Supplemental mass spec material

For differentially expressed proteins identified on the basis of single peptide, spectra
corresponding to peptide sequences were annotated using MaxQuant Viewer (version
1.2.2.5). All annotated spectra were indicated below.
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-3-4

Scannumber: 26986

Protein: Eif1; Suil; Suil-rs1; mCG_20540; RP23-39213.1-001; Eif1b; P48024; Q3UBTS8; Q4VIT8; Q9CXU9
Peptide Score: 134.21

Method: ITMS; CID; 1
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-7-8

1918

Bb1; Leng4; Mboat7; Oact7; Q8CHK3

124.12

m/z [amu]

Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-7-8
Scannumber: 12292
Protein: Ss18; Ssxt; Syt; Ss18; Ss18; Ss18; Ss18; Ss18; Q62280; Q3TM96; Q8BJH8; Q6P111; Q8BJJ6; Q8VHA9; E9Q9S9; Q8VHBO; Q8BKL1; Q8VHAS; Q3U3G9
Peptide Score: 147.26
Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-7-8

Scannumber: 31064

Protein: Ssr3; mCG_13448; Ssr3; Q9DCF9-1; QI9DCF9; Q3TS69; Q4FK79; Q9DCF9-2; Q9DCF9
Peptide Score: 204.35

Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-7-8
Scannumber: 34555
Protein: Lzic; mCG_17405; RP23-153G17.1-001; Q8K3C3; B1AS02

Peptide Score:

173.32

Method: ITMS; CID; 1
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-9-10
23109

Nedd8; Nedd-8; mCG_22053; P29595; Q3TY05; Q3Ul46
124.12

Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-9-10

Scannumber: 37600

Protein: Cirbp; Cirp; Cirbp; mCG_13416; Cirbp; P60824; D3Z189; D3YU80
Peptide Score: 160.84

Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-9-10
Scannumber: 38019
Protein: Dim1; Txnl4; Txnl4a; Gm16286; mCG_18172; Txnl4a; P83877; E9QJZ8; Q78)M7
Peptide Score: 177.76
Method: ITMS; CID; 1
Yio Yo ys8 y7 Y6 Ys Ya Y2 \al
_MDEVIYSIIAEK_
b2 bs ba bs be b7 bs bo  bio
b5 y6
817.4327 939.5349 b7-H20
b2 ba |
ys 1049.517
476.2376 704.3486 r
| ‘ 776.4715 ! bs
‘ b3 1 b |
! 1180.612
605.2802 b102}+ 6 ;’Y7 :
! i 980.496 i
yazt i 690.84?63 - 1052.&}519 bs—HziO Yo
|
576.3473 Wi i 1162.602 i 1280.73
T 689.43‘95} | i | ‘
| I | 8 |
| |
i ! 1151.687 |
Il Vo
" | 1 i
|
376.2757 ;i } i !
! I | .
‘ i | b7 i i b1o
I I
y2 i 1067.528 Lo 1380.692
1T | : P bo |
505.3183 ; i i
; : ! 1251.649
| | i
| | | i yioo
! | | 1 1395.757 i
| |
! |
! i
! |
|
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIrIIIIIIIIIIIIIIIIIII_
300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]

[¥o01] Aususjul



Relative Abundance

100

80

60

40

20

Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-11-12
13337

Rtn3; Rtn3; Rtn3; Rtn3; Rtn3; Q9ES97-1; Q9ES97; QIES97-2; QIES97; Q8C6L4; QIES97-5; QIESI7; QIES97-4; QIES97; QIES97-3; QIES97

117.52
ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-11-12
Scannumber: 13398
Protein: Yipla; Yipf5; Q9EQQ2
Peptide Score: 116.37
Method: ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-11-12
Scannumber: 39192
Protein: Mfsd10; Tetran; Mfsd10; Mfsd10; Q9D2V8; D3YWDS5; D3YYM9; D6RI23
Peptide Score: 131.69
Method: ITMS; CID; 1
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Source:
Scannumber:

Protein:

Peptide Score:

Method:

A

mousePGCfemale-TMT6plex-group2-240ug-205min-11-12
39868

Tex101; Q9JMI7; Q076U5

129.84

ITMS; CID; 1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-11-12
Scannumber: 42522
Protein: Dusp9; mCG_3242; RP23-329M9.2-001; Pyst3; Q7TNL7; Q8K1S9
Peptide Score: 169.62
Method: ITMS; CID; 1
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-13-14

39055

Gadd45gip1; QI9CR59
102.06

ITMS; CID; 1

ys y4 Y3 y2 y1
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m/z [amu]
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Source:
Scannumber:

Protein:

Peptide Score:

Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-15-16

2537

Ptplb; Q9D3B1
94.3

ITMS; CID; 1
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Relative Abundance

40

Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-15-16

10461

Whbscr22; mCG_16714; mCG_16714; Wbscr22; Wbscr22; Q9CY21; Q148S9; Q148T0; D3YYK7; D3YWZ3; Q9D1L3
102.5

ITMS; CID; 1

y142* yiz  yn Yo y8 y7 3 y3 y2 Y1

RN rr.

HSGPPEIFYDIQNEAR

bo2* b102* b112* b122* bi32*

20

yi2
1478.691

by 2+
77388635
|
b1o2+ !
|
665.3593 i
! |
! I
|
y82+ i
521.7331 |
| |
2+ | !
7 I
Y Ly : y7
448.1989 !
‘ | 578.2751 i 895.3904
I i I
| | |
. | N
| |
i ! i i 878.3639 |
! : ! : | ]
|
! i | bo?* | biﬂ‘*
1 | I |
! i 608.8172 i 877.9386
|
N I I |
| 2+
375.1987 | i i i bi2 i
[ i ! o 820.4251 !
1 1 ! 1 1 I |
2+ ! | i P12 }
v ys} i ! | Y‘M + I
366.6672 ; 811.8759
246.1561 i -
| X i
! i 1l
|
2 | ys-NHs | ys
| |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-15-16
Scannumber: 26577
Protein: Tmem111; Q99KI3
Peptide Score: 152.7
Method: ITMS; CID; 1
yi2 Yyio Yo Y8 y7 ys ya Y3 y2 \al
_ K Y Y F N N P I E D G F F K _
bs bs b72* bs2* be2* bio2* b112* bi22*
b92+
2+
b7 815.4193
693.3845
i
b62+ i
644.8582 i v -1--1
! | 842.461 i
| i
i bg2+ i
| 757.9058 i
I 1 !
I I !
v
?27.434 i i
i i i I
v 3
670.4126 i ; o i
b i 1
| 1 1 |
| 1 1 |
b ! 1
y2* . | | buzr yo
534.7818 ! i i | 917.4642 y7 1296.642
} i ; ; ! i 1068.556 i
2 N | i | | ve |
vz P 1 ! 1 1182.599 bk
523.3442 i i ‘ | . | i |
v N Lo bro | ; 1288.709 .
376.2757 B Lo 83,43 | b2 bs l‘}H}H Y
. bl ’ 9— 3
! | Lo i 990.9984 1174.666 Y I ‘769-8‘37
1 I I - : 1279.616
| | i | i r | | | | y12-NH3
| L
‘ ‘ ‘ ‘ i i i ‘ 1752.811 i
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-15-16
Scannumber: 42568
Protein: mKIAA0327; Pcdhga8; mCG_133388; Q5DTQ9; Q6PHX8; Q91XY0
Peptide Score: 93.01
Method: ITMS; CID; 1
yii Yio Yo y7 Y6 Y1
_ N S | | T I S | D F I H E N K _
b3-NH3 be b7 bs b1o-NH3
y102+
-
716.8853 i
y”2+
773.4274
bs2* !
537.3056
i
b3-NHs
|
|
529.245? i yo2+ Y6
i i 660.3433 1018.516
| I |
bt ‘ vo-NH:
I I
480.7636 i 1001.489 | .
C bs 5 ! "
i ! 873.4879 5 Lo ) y7 1319.679 1545.847
I [ 8 1
yi i i ‘r 7 i | 11316 b10-:‘NH3 yro yn—NHa
| ! 960.5199 | | 1073.604 i ! ‘
3762757 i ; | ‘ | | 1318673 1432763 1528.821 |
| ‘ o | | | | |
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Source:
Scannumber:

Protein:

mousePGCfemale-TMT6plex-group2-240ug-205min-17-18
21055
Ift172; Kiaa1179; Wim; Q6VH22-1; Q6VH22

