
S3 Table. The oligonucleotides encoding the truncated GapC amino-terminus

and the alanine-scanning peptides. The mutational sites are shown in lowercase

letters. The mutated amino acids are bold and underlined.

Coding motifs Name The sequences of oligonucleotides
271FGYTEDEIVS280 WT271-281S 5’-gatccTTCGGTTACACTGAAGACGAAATCGTTTCTc-3’

WT271-281R 5’-tcgagAGAAACGATTTCGTCTTCAGTGTAACCGAAg-3’
271AGYTEDEIVS280 F271A-S 5’-gatccGCGGGTTACACTGAAGACGAAATCGTTTCTc-3’

F271A-R 5’-tcgagAGAAACGATTTCGTCTTCAGTGTAACCCGCg-3’
271FAYTEDEIVS280 G272A-S 5’-gatccTTCGCGTACACTGAAGACGAAATCGTTTCTc-3’

G272A-R 5’-tcgagAGAAACGATTTCGTCTTCAGTGTACGCGAAg-3’
271FGATEDEIVS280 Y273A-S 5’-gatccTTCGGTGCGACTGAAGACGAAATCGTTTCTc-3’

Y273A-R 5’-tcgagAGAAACGATTTCGTCTTCAGTCGCACCGAAg-3’
271FGYAEDEIVS280 T274A-S 5’-gatccTTCGGTTACGCGGAAGACGAAATCGTTTCTc-3’

T274A-R 5’-tcgagAGAAACGATTTCGTCTTCCGCGTAACCGAAg-3’
271FGYTADEIVS280 E275A-S 5’-gatccTTCGGTTACACTGCGGACGAAATCGTTTCTc-3’

E275A-R 5’-tcgagAGAAACGATTTCGTCCGCAGTGTAACCGAAg-3’
271FGYTEAEIVS280 D276A-S 5’-gatccTTCGGTTACACTGAAGCGGAAATCGTTTCTc-3’

D276A-R 5’-tcgagAGAAACGATTTCCGCTTCAGTGTAACCGAAg-3’
271FGYTEDAIVS280 E277A-S 5’-gatccTTCGGTTACACTGAAGACGCGATCGTTTCTc-3’

E277A-R 5’-tcgagAGAAACGATCGCGTCTTCAGTGTAACCGAAg-3’
271FGYTEDEAVS280 I278A-S 5’-gatccTTCGGTTACACTGAAGACGAAGCGGTTTCTc-3’

I278A-R 5’-tcgagAGAAACCGCTTCGTCTTCAGTGTAACCGAAg-3’
271FGYTEDEIAS280 V279A-S 5’-gatccTTCGGTTACACTGAAGACGAAATCGCGTCTc-3’

V279A-R 5’-tcgagAGACGCGATTTCGTCTTCAGTGTAACCGAAg-3’
271FGYTEDEIVA280 S280A-S 5’-gatccTTCGGTTACACTGAAGACGAAATCGTTGCGc-3’

S280A-R 5’-tcgagCGCAACGATTTCGTCTTCAGTGTAACCGAAg-3’


