.1

NP_001028492.1

1420882_a_at NP_001012656.1

NM_019695.2, NM_001047435.1, NM_001047436.1NP_062669.2, NP_001040900.1, NP_001040901.1

1434981_at NP_938041.1

NP_081931.1

NP_081745.1

1424584_a_at, 1424585_atNP_665823.2

1426846_at NP_796124.1

1416428_at NP_067488.1

NP_080808.1

1417446_at NP_001240733.1, NP_033221.1

1429035_at NP_082236.1

NP_079794.1

1419976_s_at NP_035031.2

1419977_s_at, 1433683_atNP_789808.1

1431175_at
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1422341_s_at, 1423704_atNP_598553.1

1433467_at NP_848913.1

1429596_at NP_001007568.1

1426096_at NP_663379.1

XR_106168.2, XR_108036.2

NP_035894.1

1431584_at

NP_033994.1

1435883_at NP_766625.1

1420589_at NP_032243.2

1424028_at NP_663387.3

1423884_at NP_035704.2

1420371_at, 1420372_atNP_033255.1

1417510_at NP_569053.1

1423617_at NP_080789.2

1420265_x_at, 1426821_atNP_631975.3

NM_001164472.1, NM_025391.2, NR_028367.1NP_001157944.1, NP_079667.2

1416490_at NP_079734.1

1421147_at NP_001076587.1, NP_033379.2

1426029_a_at NP_598718.2, NP_061293.2

1432820_at NP_034947.1

1420649_at, 1420650_at, 1429725_atNP_031522.2

1423837_at, 1423838_s_atNP_082294.1

1423388_at, 1434081_atNP_033807.2

1435601_at NP_001116066.2

1427104_at NP_780689.3

1431589_at NP_766504.3

1416231_at NP_666328.2

1415985_at, 1430075_atNP_598714.1

1416993_at, 1419808_at, 1419809_s_atNP_598734.1

1421890_at, 1421891_at, 1421892_atNP_033205.2

1435544_at NP_666329.2

1429322_at NP_082550.1

1434480_at NP_938050.1

1417087_at NP_033175.1

NP_666330.2

1420949_at, 1420950_at, 1424384_a_atNP_573469.1, NP_001162092.1, NP_001162093.1, NP_001162094.1

1427702_at NP_035872.2, NP_001032754.1

NM_009954.3, NM_001198839.1 NP_034084.2, NP_001185768.1

1416742_at NP_035931.1

1419320_at NP_064334.1

NP_001028493.1

1423187_at NP_080969.2

NM_053092.2, NM_001130868.1 NP_444322.1, NP_001124340.1

1419381_at, 1426049_a_atNP_065609.2

1435828_at NP_001020748.2
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1431139_at, 1432229_a_at, 1435374_atNP_083717.1

1427921_s_at, 1427922_at, 1432484_atNP_081120.2

1427105_at NP_082407.1

1434143_at, 1434381_atNP_808368.3

NP_080848.1

NP_083962.4

NP_001074620.1

1427980_at NP_001156734.1, NP_083217.1

1423848_at NP_081034.1

XR_140899.2, XR_142304.2

NP_064350.2

NP_780394.1

1421974_at NP_080924.1

1423483_s_at NP_067416.2

XM_003086703.2, XM_895061.4 XP_003086751.1, XP_900154.1

1431898_at NP_083704.1

1425123_at NP_666331.1

NP_033488.1

1416545_at NP_598728.1

1426446_at, 1434505_a_at, 1435928_atNP_758490.3, NP_001157232.1, NP_001157233.1, NP_001157234.1

