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Figure S1 AxNIiR SF-ROX data processing. a. The distribution of unit cell parameters displayed by
cell explorer. The unit cell lengths and angles from individually indexed snapshots from indexamajig
displayed as a distribution (White et al., 2016). Red colouring represents these parameters that fall
into a H centred space group. b. The correlation coefficient statistics for AXNiR, SF-ROX data
processing. The CC and CC* vs the resolution during data processing. Data was cut-off at 1.6 A
based on CCy, = 0.5. CC* is calculated from CCyj,. CC* = [2 CCy/(1 + CCy12)]¥? (Karplus &
Diederichs, 2012).
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AxNiR R DADKLPHTKVTLVAPPQVHPHEQATKSGPKVVEFTMTIEEKKMVT 45
ANIR | MATAAETAALPRGKVELVDPPFVRANSQUAEGGPKVVEFTHVIEEKKIV 50
AxNiR 46 DDKGTTLQAMTFNGSMPGPTLVVHEGDYVQLTLUNPATNAMPHNVDFHGA 95
AFNIR 51 DDAGTEVHANAINGTVACRLMVVHODOYLELTL INPETNTLMINIOMNAL 100
AxNiR 96 TGALGGAKLTNVNPGEQATLRFKADRSGTFVYHCAPEGMVPWHVVSGMSG 145
AFNIR 101 TOALGGGELTEINPGLKTILRFKATKPGVEVYHCAPPGHVIEVVSONG 150
AXNiR 146 TLMVLPRDGLKDPQGKPLHYDRAYTIGEFDLYIPKGPDGKYKDYATLAES 195
AFNiR 151 Ai*¢1£ééélﬁééﬁé&Al¥¢éﬁi¢?Géééé%¢¢é§05ﬁéé¢&K¢éAﬁéﬁA 200
AxNiR 196 YGDTVQUMRTLTPSHIVFNGKVGALTGANALTAKVGETVLLIHSQANRDT 245
ATNIR 201 YEBTVKVMRTLTETIVVINGAVGALTGDRANTARVGEKVL TVHSOANRDT 250
AxNiR 246 RPHLIGGHGDWVWETGKFANPPQRDLETWFIRGGSAGAALYTFKQPGVYA 295
AFNAR 251 RPHLTGGHODYVWATGKINTPPOVDOETWETPGOAAGAAFYTEQURGIYA 300
AxNiR 206 YLNHNLIEAFELGAAGHIKVEGKWNDDLMKQIKAPAP—-IPR 335

AFNIR 301 YVNIL TEAREL GAARFKVTGEWDDLITSVEARSGTLURR 34

Figure S2 AfNIR and AxNiR pairwise alignment. Compared using the EBLOSUM62 matrix.
Similarity score of 77.5%.
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