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Figure 1S. The relationship between clean reads and OUT counts in the three ethnic
groups.

Figure 2S. The other alpha-diversity and beta-diversity analysis in three ethnic groups. (a)
The Shannon index, PD_whole tree and observed species at 4200 sequences per sample in the
rarefaction curve; P was calculated from the analysis of variance. (b) The weighted Unifrac,
Bray-curtis and Jensen-Shannon distance; P was calculated from the permutational multivariate
analysis of variance.

Figure 3S. The relative proportions of genus presence in the three ethnic groups. (a) The
pattern of the median proportions of genus presence. (b) The presence proportions of two
significant genera; p was calculated from Fisher’s exact test.

Figure 4S. The LEfSe results by comparison of the Zhuang and Han groups. (a) The linear
discriminant analysis. (b) The cladograms report. Prefixes represent abbreviations for the
taxonomic rank of each taxa: phylum (p_ ), class (¢ ), etc.

Figure 5S. The importance and distribution of serum biomarkers in the three ethnic
groups. (a) The importance of each biomarker in random forest classification; * indicates the
significant biomarkers from the Kruskal-Wallis rank-sum test. (b) The distribution of the
significant biomarkers in routine blood tests and liver function; p was calculated from the
Kruskal-Wallis rank-sum test. The bars between the groups indicate p<0.05 after multiple

comparisons following a significant Kruskal-Wallis test.
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Figure. 3S
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Figure. S4
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Figure. S5

PRI Y

*

PLCC

AFP
TBIL
BUN
AG
c3

GLU
CREA
LPS
PLT

HBDH
RDWSD
MCHC

LbL
BASP
LYMP

o
°
°
o
°
°
o
o
°
o
°
°
o

°

°

°

°
°
°
°
°

o
°

2 4 6 8 10

MeanDecreaseAccuracy

=

9 10 11

8

46

38

020 030 0.40

MPV PLCR mcv MCH
q = B ]
8 4 : 8 34
8 = B
3 1 | 2 2
- - 4 !
21 £ 1 gl L
T T s L T T
Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao
P kruskal=2.5e-06 P kruskal=2.7e-05 P kruskal=1.1e-04 P kruskal=2.2e-04 P kruskal=5.6e-05
P kruskal.bonferroni=1.8e-04 P.kruskal.bonferroni=2e-03 P .kruskal. 03 P kruskal. i=1.6e-02 P kruskal.bonferroni=4.2e-03
ALB AG TBIL DBIL c3
2 T D R = ST — s g —
- = o 40 - - B i
o = ] Lo 8 —
| H ' S
< ' i | 4
e = 8 H .
e ] Sk .
T EEEy - 2
R e 10 1
2 N S I e el .
T T T 4 T T T S T T T
Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao Han Zhuang Yao
P kruskal=7.7e-05 P kruskal=1.1e-04 P kruskal=4e-04 P kruskal=4.2e-04 P kruskal=2.7e-05
P kruskal.bonferroni=5.7e-03 P kruskal bonferroni=8.4e-03 P kruskal.bonferroni=3e-02 1e-02 P kruskal bonferroni=2e-03
c4 IGM BUN HCY
s - 0 8 =
- - - e o ¥
9 ¢ B -
! -+ o 4 = T e T & -
| - = 3 NN <™
] : w 1 - o - B2
T+ > - © e T o B :
7 ) 7 o - s | i
1~ & o | ~ L -
T T o T T T T T T

Han Zhuang Yao
P.kruskal=2.7e-05

Han Zhuang Yao
P kruskal=2.2e-04
P kruskal, 1.66-02

Pkruskal.

Han Zhuang Yao
P kruskal=1.8e-04
P kruskal.bonferroni=1.3¢-02

Han Zhuang Yao
P kruskal=1 3&-04
P kruska

Han Zhuang Yao
P kruskal=9.1e-10
P kruskal =6.80-08