Peptide Score: 116.52
Method: ITMS; CID; 1
Yo ys y7 Y6 Ys Y4 y3 Y2 Y1
_YVIAIYATHIIIR_
bs ba bs be b7 bo2+ bio2*
ys
639.3937 ba
bs | 676.4231
563.3391 i
H |
3 i
|
i bo2*
|
i 631.3608
|
|
ys | |
538.346 i i
v o |
437.2507 i i i
| | | |
| | |
i L
401.2871 i L
O | | | ye
! i 710.4308 y7
i } r 873.4941 b7
|
bs i 1011.571
b1o2* | i
839.4865 | bs bz-H
y2 687(9028 ! ! ! ZP
288.203 | 910.5236 993.5607 |
. | | . |
v 3 o N
175.119 i i yg‘ i
| |
} 986.578}2 ! yo
i i 1057.615
N
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-17-18
Scannumber: 26454
Protein: Smbp; Tm9sf3; mKIAA4036; Smbp; Tm9sf3; Smbp; Tm9sf3; QIET30; Q571B0; Q3UH23; Q8CEF5
Peptide Score: 113.29
Method: ITMS; CID; 1
y162* yis2t  yia yi32t oy Y102t yo y8 ys ya y3 y2 Y1
_ Y K E E E M D D M I D R D | G D E Y W K _
be2* bs2*  bo bio2* bn b162* b192+
ys—NH3
894.4559
b92+ i
]
793.3764 w |
i i bi12+
i 91&;.4102
AR N
782.4398 ] Lo .
| | |
] [ yi3
v i i i §14.9223
619.3765 bs2+ | ! bio2* ) S
' |
32+ 735.863 | | 858.8967 i ys
e e 1l
612.8293 yip ! yi2+ | Jll4824 ys
Al 7343751 1 457,408 . 1196.615
ys H I | ' Pl y152* | b1o2+
i [ b ! 1 i
598.81‘1133 ; | i 1037.956 | . | 1369.104
. \ \ i yie 2+ :
v 2 | | | 1102.477 1194.54 i
376.2757 s62.355 | || 1 1 | i ve 1 bs yi2 b1 y14
27 N ! i i 1311642 | 1585.746 1713.81 1831.813 1943.864
I I 1 . . . .
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-17-18
Scannumber: 34289
Protein: MNCb-1039; Mrfap1; Pam14; Q9CQL7
Peptide Score: 121.5
Method: ITMS; CID; 1
Yo ys y7 ys y4 y3-NHs3 y2
M AJE|M I | vial|l v I R
b2 bs ba bs be b7 bs bo
bs
-
805.4149 i Yo
1058.603
i
bs
b4 904.4834
692.3309 | ys
1 987.5656
b2 1
|
432.2478 YB—NH3
i 970.539 |
| '
! bs y7 | ‘ bs
| |
‘ i 561.2904 858.523 i 1145.626 bo
| | 2+ i | | 1244.694
ya-NHs || > | bs-NH;
L 452.7453 ! 1128.599 | 1
370.2449 ‘ L ‘ .
va-NHs Do b s o 3
|
257.1608 i i i ‘ 1032.542 | i i |
| o v | |
; ! ; 4 614.3984 | |
1 | | 515.33 | } ‘
! : : i 1 ! 1
i i i i I |
I I I I I |
iYy2 i i i | !
| | | | |
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i | ‘ “ |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-17-18
Scannumber: 38871
Protein: Vkorc111; Q6TEKS; Q9D781
Peptide Score: 177.06
Method: ITMS; CID; 1
Yio Yo ys Y7 Yeé Y4 Y3 Y2 Al
6 Fleli i1l s|li|lFle]lk _
b2 bs ba bs b7 bs bo  bio
Ye .
837.5032 |
ba
bs
604.3656
! 717.4497 bs-Hz0
| |
v3 i ! ) 956.576?
b2 580.3656 | 4 - !
|
434.2601 | 861.5032 i vy
' |
i i 950.5872
y2 | |
433.2972 ye-NH3 | i bo
H 820.4766 i i 1121.656
I e T | |
:: . : |
| |
o ve ] i vo
Lo 693.4497 ! | 1120.693
[ i T3 ! i
b 3 | be e
1 I
y i i 491 2815 \ } 974.5872 i
|
3762757 | i | | | bio Y10
i L ! ys 1178.677 1267.761
| 1063.671 | i
| . |
! ! ym—NlHa
|
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1 ‘ |
_|||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||IIIIITIIIIIIIIIII:IIIIIIII_
200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

[¥o01] Aususjul



mousePGCfemale-TMT6plex-group2-240ug-205min-19-20

19006

Source:

Scannumber:

Mageg1; Ndnl2; mFLJ00211; Q9CPR8; Q6KAQO
81.62

Protein:

Peptide Score:
Method:

ITMS; CID; 1

Y3 Y2

Y4
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Yo

yi1
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-19-20

Scannumber: 20780
Protein: Kiaal885; Vars2; Vars2l; Vars2; E9QMJ4; Q3U2A8; E9Q4G3; Q8K2X9
Peptide Score: 164.64
Method: ITMS; CID; 1
y112* yio  ys ys  y7%*  Ye ys ya Y1

Q I Wlw|G H Q I P A Y R

1037.552

200 300 400 500 600 700 800 900
m/z [amu]
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-19-20
Scannumber: 21319
Protein: Gm4969; D3YZTI
Peptide Score: 125.82
Method: ITMS; CID; 1
ys Y6 ys \Z y3 y1
v 1 lH Yl1ira]lY ] I Q R _
b2 ba bs be b7 bs
Y4
-
579.3249 i
Ys B
707.3835 |
b62+
492.2974
1
b2 1
442.3227
i
3 ve
ys | 820.4676
416.2616 i !
. | I
i i b72+ YG_NH3
1 | - 1
| i i 803.441 |
I ; 573.8291 i ys—NH3 ; I
1 i [ ‘ b7
4o ! 690.357 |
i ; T 2 | 1146.651
| | | bs |
I I I ! I
I I I 742.4449 | I
i i i o | be b7—N|"}|3
|
y | i i i bs 983.5876 1129.624 |
! | | | | |
w 855.529 : b
175.119 } s I ysi i bs
; i i 1120.59, | 1259.735
AN | i *
Pl I |
_ [ | il ' [N | ' L ..
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Source:
Scannumber:

Protein:

mousePGCfemale-TMT6plex-group2-240ug-205min-19-20

24995

Ndufal; mCG_116470; RP23-43020.5-001; 035683; Q545K0

Peptide Score: 183.67
Method: ITMS; CID; 1
Yo ys Y7 Yé ys Y4 VE y2
_VIQYQWYIMEIR_
b2 bs ba bs be b7 bs bo
yo
1316.609 i
ba
748.4191
i
ys i yo—-NH3
|
711.3494 | 1299383
| |
| i b b7 i
| 1
ys-NHs bs e 1210.646 i
694.3229 | o3 ]097'5‘62 i i
. 4.4984 | | |
b2 L | y7 ! !
Do ! ys8 | I
457.2972 L 1025.487 essel i i
. | 1
i b62+ b3 i i ye i i i i
|
y3 i 620.3605 i ; 897.4287 y7—NH3 i
435.202 | 549.2845 r } i - | | bo
| | -1
i »}“ [?72+ i } | 1008.46‘1 I i 1470.720 !
‘ )
} ‘ 605.8265 | ‘ } bs |
_NHs | 548.28p1 b Pl | R
\& 3 i ol | ! 1341.686 | |
49181755 | y4—NIi“:|3 P i i i
-— | 1 | i I !
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N o | : | |
| I | | |
y2 i | | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-19-20
Scannumber: 27002
Protein: Hps5; Ru2; Hps5; mKIAAT1017; Hps5; Hps5; Ru2; P59438-1; P59438; Q640Q9; E9Q972; Q6ZQ01; E9Q3X4; Q3TUO08; P59438-2; P59438
Peptide Score: 122.13
Method: ITMS; CID; 1
Y62t ys Y4 Y3 y2 yi
_ | H | | Q T K _
bs ba bs be b7
y62+
484.8082
:’ v3
ya 605.382
477.3234 j
¥ y3—NH‘3
be?! | 588.3554 |
466.8284) | P
| |
I H b3 i } y4
|
} i s69.4224 | | 718.4661
| o i
i i | ba|
| |
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Y1 | | P |
N I I I | I 831.5501
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mousePGCfemale-TMT6plex-group2-240ug-205min-19-20

29510

Source:

Scannumber:

Gnag; P21279; Q3UHH5

173.06

Protein:

Peptide Score:
Method:

ITMS; CID; 1

yi2 Y1 yio Yo ys y7 33 Ys y4 Y3

yi3

b122* b132* bi142* bis2* b172*

be2* b72* bs bs  bio

bs
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-21-22

Scannumber: 15774
Protein: Dcoh2; Dcohm; Pcbd2; Q9CZL5
Peptide Score: 184.55
Method: ITMS; CID; 1
Yio Yo ys Y7 Ye Ys Y3 Y2 Y1

MNIHHPEWFNIVYNK

b2 bs ba be b7 bs  bo2* bio2* bi12+ bi22+
bo2+*
711.8324 b102*
| 761.3666
|
y3 i
|
653.382 o
CT
|
7133718 b4
#49.371
|
bs i
612.3125 i bi22+
y2 7 I
‘ 899.9197
490.3187 bs2t | i i
i 654.8109] i | i
1 | | I 1
2l o v
488.237 i } } 866.4933 }
| I I | I
] ! ( | |
:: br2e i L y7
i i | bii2¢ |
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il | I ]
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-21-22

16871

Laman; Man2b; Man2b1; Manb; Man2b1; 009159; Q3TB95; Q3TBM1; Q3UGH3

110.53
ITMS; CID; 1

vV A I w I H

ys2t y7 Y6 ys Y4 Y3 y2 yi

D P F G H S R

b2 bs ba be bz2* bs?* be2*
b62+
476.2661 1
y62+
350.6799
i
y82+
464.7354
o
ys |
4562314 |
S
o
B
b2 H ys
|
400.2757 i | 003.2998
| o bs2+ b
Y2 ! }‘ b8\+
262.151 v B se7923 5983267 bo?* bs
. | . | i
; 399‘20‘}99 i i 1 l626.8374 723.414
yz-NHs i i | H |
| | |
Vi 2451244 | ! | ! b3H | ye |
P | ‘ 586.355 || i 7003525 | y7 bs
! .
175,119 } ‘ Pl | ! | 815.3795 951.525
| AN i | | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-21-22
Scannumber: 22365
Protein: Prmt10; Prmt10; Q3U3W5-2; Q3U3WS5; D3YU52; Q3U3W5-1; Q3U3WS5
Peptide Score: 120.07
Method: ITMS; CID; 1
ys y7 Y6 ys Y4 y2 y1
_ W H F | M | N D T R
b2 bs ba bs be bs2+*
b82+
-
643.8313 i
b2
553.3084
I
|
y2 i 3
2+ |
276.1666 be i Ys 749.361
i 529.2964 | 618.3206 i
1 ! a——
L |
sl | v
y | i 862.4451
yi 505.2365 | i bs |
- |
175.119 ! i 700.3768 ba i
I i i I b6
! ! : 813.4609 i b
y1-NH3 ; ; | ! 5 ys 1057.585
158.0024 | 1 ‘ | 944.5014 1009.514 |
1 \ .
i I I i |
| St Ll ] | | | | | :.. :.
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Source:
Scannumber:

