
0

2

4

6

8

0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0 1.1 1.2 1.3 1.4 1.5 1.6

C
ou

nt

True positive C>A/G>T
False positive C>A/G>T
True positive all other
False positive all other
False negative

Alt allele frequency (%)

Original 
threshold

(0.2%)

Stringent
threshold
C>A/G>T

(0.3%)

All variants (n=291)

No UMI Cons.

P
P

V
 (%

)

100

75

50

25

0

69.6%

98.6%

28.2%

99.3%

≤1% AF (n=54)

92.2% 96.0%

Cons.
+ threshold

No UMI Cons. Cons.
+ threshold

(a)

(b)