1429653_at NP_941073.2, NP_001139368.1, NP_001139369.1

1434952_at NP_035056.1

NP_034071.1

NM_172761.3, NM_001166482.1 NP_766349.1, NP_001159954.1

1416693_at NP_038547.2

1423027_at NP_032050.2

1418168_at, 1418169_at, 1418170_a_atNP_543131.1

1424887_at NP_663580.2

1418326_at NP_035534.2

NP_001028657.1

1419525_at NP_031634.2

NM_016812.3, NM_001110100.1 NP_058092.2, NP_001103570.1

XM_001001798.3, XM_111398.8 XP_001001798.3, XP_111398.7

1423603_at NP_033595.1

1418006_at NP_001025165.1, NP_001025164.1

NP_001028314.1

1428350_at NP_722470.2

NP_001032375.1

1424143_a_at, 1424144_atNP_080290.3

1423801_a_at NP_033828.2

NM_016722.4, NM_001193645.1 NP_057931.3, NP_001180574.1

1418582_at NP_033954.2, NP_001103343.1, NP_796263.1

1435778_at NP_001074848.2

1429766_at, 1429767_at

1427166_a_at NP_694816.3

NP_058018.2
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NP_663581.1

1435365_at NP_796253.2

1433975_at NP_919428.1, NP_919426.2

1428338_at NP_084452.2

1432197_at

1426828_at, 1430437_a_atNP_082476.1

1418312_at, 1418313_atNP_065243.2

1425118_at NP_758491.1

1424053_a_at NP_080080.2, NP_001032966.1, NP_001032967.1

1418336_at NP_473411.2

NP_598716.1

1424796_at NP_082812.1

1423787_at, 1423788_atNP_758492.2

1416402_at, 1416403_atNP_062425.1

1425610_s_at, 1426756_atNP_644678.2

NP_741958.1

1416932_at NP_084022.2

1428910_at NP_780358.3

NP_663582.2

NP_941034.2

1434870_at NP_079891.2

1417456_at NP_034452.3

1436048_at NP_932771.1

NP_001104611.1

1423785_at NP_444437.2

1423395_at, 1430045_atNP_058605.1

XM_003945637.1, XM_003946280.1 XP_003945686.1, XP_003946329.1

1435116_at NP_083184.1

1425807_at NP_663583.2

NP_780643.2

1429061_at, 1435864_a_atNP_778152.1

NP_001153379.1

1433632_at, 1433633_at, 1433634_atNP_001158070.1

1420391_at, 1434775_atNP_001013599.1, NP_001013598.1, NP_296369.2, NP_001116322.1

1418084_at NP_032763.2

1429579_at NP_001028494.1

1429250_at NP_084127.2

1432271_a_at, 1435590_atNP_084051.1

1417222_a_at NP_598500.1

1416487_a_at NP_001164618.1, NP_033560.1

1421444_at NP_032855.2

NP_082099.1

1428968_at NP_080941.3

1426985_s_at, 1426986_atNP_789806.1
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NP_084537.2

1426540_at, 1426541_a_at, 1426542_at, 1426543_x_at, 1433796_atNP_082289.2

NM_173433.2, XM_003946284.1 NP_775609.2, XP_003946333.1

1423133_at NP_075642.1

1423415_at NP_034417.1

1416379_at NP_062355.2

NP_001158269.1

1416607_at NP_001186413.1, NP_001186414.1, NP_598493.1

1430147_a_at, 1430271_x_at, 1436558_atNP_083524.2, NP_081537.1

1436652_at NP_795950.2

NP_758493.2

NM_146221.4, NM_001110309.1 NP_666333.1, NP_001103779.1

1431206_at, 1434084_atNP_001075954.1, NP_001128491.1

NM_013911.2, NM_001002846.1 NP_038939.2, NP_001002846.1

1416848_at NP_079677.1

1416228_at NP_075860.1

1435193_at NP_783618.1

1424785_at NP_660136.1

1423703_at NP_663585.2

1417718_at NP_058572.2

1422946_a_at, 1435122_x_atNP_001186360.2, NP_034196.5, NP_001186361.1, NP_001186362.1

1428176_at NP_034463.2

1416510_at NP_075656.2

1424067_at NP_034623.1

1422930_at NP_076381.1

1418619_at NP_032345.2

XM_003945443.1, XM_003946286.1 XP_003945492.1, XP_003946335.1

NP_001096638.1

1427111_s_at, 1430293_a_at

NP_001034913.1

1427110_at NP_082187.1

1421535_a_at NP_899668.1, NP_062772.3

XR_108134.1, XR_105237.1

NM_016679.4, NM_001110305.1, NM_001110306.1, NM_001110307.1NP_057888.1, NP_001103775.1, NP_001103776.1, NP_001103777.1

NP_444420.1

1422546_at NP_034691.2, NP_001036172.1, NP_001036173.1, NP_001036174.1

NP_068688.2

1423629_at, 1425135_a_at, 1425136_x_at, 1432004_a_at, 1432005_atNP_001034609.1, NP_001240822.1, NP_001240823.1, NP_031897.2

