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S9 Figure. Nucleotide sugar uptake into Gmt1- and Gmt2- containing
proteoliposomes.

(A) Immunoblot analysis of microsome (M) and proteoliposome (P) preparations from S.
cerevisiae expressing vector only (Control) or V5-tagged Gmt1 or Gmt2 (2.5 ug protein
per lane; S, molecular weight standards; C, control; 1, Gmt1; 2, Gmt2). (B and C)
Representative LC-MS/MS spectra of GMP-preloaded proteoliposomes (B, Control; C,
Gmt1) incubated for 10 min at 37 °C with a mixture of 16 nucleotide / nucleotide sugar
substrates, each 50 mM. Peak 1, GDP-Man; Peak 2, GDP-Gic; Peak 3, GDP-fucose (D



and E) Quantification of nucleotide sugar uptake into proteoliposomes preloaded with
(D) 30 mM GMP or (E) 30 mM UMP. Data were normalized to the total protein content
of the proteoliposome preparations and show the mean + SD of four assays. These

results are consistent with prior studies [21, 30] and yield new information about Gmt
substrate specificity.



