EBV gene expression in laser-cut immune infiltrates from the MS brain
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The fraction of microdissected samples with detectable EBV gene expression from 9 of 11 MS cases
analyzed and the localization of the EBV+ immune infiltrates for each MS case are shown in the 2n

and 3™ column, respectively. The EBV latent and lytic transcripts detected in the individual immune

infiltrates are shown in the 4" and 5% column, respectively.



