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V alpha6 genomic DNA
GCGGCCGCAGTGCTAGGAAGGGCGGCCTGGACATCCCAGCCAAAGCTGGGAATTTATAG
AAAACACCTTTTCAAATTGCTTCACTGTCTCAGAACTTACTTGGTAATACTTGTAATCTGGTC
CCTGTTCCAAAGACGACTTTGTTGGTATTGGAAACGCTCACAGCACAGAAGTACACAGCC
GAGTCGCTCCAGTGCACAGAGGCTTTCCGCAGGTGGAAGGAAGAGTTACTCTTGATGAA
CTCAGCCTCAAAGCCATTCACTCCTTGAACCACTGGGTCTCCGGAATAGTACTTGAGGAG
CAGCTGCAGCCCCTGCCGCGGGTACTGGACATACCAGAACAGATAAGGCGTCCCAGAGTA
GGAATACTTGCATCTCAGCTGCAGAGAGGCTCCTTCAGAGACAGTGACGCGAGCATCGGG
CTGTGTCACTGACTGAGCTTGGGCATCTCCTGCAAAGGAATATTAGGTCAGGAACTGTAGT
GCAGACTTCACTGAGGACAGTCAGGATCCGGGGATACAGAGACCACAAGAAAGCTGTACT
CACTCAGGACAAAGTGTATCCCCAGCACTGGGAGGAGTGCCAGGAGCATGGCTGAGCCT
TGGGAAGGCTGCAGCTCTGCCCGGG

Supplementary Figure 1: Construction of TCR alpha clone and genomic sequence.
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CTCGAGCCTTGACCCAACTATGGGCTGTAGGCTCCTAAGCTGTGTGGCCTTCTGCCTCTTGG
GAATAGGTGAGTAGTTGTGGTCCTAGGCCAGGAGATATGATTTTGTTTGAGTCCTTTGAGAAT
GACTACTTCTGAAATGTTTCCGAATTATGATTATCTTTCACAGGCCCTTTGGAGACGGCTGTTT
TCCAGACTCCAAACTATCATGTCACACAGGTGGGAAATGAAGTGTCTTTCAATTGTAAGCAAA
CTCTGGGCCACGATACTATGTATTGGTACAAGCAAGACTCTAAGAAATTGCTGAAGATTATGT
TTAGCTACAATAATAAGCAACTCATTGTAAACGAAACAGTTCCAAGGCGCTTCTCACCTCAGT
CTTCAGATAAAGCTCATTTGAATCTTCGAATCAAGTCTGTAGAGCCGGAGGACTCTGCTGTG
TATCTCTGTGCCAGCAGCCTCGACAGGGGATCCTATGAACAGTACTTCGGTCCCGGCACCA
GGCTCACGGTTTTAGGTAAGATTCACATCTCTCGCTTCCACCCAAATTCCTGGGTCCCTGGA

GTAGTTTGGAGTAGACCAGCCGCGG

Supplementary Figure 2: Construction of TCR beta clone and genomic sequence.



