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Reviewer Comments to Author: 

The pipeline and associated website proposed by the authors is of interest for researchers wanting to 

better characterize one or several non-coding RNAs.My first major criticism is that the the website was 

not accessible on July 29th and August 1st which prevented me to assess the proposed tool.The 

manuscript contains very little detail on how the analyses are performed, I had to check the different 

scripts available on the GitHub repository was able to find a github repository to understand the 

analyses performed (differential expression, co-expression analysis). Additionally there is no list of the 

packages called by the program, nor does the manuscript highlight the species and references 

supported. Furthermore there is no information regarding the parameters used to run the different 

programs (miRanda, RNAHybrid ...). The authors need to significantly develop this, it is nice to have 

examples of the different analyses the pipeline enables but it is of utmost importance that the reader 

gains a good grasp of the tools and analyses performed by the pipeline and the parameters used.Minor 

comments the authors mention that the users can define the gene list after differential expression using 

the fold changes and p-values. Are they using the p-value or the adjust p-value? From the scripts 

available on github (deseq2_annotation.r) it appears that the column used is the uncorrected p-value 

which implies a list of differentially expressed genes heavily contaminated by false positives.It would be 

very useful to the user if the authors could guide them in the choice of the Pearson's coefficient of 

correlation, such as using a randomization approach on the submitted sets to identify the thresholds. 
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