1426804_at, 1426805_atNP_001167549.1, NP_001167550.1, NP_035547.2

1421821_at, 1431947_atNP_001239587.1, NP_001239588.1, NP_034830.2

1425991_a_at NP_663586.3

1427240_at, 1430683_atNP_796004.2

NP_080146.1

1423344_at NP_034279.3
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1435481_at NP_796292.1

NR_040406.1, NR_040407.1

1417080_a_at NP_001240826.1, NP_001240827.1, NP_036159.1

1417917_at NP_034052.3

1423820_at NP_740747.1

1431609_a_at NP_031414.1, NP_001095874.1, NP_001095875.1

1433543_at NP_082666.2

1418277_at NP_061209.1

1427341_at NP_848502.1, NP_851833.2

1415981_at, 1415982_atNP_065611.1

NM_009859.4, NM_001205367.1 NP_033989.2, NP_001192296.1

1428246_at, 1428247_atNP_821170.1

1430782_at, 1434426_atNP_835214.2

1427078_at NP_083150.1

XP_003945494.1

1427271_at, 1427272_at, 1435397_atNP_766353.2, NP_001108602.1

1418076_at NP_035306.2

1421887_a_at, 1421888_x_at, 1421889_a_at, 1423739_x_at, 1432344_a_atNP_033821.1, NP_001095925.1, NP_001095926.1

1422027_a_at, 1422028_a_at, 1426725_s_atNP_001033731.1, NP_035938.2

1425668_a_at NP_033204.2

1424080_at NP_081306.1

NP_758495.1

1423670_a_at, 1427570_atNP_080406.1

1432435_s_at NP_919233.1, NP_780620.1

1418491_a_at, 1429222_at, 1433104_atNP_075781.3

1431315_at, 1433103_atNP_084038.1

1420031_at, 1420032_atNP_031717.2

1423033_at NP_032434.3

1416555_at NP_031941.1, NP_001186423.1

1428017_at, 1433907_atNP_683752.2, NP_001025009.1

1429023_at, 1434727_atNP_780398.2

1426232_at NP_666334.2

NP_666826.1

NP_109638.2

1435229_at, 1435402_atNP_766356.1

NP_598494.2

1420622_a_at, 1420623_x_at, 1431182_atNP_112442.2

1429475_at, 1435703_atNP_789830.1

1423902_s_at NP_081420.2

XR_168457.1, XR_168902.1

NP_001030035.1

1424086_at NP_848759.1
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NP_067399.2

1423135_at NP_033408.1

1424762_at NP_001035721.1, NP_001035722.1, NP_663588.2, NP_001177242.1, NP_001177248.1

NM_001190314.1, NM_147126.3 NP_001177243.1, NP_667337.1

1423650_at NP_717095.2

XR_140937.1, XR_142329.1

1416357_a_at NP_075548.2

1434829_at NP_031645.2

NP_001074838.2

1424437_s_at, 1427732_s_atNP_620405.3

NP_751894.2

1428095_a_at NP_082185.2

NP_031901.2

1416746_at NP_034566.1

1426475_at NP_038579.2, NP_001103721.1

1423290_at, 1423291_s_atNP_067370.3

1417042_at NP_032089.2

1415674_a_at, 1429632_atNP_068561.1

1430978_at NP_077228.1

NP_958760.2

1424598_at, 1434697_atNP_031867.1, NP_851841.2, NP_001104296.1

1424467_at, 1424468_s_atNP_705765.3

1423743_at, 1436062_atNP_666097.3

1417474_at NP_076320.2

1436644_x_at NP_082141.1

1418696_at NP_620401.1

1427283_at NP_001074518.1

1431488_at

1427392_at, 1427734_a_at, 1432196_a_atNP_001074739.1

1427273_at, 1427274_atNP_848824.1

1417180_at NP_032820.2

1426940_at NP_758461.1

1422791_at, 1422792_at, 1422793_atNP_032801.2

NP_081774.3

1417610_at NP_536682.2

1419281_a_at, 1428294_atNP_035882.1

NP_666112.1

1417376_a_at, 1417377_at, 1417378_at, 1431611_a_atNP_997558.2, NP_061240.3, NP_997559.1, NP_001020771.1