Protein:

mousePGCfemale-TMT6plex-group2-240ug-205min-21-22

28281

Bub1; RP23-189N15.7-001; Bub1; Bub1; A2APR8; Q8K1K8; 008901; Q9CS10; Q8C4D0

Peptide Score: 148.68
Method: ITMS; CID; 1
Y10 ys  y7?t ye?t ys ya y3 y2 Y1
_H F F E F I lfY|IN]JQ]Gc] I |G| T]|K _
be b7 bs bo  bio bi12* bi22* bi32* bis?*
b122+
112+
877.4486
820.9066
a
|
|
|
|
|
|
ys !
|
534.3449 ‘
! b102+i
|
| 792.3959 |
bF” i
2+ |
533.2714 bs L
728.3666 o
| .
1 ! 1
y2 s P
704.4504 | P
477.3234 ;o o
- I
; AR
i 671.3451 | | bra2+
i ! |
y62+ i va i i 956.48‘32
|
416.7581 | 647.4289 i braz* i yio
. i } | i i 1109.615 1369.768
| ! b2+ ! | 905.9593 | |
2 7 I 1 i
3762757 | 7 i i bs ] |
1 4737796 °89.8134 ! ; 1065.536 8
i ! i ! i ! 1341.683 | b1o
| | |
i i L 1583.784
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-23-24
Scannumber: 11043
Protein: Kiaa0358; Madd; RP23-20F9.4-001; Kiaa0358; Madd; Kiaa0358; Madd; Kiaa0358; Madd; RP23-20F9.4-011; Madd; RP23-20F9.4-002; Madd; RP23-20F9.4-010; Kiaa0358; Madd; Kiaa0358; Madd; RP23-20F9.4-004; Madd; RP23-20F9.4-003; Kiaa0358; M:
Peptide Score: 114.4
Method: ITMS; CID; 1
Y92t ys y7 Y6 ys y3-NH3
_WYAHQIQPIHIYIR
bs ba be b7 bo bio2* bii2*
-NH
Y3 3 : ys
458.2146 685.378
b72+ |
578.8087
i
y82+
527.7933
|
|
b623+ Ye
514.77943 813.4366
! 1
I i i
|
i bs ba |
i ‘ y8
! 650.35 787.4089 i y7
| 1 P 926.5207 1054579
: 1 biozr | b112 : :
> I I +
i yof* i 7524066 | | " ys—NFila
| 594.322)7 1 | | 833.9382 | bo
! ! } [ ! 1037.553 |
| | ‘ \ ;o 1366.747
[ i i P :
1 | | b ;
I I I ! I
: : or | br bs-NHs
1028.552 ! 1156.61 1
Ul ‘ 1349.72 |
‘ H i | |
ool ] Wl I . . |
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-23-24

17128

Sdccagl; Sdccagl; Sdccagl; Q8CCPO-1; Q8CCPO; Q8CCP0-2; Q8CCPO; Q8CCP0-3; Q8CCPO

208.95

Method: ITMS; CID; 1
y142* y132* y8 y7 3 ys ya y3 y2 Y1
Vv | T S A I w I wlv]yYyl]H]H]Q]V]S kK _
b2 bs be b7 bs bo  bio b2t biz bis?*
2+
vz ya-NH3 y
5
564.31‘16 6734082 V4 },,,,827 o
} 690}.4348 b'l ]24} .
| |
ye2* | | 805.4275 |
| | I |
482.7799 ly3 : 3 y132*
' ! 1
! 562.3762 ! i 929.4835
| - |
I ! I } i
21 I I
463 3:783 b7ﬁ+ | bozr | bis2*
. | 1
Lo 537'1923‘7 || 736.898 ! 918.99] b7
| |
| i ! | r ; | 1073.598
ba! | . : | bs 1! |
Lo b 1 ! 8875188 | |
4423227 | | | i bs | i 12 | i
| B I I
| i Ll 7014305 0| | |seo.ases| ||
HEEE | | e bs
| | |
| ! } i i i i i 986.0256 1172.667
] o e | | ;
N | s | >
| I I I 7
7! | | i E ! 964'552‘15 Y i 1335.73
I I I I I 1127.616 ! |
e | | |
|
P | || 613.8458 | | |
yroo | P r | i i bio
| | | | |
376.2757 | | i i ‘ | | ]472'7‘89
Col | " |
| | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-23-24
Scannumber: 19027
Protein: Amz2; RP23-465A12.3-002; Amz2; RP23-465A12.3-001; Q400C8-1; Q400C8; BIAT59; Q400C8-2; Q400C8; BIAT60
Peptide Score: 103.91
Method: ITMS; CID; 1
yo?t ys 7 ys ysa ys  y2 oy
T TIHEIGIHIIGIR
bs bs be bz  bs2* bo2+
b82+
-
559.8114 |
bs
545.3496
\z -1
458.3085 }
| |
| |
|
2+
ys3 y72+ yo
504.3035
345.22‘45 383.2401 |
| | bo2*
| |
i b72+i 616.3535
i 491.282 | v r
y2 1 o i b7
v 588,203 ‘ Lo 571.3926 ! y7 bs ys bs
175.119 ‘ ‘ 981.5567
. ! 765.473 811.4511 878.557 924.5352 ,
; | . r 1 1 }
! ! | | |
. \ |1 || | H | | | . b A \ . I
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

y]22+

mousePGCfemale-TMT6plex-group2-240ug-205min-23-24
27105

Kiaa0193; Scrn1; Q9CZC8

133.05

ITMS; CID; 1

Y102t yo y8 3 ys \ y2 \

_ s | I FIK P F I | Flv]D I D|lV K _
b2 bs bs b72* bs2* b bio2* bn
b1o2*
b2+
826.9944
ba2t | 884.5079
8 YSi
719.9468 804.4663
ye?" i ol
2+ 1 | 1
476.2711 bs V“i i !
| 589.8705 i [
; ; 705.398] |
Co
Y"Z bs2+ i i i
| |
475.34:42 646.4126 % i yi02* %
i I -—h
b2 | 1 | 18335026 | ||
i I I i
!
430.28i63 ii % i % y122*
; i ; Lol 963.5789
| ] | Pl i
I | I I I I
| | | P e
| | I | | |
! i % i i i 951.534?
oo 3 m |
|
376.2757 | i i | .t i
|
o | | Pl 1
yi-NHs | ||l bs L |
| |
359.2492 | o | 5773547 | i | s ye
N ; ; Lo ! 4 1308.74
! o | i Cl 1211.687 !
i i I 1 I I i
i % | ! i bs | bo b
|
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Source:
Scannumber:

Protein:

mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

22070

Tsg101; mCG_123182; CC2; Tsg101; Tsg101; Q61187; Q3UCWO; Q3UKO08; Q6LBE4; D3Z0S9; D3Z2V5

m/z [amu]

Peptide Score: 147.51
Method: ITMS; CID; 1
Yo y7 Y6 ys Y4 y3 y2 y1
_IIYIIPYIHDWK_
b2 bs ba bs be b72* bs bo
y72* y3
Y2 15943242 677.382
562.355 |
| |
| |
|
i
|
i bs be
bs2* 619.4017 992.6018
—— r——-0 I
622.8475 i ! ‘
Lo
| I
Lo
i I
! I
-
i | bs
|
i i 879.5178
A i | i
|
376.2757 bz | |
7 565.334 Lo
| |
1 | v
y1-NH3 i i 814.4409
| | |
359.2497277 ! ! b4 I
P b> |
; ; 716.4544 Yo
i 506.3176 i P bs 1463.788
i i ve Y6 y7 1244.688 |
| 927525 1187.641 = be i
! i 1090.5‘88 6 i 1430767 |
i | 1 ! i
_ | | || iy C ol N o o L i
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

24627

COXI; mt-Col; COI; COXT1; COIl; mt-Col; Mtcol; AS5YMUT; A5YMZ2; A5YMZ3; A5YMZ4; A5YMZ5; A5YMZ6; A5YMZ7; A5YMZS8; A5YMZ9; A5YNOO; B31YST; D6R472; DOD7WT; Q35042; Q3TML7; Q3TRTO; Q3UQ58; Q3UR21; Q3UTW3; Q5BP84; Q5BP85; Q5BP88

178.71

Method: ITMS; CID; 1
yiz Y12 yo2* ys G Ys y4 Y2 Y1
_vlFls WIIIA TIIHGGNIIK_
ba be b7 bs bs  bio b132+
ys—NH3
ys o -
00419+
717.4457 ! i
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
va i ye6—NH3
660.4242 | 837.478‘
! 1
| | bs?*| ys-NH3 bs
2 —
ye2* y4 NF;'|3 i 813.4537 i . ye 1051.61 1147.671
427.7559 643.3976 | ! || 8545046 i |
. 1 ! | 1 |
I P ! I [ i |
b72t bore | R b7 bs-H40
L i i
Y1 517.7?73 642.8687 | | 74?:1]84 3836.39 323 1034.5‘873 1129.661 %
376.2757 5 ! } ! ! \"#7‘ } ! b
! vz i ! o » ys| |
489.3598 | | ‘ P b7—HzCD r b
Co ! | Lo bs 7 1068636 |
L | | L 933.5396 10165774 || P
be2r | | | ! o . i
wang |V o | : ER |
. |
~ 1| 5703403 ! i . i | bro
i i i } i i bo 1341[.252 yi2 yi3
| i 1284.73 i 1525.869 1672.937
‘ ‘ Lo | 1 ; ;
(I || ' ' o N e W . " L L
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Source:

