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Brackiella_oedipodis/1-91 1 - - - MK VK K P E BV - KGEGW 19
Alicycliphilus_denitrificans/1-92 1 -- -- - - -GVGM 18
Neisseria_meningitidis/1-85 1 -- -- - - DGCGL 18
Bordetella_hinzii/1-87 1 -- -- - - HGAGW 19
Verminephrobacter_eiseniae/1-103 1 -- -- - MTLTDWI VDRVRHNTMN - VEKVPQ - HGAGY|34
Alicycliphilus_denitrificans_2/1-133 1 MTDSQGREALSVIHINVPRAMKARWVKASQS RE--- QKLTDWI I EKLESRTM fV.PIPE - HGAGH 67
Verminephrobacter_eiseniae_2/1-147 1 MIERSAKRARPI RR I --PRQGRRRLHPPACARCAQGMVGARWPQPGVTLTOWI VDRVRHN TMN- VEKVPQ - HGAG
Pseudoalteromonas_lipolytica/1-117 1 -- -~ --MNFLVCPKLGIN-¥MFKLQN - RGCGK 30
Tistrella_mobilis/1-85 1 -- MN- V¥IP VPD ALQH -H-MKGRG I 19
Fenollaria_massiliensis/1-149 1 -- -- “MLYS EKVMD - HIEMHP RN VGEMENBSGVEE VGN AKCED | MRMY LK I DEND | 1 TDVKF K- [RYGCGH 62
Bordetella_sp./1-95 1 -- MASMT - IIEPIEPIDNIEAR - - - - -~ - - - =~ - o oo E-RIEFGW22
Brackiella_oedipodis/1-91 20 [ALACH K - DGO THVR - - - - - - - - - LGI.EYDENFDGLEPE*I 1 YYDVVIAS QACK EVAY RNIE|E - MG|E F TFGE- - - - - - - - - [CB|CWBIF - - - - - - -~~~ - -~ - - - -~
Alicycliphilus_denitrificans/1-92 19 ALAAIA-GGQVLSLKYIAEHVDEKTQD AEG-GAPARNAA- - - - F KWIGISQSAGP V V) A-LGRVCAGM- --

Neisseria_meningitidis/1-85 19 CLAAI'S - ENEAI KVK -- DDKAEDWLRWGTDS RVKAAALEMEQ-¥AYHS VGM- --

Bordetella_hinzii/1-87 20 ALGAVL -GGQLVALR GAAGVQAV - - - - RAWIES PGAAP VYV, A-LGRVTIGM- F --

Verminephrobacter_eiseniae/1-103 35 ALAATV - AG LVDIV MLPBFGGQDGPTRADA- - --QTAIDEPVLAPTV A-LGSVHMGM- --
Alicycliphilus_denitrificans_2/1-133 68 ALAAVT-GGQI VDLV DAPGALAA- - ----AIDDQRLAP A-LGQVSAGM- --
Verminephrobacter_eiseniae_2/1-147 79 ALAATV - AGQL VDIV, MLPDFGGQDGPTRADA- - - -QTAIBEPRVLAP A-LGSVHMGM- --
Pseudoalteromonas_lipolytica/1-117 31 AWIAIA-NGIPQAI K PDLEA.QREQFG fV.RQKC LSSKGRIE.G FTTNAYYCEAESLLAAIESEREYMELNT 117
Tistrella_mobilis/1-85 20 ALG“K NG LVALV LI PDE----ADTVEAA- - Pis[IGBIN ARV AQVAI KDEGFVRVGI - - - - -- ---8 85
Fenollaria_massiliensis/1-149 63 Al A SMAT L1KGK NILSNKEVAENLDGLPPI - KMHCSVLAEE AT KAALY EK.GHKVKGLENVEPPKDDLHD -- 149
Bordetella_sp./1-95 23 /ALAALS -GN@IAAVREFR RILIS PQVAQHLP I GAEQAAE VI RRWLBITLPASSIVVBELQQ - LGRIETVGM- - - - - - - - - £GQEF - - -- 95




