
C 
CH505 TF CH505w4.3 92TH023.6 CM244.c01 MW965.26 NP03.13 92BR025.9 ZM197M.PB7

Tier 2 Tier 1A Tier 1A Tier 2 Tier 1A Tier 1B Tier 1B Tier 1B

CH103 UCA >50 27 >50 >50 >50 >50 >50 >50

5808-1D5 >50 7.3 >50 >50 0.73 11 >50 >50

5808-1G5 >50 15 >50 >50 0.75 >50 >50 >50

5808-1G2 >50 4.4 >50 >50 0.18 >50 >50 >50

5808-4C4 
(negative control) >50 >50 >50 >50 >50 >50 >50 >50

Monoclonal antibody HIV-1 neutralization titer (IC50; reciprocal dilution)

Antibody ID

Figure 4 
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697D

CH505 TF YU2 A244 V1V2 ConC MN Clade B

B 

hV4-59*01 hD3-16 hJ4*02
A 

CH103 UCA VDJ QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYIYYS-GSTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCAS-------LPRGQLVNAYFDYWGQGTLVTVSS 

mV1-22*01     EVQLQQSGPELVKPGASVKMSCKASGYTFTDYNMHWVKQSHGKSLEWIGYINPNNGGTSYNQKFKGKATLTVNKSSSTAYMELRSLTSEDSAVYYCAR   YYYGS 
M5808-1A4     EVQLQQSGPELVKPGASVKMSCKASGYTFTDYNMHWVKQSHGKSLEWIGYIDPNNGVTIYSQKFTGRATLTVNKSSNTAYMGLRSLTSEDSAVYYCARGGIYYYGRATGQLVNAYFDYWGQGTLVTVSS 
M5808-1A6     EVQLQQSGPELVKPGASVKMSCKASGYTFTDYNIHWVKQSHGKSLEWIGYIDPDYGGTSYHQKFTGKATLTVNKSSSTAYMGLRSLTSEDSAVYYCARGGVNYYGSATGQLVNAYFDYWGQGTLVTVSS 
M5808-1D5     EVQLQQSGPELVKPGASVKMSCKASEYTFTDYDIHWVRQSHGKSLEWIGYIDPDNGGPSYNQKFTGKATLTVNKSSSTAYMELRSLTSEDSAVYYCARGGINYYNSARGQLVNAYFDYWGQGTLVTVSS 
M5808-1G2     EVQLQQSGPELVKPGASVKMSCKASGYAVTDYNIHWVKQSHGKSLEWIGYIDPDIGGPSYNQKFKGKATLTVNKSSSTAYMELRSLTSEDSAVYYCARGGIYYYGSAMGQLVNAYFDYWGQGTLVTVSS 
M5808-1G4     EVQLQQSGPELVKPGASVKMSCKASGYTFTDYNMHWVKQSHGKSLEWIGYIDPNNGGTSYNQKFTGKATLTVNKSSSTAYMGLRSLTSEDSAVYYCARGGVYYYGSATGQLVNAYFDYWGQGTLVTVSS 
M5808-1G5     EVQLQQSGPELVKPGASVKMSCKASGYTFTDYNIHWMKQSHGKSLEWIGYITPNNGGITYNQKFKGKATLTVNKSSSTAYMELRSLTSEDSAVYYCARGGFYYYSTARGHLVNAYFDYWGQGTLVTVSS 

HCDR3

mD1-1

mAbs 