Scannumber: 25797
Protein: Islr; Q6GU68
Peptide Score: 173.44

mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

Method: ITMS; CID; 1
yii Y10 Yo y8 y7 Y6 ya y2
_EVIPIIIIQS IWIAIHNE IIR_
b2 bs ba bs b7 bs be  bio bn b142* bis2*
bs
668.418 i
bs-H20
763.4915 b7
i 996.5927
b2+ ;
| |
b2+ 740.4423 | b7-HpO
| |
498.8 Y6 i 978.5821 i
| |
i 739.3846 | y7 biaz* | i
| bl 852.4686 L
! bo2* L ; 9305145 | |
I (T I - P
i 6483817 % i bs | i ib:us2+ bs b
| |
! ! | 781.5021 i 987.0565 1109.677 1295.756
! ! [ I | : }
| | I } ' | !
b2 } b3 i i i i ‘ M ve } b9—N‘Ha
i i S 1| 1038548 | |
458.2812 i 555.334 i A H - | Y9 1278.73 |
Y62+ | i y}} ! b1o2* | % ¥ 31151.632 bo-i 1110
Ve 701050 ; I 704.9237 | ; | é; i b
: I . | | 1277.746 |
r | i f*i b8-:LHZO} i 0 b
288.203 | A w | i 1408.84 "
i ! | ‘ i 1091.666 i yio b ! 1479.877
| — | | | N
| | | o 1238.664 Hi yn o i
i | ‘ 1 } Lb L 1366723 | i
‘ | ‘ | ‘ | ‘ | | | | |
|
TR 1NN . .
I T T T I T I T T I T T T I T I T T I T T I I I
200 400 600 800 1000 1200 1400 1600 1800 200

m/z [amu]

[¥o01] Aususjul



Relative Abundance

100

80

60

40

20

Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-25-26
26490

Tmcol; Tmcol; Q3V4A0; Q921L3

227.06

Method: ITMS; CID; 1
y142* yiz  yn Yo y8 y7 3 ys ya y3 y2
_ [ P F|T|P I sy Irfafjc| s|H I R
bs ba be b7 bs bs bio bir biz biz b2t
ba b4-H20
670.4126 |
688.4231 ‘
|
|
bs i ye
587.3755 %97 374
i i
v |
569.3154 | i
| |
y92+ } }
| |
530.7803 | |
_ | |
| | |
| | | buiz+
| | |
y“i i i 723.9133
512.294 | I 2+ | P
y72+ : i i AR i }
|
405.7327 b62+i i i 635.84‘88 i I
| ! 1 1 1 1
! 1
449.7836 H H !
wo IR |
! I 1 | |
399.20‘9}9 i y82+i i i
| 487.2643 | | |
i ! I [ i
y2 o i
! 1 | 1 1
312.1779 i | ooy !
i ; i P
} 1 | |
1 |
|
i ‘

y7
810.4581

W2+
yia

|
808.4332

bz
985.592
i
ys!
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Co
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e
898.56 ] Yo
! L 1060.553
b1+2+ i i i
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H | | 1043527 |
} 1

|
|
|
|
|
|
| |
|| |l
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|
|
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QT
‘ 1270.69
L i bro
| |
Lo | 1389.798
| bs |
| | |
i 1261.73 !
i 39 yiz|
| |
| ! 1371.738
|
|
|
|
T

b]]

1446.819

-
I
I

.

b]2
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|
I
I
Jd
T

b13-NH3
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w

|
l
|
l
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-25-26
Scannumber: 27086
Protein: Pss2; Ptdss2; Q9Z1X2-1; Q9Z1X2
Peptide Score: 214.26
Method: ITMS; CID; 1
Yy yio Yo Y8 y7 Y6 Y4 Y3 y2
_ [ AlFlaq]lF]T]P Y]sSs]w]|V I R
b2 bs ba bs be bs be  bio bn
11-NH3
Y11 Y
1384668
1401.695
i
|
bG }
|
937.5345 i
| 3
|
y3-NH3 ys i
443.2401 1055.531 bs i
| Y6 i 1197.651 |
b2 | b 807.4148 y7 i yio
4142914 | 4 i 908.4625 yo! 1330.658
oo 689.4184 ! - | : | b
L ! ! } 1183.589 ! i 10 b1
L ! Lo b | ! 1470.762 1569.83
S bs | 3 | 1 :
| I 1284.683 -
| i bs 836.4868 | i - i b]io NH3 |
I | i i | I
I | | I | 1453.735 I
i i 561.35‘98 y6_NH3 } i i r,ﬁ‘,, i
| _ [
! i | 790.3883 +—NH3 ! b NIﬂ}-Ia i . i
i ; B y i 1267.656 i ; iblio—HZO i
1 | y4 i 1166.563 i P i 1452.751
2 ! I i | i | I [ i il !
Y i ! 547.2987 | i } b9{HzC) ; o i
274.1874 | ! | ! ; ! 1266.670 | | I
| | . | |
| i B 1 bs2* i | | P
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1 1 —— | I 1
| | . | o
I | | I
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

Scannumber: 28095
Protein: Atp11c; RP23-316G5.1-001; Atp11c; Q9QZWO0-1; Q9QZWO0; B1AUGS5; E9QKKS; Q9QZW0-2; Q9QZW0
Peptide Score: 116.3
Method: ITMS; CID; 1
ys ye ys y4 y3 y2 Y1
Y T I I fwW|N]F [ P K _

b2 bs ba bs be b7

y2
473.3285
i
bs-NH3 be
890.461 1054.556
i - b7
1 :
b bs-H20 | 116764
bs-H20 793'44‘46 889.477 i R bs | !
| . 907.4875 |
b2 589.3547 ‘ . }
T i [
494.2812 i i | vs H |
|
| |- bs i 847.5239 | | ve
i y;; | 607.3653 ; b -
I | ‘ ‘ ‘
1 586.4126 | ! | | 1033.603
} i 2 | }
yi | P ;
376.2757 1 i 733-“?‘ i v
| | | ‘ 1247.735
I i i
|
i |
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

28837

Inpp5a; Inpp5a; Inpp5a; E9QAS7; Q8BNK3; Q3TZT4; Q7TNC9

115.29

m/z [amu]

Method: ITMS; CID; 1
yio Yo Y8 y7 3 ys y3 y2-NH3
o I FIDJIY]lFIN]OQ I DJVv]|F I R
b2 bs ba bs be b7 bs bs  bio
bs
605.3496 e o
| 1088.516
bs
y3 1272.61 bo
|
421.2558 bs—NH*Ia 1371.6‘78
| | |
y3_N|T|3 1255.58? | yio %
404.2202 | i 1350.611 |
| |
% b2 ye y7 yo i ‘ i
i 490.32‘27 Y102t 778.3%42 925.45‘26 1203.543 i i bio
| i 675.8093 | i | i | 1518.747
|
i | | b bs G | | |
|
y2-NH3 | . ysi 768.413 o15.4814 bs ns7.se3 | i | |
305.1608 1 Lo 664.3413 i | 1029.524 i 1 ! 1 1
i | b Pl |1 n ! | ! | |
: | I | i I | I i
| | | | | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-25-26
Scannumber: 29111
Protein: mCG_10891; RP23-153M14.3-001; Zmym1; RP23-153M14.3-003; Zmym1; Q3TJB1; Q3V1K4; Q6PG63; Q8BQI6; A2A7T8; QO5CB3; Q6P214; Q9D102; Q9D294
Peptide Score: 107.79
Method: ITMS; CID; 1
Yo ys y7 Ye ys ya y2
_GSFIEIIIEIR_
b2 bs ba bs be b7 bs
bs
-
1118.629 i
bs
763.4188
i
y2
288.203 be
. | ys 876.5028 Yo o]
643.4137 ve | 1119.641
! 772.4563 i
|
| bs
ya i 989.5869
530.3297 i i
| |
| |
bi i
3! I
b2 be2* | ba : oo
521.2921 - | 885.5404 |
374.2237 438.7551 ! i 634.3762 i !
3 i 3 vs
| | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-25-26

gc

[¥o01] Aususjul

Scannumber: 29534
Protein: Pkd2; Pkd2; Pkd2; E9QQA3; Q8BPR6; 035245; COKJK2; E9Q4F6; Q9ES37
Peptide Score: 147.72
Method: ITMS; CID; 1
ye ys Y3 y2 yi
_FTEIGSFIIDGIIYWK_
bs be b7 bs bo  bio b1 b2+
b102+ y3
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i i
3 |
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376.2757 i | i ‘
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b2 ||| bo bs bio
i i 898.4508 b 1296.667
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! | | | 1011.535 i |
i : : ys ‘ 3 b1o-H20 b,
! | ; /6 bs | }
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‘r ! \} i 1 | }
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mousePGCfemale-TMT6plex-group2-240ug-205min-25-26
29549

Source:

Scannumber:

Stag3; B2RSVO; Q3TYZ1; Q3V170

176.51

Protein:

Peptide Score:
Method:

ITMS; CID; 1

Yo Y8 Y7 Ye

yio
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Relative Abundance
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Source:
Scannumber:

Protein:

Peptide Score:

Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-27-28

25849

Clptm11; Q8BXA5
222.79

ITMS; CID; 1

NIR

y13-NHzyi2  yii  yio o y7 3 ys \Z y3 y2
Yy 1 |prP | I Fl1 Djlaf 1 |s
bs bs be?* bz bs  bo2* b1 bi22* bi32* bia2*t bis2*
b92+ 77777y7577yj”2+
657.3946 617.3358 3721

o
| i y7
|
| i 845.4476
bs2+ | } |
|
i | |
583.8604 | 3 bs
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P 843.4926
4—NH3 [ | I
/ bs bsz
472.2514 c673a5h | I
. ‘ f
i - i 835.479}{}4 b1a2+
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y7 ! b2t | ! i 935.5374
4232274 | i i g bys2 |
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I I 2+ i 13
] o} weone | "
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Relative Abundance
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-27-28
Scannumber: 26596
Protein: Adamts2; mKIAA4060; mCG_67958; RP23-432024.1-001; Q8C9W3; Q1LZL1; Q5DTQ6; Q5NCH8
Peptide Score: 119.01
Method: ITMS; CID; 1
yir o yio?t  ye y8 y7 3 ys ya y3 Y1
_ G I s 1 {mlAalPlilVv]IQ A]JAF I H R _
b2 ba bs bs b72* bs bo b112* b3
ba
600.3918
\Z
530.2834
|
yoZ*
519.7958 be
Vol
P 802.4694
| |
| |
VE i bs i
459.2463 i 731.4323
i ! !
I } }
bﬁ+ } Y6
I ! I
450.2647 i 729.3791
; } i b92+ H .
| 556.341 > b1:2 } Y
h . + I
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B | be
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-27-28
27399

Armcx1; mCG_49263; RP23-316A19.1-001; Q9CX83; A2AKS2
141.39

ITMS; CID; 1

ye ys y4 y3 y2 y1

bs ba bs be b7

— O
o
y2 8
523.3442 ys |
ya
| bs 930.565
664.3867 783.49‘66 } I
i ‘ bs
|
bs 924.539:2 L
y3 811.4552 |
- |
636.4282 ‘ i _§
y1 b3 ”ﬁ} } o
376.2757 - ; L
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|
y7
b7 B
1130.681
bs-H20 | 1071.608 r-
646.3762 i | ; L
y1-NH3 i Ye i y7—N‘H3 =N
b | I 1113.655 | 8
359.2492 2 ! 1043.649 | N 8
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1 | | | -
| I ! I
|
|
|
! L
||||||||||||||||||||||||||||||||| |||||||||||||||||||||||||||| ||||||||||| ||||||||||||||||||| |||||||||||||||||T||||||I||||I|||I|I|||||_
200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z [amu]

Aysuaju|



Relative Abundance

100

80

60

40

20

m/z [amu]

Source: mousePGCfemale-TMT6plex-group2-240ug-205min-27-28
Scannumber: 27812
Protein: Tmem167; Tmem167a; Tmem167; Tmem167a; D3YW38; Q9CR64-1; QI9CR64; QICR64-2; QICR64; EOCY07
Peptide Score: 156.94
Method: ITMS; CID; 1
y8 y7 ye ys ya ys3 y2 yi
_ T G | | G | F W K
b2 bs ba bs be b7 bs
Y3 Ys
-
709.4235 i 879.529
e
|
|
|
|
bs
Y2
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bs 562.355 -
: |
501.3234 i ! be
| | ba i 784.513
| |
614.4075 i | b7 Y6
i i 931.5814 992.6131
i i
y1 i ys
376.2757 | 1162.719
] i
| :
ys bs |
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r | !
b | o |
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| ‘ 1
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|
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-27-28

29192

Acrbp; Acrbp; Ing4; Q3V140-1; Q3V140; Q3V140-2; Q3V140; Q1WWJ9; Q6P8Q6
141.88
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Method: ITMS; CID; 1
Yo ys Y7 Yé ys Y4 VE y2 y1
_FIFA o TPITIWK_
b2 bs ba bs be bo
y4 B
760.4555 i
ys
861.5032
|
ba bs i .
|
bs 708.4282 821.5123 | 6
| ! i 922.56
595.3442 ;
i
|
y2 | ys
562.355 | 974.5872 bo
i | 1306.74
| '
Y b | 1158.708 i
376.2757 524.307 i V7 : Y9
i | | 1087.671 i 1305.777
o % | | |
| |
. ‘ 663.4027 ‘
b 1
i } “
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

mousePGCfemale-TMT6plex-group2-240ug-205min-29-30

21063

Capn5; NclI3; mCG_124265; 008688; Q3TDS7; Q3TPL4; Q3U2P3; Q3UTF3

123.72
ITMS; CID; 1
y7 3 ys ya y3 y2-NHs3 yi
G H G | | A F F
bs ba bs be b7 bs  bo2*
b72+
!
446.2843 i
b62+
410.7658

1
|

y3
ba 670.4126
|
594.3561 y3-NH
| |
b}92+ 653.3§§ i
I i i
593.3527 P ya
1 1 |
2 f Lo 741.4497 b
| |
376.2757 y2-NH3 i ! | 8
- | |
| 506.3176 f ! bs | ys 1038.63
| | | |
| 7} il | 707.4402 | 854.5337 }
I ! j i I | ! |
bs ! ! ! | 7
537.3346 i i i be i bz V6 1024.639
- I I — 1
‘ | i s20.5242 | 8915614 967.6178 Lo
| i , [
i i 1 [
! | [
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-29-30
23072

Dcn; mCG_11308; P28654; Q3TSV1; Q3UKR1; Q6LAK9
125.48

m/z [amu]

Method: ITMS; CID; 1
Yo ys y7 Y6 ys y2
_ YIW E [ F PINIT FIR _
b2 bs ba bs be b7 bs  bo2*
bs —
,j‘ o
708.3554 °
bs
968.5079 L
|
G
781.3991 i
bo2* | Yo
-+ ! —3
714.3635 | ! 1209.605 2
i | | S
ys i | L
634.3307 i yz
| | ba 894.4832
i i i -
| |
ys—Nlle i 821.43;95 % be
617.3042 | | 1065.561 bs i
| '
| | | 1280.651
1 : ys | :
b | | 1023.526 | } S
2 | - i bs-NHs S
| |
579.31‘29 | i 3 b7 1263.625 | N
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! i | | T Lo
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1 | 1 |
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a ! r
| ‘ “ ‘ |
_|||||||||||||||||||||||||||||||||||||||||||||||||||||||||| Il||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||IIIIIIIIIIIIIIIIIIII:IIII_
200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600

Aysuaju|



Relative Abundance

100

80

60

40

20

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Y6

mousePGCfemale-TMT6plex-group2-240ug-205min-29-30
23746

Aadacl1; Kiaa1363; Nceh1; Q8BLF1; Q3TVS3

122.79

ITMS; CID; 1

ys y4 Y3 y2 y1

b2

bs ba bs be

m/z [amu]

ys B
686.4075 i
ba B
807.4239 i
bs
ys 1117.556
Va4 914.5185 !
B I |
| X 801.4344 i i y6 |
y2 2 i ! 1100.598 |
I 579.3129 ! ‘ .
yi 523.34‘42 i o i | | i
376.2757 | oo bs | !
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-31-32
Scannumber: 18628
Protein: Brca2; Fancd1; P97929; Q3TN53; Q6PB43; Q8VHDO
Peptide Score: 115.71
Method: ITMS; CID; 1
ys ys ya y3 y2 Y1
_ R P F W E | F K _
ba—NH3 bs be b7 bs
Y2
-
523.3442 i
Y3
636.4282 ya
|
i bs2* 765.47‘08 ys
b72+ 1 |
Y1 653.8609 ! 951.5501
580.3267 b ! !
376.2757 ‘ ! } bs | be
‘r i . ba-NHs | | bs
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| 714.4136 | | ! ! 1306.715
! 7 i ; ! bs—NH3 1159.646 |
I i 1 ! i ! I |
1 1 — ! 1 |
| | bs Nhiz | 1029536 | br—NHs ysj
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| I | I ol
1 | I 1 1 1 [
_ D Ll L b Il . L o | - |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-31-32
Scannumber: 24239
Protein: Cpeb; Cpeb1; P70166; Q05922
Peptide Score: 150.05
Method: ITMS; CID; 1
Y16 yii o yio Y9 y7 ye—NH3 ys ya y3 y2 Y1
_RWPGASIVWPSIWDIIGAPK_
b2 bs b72* bs be2* bio2* bn b142* b1s2* bie2* b172+
bie2*
b14%% 505 033
941.0041
i
|
bs i
y4 884.494 i
601.3871 ! i
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Y2 D1 le33.8500 ye-NH -
[ | . [
473.3285 b} Lo 810.5287 P
| | | |
| iR I bis?*
| | | |
572'35‘0‘? Lo ys ! ! 9§9.5148
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P i i i i
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HEn. N
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P | ‘ | | | 942.5821
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B I |
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! [ I o ! I I I e | |
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-31-32

Scannumber: 27917

Protein: Epn3; mCG_10623; RP23-402D13.1-001; Epn2; RP23-155J3.7-006; mKIAA1065; Epn2; Epn2; RP23-155)3.7-004; Epn2; RP23-155)3.7-005; Q91W69; B1AT70; Q3TZ84; Q5NCM5; Q69Z7S5; E9Q1Q2; Q8CHU3-1; Q8CHU3; Q8CHU3-2; Q8CHU3; Q5NCM7; Q!
Peptide Score: 175.73

Method: ITMS; CID; 1

Yo ys y7 ye ys y4 Y3 y2 y1

b2 bs ba bs be b7 bs bo

be L
856.5341 | - o
! | o
ya i
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; —_
N
-
]
—_ a
ba R
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y1 497.3127 Vs i ys b7 bs y8 yo =
i | 1019.597 i B
376.27‘57 YZJ 6024439 i 880.5341 ‘ 1132.682 1207.75 1320.8?34 |
1 I I ! I
489.359‘8 . Y6 i i ys-NHs bo i -
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Source: mousePGCfemale-TMT6plex-group2-240ug-205min-33-34

