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:CaARIL6  47.65 73.42 100.00
CaARIE 4078 60.37 59.66 100.00
CaARI17  42.88 6498 6447 69.45 100.00
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: CaARFIS  30.13 32.51 39.09 31.36 3396 100.00

7:CaARF7 2698 3296 3894 3140 3279 37.37 100.00

8: CaARIY 2753 3402 4099 33.66 3382 3857 79.26 100.00

9: CaARF4 3139 3166 4045 3047 3182 3991 44.50 4507 100.00

10: CaARF10 29.65 33.86 4148 33.04 3415 3748 3362 35629 4771 100.00

11: CaARF21 2848 3630 4335 3299 3434 3752 4545 4000 4646 49.44 100.00

12: CaARF13 28.57 35.64 42,72 33.87 3524 3920 4638 4773 4875 5147 7931 100.00

13: CaARI'6 2990 3990 4099 3498 3932 44.17 6745 6901 63.03 6810 85.12 83.03 100.00

14: CaARI22 22,39 2969 41.03 27.85 2922 29.21 40.68 41.03 40.73 42.37 5235 354.64 90.65 100.00

15: CaARF2 3119 32.27 39.81 3232 3280 4288 31.27 31.92 31.34 3248 3339 3449 3828 26.41 100.00

16: CaARFI  31.08 3268 4081 32.14 3168 4056 3594 3734 3730 3866 39.19 40.00 48.84 3722 3294 100.00
17: CaARFI1 3193 32.54 4092 30.76 31.12 4036 37.18 3921 3823 39.21 41.25 39.83 48.80 35.05 35.00 54.93 100.00

18: CaARF20 31.62 3496 42.16 32,95 3314 41.05 3822 3958 37.96 39.82 41.25 40.52 47.85 37.84 37.55 64.80 60.99 100.00
19: CaARF3 2941 3195 4226 31.73 3119 40.76 36.03 3681 36.60 37.27 3932 40.83 48.34 3373 3585 47.47 4985 51.25 100.00

20: CaARFI19 29.23 3299 4226 31.79 3141 3944 3532 3650 3544 36.44 3831 3947 46.92 3118 3531 46.67 47.66 4874 7732 100.00
21: CaARF12 3341 3600 41.75 3435 3352 4393 3931 4062 3872 40.77 41.34 41.00 50.71 3541 3694 51.73 5484 34.84 5293 5030 10000
22: CaAREL4 37.20 41,57 40.00 4172 3988 47.53 4294 4407 4438 4286 5141 5028 4409 4508 43.82 61.19 6500 64.07 5899 5580 86.81 100.00

Figure S1. Sequence identity matrix of pepper ARF proteins. Clustal Omega
(http://www.ebi.ac.uk/Tools/msa/clustalo/) program were employed to examine sequence
identity of 22 pepper ARF proteins.
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Figure S2: Phylogenetic relationships of CaARF proteins (a) and Gene structure analysis of
CaARF genes (b).
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Figure S3. Conserved motif analysis of CaARF proteins. a. Conserved motif of CaARF
proteins predicted by MEME tool. b. Conserved motif sequences of CaARF proteins.



CaARF5 5’+GGGCATGCAGGGAGCCAGGCAL--3°
CaARF15 5’+-TGGCATGCAGGGAGCCAGGCA}--3°
CaARF8 5’+-AGGCATACAGGGAGCCAGGCAt--3°
CaARF17 5’-AGGCATACAGGGAGCCAGGCAE--3°

AtmiRNAI6O 3’ -LACCGUAUGUCCCUCGGUCCGL--5°

b

CaARF22 5’--AAGATCAGGCTGGCAGCTTGT---3"
CaARF13 5’-1GAGATCAGGCTGGCAGCTTGT---3°
CaARF21 5’-1GAGATCAGGCTGGCAGCTTGT---3°

AtmiRNAI167  3’-H/AUCUAGUACGACCGUCGAACUY---5°

Figure S4. Sequences of AtmiRNA160 (a) and target AtmiRNA167 (b) sites on CaARF
mRNAs. The Watson-Crick base pairings to the AtmiRNA160 and AtmiRNA167 sequence
are shown.



Table S1. List of primers used in the present study.

Gene name Forward primer(5'to3") Reverse primer(5'to3")
CaARF1 gRT ACAAACCGA%?;TATATGGGCA GCCTTTTGTTCTTCCCTGCG
CaARF2 gRT TCTCTGCACAGTGATCAGTCA GGGTATAGGGGAAGGGTGGT
CaARF3qRT TACGGAGCTTTGGCGTTCAT CACCACGCGGCATAGTATCT
CaARF4 gRT AGATGGCCTGGTTCCAAGTG CGCCCCCAAAAAGGTAGACT
CaARF5 gRT CCCTTCATTCTCTGCCGTGT CAACCTCCTTCTCCACGTCC
CaARF6 gRT AACTTCTCACACTTGGCAGTGCT GAGTTGCACGACGAATTCCC
CaARF7 gRT TTGGGCCAATCCAGGATCAC CCTCCCCGTGCAGTTATTGT
CaARF8 gRT TCTGGCCGTTTAGGCACATT CCGATTGGGTTTCCTGTCCA
CaARF9 gRT AGCATACTGCCAACGGGAAT GCTGCAACCCCTTCAAAAGAA

CaARF10 qRT AGCCTGTCGTGACACCATTT TGGTTTGGTATCAAGCTCAGTC

CaARF11 gRT
CaARF12 qRT
CaARF13 gRT

CaARF14 gRT

CaARF15 gRT
CaARF16 gRT
CaARF17 gRT
CaARF18 gRT
CaARF19 gRT
CaARF20 gRT
CaARF21 gRT
CaARF22 gRT
CaACTIN

CaARF2 gRT
CaARF10 gRT

CaARF12 qRT

ACAAGCAGCTGATCACACGA
TGCTTTCATCTTTCTCAGGCAA
ATATATTTCGCGGACAAGCGG

ATTGGTTGCTGGCAATGCTT

TTCACCGTGGAGGCTTCTITC
CGCGGAGGGTATTCAGCTTT
AACCCGTGTGCTCTATCACG
TCAGGAGCTGATTGCCAAGG
TCGGAACAAGAACTGGCTGG
TCACATGCAAGGGGTAGCTG

GGTTTCTTGCAGTCCTCCGA

ATGTGGAAGGAAGGACAGCC
GCCCCTTGTITTGTGACAATG
GGTACCATGGCAACGATTITATC
TCTG
GGTACCATGAAGGCACCATCA
AACGG
GGTACCATGGCAAACCITTCTG
GAAA

AGCTGAGCTGGATGCAACAT
AACACCGAGAAGAAGGTGCC
CTGCTGCAGCTAGAAGACCA
ATGAATCCCAAGACGAGAAGAA
G
GGTGGCCATCGAGAGGAAAA
ACGTGACGCCTTCACAAAGA
GTTGCGAGACCAGTGATCCA
AGCCCGTTTCTAGGTCTTGC
TAGCATCATAGCCTITCTGCAACA
GCCAAGGATGATCGCCCATA
CCAACAAGCCTTCTAGCCCA
CAGTCTGGGGTCGAATTGCT
ACACGAAGCTCATTGTAGAA
GTCGACCAGAGCAATATCAAGA
AGCA
GTCGACTTCAGTTCCACTGCTAG
CIT
GTCGACTGCTTTCCCCTCATTGCT
AA




