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X-Ray Crystallography Interaction Site — PONDR VL-XT
Dynamic Events only — PONDR VSL2
Low Reduction in Solvent Accessibility only — PONDR VL3-BA
Dynamic Events with Low Reduction in Solvent Accessibility — PONDR FIT
I High Reduction in Solvent Accessibility only MoRFpred
B Dynamic Events with High Reduction in Solvent Accessibility — CaM Target Database




