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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7

a
== Organelle Regulation
== Chromatid/chromosome
s °"".:f“8;'.°,'.‘.7.2"- gk Re?ulatbn
Organelle Localization: == Cell Cycle
Mitotic Sister Chromatid Segregation
Sister Chi
-
CENPA
c 2 Jogppvalue * L
I ANp63©LcAsignature
H11
[ TAp63BeAsignature CoLIAGOLATOS gl o
CTHRC1 CIG!

EMILIN DCN
POSTN!

COLSA

PLCH2
2
GBLL
WISP
LY6D
PAMTS12

TIMB2

TAGEN
SOXAS oe

@1CC

e

I AN p63KRP signature
[ TAp63X®P signature

g
4 gl
YM

i ey
oot

== Other
Response to External Stimulus: == Extracellular Matrix
Axon Guidance: Organization
exa

Response to Wounding Organ Development
Matrix Of

Collagen Formation:

Focal Adhesion:
System Development
Organ Development
Structure Dx
Multicellular Organismal Development:
Skeletal Development:
Structure Morp
Developmental Biology:
Heart Development
T T T T )
4 1
. -bgmp-val?o 5 0
[ ANp63XRC signature
[ TAp63KR¢ signature o R IE s
oeTe ey (1] P
rausss @
ADAUTSH
KOELR
oL
PoPN
e
SEMATA R
L] ©
SPEC ni
L)
e
L ]
sl
o
R
]
AL
conre 257 L5
L
wran2
COQARC ] °
® b . wp3
K!‘“) °
s(:c"““ LS
SR
°
SERPINF L
°
ma
.
AR
°
oge g
) L
°
.COU Vﬁ.’l
CRERJY L d
TEX)E serl
Vi oMy
NA.U}AA?A s °
® o i @
C) Dgl SYNC YM\HSlg" .
° 1::4 ,%,) ,‘gsl .‘) L(g\l 'y
[ ANp63Lec signature
[ TAp63cC signature

et
1
SERPING, g
TEXS
SHOX2
o8N
BCATY
P
v s 5ST381
FAM20
PCOLC
SERPINE
NOX4
cos2
TNFRSF1 1D

MFAPZ

ur
Lex

cenve
MAPIKLS 257
T™ICDL NCAPH
oxcuo s
ILIRAP &
.\ ﬁ S ANKK1
HSPC2 E N
- . ‘» ‘ = HOXC10
HOXD9 i FOLE2
HOXD3 CASCS
HOXCS
asen
HOXCS g
HOXC,




Supplementary Figure 8
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Supplementary Figure 9
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