Scannumber: 24476
Protein: Cyp20al; Q8BKE6; Q80Y48
Peptide Score: 173.37
Method: ITMS; CID; 1
yio yo ys-NHs3 yz Y6 ys 2 y3 y2

Y G P Vv \Y S FIW]F G R

b2 bs ba bs be b7 bs bo

Y10
M
1151.6 i
|
bs
T
1165.624 !
|
|
|
|
|
|
|
|
|
ys—NHs i
|
980.4989 yo i
H |
|
b7 1094.578 i
! i i
979.545 !
|
bs H !
b4 bz-H20 i
y4 832.4766 061 5345 ! }
B ]
b 565.2881 646.3762 i P !
2 . 1 ! |
! ! bs bs-H20 P i
450.255 w i ! Lo
‘ y92+} bg2+ ! 745.44‘46 814.4661 } ! } i
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Relative Abundance
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Source:
Scannumber:

Protein:

mousePGCfemale-TMT6plex-group2-240ug-205min-35-36
25628
Galnt7; Galnt7; Galnt7; Q80VAO-1; Q80VAO0; Q3U8I4; Q3U9K4; Q80VA0-2; Q80VAOD; Q80VA0-3; Q80VAD

Peptide Score:

204.07

m/z [amu]

Method: ITMS; CID; 1
Yo ys Y7 Yé ys Y4 VE y2 y1
G I Alwlolw]|sm]|] 1 |w]lk _
b2 bs ba bs be b7 bs bo
ba y3-NH3
659.335 658.41;6 Ye
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Relative Abundance
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

yio

mousePGCfemale-TMT6plex-group2-240ug-205min-37-38

26203

Kit; Kit; SI; Q8C8K9; P05532; C7ENW2; Q3ULJ6; Q6QJB7; Q6QJB8; Q7TS86
144.77

ITMS; CID; 1

Yo y8 y? ye ys y4 Y3 y2 yi

| Vv G | P I F G K

b2

bs ba bs be b7 bs bs  bio

m/z [amu]
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mousePGCfemale-TMT6plex-group2-240ug-205min-39-40
21160

Source:

Scannumber:

Cypl1a; Cypllal; Q9QZ82; Q6NV84

227.81

Protein:

Peptide Score:
Method:

ITMS; CID; 1

yi  yio Yo ys y7 Y6
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Relative Abundance
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Source:
Scannumber:

Protein:

Peptide Score:

mousePGCfemale-TMT6plex-group2-240ug-205min-39-40

27862

Golph3; Gpp34; Q9CRA5-1; Q9CRAS5; Q3TIL4; Q3UWP6

107.61

Method: ITMS; CID; 1
ys y7 ys y4 y3 y2 y1
A TNEVIIIWAVIVAAFITK_
be b7 bs bo  bio b1 bi22* bis?* bis2*
b132+ b122+
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mousePGCfemale-TMT6plex-group2-240ug-205min-39-40

27930

Source:

Scannumber:

Impa2; mCG_10505; Q91UZ5; Q3TAU6; Q3TC14; Q3U3B7; Q924A9

151.07

Protein:

Peptide Score:
Method:

ITMS; CID; 1

Y3 Y2

Y4

Yo Yo ys y7 3
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y]52+
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Relative Abundance
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Source:

mousePGC-TMT6plex-group1-240ug-205min-3-4

Scannumber: 32982
Protein: Tprkb; Tprkb; Tprkb; Tprkb; Q8QZZ7; Q8R2M6; D3Z5E8; D3YXX8
Peptide Score: 117.93
Method: ITMS; CID; 1
Yé ys Y4 Y3 y2 2
Y I Tl FLk L
b2 bs ba bs be
Y3
b3 636.4282
543.3704 |
'i
y2 |
|
yi 523.34‘42 i
|
376.2757 Lo bs
! i
i i 769.53‘85 Y6
i | 963.644
| ys ‘
|
bs-H0 | | 749.5123
! c———
525.3598 Lo i
b |
1 | 1
b
b | b
455.8071 o 656.4544 |
o | ys bs
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| |
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| I | i i
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Source:

mousePGC-TMT6plex-group1-240ug-205min-9-10

m/z [amu]

Scannumber: 19543
Protein: Mrpl12; RpmlI12; Q9DB15
Peptide Score: 110.39
Method: ITMS; CID; 1
Yio Yo Y7 Yeé Ys Y4 Y3 Y2 Al
_ K I | I \% E I S | P Q E | I K _
bs bs b72* bs2* bo
b62+
564.8733 i
Ys
843.5137
i
b92+
741.9502
|
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|
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y3 T
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Relative Abundance
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Source: mousePGC-TMT6plex-group1-240ug-205min-9-10

Scannumber: 29952

Protein: Cygb; RP23-313J14.4-001; Q9CX80; Q546K1; Q8BN80
Peptide Score: 151.44

Method: ITMS; CID; 1

ys y7 ye ys y4 ys3 y2 Y1

b2 bs ba bs b7 bs
Y4 B i
631.3976 |
ba
737.4184 bs bs
ys | 884.4868 1139.609
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‘: v
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Relative Abundance
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Source: mousePGC-TMT6plex-group1-240ug-205min-9-10

Scannumber: 31238

Protein: Ndufa6; Q9CQZ5
Peptide Score: 141.47

Method: ITMS; CID; 1

y7 ye ys y4 y3 y2 y1

b2 bs ba bs be b7

bs
543.334 i
ys
814.5963
i
'z bs
\A 701.5123 868.5705 ye
376.2757 Y2 i b \ 929.6233
VE I 5 I ~
! 489.3598 ba ; i
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| \ |
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! i
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Relative Abundance
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Source: mousePGC-TMT6plex-group1-240ug-205min-15-16
Scannumber: 31681
Protein:

Peptide Score:

Dlg3; DIgh3; mCG_116782; RP23-142M12.1-003; mKIAA1232; DIg3; RP23-142M12.1-001; DIg3; Digh3; RP23-142M12.1-006; DIg3; RP23-142M12.1-004; P70175; A2BEF1; Q80TH1; A2BEE9; Q52KF7; A2BEF2

210.38

Method: ITMS; CID; 1
y142* Y1l Y102t ye ys y7 3 ys ya Y3 y2 2
_ Q| a I A I altlylpl1 A}l F [ K|lprp K _
b2 bs ba bs be bz bs2* bo  bio bir biz bz bis?*
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|
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i I
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. I | i
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I | I
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i i I T M | i b !
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i I A 1 i i Y10¢——-1 [ |
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Relative Abundance
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGC-TMT6plex-group1-240ug-205min-17-18
16565

At3; Serpincl; AT3; mCG_9405; P32261; Q543J5
107.57

gl

S0

Method: ITMS; CID; 1
y7 Yé y4 Y1
A N R PIFII v|||| R
bs bs-NHs bs b7 bs  bo2*
b82+
570.8582 |
bs-NH3
b92+
554.3248
627.4002
|
b72+ i i
| |
514.3161 i i
| | | v
1 ! ! 857.5607
Y1 ya i i !
500.3555 ! i _ ‘
175.1‘19 y72+ ; i i bs—NH3 i by bs
‘ 429.284 P ! 798.446 i
y1—NH3 ! i i p3 } i 1027.625 1]40.7‘09
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Relative Abundance
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

_YPIGAYYII

mousePGC-TMT6plex-group1-240ug-205min-17-18

28888
Dance; FbIn5; Q9WVH9
104.17
ITMS; CID; 1
y4 y2 y1
F I Q| |l K

000t

000€

LA INLL  RL L L BL |
000k 000

m/z [amu]

b2 be b7 bs be bio?*
b2+
723.387 i
b72+
Vi 529.2814
376.2757 i
, I
I y2 i
489.3598 |
i ya—NH3 N
bez«u: 747.4602 i
| |
472.7394 i
i b2+ i
| |
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3 1 i be b7
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Relative Abundance

100

80

60

40

20

Source:
Scannumber:
Protein:
Peptide Score:
Method:

EIT

mousePGC-TMT6plex-group1-240ug-205min-19-20
21983

Cd151; Peta3; 035566; Q921)7

142.43

ITMS; CID; 1

Y7 ye ys y4 y3 y2 Y1

F I Q E H | R

b2 bs ba bs be b7

bs2*

bs
720.413 i
ys
682.3631
i
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|
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y3 . ye-NHs |
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i [ -
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Relative Abundance
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Source: mousePGC-TMT6plex-group1-240ug-205min-21-22
Scannumber: 18258
Protein: Mterfd1; Q8R3J4
Peptide Score: 121.62
Method: ITMS; CID; 1
y7 ye ys ya y3 y2 y1
_ H | F | A Y | G R _
b2 bs ba bs be
Ys
579.3249
i
Y4
508.2878
| ve
be2+ ‘ 692.409
i
487.7867
- bs
y3 ;
627.3816
345.2245 bzi ‘
3 480.3132! |
! A
s k v
Y2 839.4774
232.1404 |
| bs bs i
yi ! 1
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i ‘ } | be
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Relative Abundance
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGC-TMT6plex-group1-240ug-205min-21-22

