Plasmid Characteristics Reference Accession

number
pCS1-1 C. sordellii ATCC9714 pCS1 plasmid, tcsL”, tcsH', tes” Q) LN679999
pCS1-2 C. sordellii JGS6364 pCS1 plasmid, tcsL*, tesH', tes” Q) LN681232
pCS1-3 C. sordellii JGS6382 pCS1 plasmid, tcsL*, tesH™, tcs* ) LN681235
pCS1-4 C. sordellii UMC2 pCS1 plasmid, tcsL, tcsH, tcs” Q) LN681233
pCS1-5 C. sordellii S0804018 pCS1 plasmid, tcsL”, tesH', tes™ This study MG205643
pCS1-6 C. sordellii 7543-A pCS1 plasmid, tcsL”, tcsH™, tes™ This study MG205642
pCS1-7 C. sordellii 7508-A pCS1 plasmid, tcsL™, tesH™, tes* This study MG205641
pDLL230 | pCS1-1QtesL::TT 2 N/A
pIP501 Broad host range conjugative plasmid, contains Tra locus 3) AJ505823,

L39769
pCW3 C. perfringens conjugative tetracycline resistance plasmid 4 DQ366035
pCP13 C. perfringens, encodes beta2 toxin (5) AP003515
pCLL C. botulinum conjugative neurotoxin plasmid (6) CP001057
pVS520 Tra®, Mob*, RP4 derivative, Tet® %) N/A

pDLL46 pMTL9361 derivative with BsrGl and HindllI sites removed This study N/A
from rep, contains RP4 and Tn916 oriTs and lacZa within
retargeting region for blue white screening, Cm~/Tm"®

pDLL116 | pDLLA46 retargeted to 621/622s site of srtB, Cm/Tm" This study N/A

pDLL120 | pDLLA46 retargeted to 117/118s site of parB, Cm~/Tm"® This study N/A

pDLL143 | pDLL46 retargeted to 1611/1612s site of cstD4, Cm~/Tm" This study N/A

pDLL147 | pDLLA46 retargeted to 1392/1393s site of cstB4, Cm™/Tm" This study N/A

pRPF185 | Clostridial tetracycline inducible expression vector, Cm™~/Tm" | (8) N/A

pDLL183 | pRPF185 carrying cstD4 with its predicted RBS under a This study N/A
tetracycline inducible promoter, Cm®/TmR

pDLL212 | pRPF185 carrying cstB4 with its predicted RBS under a This study N/A
tetracycline inducible promoter, Cm®/TmR

pWBG745 | S. aureus pWBG749-family plasmid (9) GQ900389
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