1433982_at NP_780691.2

1435211_at NP_766358.1

1421966_at, 1425126_at, 1426864_a_at, 1426865_a_atNP_035005.2, NP_001074914.1, NP_001106675.1

NP_035350.1

1421221_at NP_573480.1

NM_212449.2, NM_001134902.1 NP_997614.2, NP_001128374.1

1429936_at NP_082576.1

1426264_at, 1426265_x_atNP_663589.3
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1425256_a_at, 1435207_atNP_835219.1

1417211_a_at NP_075972.2

NP_941077.2

1418844_at, 1430420_atNP_598742.1

1428265_at NP_001029257.1, NP_082890.2

1419871_at NP_848825.2

NP_001182610.1

1427522_at, 1429918_atNP_780744.2

NP_032022.1

1416179_a_at, 1416180_a_atNP_033067.2, NP_001098086.1, NP_001098087.1

NP_001156393.1

NP_789816.2

NP_997610.1

1421205_at, 1428830_atNP_031525.2

NP_001074621.1

1424182_at, 1424183_atNP_659033.1

1428287_at NP_082083.2, NP_001155090.1

NP_001028707.1

1428749_at NP_766359.2

1418591_at, 1418592_at, 1434196_atNP_067397.1

1433527_at NP_073146.2

1435691_at NP_796325.2

1427613_at NP_660264.1

NP_036096.1

NP_660111.2

1425849_at NP_683746.1

1433664_at NP_850931.2

1426592_a_at, 1426593_a_atNP_082325.2

1423972_at NP_663590.3

1418676_at NP_081673.2

1435930_at NP_001074810.1

1422449_s_at NP_036122.2

1416009_at NP_062767.3

1428118_at NP_851419.1

1423341_at NP_620570.2

1434361_at NP_780692.2

1416210_at NP_598737.1

NP_062625.2

1419101_at, 1419102_atNP_035508.2, NP_001103820.1, NP_001103821.1

XR_108091.2, XR_105263.2

1419900_at

1423687_a_at, 1423688_atNP_082912.1

NP_001014420.2

1429758_at NP_083096.1

NP_598743.1

1415933_a_at NP_031773.2

Page 866 of 1163



NM_175273.4, NM_001166364.1 NP_780482.1, NP_001159836.1

NP_080113.1

1416611_at NP_073724.1

1431112_at NP_082171.1

1424606_at NP_666335.1

1423518_at NP_031809.2

1423849_a_at NP_031739.3

NM_027086.3, NM_001122873.1 NP_081362.2, NP_001116345.1
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Supporting Information Table S4. ARID4B directly regulated target genes identified by both RNA-Seq (P-value <0.05, |Log2FC| 

RNA-Seq ChIP-Seq

Gene log2Fc Interval Dists to Start

Asic4 -3.48 25586, 27122, 28578

Elovl2 -2.99 403

1110032F04Rik -2.9 398

Srcap -2.89 657

Cabp1 -2.81 27486

Nkx2-1 -2.57 3468

Hs6st3 -2.23 -281

Sfrp4 -2.19 313

Mafa -2.18 666

Dnaaf1 -2.16 -419, 29789

Kazald1 -2.08 -1371, 725, 2581, 3749

Hsd17b1 -2.06 -8043, 1541, 4565

Bcl11b -1.95 22774

Fgf18 -1.9 -248

Ankrd63 -1.87 7451, 667

Fgf22 -1.86 11569

Erich5 -1.79

Grin2c -1.74 17403

Amh -1.71 2016

4921507P07Rik -1.67 -50

Cbln1 -1.63 3392, 2032, 112

Dnmt3l -1.62 27345

Hhip -1.59 -8

Elavl4 -1.56 215

St8sia1 -1.55 249

Gm11744 -1.53 -3284

Kl -1.51 449

Gsg1l -1.51 363

Rmdn2 -1.47 428

Ppp1r16b -1.46 1267, 101555

Ankmy1 -1.42 -4294, -8454

Sim2 -1.38 -300

Tef -1.36 8831

Igdcc3 -1.34 475

Hoxd1 -1.32 60

Prkcb -1.31 379

Doc2b -1.29 1049

Shisa2 -1.25 863

Greb1 -1.24 374, -10298

Exoc3l2 -1.24 -5219, 6269, 11197, 26301

Mylk2 -1.23 21640

Xkr5 -1.23 205
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Scrn2 -1.22 -7696

