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Table S3: Analysis of CD8+ T cell epitopes in EBV sequenced from patient
samples demonstrated no evidence of viral escape. Common HLA*A2
CD8+ T cell epitopes were tracked for changes from AIM to CONV in viral
sequences present in either OW or BC pellets. The chart above lists each
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investigated EBV gene, the location of the CD8+ T cell epitope within the
amino acid sequence, the amino acid sequence of the immunodominant
epitope, as well the sequence(s) of any variants detected. Each filled circle
denotes which of the patient sequences displayed a given variant; the
absence of any filled circle indicates that patient expressed the common
epitope.
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