29731

Gnn; Nt5dc3; BC030307; Q3UHBT; Q692V2

147.33

Method: ITMS; CID; 1
Yy Yio Yo Y8 y7 Ye Ys Y2
_SIF FNAQFGISII FIR_
b2 bs ba bs be b7 bs be  bio bn
— O
o
o
o
—
o
ys 8
925.489 bo—NHs L
! b7
b2 bs i 1198.573
464.2707 bs 796.4191 be ortaee 1 y I
| — i j 1333.669
; 611.3391 i 924.47;77 yo | bg—inO |
124 i [ I i o
yz}z i ba | i 1039.532 | ”97'58? bio
463.2482 | \ w | i i
y2 HB ysod 725.382 i ‘ L qui 1328.68:4 -
322.1874 i 5793249 | ; | y7 i ”86-633 i 3
| I | ol !
i i% by2+ i i Ve | ! 85?.?:519 % be | %i blO_N}ITh L
! i | ‘ i ‘ i 1311.657 1} b
yz2-NHs }' il >36.2787 % e | ! I 1128568 ' bo ! | Lars 75]2] 7 L
I ! ! I I I . I
305.1608 | L i Lo ‘ ! 331215.6 L
i I i | [ I
u | | | | -
el | ]
RN T R I | o
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGC-TMT6plex-group1-240ug-205min-21-22

33152

Mlycd; Mlycd; Mlycd; Q99J39-1; Q99J39; Q99J39-2; Q99J39; Q569V6
157.66

ITMS; CID; 1

Yo y8 y? ye ys y4 Y3 y2 yi

ba bs be b7 bs bo

000¢C

m/z [amu]

ys ~
1057.657 |
ya
660.4242 bs
! 812.5232
| i
y3 y4—NiH3 i vo
| |
s61.3558 0433976 ysood be 1170.741
| . 7744671 | 925.6072 b7 !
y2 ! yfoz*‘ | ; ! 1039.65
yor | o | |
433.2972 | 642.41B1 | } Yo ! !
; 529332 | ! i ! Y10
y2-NHs | ! 887.5512 | ys-NHs | bs 1283 805
I | - )
416.2707 | i - b ‘ 1040.63 | 1138719 |
N | T O I
! | | 1699.4391 !
i s " i bo
|
i Y72t i % 1000.6‘35 1266777
yi | 500.8213 ! i i
376.2757 i o i 1 i !
- I I
3 s ‘ 3 |
| |
| |
| |
|
|
|
|
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGC-TMT6plex-group1-240ug-205min-23-24

14113

Smuc; Snai3; Zfp293; Slug; Slugh; Snai2; mCG_124753; Q9QY31; P97469; Q3UZ96
122.51

Method: ITMS; CID; 1
y122* y7 3 ys ya Y3 y2 2
_A|FSRPWIIQGHIIR_
bs b72* bs be?2* bio2* bii2*
b72+
544.3161 |
b82+
JE—
|
NH3 600.8582
593.3154 |
[
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
y4 |
482.2834 i
| |
i i bii2+
|
be2+ Lys b1o2* 761.9277
|
17 10.342 693.3982 [
487.7741 ! ‘ ‘b
| | y]2\+
|
Ve y3 | bo2* | 755.4255
|
288.203 425.26‘]9 | 664.88‘75 i v H
v ! | | 723.426 H v bs bs
175.1‘19 ‘ "r i i 836.5101 974.541 1200.709
* | | i : ;
oo ‘ | T T R L . N L |
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Source:

mousePGC-TMT6plex-group1-240ug-205min-23-24

m/z [amu]

Scannumber: 15637
Protein: D5Ertd593e; Stbd1; D5Ertd593e; Stbd1; Q8C7E7; Q147V6
Peptide Score: 148.28
Method: ITMS; CID; 1
ys y7 Ye y4 VE y2
_VVHGIWWGIIH_
b2 bs ba bs be b7 bs
ba
622.3874 bs
|
i 1164.652
| ;
b72+ i
526.2874 i
! bszJ}r
582.8294]
77777 |
.
| i
bs | |
565.3659 i i
' |
y4 i i i bs
512.2616 | | i 808.4667
,,,,, |
be2* i i i 11
1 | | 1
497.7767 | i | ye i
’7} i i i 755.3624 i be
I I
. i ! ! | 994.546
1 1 | | | 1
B | 1 1 3 bs
| ; | | ‘ 1051.568
i i | i y7 V}8 r
| |
" b2 | | 892.4213 991'48‘ 7 i
y2 326-‘?23 428.307 | i i i 1
269.1608 ! | i | i
| | | |
I I ! I
| | ‘ ‘ 1
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Relative Abundance
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGC-TMT6plex-group1-240ug-205min-23-24
22759

Ara55; Tgfb1il; Ara55; Tgfb1il; Ara55; Tgfb1il; Ara55; Tgfb1il; Ara55; Tgfb1i1; Ara55; Tgfb1il; Ara55; Tgfb1il; Ara55; Tgfb1il; Q62219-3; Q62219; Q62219-1; Q62219; Q62219-2; Q62219; E9Q1D5; Q62219-4; Q62219; Q62219-5; Q62219; E9PYQT;

137.95
ITMS; CID; 1

ys y7 ye ys y4 Y3 y2 y1

F I Q | F A P R

b2-NHa3-NH3 b4 bs be b72* bs2*

m/z [amu]

b72+
575.3345 1
y4
490.2772
|
b2-NHs bg2*
4842717 610.85p1
i |
y2 3
2721717 i
i |
y2-NHs i
|
2551452 | i
L ! bs-NHs be
5
o i eg 3401 bs
o ; 603.361 689,500 1002.593
L ! . ;
i i i b4—NHs3 i ygi
| i y3 | 7444242 bs-NH3 991.5724)
|
i i 1452088 i ! 872.4828 | o
| . I | i
vi i | | ye i b4 o be—NlHa
‘ 731.41991 - D
175.119 i i 17614507 V' i % 985.5662‘33 i ”
1 P i ! 844.5039 | | o 1106.599
| | I | | | | 1
y]—NHB ! 1 ! | | | ! |
! . A N yo-NH;3
158.0924 | | ‘ | fo 1
v ‘ | i ; o 1089.573 |
i | ‘ i ! ! 1 |
| I
| | | | ‘ ‘ | | ' | | \ | 1 ' |
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Relative Abundance
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Source:
Scannumber:
Protein:

Peptide Score:

mousePGC-TMT6plex-group1-240ug-205min-23-24

28299

Mtmr7; Q9Z2C9

188.04

Method: ITMS; CID; 1
Yo y8 y7 y6 ys—NHs3 ya y3 y2 \
_ T Y S | W S N | w K

b2 bs ba be b7 bs bo
b3
581.3132

i
b3—Hz:O

563.3027 |

N

Y2 |

| 1

562.3$5 |

o

b2 ‘i i

(

494.2812 i i

|

y1 |

|

376.2757 |

| |

|
476.2707

bz—Hz:o

|
|
|
1
|
1
b
|
|
|
|
|
|
|
|
|
|

b4

694.3973

ys—NH3
859.4875

Y4
789.482

772.4555

be

967.5086

b7

1081.552

bz-H20

1063.541

b7-NH3
1064.525

bs

1194.636

1176.625

I

|

|
y7

|
1175.6?7

bs—Hz%O

ys
1262.709

bo

1380.715

1425.773

Yo

,
|
|
|
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Source:

mousePGC-TMT6plex-group1-240ug-205min-25-26

Scannumber: 24904
Protein: Bmn; Manba; Q8K2l14
Peptide Score: 176.42
Method: ITMS; CID; 1
y122* y112t yio?t ye?t  ys y7 3 \Z y3 y2 Y1
_ I S Vv I F Y Pl W I K P T S K _
b2 bs ba bs be b7 bs bo
y72+
ya 651.4027 bo?*
7777777 A
661.4082 il 796.9839
|
b7
bs
1049.623
952.5705 ;
ba | !
bl |
| |
642.4388 i yii2+ i
| |
i 2+ 912.5448 |
: " o
bs i 806.4686 ! ; i
I | ! i
529.3547 | bs i ! i
, i A | |
‘ ! 789.5072 || | !
bs-H:0 | | PR
! | ysr 1| yier
3113442 | o 956.0609 I
Pl ! 732.9344 i | :
b2 L i | 1 2 | |
b y3 ! yio%*t i
|
430.2863 i 564.3554 i 863.0106 |
! I | i I I
! [ | i ! | b
! v oo : : 1 8
1 ! 7 _
| 4633078 o i ‘ 1235.703 Y yo-NHs
14| },,,,,i | i ! } 1301.798 1594.903
N O |
1 1 1 ! 1 YG | 1 1
y1 1 1 1 ! | 1 1 1
376.2757 i | i i | 1204.745 i | Ve l?g
. |
: i i ! i i 1464.8‘62 ]592_4?6
L | ‘ ‘ ;:
| |
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Relative Abundance
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGC-TMT6plex-group1-240ug-205min-25-26
25612