Bahcc1 -1.22 -1811, 1933, 3789, 21613

Perm1 -1.21

Cln3 -1.19 18072

Kcna3 -1.18 446

Zfyve28 -1.16 1012

Cebpa -1.16 1091

P4ha3 -1.16 192

Itpka -1.15 415, 2399

Ajap1 -1.15 782

Chrnb4 -1.15 22048

Tmem206 -1.14 382, 1587

Trim62 -1.14 276

Scrn1 -1.14 190

Dll3 -1.14 7193, -10055

Cfi -1.13 -5667

Tgfa -1.13 397

Fam83f -1.12 -295

Dhh -1.12 4396, 460

Sult2b1 -1.12

Reep6 -1.1 -8438, -6865, 127, 11663

Kbtbd13 -1.1 -6972

Mfsd7c -1.09 325

Inhbb -1.08 4648, 1640, 712

C530008M17Rik -1.08

Nkx2-6 -1.04 2854

Hspa1l -1.04 9345

Prkce -1.04 -553

Acss1 -1.04 59824, 176

Gdnf -1.03 -275

Fam222a -1.02 -667

Hist1h1b -1.01 218

Ldoc1l -1.01 191

Reep1 -1 511

Cage1 -0.96 -247

Rab25 -0.92 16567, 15447, 11650, -5929

Inha -0.91 -3269, -1573, 603

Atp1b2 -0.9 648

Pcsk6 -0.9 198504

Mtcl1 -0.89

Hhatl -0.89 14011

Gucy2e -0.88 1406

Nrm -0.88 5370

Nkx2-3 -0.87 2459

Flrt1 -0.86

Ttll11 -0.86 488

Ccdc96 -0.86 -716
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Abhd3 -0.85 184

Fbxo32 -0.84 156

Atp8b5 -0.84 115049

Prrg2 -0.84 15668, 13108, 9092

Zbtb39 -0.83 3486

Plxdc1 -0.83 -2098

Tmem30b -0.83 347

Tmem180 -0.83 -7920

Tbx6 -0.83 -4459, 10645

Itgae -0.82 47517

Tyro3 -0.82 422, 17542

Pvrl1 -0.82 -528

Psca -0.81 -5719

Kcnn2 -0.81 -666

Capn5 -0.81 66897, 177

Mycn -0.8 4364, 1836, 284

Pcdhgb6 -0.8 64882

Kcnc4 -0.8 -1102

Gckr -0.8 -1869

Cyp26b1 -0.8 10004, 6292

Tcf24 -0.79 285

Gamt -0.79 200

Six2 -0.79 446

St8sia6 -0.79 -144

Fam184b -0.79 119149, 77

Bpifc -0.78 54356, -10220

Rph3al -0.78

Mcf2l -0.78 32043

Lmln -0.77 -5913, 135

Hsbp1l1 -0.77 -9234

Bcan -0.77 484

Plxna1 -0.77 789

Adgrl1 -0.77

Palm3 -0.77 -9890

Erbb2 -0.76 156

Plxnc1 -0.75 530, -558

Iqgap2 -0.75 273682, 306

Jam2 -0.75 181, 61333

Fam60a -0.75 832

Osbpl11 -0.74 177, 66705

Cacna1h -0.74 -521

Pnkd -0.72 18902

Rtn4rl1 -0.72 -9

Ppara -0.72 628

Nol4l -0.72

Iqsec1 -0.72 93899, 73163

Pgpep1 -0.72 282
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Glyctk -0.72

