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Table S1. MS analysis taken after incubating recombinant WT (A), A30P (B), E46K (C), 

G51D (D), or A53T (E) α-syn fibrils (30 µM) with either 150, 300, 450 or 600 nM CtsL for 

24 h at pH 5 and 37 ºC.  
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Table S2. Raman peak ratio comparison for (A) amide-III and (B) C-H deformation 

stretches for WT and mutant α-syn.    
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Figure S1. Expanded view of amide-II band for soluble (black trace) and aggregated (cyan 

trace) WT-α-syn.  
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Figure S2. Representative negatively-stained transmission electron microscopy images of WT 

(A), A30P (B), E46K (C), G51D (D), and A53T (E) α-syn fibrils formed at 40 μM, 10 mM 

NaOAC, 100 mM NaCl, pH 5, 37 °C. Scale bars: 100 nm. 
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Figure S3. (A) Expanded view of fingerprint region for WT and mutant α-syn. Second 

derivative analysis for amide-III region (B, C) and C-H deformation stretches (D).  


