
Supplementary Figure 1
a. b.



a b 

Supplementary Figure 2 



Supplementary Figure 3 

a 

CA1D 

+siC 

%
 E

dU
 p

os
iti

ve
 c

el
ls

 

+siΔNp63 +siΔNp63 
+Lef1 + s iC

o n

+ s iD
N p 6 3

+ s iD
N p 6 3 + L e f1

0

1 0

2 0

3 0

4 0

C A 1 D

%
 E

d
u

 p
o

s
it

iv
e

 c
e

ll
s

*

*

200 µM 200 µM 200 µM 

+siC +siΔNp63 +siΔNp63  +Lef1 

CA1D 

+ s iC
o n

+ s iD
N p 6 3

+ s iD
N p 6 3 + L e f1

0

2 0

4 0

6 0

8 0

H C C 9 5

%
 E

d
u

 p
o

s
it

iv
e

 c
e

ll
s

HCC95 

%
 E

dU
 p

os
iti

ve
 c

el
ls

 

+siC +siΔNp63 +siΔNp63 
+Lef1 

+siC +siΔNp63 +siΔNp63  +Lef1 

HCC95 

200 µM 200 µM 200 µM 

b c

d e

Ed
U

 / 
N

uc
R

ed
 

Ed
U

 / 
N

uc
R

ed
 



a b

+ E V + DN p 6 3a

0

2

4

6

8

1 0

L e f1

R
e

la
ti

v
e

 m
R

N
A

 E
x

p
re

s
s

io
n

C ak i-1

+EV +ΔNp63α 

Lef1 

R
el

at
iv

e 
m

R
N

A 
ex

pr
es

si
on

  

*

Caki-1 

Supplementary Figure 4 

c

Tumor suppressor 

+ E V + L e f1
0

5

1 0

1 5

C a k i-1

N
u

m
b

e
r 

o
f 

c
o

lo
n

ie
s

/f
ie

ld
 (

1
0

X
) Caki-1 

+EV +Lef1 

N
um

be
r o

f c
ol

on
ie

s/
fie

ld
  +EV +Lef1 

Caki-1 d e

200 µM 

+ s iC
o n

+D
N p 6 3a

+D
N p 6 3a

+ s iL
e f1

-1

+D
N p 6 3a

+ s iL
e f1

-2

0

2 0

4 0

6 0

8 0

C a k i1

%
 E

d
u

 p
o

s
it

iv
e

 c
e

ll
s

+EV +ΔNp63α 

Caki-1 

%
 E

dU
 p

os
iti

ve
 c

el
ls

 

+ΔNp63α 
+siLef1-1 

+ΔNp63α 
+siLef1-2 

200 µM 200 µM 200 µM 200 µM 

+EV +ΔNp63α +ΔNp63α 
+siLef1-1 

+ΔNp63α 
+siLef1-2 

Caki-1 

+ s iC
o n

+D
N p 6 3a

+D
N p 6 3a

+ s iL
e f1

-1

+D
N p 6 3a

+ s iL
e f1

-2

0

2

4

6

8

1 0

C a k i1

%
 E

d
u

 p
o

s
it

iv
e

 c
e

ll
s *

Caki-1 

N
um

be
r o

f c
ol

on
ie

s/
fie

ld
  

+EV +ΔNp63α +ΔNp63α 
+siLef1-1 

+ΔNp63α 
+siLef1-2 

200 µM 200 µM 200 µM 200 µM 

+EV +ΔNp63α +ΔNp63α 
+siLef1-1 

+ΔNp63α 
+siLef1-2 

Caki-1 

g h

i j

200 µM 

f

Ed
U

 / 
N

uc
R

ed
 



b

Relative Expression-2 +2

BLCA

ΔNp63-/-  ∩ 
Progression
Signature of:

KIRC
KIRP
LGG

Relative Expression-2 +2

BLCA
KIRC
KIRP
LGG

TAp63-/-  ∩ 
Progression
Signature of:

a
Supplementary Figure 5



Supplementary Figure 6

p=0.02

a

Δ
N

S�
�K

IR
C
 A

ct
iv

ity

KIRC
7$

S�
�K

IR
C
 A

ct
iv

ity

p=0.03

KIRC
GSE36895 GSE36895b



Supplementary Figure 7
a b

c d

e f

ΔNS��BLCA signature
7$S��BLCA signature

ΔNS��KIRC signature
7$S��KIRC signature

ΔNS��KIRP signature
7$S��KIRP signature

ΔNS��LGG signature
7$S��LGG signature



Δ
N

p6
3C

TH
R

C
1/

C
O

L5
A

1 
A

ct
iv

ity
Δ

N
p6

3C
TH

R
C

1/
C

O
L5

A
1 
A

ct
iv

ity
Δ

N
p6

3C
TH

R
C

1/
C

O
L5

A
1 
A

ct
iv

ity
Δ

N
p6

3C
TH

R
C

1/
C

O
L5

A
1 
A

ct
iv

ity

BLCA

KIRC

KIRP

LGG

p<0.0001

p<0.0001

p<0.0001

p<0.0001

Supplementary Figure 8
b

p=0.0606

+LJK ΔNS��CTHRC1/COL5A1 Activity (54)
/RZ ΔNS��CTHRC1/COL5A1 Activity (56)

p=0.0009

+LJK ΔNS��CTHRC1/COL5A1 Activity (86)
/RZ ΔNS��CTHRC1/COL5A1 Activity (87)

+LJK ΔNS��CTHRC1/COL5A1 Activity (61)
/RZ ΔNS��CTHRC1/COL5A1 Activity (61)

p=0.0086

+LJK ΔNS��CTHRC1/COL5A1 Activity (113)
/RZ ΔNS��CTHRC1/COL5A1 Activity (113)

p=0.0214

a



0 20 40 60 80 100 120

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for CTHRC1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.03908

Low expression − Bottom 25% (n = 86)
High expression − Top 25% (n = 86)

BLCA

0 20 40 60 80 100

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for CTHRC1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.00805

Low expression − Bottom 25% (n = 133)
High expression − Top 25% (n = 132)

KIRC

KIRP

LGG

0 50 100 150

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for CTHRC1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.01007

Low expression − Bottom 25% (n = 65)
High expression − Top 25% (n = 65)

0 50 100 150 200

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for CTHRC1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.23785

Low expression − Bottom 25% (n = 116)
High expression − Top 25% (n = 115)

CTHRC1 COL5A1

0 20 40 60 80 100 120

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for COL5A1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.11148

Low expression − Bottom 25% (n = 86)
High expression − Top 25% (n = 86)

0 20 40 60 80 100

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for COL5A1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.00086

Low expression − Bottom 25% (n = 132)
High expression − Top 25% (n = 132)

0 50 100 150

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for COL5A1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.02831

Low expression − Bottom 25% (n = 65)
High expression − Top 25% (n = 65)

0 50 100 150 200

0.0

0.2

0.4

0.6

0.8

1.0

Survival analysis for COL5A1

Time (months)

S
u

r
v
iv

a
l

Logrank test p_value = 0.00282

Low expression − Bottom 25% (n = 116)
High expression − Top 25% (n = 115)

Supplementary Figure 9


	Updated_Supplementary Figures and Info