Pcsk4 -0.7 14337, 7766, 6193, -799

Tmem245 -0.7 517

Phf13 -0.7 7443, 1331, 243

Mbp -0.69 781

Ass1 -0.69 162

Cadm1 -0.69 1248

Sema7a -0.69 260

Bsn -0.69 96015, 84751

Rara -0.68 176, 14000, 22880, 25984, 31136, 32160, 36117

Ston2 -0.68 7332

Epdr1 -0.68 -3658

Bricd5 -0.68 -2908

Olfml2a -0.68 -5900, -12

Wipf3 -0.68

Nppc -0.67 77

Fgf11 -0.67 6009, 1209, 185, -999, -2663

Syngap1 -0.67 -8588, 31892

Mphosph9 -0.67 78339

Bag4 -0.67 30745, -231

Trim67 -0.67 1765

Usf1 -0.66 63

E130309D14Rik -0.66 18891, 29899

Sp4 -0.66 -544

Polr2a -0.65 -8321

Tmem200b -0.65 -1483, 405

Ung -0.65 -2787, 93

Wdr62 -0.65 197

Rab36 -0.64 24415

Pank1 -0.64 959

Hist2h2be -0.64 -833

Smad6 -0.64 68187, 1611

E2f2 -0.63 150

Lrrc4 -0.63 -625, 7711

Zfp41 -0.62 -445

Cdan1 -0.62 93

Smim1 -0.62 13820

Fam53b -0.62 -500

Zranb3 -0.61 -1112

E2f1 -0.61 268

Sox18 -0.61 344, -8904

Ubn2 -0.61 155

Jmjd8 -0.6 13, 4205, 7901, 13325

Dmrt1 -0.6 374, 104982

Palb2 -0.6 -222

Exoc3l -0.6 5922, -1886

E2f7 -0.59 183
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Rab11fip4 -0.59 69540, 113044

2310009B15Rik 0.59 15254

1600002K03Rik 0.59 -5104, -1088

Irf1 0.59 162

Kdelr3 0.59 200

Tbc1d23 0.59 64298

Slc39a6 0.59 201

Chchd2 0.59 398

Mars2 0.6 167

Ralb 0.6 302

Hmg20b 0.6 -7303

Lmna 0.6 20772, 308

Tmem160 0.6 405

Tgfb1 0.6 598

Uap1 0.61 -206

Psma7 0.61 146

14-Sep 0.61

Atp6v0b 0.61 65

Golt1b 0.61 -283

Med21 0.61 45

Uba5 0.61 177

Slc35f5 0.62 40

Baz1a 0.62 1184, 576

Pdlim7 0.62 25919, 95

Pdia5 0.62 185

Mical1 0.63 13862

Slc39a13 0.63 -307

Bloc1s4 0.63 375

Klf3 0.63 -600, 157

Cd9 0.63 515

2810428I15Rik 0.63 -3469

Nod1 0.64 68

Mfhas1 0.64 1194

Dyrk3 0.65 26

Abca7 0.65 -8751

Gpx4 0.65 474, 4314

Ckap4 0.65 448

Myo1g 0.65 -7682

Rel 0.65 202

Gabarap 0.65 -10074, 4534, 9398

Adamts1 0.65 523

Myl12a 0.65 12197, 325

Lpin3 0.65 -7870, 31458

Rprml 0.66 379

Flot1 0.66 12099, 13667

Tbcc 0.66 -605, 419

Elovl1 0.66 9091
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Epha2 0.66 187, 7323

Nudt19 0.66 728

Bet1l 0.66 -321

Pycr1 0.67 14134, 10902, 10006

Ubtd1 0.67 -35

Taok3 0.67 -4481, 143, 121007

Gars 0.67 175

Cope 0.67 143, 13167

Shmt2 0.68 -4436

Dbil5 0.68 -365

Cox6a1 0.68 7963, 395

Sap30 0.68 324

Rtn4 0.69 126

Nt5c 0.69 102

Ero1l 0.69 236

Golim4 0.69 255

Ocel1 0.69 -3938, 158, 9758

Arl4c 0.7 831

Tpgs1 0.7 270, 6110

Nfkbia 0.7 247

Sec23a 0.7 257

Gjc2 0.71 6317, -8339

Btg3 0.71 369

Eif6 0.71 301

Sec61b 0.71 -565

Ostf1 0.72 197

Rcn1 0.72 183

Fam210b 0.72 119

Srm 0.72 263

Mthfd2 0.72 164, -8476

Myo1b 0.73 150

Trim7 0.73 11654

Vamp5 0.73 18372, 68

Esd 0.74 167

Tuba1a 0.74 61

Gorasp2 0.74 267

Rhoc 0.74 118

Srpr 0.74 157

2310039H08Rik 0.75 389

Plk3 0.75 4960

Eif4ebp1 0.75 185

Acbd3 0.76 37

Nfkbiz 0.76 16593

Atp11a 0.76 392

Wnt2b 0.77 280

Jun 0.77 1438

Herpud1 0.77 92
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Tfrc 0.78 336