Bcs11; Q9CZP5

161.04

ITMS; CID; 1

Y13 y112* ys y7 Y6 ys

Y|jQ]ogG K

_FEIFIIPSPIGNHFIW
b2 bs

ba be b7 bo  bio bi12* bi22* bis

b142* b1s2* b1e2*

bi122+ bs
~766:4337
808.4272 :
|
|
b4—H2CP ys
748.4231 | 910.4984
o !
ol |
Do b,
|
Y4 i i bls;
724.4191 1 | 901.4668
o P
1 H
broz | 1| P b7
oo y132T}
6783509 | | | L 1047.571
‘ Pl ;J 880.4595 | | i
| | |
2+ | byi2* . i
ya } i | . b142* i bis2+
4. I 751.8851) . |
6543585 | Fo 1| 9829985 1047.028
Lo | | i
i i i I i |
F”i Lo . bg L
| | | |
y3 653.3496 N 1| oso.s1ss 1033.582
1o | 1 P
561.3558 P . ro L
| |
y2 ; 0 Lo A
433.2972 Nh i . o | yz
—_ |
| y3-NHs i y112 i ! i i 1170.651 bio b3
i ! I i |
Yi | 544.3292 | ﬁISE.4I71 } | | | !
| » ! | | bie2+ ! 1355.695 1801.926
376.27‘57 | B | i | bo i |
1075. ‘
! | b2 | i 075.538 11218.636 s |
! I ! I | ! I 4 ! Y13 |
! | 506.2812 | ; | } !
| ‘ 1 | | 1307.71 ! 1759912 |
| |
I I H i | !
I | ! 1
|
] ' I -'I " || H | ' | |‘“ | co o . Lol .
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Relative Abundance
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Source:

mousePGC-TMT6plex-group1-240ug-205min-27-28

Scannumber: 16853
Protein: Fanca; Fanca; B2RWU3; E9QKQ4; Q9CS36; Q9JL70
Peptide Score: 150.22
Method: ITMS; CID; 1
Y13 yiz  yi1 yio Y9 y8 y7 ys—NH3 ya y3 y2-NH3
_ R P Y Y V S H F | P T | | A P R _
ba be b7 bs bo b122* bi132* bia2*
— b82+ y7
Vi (2 640-3429767 4774
|
626.364|
o
|
|
|
|
i
i bo2*
2 |
b72* | | 696.8849
566.8087 | |
|
| |
ys—NH3 !
! I
552.3504 i | bi132+
, I
i ! 909.0192
i i ; bo
: i ! 1392.763
| |
b2t i | 880.56‘15 i VE y12-NH3 i
! | P 1027.63 i
498.2792 ! ! L ; 1333.763 i
1 1 ! 2+‘ ! ! [ 1
| | | bra?ry | bs | | |
I I ! 852.4772 | i i
y4 } ! i ; | 995.5512 | yn i i
456.2929 i ! } i ! i b7 1251.721 : \‘(12
| | |
y3 } | | ba | | bra2t o 1132.61 yio } bs | |1350 189
i | | .
343.2088 24 i ‘ 809.4507 | ‘ 1 LT ! o |
8 . 944.5378 i i |
y2-NH3 - y i | - 144.53 | b7-H20 | 1164.689 | 1279679 | | | yi3
T 255.1452 } 440'78‘443 i ‘ | | RACEIN L o | 1513.853
] S .| L] e b |
| |
ul ' | " || | | i 'I i ni ||Iil LX || ' -.l. .
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

mousePGC-TMT6plex-group1-240ug-205min-27-28
22872

Sesn1; E9PXR3; Q497S6

123.72

ITMS; CID; 1

ye ys y4 y3 y2 Y1

o Hlt i Im]i1 sk _
ba bs be bz  bs2* bo?*
b72+
y2
511.3251
463.3078
i
b62+i
445.8049 |
. |
| i
|
|
|
|
|
|
|
i
|
| v
i 576.3918
y2—-NH3 ; ]
446.2812 [ | ba
. i | Y4
| ! 664.4344
yi i bs2t i 707.4323
| ! A
376.2757 i 567.8672 yo2* i |
( | |
i } L1 e7.8039 | ‘
! | | i |
! | bo?*| | ys
1 | ! 1
| 6113832 | i 820.51‘64
P | |
P | |
L | bs | ve
i 777.5184 }
}, be 933.6004 b7
i 890.6025 i 1021.643 yo—-NH3
! 1 1 |
‘ 1237.754
il Co | | | |I| [ Iy | . 1 1
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Relative Abundance
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

_YYIWGGIYS

mousePGC-TMT6plex-group1-240ug-205min-27-28
25402

Fgb; mCG_17068; Q8KOE8; Q3TGR2

138.22

ITMS; CID; 1

yio y72t ye?t  ys y3 y2 y1

be b7 bs bs  bio

m/z [amu]

b2+
y2 826.3763
463.3078 | 1
|
|
b1o2*
2+
ye i - 760.856
491.7469 ‘ !
i | b122+
be?* ,,,,Ti 869.8923
485.2552 H |
|
[
b
i i Y3 be
i i 594.3482 969.5032
Y i i !
|
376.2757 H bs2+ !
| ! 177 !
‘ |1 610.3029 i s
¥ i 895.4545 |
N 2+ | P
i } b7 } i b7
| |
|| 566.7869 | i 1132.566
i T | 1 bs
| |
¥ b2 i i } 1219.599
i I I |
H 556.29(1973 | bs-H0 bo bio
H i i i 1201.588 | 1405.678 '520'7‘05
i b '
H y72+ :L - o i i
573.2786 ||| \ ‘
"l o yio i blo—HFO
“ 1372.677 | 1502.694 |
1 1 1
| | |
] | [ | ‘ | L 1 | h | | ' | | [ L
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Source:

mousePGC-TMT6plex-group1-240ug-205min-27-28

m/z [amu]

Scannumber: 25932
Protein: Ptpn9; 035239; Q2M4G8
Peptide Score: 143.7
Method: ITMS; CID; 1
Yio Yo ys y7 Ye Ys Y3 Y2
Vv | Ifv]clAal]ePr I fw]F I R
b2 bs ba bs be bs bo  bio
ys8
y7
945.5305
846.4621
i Y10
b3 1171.999
555.4068 |
i
b2 ye
2423227 789.4406 Yo
3 ‘ ba } 1058.615
1 | 1
654.47‘52 bs i
‘ ys 782.53337
718.4035 F}
. I
y2 | H
| I
322.1874 b‘t i
' | I
i 71].496«16 i
|
! ys ' | bs bio
i 508.2667 i 992.6706 1325.818
| - i [ i =1
| | * 2 | | |
i i y3—NI-?3 bs i
|
| be2* | 491.2401 | °89.8786 be !
! | 1 1 - !
i 391.7705 i ! i ! 1178.75 | ‘
|
_ I ||| I | | L .
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Source:
Scannumber:

Protein:

Peptide Score:

mousePGC-TMT6plex-group1-240ug-205min-27-28
30013

Fad104; Fndc3b; Kiaa4164; Ns5abp37; QE6NWW9
162.68

000¢C

Method: ITMS; CID; 1
yi2 yio Y9 ys y7 Y6 7 y3 y2 yi
_GDPVSYVIQIVIVGR_
bs-H20 be bz bs2* bo bio2* b2+ bi22* bis2*
bi12+
2+
700.903 bz
| 7504372
|
|
bs-H20 |
667.3613 i
|
! 1
| 1
b]02+§h iys
| |
644.3609 i} 6714199
A
567.3375 H i
1 [N I
1 L I
bz L
5307975 | T
1 L
ol I
Y3 bz2* | ; H
|
331.2088 474.2554 i | 3 |
; i ; i ;i bs—H20
|
ya i i | H 830.4246
| | '
4442029 | ‘ ! H i
oo | i I oo b
| |
y2 ve i ; ' 784.5039 848.4352 yio
| |
232.1404 442'25?8 | i H [ b Yo 1133.668 bo
: i 1 1 I ,
i 72+ i‘ i H i i ye bz 1046.636 i 1188.646
y1 i Y j X b132+ L 8835724 947.5036 ! | r
392.7556 | I ! - == ! ym—NIﬁs } yi2
175.119 ! 78.9479 i | i i 1116.641 | | 1329.789
| i I | i .
! | || ‘ | | i | Pl | !
' | | ' | ' n 'I I H | 11 1 l
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Source: mousePGC-TMT6plex-group1-240ug-205min-31-32
Scannumber: 19137
Protein: RP23-95K12.1-001; XIr5¢; XIr5; RP23-11C16.7-001; Xlr5a; EG667719; RP23-11C16.10-002; XlIr5b; XIr5a; Xlr5d; RP23-11C16.7-003; XIr5a; EG667719; RP23-11C16.10-001; XIr5b; A2AIE6; Q9JJR2; A2BI45; A2BI50; Q80UK6; A2BI46; A2BI49
Peptide Score: 90.61
Method: ITMS; CID; 1
Yo Y8 y7 3 ys \Zi y3 y2-NH3
_ F S \% I Y H N W | \% E M D I R _
ba bs be2* b72+* bs2* b132*
b72+
-
517.7665 i ys
b4 i 649.2974
620.3605 |
! I
3 1
|
bszlLF
610.8061
b
D
yo2t |
|
600.28493 i
|
| 1
i i bs
y4-NH3 i i 783.4239
—==" ! 1 1
533.2024 ! ‘ i ‘
|
| | ye y?
i i 762.3815 948.4608
| | PR i
| ! | |
oya ‘ % bi32* |
y3 550.229 ! 904.4374 |
bfiz+ } i } | } ye
421.18‘64 } | ! 1199.563
I | | v |
w [ i | 1062.504 ‘
y2-NH3 3 | 3 ‘ ; yo-NH3
273.1193 | | ‘ ‘ 1182.536 |
i b
o \|H\ . |1
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mousePGC-TMT6plex-group1-240ug-205min-37-38
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Scannumber: 20894
Protein: Pigq; Gpilh; Mgpil; Pigq; mCG_1573; Q3TD14; Q9QYT7; Q3TF56
Peptide Score: 131.83
Method: ITMS; CID; 1
Yy Yio Yo Y8 y7 Ye Ys Ya Y3
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Source: mousePGC-TMT6plex-group1-240ug-205min-39-40
Scannumber: 21301
Protein: Ambral; Kiaal736; Ambral; Kiaal736; Ambral; Kiaal736; Ambral; Kiaal736; Ambral; Kiaa1736; A2AH22-1; A2AH22; A2AH22-6; A2AH22; A2AH22-2; A2AH22; A2AH22-7; A2AH22; A2AH22-5; A2AH22; E9Q961
Peptide Score: 138.87
Method: ITMS; CID; 1
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mousePGC-TMT6plex-group1-240ug-205min-39-40
27636

Ndr1; Ndrg1; Ndrl; Tdd5; Q62433; B7ZWCO; Q3TD08; Q3TSR4; Q545R3

202.34

Method: ITMS; CID; 1
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