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Sequence-based measures were calculated using the method previously described by Cousins MM, Ou SS, Wawer MJ, Munshaw S, Swan D, 

Magaret CA, Mullis CE, Serwadda D, Porcella SF, Gray RH, Quinn TC, Donnell D, Eshleman SH, Redd AD. Comparison of a high-resolution 

melting assay to next-generation sequencing for analysis of HIV diversity. J Clin Microbiol. 2012 Sep;50(9):3054-9. doi:10.1128/JCM.01460-12.  