H2afj 0.78 200

Slc1a5 0.78 926

Rras 0.78 -10060

Spty2d1 0.78 222

Slc37a1 0.79 837

Rcn3 0.79 15573

Samd4 0.8 139, 1851

Efnb2 0.8 -699

S100a13 0.81 -5379

Rorc 0.81 -9146

Slc25a33 0.81 347

Tubb2a 0.82 24

Sec22b 0.82 149

Ogfod2 0.82 3934, 8910

Cib1 0.82 40

Phospho1 0.83 -212, 6732

Tspo 0.83 278

Rabac1 0.83 504

Vmo1 0.84 -5640

Plk2 0.84 -4

Itga6 0.84 213

Odc1 0.85 439

Cxadr 0.85 69

Syt7 0.85 67838

Fxyd5 0.85 -10542

Arfgap3 0.87 295

Hmga1 0.87 -1326, 205, 9282

Ppp1r35 0.87 666, 6330

Furin 0.87 3447, 2327

Daam1 0.88 154

Prr13 0.89 11774

Runx2 0.89 78797, 37773

Coq10b 0.9 147

Lrrc59 0.91 128

Dusp3 0.91 439

Timm10b 0.91 10628

Aif1 0.93 14929, 11201

Galnt16 0.94 -302, 258

Prr18 0.94 970

Fstl3 0.95 -10586

Fkbp1a 0.95 173

Atf5 0.95 114

Ptpn7 0.96 14635

Sdc4 0.96 -12

Adamtsl5 0.97 18174, 6638, -530

Tagln2 0.98 10
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Chrnb1 0.98 321, -4479, -5503, -6687, -8351

Cd68 0.99 -5842

Arpc1b 1.01 624

Trim66 1.01 69222

Fjx1 1.02 880

Csf1 1.02 341

Panx1 1.02 70

Gas2l1 1.03 7151, 3855, 495

Lyve1 1.03 18665

Ly6g5b 1.05 -6392

Gdf15 1.05 211

Foxp2 1.06 379

Fam132b 1.07 -30

Ust 1.07 105

Gltpd2 1.07 1047

Tex40 1.07 -8444

Slc1a4 1.08 409

Sqstm1 1.08 102

Kcnk13 1.08 1389

Lonp1 1.08 13383, 231

Psmd8 1.09 9409

Esyt3 1.11 258

Apoc2 1.13 12032

Stac2 1.16 26326, 822

Tbr1 1.16 1211

Cebpb 1.16 845

Rdh10 1.17 -282

Klhdc8a 1.17 371, 17683

Npw 1.17 8361

Scand1 1.17 368

Il6ra 1.18 282

Dok3 1.19 15194

Steap1 1.22 69

Chpf2 1.23 -9406, 82, 15874

Cdr2 1.23 168

Jdp2 1.24 575

Tesc 1.24 1168

Cdr2l 1.27 436, 22020

Slc35c1 1.27 902

Atp1b1 1.28 515

Slc11a1 1.29 9501, 17277

Tnip1 1.32 7036

Rrad 1.32 457

Nfkbie 1.34 -10836, 8508, 17148

Creb3 1.37 -362

Fam43b 1.37 730

Isg15 1.39 3618
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Slc16a5 1.4 13287

Baiap2l1 1.41 102528

Ctgf 1.42 1006

Fdx1l 1.42 74

Pmm1 1.45 355

Ptprcap 1.51 -5910

Slc22a4 1.53 48026

Gale 1.53 -1341, 7219

Ptprn 1.55 27408

Kcnk6 1.55 170

2900026A02Rik 1.56

Prkca 1.57 496

Btg2 1.59 243

Myc 1.6 403, 2659

Relb 1.62 9854, 270

Sowahb 1.63 574

Rhbdf2 1.64 -2933

Zfp365 1.67 342

Nes 1.68 731

6030419C18Rik 1.69 197

Pdgfb 1.7 1912

Sntb1 1.71 357

Gadd45b 1.72 -1355, 341, 1845

Gadd45a 1.73 127

AA467197 1.78 -7007

Nlrp10 1.78 -4418

Gm13889 1.81 -52

Maff 1.84 18, 9954

Sh3bgr 1.89 -8374

Mvp 1.93 37954, -2142, -8590, -10830

Gch1 1.95 218

Ltbp1 1.96 327

Fosl1 2 9518, 12942

Ntn4 2.08 39

Bbc3 2.09 529, 2705, 4241

Mocos 2.2 56117

Nfe2l3 2.2 690

Dusp8 2.27 948

Pde6g 2.28 16203, -4661

Cited4 2.29 349

Tes 2.31 115

Lrrc14b 2.32 13824

Sema3d 2.41 338

Spsb4 2.45 -365

Mmp24 2.46 51280

Dusp4 2.47 454

Cdkn1a 2.49 3606
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Srxn1 2.64 316

Cyr61 2.66 529

Klhl30 2.82 -5761, 15327

Wnt11 2.84 -3565

Trib3 3.08 11884

Arid5a 3.24 75

Lrp8 3.3 1325

Rasl10a 3.65 48, 3344, 6704
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identified by both RNA-Seq (P-value <0.05, |Log2FC| ≥ 0.59) and ChIP-Seq analyses using the Arid4b SCKO testes at P1.5.
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SCKO testes at P1.5.
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Supporting Information Table S5. Primary antibodies for immunofluorescent staining

Antibodies Clone Cat # Company Dilution

Anti-ARID4B A302-233A Bethyl 1,000x

Anti-AMH Anti-MIS (C-20) sc-6886 Santa Cruz 200x

Anti-WT1 C-19 sc-192 Santa Cruz 400x

Anti-TRA98 ab82527 Abcam 200x

Anti-PLZF H-300 sc-22839 Santa Cruz 200x

Anti-Casp3 Cleaved Caspase-3 (Asp175) 9661 Cell Signaling 300x

Anti-pH3 Anti-phospho histone H3 (Ser10) 06-570 Millipore 200x

Anti-GJA1 Anti-Connexin 43 ab11370 Abcam 1,000x

Anti-GDNF D-20 sc-328 Santa Cruz 200x

Anti-INHA MA5-15703 Thermo Scientific 200x

Anti-CYP26B1 ab113236 Abcam 100x

Anti-KITL SCF (G-3) sc-13126 Santa Cruz 200x

Anti-ACTA2 1A4 A5228 Sigma-Aldrich 200x
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Supporting Information Table S6. TaqMan primer/probe sets for qRT-PCR 

Arid4a Mm01282759_m1

Notch1 Mm00435249_m1

Amh Mm00431795_g1

Gja1 Mm00439105_m1

Gdnf Mm00599849_m1

Inhbb Mm03023992_m1

Inha Mm00439683_m1

Cyp26b1 Mm00558507_m1

Kitl Mm00442972_m1

Gapdh Mm99999915_g1
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Supporting Information Table S7. Primer sequences for ChIP-qPCR

Primers for ChIP-qPCR

Gdnf

Gdnf-PF1 5'-GGTGTTCAGCTAACCAACAGGAG-3'

Gdnf-PR1 5'-GGCATAAACCTGCCTTTGTTCAAG-3'

Gdnf-PF2 5'-CTTGAACAAAGGCAGGTTTATGCC-3'

Gdnf-PR2 5'-CAGACCTAGGCTTCATTTCCATG-3'

Gdnf-PF3 5'-CATGGAAATGAAGCCTAGGTCTG-3'

Gdnf-PR3 5'-CATTTATAGAGCTCTCACTGCGTG-3'

Gdnf-PF4 5'-CAGATATTTGGAGACCGTGTTGG-3'

Gdnf-PR4 5'-CAAGCAGCCTGCACCGAGAAG-3'

Snrpn

Snrpn-ex1-F 5'-GAGTGATTTGCAACGCAATGGAGCG-3'

Snrpn-ex1-R 5'-CTAACACACCCAAGGAGTCCGTCTG-3'

Snrpn-ex7-F 5'-ACTGGCATTGCTCGTGTGCCTC-3'

Snrpn-ex7-R 5'-GCCTCCAACTGCTCGGACAGG-3'
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